Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



48505 

OJ990527_37. 9919.C4 .o2.ts 

30591 

none 

30591. .30695, 30723. .31001 

14311 
30533 
48505 

OJ990527_37. 9919.C4 .o2. tw 

30591 

none 



End 49592 

Method TBLASTX : Soybean 

End 31001 

Score 70 



Seq. ID OJ990527_37.9919.C4 
Strand 

End 4 9592 

Method TBLASTX : Wheat 

End 31019 

Score 107 



30591. .30707, 30723 .. 30938 , 30912.. 31019 

OJ990527 37. 9919. C4 



14311 
30533 
48505 

OJ990527_37. 9919.C4 .ol.tc 
30738 
none 

30738.. 31046 

14311 
30533 
48505 

OJ990527_37. 9919. C4 .o3.tw 
31821 
none 

31821. .31964, 32007 .. 32192 , 32036.. 32176 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

-Method 
End 
Score 



49592 

TBLASTX: Cress 
31046 
194 



OJ990527_37. 9919.C4 
49592 

TBLASTX : -Wheat 
32192 
106 



14311 Seq. ID 

30533 Strand 

48505 End 

OJ990527_37 . 9919 . C4 . ol . ts Method 

39699 End 

none Score 
39699. .40073 

14311 Seq. ID 

30533 Strand 
48505 End 
OJ990527_37 . 9919 . C4 . oil . gs Method 
48505 End 
none Score 
48505. .4 8710, 4 9484. .4 9592 

14312 Seq. ID 

30534 Strand 
1128' End 
OJ990527_37 . 9919 . C5 . ol . gs Method 
1128 End 
none Score 
1128. .1360, 2309. .2488 

14312 Seq. ID 

30535 Strand 
3416 End 



OJ990527_37. 9919.C4 
49592 

TBLASTX: Soybean 

40073 

228 



OJ990527_37.9919.C4 

49592 
GENSCAN 
49592 
.56 



OJ990527_37.9919.C5 

2488 - 
GENSCAN 
2488 
.58 



OJ990527_37.9919.C5 
5628 



1500.1 



Name 

Start 

GI 

Exons 



OJ990527_37 . 9919 . C5 . o2 . gs Method GENSCAN 

3416 End 5628 

none Score .72 

3416. .3553, 4653.-4729, 4893. .5042, 5079.. 5174, 5307. .5504, 
5556. .5628 



Seq. No. 14313 

Gene No. - 30536 

Start 1 

Name OJ990527_37 . 991 9 . C6 . ol . np 

Start 1 

GI 2213608 

Exons 1..71, 482.. 1005 

GI Descrip. (AC000103) F21J9.2 [Arabidopsis thaliana] 



Seq. ID OJ990527_37.9919.C6 
Strand 

End 1005 

Method AAT/NAP 

End 1005 

Score 207 



Seq. No. 14313 

Gene No. 30536 
Start . 1 

Name OJ990527_37 . 9919 . C6 . ol . gs 

Start 334 

GI none 

Exons 334.. 568, 813.. 949 



Seq. ID OJ990527_37.9919.C6 
Strand 

End 1005 

Method GENSCAN 

End 94 9 

Score .48 



Seq. No. 14313 

Gene No.. 30536 

Start 1 

Name OJ990527_37 . 9919 . C6 . ol . tw 

Start 602 

GI none 

Exons 602.. 721, 724.. 870, 728.. 871 



Seq. ID OJ990527_37. 9919.C6 
Strand 

End 1005 

Method TBLASTX : Wheat 

End 871 

Score 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14314 
30537 
340 

OJ990527_37.9919.C7.ol.gs 

340 

none 



Seq. ID OJ990527_37.9919.C7 

Strand + 

End 4 903 

Method GENSCAN 

End 4 903 

Score . 68 



340. .356, 777. .860, 2040. .2540, 2729. .2799, 2832. .2990, 
3164. .3252, 3665. .3745, 4168. .4213, 4363.-4635, 4673. .4758, 
4817. .4903 



14314 
30538 
7822 

OJ990527_37 . 991 9 . C7 . o2 . gp 
7822 
3761363 
7822. .8444 

5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. ID OJ990527_37.9919.C7 
Strand + 

8525 
AAT/GAP 
8444 
992 



End 

Method 

End 

Score 



Seq. No. 14314 

Gene No. 30538 

Start 7822 

Name OJ990527_37 . 9919 . C7 . o3 . gp 

Start 8255 

GI 61605 1.R1084 



Seq. ID OJ990527_37.9919.C7 

Strand + 

End 8525 

Method AAT/GAP 

End 8525 

Score 424 



15002 



Exons 


8255. .8525 






GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


137 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 ' 


Seq. No. 


14314 


Seq. ID 


OJ990527_37.9919.C7 


Gene No . 


30539 


Strand 




Start 


5538 


End 


14844 


Name 


OJ990527 37. 9919 . C7 . o2 . gs 


Method 


GENSCAN 


Start 


5538 


End 


14844 


GI 


none 


Score 


,.43 


Exons 


5538.. 5675, 6175.. 6294, 6568 


..6767, 7595.. 7678, 9039.. 10593, 




11226. .11800, 12085. .12457, 


12485. .13050, 13080. .13265, 




14733. .14844 






beq. no. 


14314 


Seq. ID 


OJ990527_37.9919.C7 


Liene wo . 


30539 


Strand 




Start 


5538 


End 


14844 


Name 


OJ990527 37. 991 9 . C7 . ol . gp 


Method 


AAT/GAP 


otarc 


6393 


End 


6887 


GI 


576771 


Score 


829 


Exons 


6393. .6604, 6631. .6887 






GI Descrip. 


576771/gb|U16256|OSU16256 0. 


0e+00 Oryza sativa cone SRI 




sucrose-regulated mRNA, 3 '-end sequence 


Seq. No. 


14314 


Seq. ID 


OJ990527_37.9919.C7 


Gene No . 


30539 


Strand 






5538 


End 


14844 


Name 


OJ990527 37.9919.C7.ol.np 


Method 


AAT/NAP 


Start 


8992 


End 


12736 


r" 1 t 
bl 


6630696 


Score 


5968 


Exons 


8992. .12736 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 




region of the predicted gene 


. ; Similar 


to retrovirus-related pol 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


14314 


Seq. ID 


OJ990527_37.9919.C7 


Gene No. 


30539 


Strand 




Of ^y-f 

o tart 


5538 


- End 


14844 


Name 


OJ990527 37.9919.C7;o2.tw 


. Method 


TBLASTX: Wheat 


C4- -i -»-»+- 

otart 


9128 


End 


9603 


C T 


none 


Score 


425 


Exons 


9128. .9514, 9130. .9513, 9523 


..9591, 9529.. 9603, 9530.. 9598 


Seq. No. 


14314 


Seq. ID 


OJ990527_37.9919.C7 


Gene No. 


30539 


Strand 




Start 


5538 


End 


14844 


Name 


OJ990527 37.9919.C7.o3.ts 


Method 


TBLASTX: Soybean 


Start 


9256 


End 


9591 


GI 


none 


Score 


87 


Exons 


9256. . 94 65, 9335. .94 60, 9484 


. .9591, 9494. .9562 


Seq. No. 


14314 


Seq. ID 


OJ990527_37.9919.C7 


Gene No. 


30539 


Strand 




Start 


5538 


End 


14844 


Name 


OJ990527 37.9919.C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


9459 


End 


9796 


GI 


none 


Score 


127 



15003 




Exons 


y^ oy . . y / iu, 


y4bu..y/y*i, y^oi 


. . y / y b 






Seq. No. 


14314 




Seq. ID 


OJ990527_37.9919 


.C7 


Gene No. 


30539 




Strand 






Start 


c c o o 
D03o 




End 


14844 




Name 


OJ990527_37 . 


ftftTft /~i _yi i_ _ 

9919 . C7 . o4 . ts 


Method 


TBLASTX: Soybean 




Start 


ft C C\~l 

ybu / 




End 


9916 




GI 


none 




Score 


66 




Exons 


y bu / . . y / o y , 


ybiu..y/yo, ybii 


..9793, 9787. .9915, 9791. .9916 


Seq. No. 


14314 




Seq. ID 


OJ990527_37.9919 


C7 


Gene No. 


30539 




Strand 






pi.-v.J- 

start 


CL C "3 Q 




End 


14844 




Name 


OJyyUoz /_3 / . 


9919 . C / . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


m o n 

9/39 




End 


10317 




GI 


none 




Score 


60 




Exons 


y / . . y y / o , 


mm aaai omft 

y / y / . . y yu i , y y / u 


..10317, 10022.. 10297 




Seq. No. 


14314 




Seq. ID 


OJ990527_37.9919 


. b / 


Gene No. 


30539 




Strand 






Start 






End 


14844 




Name 


ojyyuo^ / 3 / . 


9919.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


no t a 

9o oU 




End 


10317 




GI 


none 




Score 


110 




Exons 


9850 . . 10317 , 


9953. .10159, 10184. .10315 






Seq. <No. 


14 314 




Seq. ID 


OJ990527_37.9919 


C7 


Gene No. 


30539 




Strand 






Start 


5538 




End 


14844 




Name 


ojyyuoz / of. 


9919 ; C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


ft ft ft /t 

9994 




End 


10449 




GI 


DOU9z bU 




Score 


78 




Exons 


ft ft ft /I 1 ft /I /I ft 

9994 . . 1U4 4 9, 


10004. .10162, 10099. .10353, 10223.. 10354 




GI Descrip. 












Seq. No. 


14314 




Seq. ID 


OJ990527_37.9919 


C7 


Gene No. 


30539 




Strand 






Start 


c c o o 




End 


14844 




Name 


/"\TftftACft'7 

OJ990527 37. 


9919.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


t ft ft ft d 

l(JU9b 




End 


10356 




bl 


none 




Score 


107 




Exons 


1 A A ft C 1 rtOCC 


, 10184.. 10354 








Seq. No. 


1 A O 1 yi 

14 314 




Seq. ID 


OJ990527_37.9919 


C7 


Gene No. 


30539 




Strand 






Start 


5538 




End 


14844 




Name 


/*\ Tft ft A C O "7 O "7 


9919.C7.ol. tw 


Method 


TBLASTX: Wheat 




Start 


T ft O /" ft 

10369 




End 


11116 




GI 


none 




Score 


123 




Exons 


10369 . . 10551 


, 10369. .11109, 


10374. .10919, 10619. .11116, 






-\ r\ r\ t~ *~\ 1-1-11/" 

10952 . .11116 










Seq. No. 


14314 




Seq. ID 


OJ990527_37.9919, 


C7 


Gene No. 


30539 




Strand 






Start 


5538 




End 


14844 




Name 


OJ990527 37. 


9919.C7.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10774 




End 


11172 





15004 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

10774. .10947, 10951. .11172, 



Score 100 
10955. .11170 



14314 Seq. ID 

30539 Strand 

5538 End 

OJ990527_37 . 9919 . C7 . o5 . tm Method 

10960 End 

none Score 

10960. .11178, 10967. .11143, 11181. .11423 



OJ990527 37. 9919. C7 



14844 

TBLASTX: Maize 
11423 
79 



14314 
30539 
5538 

OJ990527_37.9919.C7.o5.tw 

11122 

none 

11122. .11178, 11181. .11462 

14314 
30539 
5538 

OJ990527_37. 9919 . C7 . o5 . ts 

11181 

none 

11181. .11429, 11412. .11561 

14314 
30539 
5538 

OJ990527_37 . 991 9 . C7 . o2 . tm 

11509 

none 

11509. .11604, 11511. . 1157 6, 
11606. .11752, 117 4 5. . 1187 9, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 

• End 
Method 
End 
Score 

11568 

11747 



OJ990527_37.9919.C7 
14844 

TBLASTX: Wheat 

11462 

198 



OJ990527_37.9919.C7 
14844 

TBLASTX : Soybean 

11561 

84 



OJ990527 37. 9919. C7 



14844 

TBLASTX: Maize 
11902 
47 

11747, 11605. .11754, 
11902, 11752. .11880 



14314 Seq. ID 

30539 Strand 

5538 End 

OJ990527_37 . 991 9 . C7 . o4 . tm Method 

12386 End 

none Score 

12386. .12694, 12389. . 12535, 12462.. 12629 



OJ990527 37. 9919. C7 



14844 

TBLASTX: Maize 
12694 
92 



OJ990527 37. 9919. C7 



14314 Seq. ID 

30539 Strand 

5538 End 

OJ990527_37 . 991 9 . C7 . o4 . tw Method 

12445 End 

none Score 

12445. .12627, 124 4 6 .. 12730 , 124 65 12 656, 12707 .. 12835, 
12753. .12836 



14844 

TBLASTX: Wheat 

12836 

150 



Seq. No. 14315 Seq. ID 

Gene No. 30540 Strand 

Start 268 End 

Name 0 J990527_37 . 9919 . C8 . ol . gs Method 



OJ990527_37.9919.C8 
742 

GENSCAN 



15005 






Start 


268 


End 


690 




GI 


none 


Score 


. By 




Exons 


268 . . 690 








Seq. No. 


14315 


Seq. ID 


ojyyooz / o/.yyi9.Co 




Gene No. 


30540 


Strand 






Start 


268 


End 


742 




Name 


OJ990527 37.9919.C8.ol'.np 


Method 


AAT/NAP 




Start 


271 


End 


742 




GI 


2126090 


Score 


775 




Exons 


271. .742 








GI Descrip. 


transposase (insertion sequence IS10) 


- Escherichia coli 






gi|455676|bbs|140379 (S67119) 


transposase [Escherichia coli, 






LBB84, plasmid pXT107, IS10L/R-1, Peptide 






PlasmidTransposon Insert ionMut ant , 4 02 


aa] [Escherichia coli] 






qi|6634720|gb|AAF19728.1|AC012463 2 (AC012463) T2E6.2 






[Arabidopsis thaliana] 








Seq. No. 


14316 


Seq. ID 


OJ990527_37.9919.C9 




Gene No. 


30541 


Strand 






Start 


129 


End 


694 




Name 


OJ990527 37 . 9919 . C9 . ol . gs 


Method 


GENS CAN 




Start 


129 


End 


694 




GI 


none 


Score 




S \ 


Exons 


129 . . 264 , 540 . . 694 






LT! 


Seq. No. 


14317 


Seq. ID 


OJ990527 37. 9919. C10 


I'll 


Gene No. 


30542 


Strand 




! ; sf 


Start 


145 


End 


234 




Name 


OJ990527 37.9919.C10.ol.gs 


Method 


GENSCAN 


51 

i : 


Start 


145 


End 


234 


1= LI 


GI 


none 


Score 


. 94 




Exons 


145. .234 






!. 1 


Seq. No. 


14318 


Seq. ID 


OJ990527 37. 9919. C 12 


' kl 


Gene No. 


30543 


Strand 


+ 




Start 


171 


End 


240 


!" " 

. ~i 


Name 


OJ990527 37.9919.C12.ol.gs 


Method 


GENSCAN 


.3 CI. 


Start 


171 


End 


240 


: I 

'S ST 


GI 


none 


Score 


.78 


Ui 


Exons 


171. .240 








Seq. No. 


14318 


Seq. ID 


OJ990527_37.9919.C12 




Gene No . 


30544 


Strand 






Start 


1 


End 


170 




Name 


OJ990527 37.9919.C12.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


159 




GI 


7406 1.R1084 


Score 


252 




-Exons 


1..159 








GI Descrip. 


' 1122315/emb|CAA63901 | 7.0e-10 (X94191 


) heat shock protein 17 






[Pennisetum glaucum] 1 








Seq. No. 


14318 


Seq. ID 


OJ990527_37. 9919.C12 




Gene No. 


30544 


Strand 






Start 


1 


End 


170 




Name 


OJ990527 37.9919.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


170 



15006 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6721543 Score 108 

1. .170 

(AP001073) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527 37.9919.C13 



14319 
30545 
1 

OJ990527_37l9919.C13.ol.np 
1 

6587849 
1. .140 

(AC006551) Very similar to retrotransposon reverse transcriptase 
[Arabidopsis thaliana] 



140 

AAT/NAP 

140 

78 



14320 Seq. ID 

30546 Strand 

1 End 

OJ990527_37. 9919 . C16 . ol . np Method 

1 End 

5441880 Score 
1. .710 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990527_37.9919.C16 
+ 

710 

AAT/NAP 

710 

1232 



Seq. No. 


14320 






Seq. ID 


OJ990527_37.9919.C16 


Gene No. 


30546 






Strand 


+ 


Start 


1 






End 


710 


Name 


OJ990527 37.9919.C16 


.ol 


. gs 


Method 


GENSCAN 


Start 


60 






End 


660 


GI 


none 






Score 


.58 


Exons 


60. .660 










Seq. No. 


14320 






Seq. ID 


OJ990527_37.9919.C16 


Gene No. 


30546 






Strand 


-f 


Start 


1 






End 


710 


Name 


OJ990527 37.9919.C16 


.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


387 






End 


703 


GI 


none 






'Score 


93 


Exons 


387. .515, 395. .493, 


549 


. . 695, 


566. .703 




Seq. No. 


14320 






Seq. ID 


OJ990527_37. 9919.C16 


Gene No. 


30546 






Strand 


+ 


Start 


1 






End 


710 


Name 


OJ990527 37.9919.C16 


.ol 


.gp 


Method 


AAT/GAP 


Start 


430 






End 


710 


GI 


5701669 






Score 


539 


Exons 


430. .710 










GI Descrip. 


5441880/dbj IBAA82378 


.11 


5.0e- 


75 (AP000367) EST C28952 (C6294 5 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



14321 Seq. ID OJ990427 

30547 Strand + 

1694 End 3166 

OJ990427_2 9. 9922 .Cl.o2.gp Method AAT/GAP 

1694 End 3166 



29. 9922. CI 



15007 



GI 15608_1.R1084 Score 

Exons 1694. .3166 

GI Descrip. ' 6006355/dbj | AP000559 . 1 | AP000559 3.0e- 
DNA, chromosome 6, clone : P04 93C1 1 1 



2860 



11 Oryza sativa genomic 



Seq. No. 14321 Seq. ID 

Gene No. 3054 8 Strand 

Start 1955 End 

Name OJ990427_29 . 9922 . CI . ol . gs Method 

Start 1955 End 

GI none Score 

Exons 1955.. 2164, 2481.. 2867 



OJ990427_29. 9922. CI 

2867 - 
GEN SCAN 
2867 
.46 



Seq. No. 14322 Seq. ID 

Gene No. 3054 9 Strand 

Start 809 End 

Name OJ990427_29 . 9922 . C2 . ol . gs Method 

Start 809 End 

GI none Score 

Exons 809.. 1330 



OJ990427_29. 9922.C2 
+ 

1330 
GEN SCAN 
1330 
.87 



Seq. No. • 14322 

Gene No. 30550 

Start 1272 

Name OJ990427_29 . 9922 . C2 . ol . gp 

Start 1272 

GI uC-osflcyp081e03bl 

Exons 1272.. 1354 

GI Descrip. M249402 2.0e-84 (AC006072] 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_29.9922.C2 

1354 
AAT/GAP 
1354 
117 



unknown protein [Arabidopsis 



Seq. No. 14323 Seq. ID 

Gene No. 30551 Strand 

Start 101 End 

Name OJ990427_29 . 9922 . C3 . ol . gp Method 

Start 101 End 

GI uC-osflcyp081e03bl Score 

Exons 101.. 234, 560.. 643, 736.. 917 

GI Descrip. '4249402 2.0e-84 (AC006072) unknown protein [Arabidopsis 
thaliana] f 



OJ990427_29.9922.C3 
+ 

1557 
AAT/GAP 
917 
699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14323 
30551 
101 

OJ990427_29.9922.C3.ol.gs 
560 
none 

560. .643, 736. .874, 1241. .1557 



Seq. ID OJ990427_29. 9922.C3 

Strand + 

End 1557 

Method GEN SCAN 

End 1557 

Score .88 



14323 
30552 
1583 

OJ990427_29. 9922.C3.o2.gp 

1583 

none 



Seq. ID OJ990427 29. 9922. C3 



Strand 
End 

Method 

End 

Score 



+ 

2571 
AAT/GAP 
2571 
540 



1583. .1749, 2188. .2243, 2327. .2430, 2529. .2571 



15008 






Seq. No. 


14323 


Seq. ID 


OJ990427 


29 


.9922 


.C3 




Gene No. 


30553 


Strand 


+ 










Start 


5045 


End 


5733 










Name 


OJ990427_29. 9922 . C3 . o2 . gs 


Method 


GENSCAN 










Start 


5045 


End 


5733 










GI 


none 


Score 


. 64 










Exons 


5045. .5239, 5467. .5733 














Seq. No. 


14323 


Seq. ID 


OJ990427_ 


29 


. 9922 


.C3 




Gene No. 


30554 


Strand 


+ 










Start 


6481 


End 


7337 










Name 


OJ990427 29.9922.C3.ol.np 


Method 


AAT/NAP 










Start 


6481 


End 


7337 










GI 


5922623 


Score 


199 










Exons 


6481. .6565, 6942. .7093, 7261. .7337 












GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 












gi| 6016856 |dbj | BAA85199.il 


(AP000570) 


hypothetical 


protein 






[Oryza sat'iva] 














Seq. No. 


14323 


Seq. ID 


OJ990427_ 


29 


.9922 


.C3 




Gene No. 


30555 


Strand 


+ 










Start 


14421 


End 


17487 








Q 


Name 


OJ990427 29.9922.C3.o6.gs 


Method 


GENSCAN 








. «i 


Start 


14421 


End 


17195 










GI 


none 


Score 


.89 








en 


Exons 


•14 421 . . 14 533, 14 654 . . 14 903, 


15755. .15808, 16171. 


. 16334, 




:=>: 

;5 3; 




16985. . 17195 












t . : 


Seq. No. 


14323 


Seq. ID 


OJ990427_ 


29 


. 9922 


.C3 




Gene No. 


30555 


Strand 


+ 








!=i"i 


Start 


14421 


End 


17487 








, far 


Name 


OJ990427 29.9922.C3.o3.gp 


Method 


AAT/GAP 








ia 


Start 


14651 


End 


16838 










GI 


none 


Score 


1250 










Exons 


14 651. .14 903, 15552. .15671, 


15755. .15808, 16171,. 


. 16334, 








16727. .16838 














Seq. No." 


14323 


Seq. ID 


OJ990427_ 


29 


.9922 


.C3 


□ 


Gene No. 


30555 


Strand 


+ 










Start 


14421 


End 


17487 










Name 


OJ990427 29.9922.C3.o4.gp 


Method 


AAT/GAP 










Start 


16877 


End 


17487 










GI 


none 


Score 


994 










Exons 


16877. .16903, 16985. . 17487 














Seq. No. 


14323 


Seq. ID 


OJ990427_ 


29 


.9922 


.C3 




Gene No. 


30556 


Strand 


+ 










. Start 


22704 


End 


27437 










Name 


OJ990427 29.9922.C3.o6.np 


Method 


AAT/NAP 










Start 


22704 


End 


27437 










GI 


5420389 


Score 


136 










Exons 


22704. .23115, 27254. .27437 














GI Descrip. 


(AJ243460) proteophosphoglycan [Xeishmania major 


] 








Seq. No. 


14323 


Seq. ID 


OJ990427_ 


29 


.9922 


.C3 




Gene No. 


30557 


Strand 












Start 


6213 


End 


7007 









15009 



Name 

Start 

GI 

Exons 



OJ990427_29.9922.C3.o3.gs 
6213 



Method 
End 

none Score 
6213.. 6272, 6514.. 6684, 6921.. 7007 



GENSCAN 

7007 

.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14323 
30558 
9318 

OJ990427_29.9922.C3.o4 .gs 

9318 

none 



Seq. ID OJ990427_29.9922.C3 
Strand 

End 13428 

Method GENSCAN 

End 11550 

Score .87 



9318.. 9628, 9715.. 9805, 10152 .. 10234 , 1034 6 104 10, 
10513. . 10677, 10948. .11006, 11162 .. 11237 , 11432. .11550 



14323 
30558 
9318 

OJ9904 27_29. 9922.C3.o2.np 

9339 

927577 



Seq. ID OJ990427_29.9922.C3 
Strand 

End 13428 

Method AAT/NAP 

End 13428 

Score 945 

10346. .10410, 



9339.. 9628, 9715.. 9805, 10152.. 10234 
10513. .10596, 10777. .10842, 1094 8. .11006, 11162. .11237, 
114 32. .11535, 11670. .11704, 12038. .12094, 12423. .12484, 
12691. .12762, 13280. .13428 

(U12927) alpha-galactosidase [Phaseolus vulgaris] 



14323 
30558 
9318 

OJ990427_29. 9922.C3.o5.gs 

11937 

none 



Seq. ID OJ990427_29.9922.C3 
Strand 

End 13428 

Method GENSCAN 

End 12839 

Score .93 



11937. .11968, 12038. .12094, 12423. .124 84, 12691. .12839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



14323 Seq. ID 

30559 Strand 

18367 End 

OJ990427_29. 9922.C3.o5.gp Method 

18116 End 

68789_1.R1084 Score 
18116. . 18778 

'2605714 3.0e-46 (AF026275) 
[Arabidopsis thaliana] 1 

14323 

30559 Strand 

18367 End 

OJ9904 27_29. 9922.C3.o7.gs Method 

18367 End 

none Score 



OJ990427_29. 9922.C3 

19512 
AAT/GAP 
18778 
1239 



beta-tonoplast intrinsic protein 



Seq. ID OJ990427_29. 9922.C3 



19512 
GENSCAN 
19512/ 
.81 



18367. . 18762, 18848 .. 19095, 19198 .. 1934 8 , 19381. .19512 



14323 Seq. ID 

30559 Strand 

18367 End 

OJ990427_2 9. 9922.C3.o3.np Method 

18370 End 



OJ990427_29. 9922.C3 

19512 

AAT/NAP 

19339 



15010 




GI 2605714 Score 868 

Exons 18370. .18762, 18848 19090, 19175.. 19339 

GI Descrip. (AF026275) beta-tonoplast intrinsic protein [Arabidopsis 
thaliana] 



Seq. No. 14323 Seq. ID 

Gene No. 30559 Strand 

Start 18367 , End 

Name OJ9904 27_29 . 9922 . C3 . 06 . gp Method 

Start 18996 End 

GI 28396_1.R1084 Score 

Exons 18996. .19095, 19198.. 19496 

GI Descrip. ' 1109614 /dbj I BAA08 108 | 3.0e-ll (D45078) MP28 [Cucurbita sp.]' 



OJ990427_29.9922.C3 

19512 
AAT/GAP 
19496 
729 



Seq. No. 14323 

Gene No. 30560 

Start 20567 

Name OJ9904 27_29 . 9922 . C3 . ol . tm 

Start 557 

GI none 

Exons 557. .652, 
1062. .1124 



1165, 
1247, 
1252. 
1254 . 
1254, 
1293. 



, 1215 
,1342 
,1341 
,1346 
,1346 
,1346 



1349. .1495 
1349. .1417 
1351. .1437 
1356. .1436 
1502. .1582 
1608. .1652 
2338. .2397 



563. .64 

, 1088. 

, 1168. 

, 1250. 

, 1253. 

, 1254. 

, 1256. 

, 1346. 

, 1349. 

, 1350. 

, 1352. 

, 1357. 

, 1511. 

, 1650. 

, 2386. 



6, 727. 
.1222, 
.1224, 
.1345, 
.1345, 
.1334, 
.1345, 
.1420, 
. 1432, 
.1436, 
. 1414, 
.1437, 
.1594, 
.1694, 
.2457 



. 912, 
1089. 
1217. 
1251. 
1253. 
1254. 
1256. 
1349. 
1349. 
1351. 
1355. 
1357. 
1512. 
1686. 



Seq. ID OJ990427_29.9922.C3 
Strand 

End 23092 

Method TBLASTX : Maize 

End 2457 

Score 8 6 
727. .915, 910. .98 



1277, 1089. 

1348, 1230. 

1346, 1252. 

1348, 1253. 

1346, 1254. 

1363, 1263. 

1498, 1349. 

1417, 1349. 

1512, 1351. 

1441, 1356. 

1437, 1357. 

1622, 1601. 

1748, 1696. 



1169, 
1346, 
1341, 
1345, 
1358, 
1322, 
1414, 
1417, 
1419, 
1499, 
1461, 
1651, 
1749, 



4, 911 
1091. 
1244 . 
1252. 
1253. 
1254. 
1265. 
1349. 
1349. 
1351. 
1356. 
1411. 
1606. , 
2185. 



.985, 
1228, 
1345, 
1344, 
1333, 
1346, 
1324, 
1441, 
1420, 
1437, 
1436, 
1497, 
1650, 
2244, 



Seq. No. 


14323 










Seq. ID 


OJ990427_29.9922 


.C3 


Gene No. 


30560 










Strand 






Start 


20567 










End 


23092 




Name 


OJ990<! 


127^29, 


. 9922 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8135 










End 


8606 




GI 


none 










Score 


321 




Exons 


8135. . 


,8323, 


8136 


. .8507, 


8520. 


.8606, 8525. .8602 




Seq. No. 


14323 










Seq. ID 


OJ990427_29. 9922 


.C3 


Gene No. 


30560 










Strand 






Start 


20567 










End 


23092 




Name 


OJ990427 29, 


.9922 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8331 










End 


8701 




GI 


none 










Score 


324 




Exons 


8331. . 


8699, 


8340 


. .8699, 


8480. 


.8701 






Seq. No. 


14323 










Seq. ID 


OJ990427_29. 9922 


.C3 


Gene No. 


30560 










Strand 






Start 


20567 










End 


23092 




Name 


OJ990427 29. 


9922 


.C3.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


8777 










End 


9068 





15011 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 186 

8777. .8890, 8778.-8975, 8931. .8984, 8970. .9068 



14323 
30560 
20567 

OJ9904 27_29. 9922.C3.o2.ts 
9339 • 
none 

9339.. 9398, 9343.. 9399, 9423. 
9556.. 9630, 9707.. 9781, 9717. 



Seq. ID OJ990427_29.9922.C3 
Strand 

End 23092 

Method TBLASTX : Soybean 

End 9781 

Score 40 

.9494, 9427. .9480, 9525. .9635, 
.9764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



14323 
30560 
20567 

OJ990427_29.9922.C3.o6.tm 
9522 



OJ990427 29. 9922. C3 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

9635, 9559. .9630, 9707. .9814, 9717. .9830, 1014 4 .. 10236, 
.10231, 10152. . 10235, 10152 .. 10244 , 10153 .. 1024 5, 
.10412, 10347. .10412, 10348 .. 104 19, 104 91 .. 1054 4 , 
10505. .10597, 10515. .10595, 1077 6. .10844, 1077 6. .1084 4, 
10777. .108 63, 10939. .10998, 10947. .10997 



none 
9522. 
10151 
10347 



23092 

TBLASTX: Maize 

10998 

75 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427 29. 9922. C3 



14323 
30560 
20567 

OJ990427_29.9922.C3.o2.tc 
9549 
none 

9549.. 9635, 9562.. 9630, 9707.. 9814, 9720.. 9806, 10152 .. 10238 , 
10162. . 10236, 10347. .10412, 10500 .. 10625, 10776 .. 1084 4 , 
10777. . 10851, 10945. . 11022, 10947 .. 11012, 11157 .. 11213, 
11162. . 11230 



23092 

TBLASTX: Cress 

11230 

82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14323 
30560 
20567 

OJ990427_2 9. 9922.C3.o4 .ts 

10152 

none 

10152. . 10244, 10171 
10776. . 10844, 10777 
11162. . 11233, 11431 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_29. 9922.C3 
23092 

TBLASTX : Soybean 

12746 

81 



10245, 10347. .10412, 10515 10595, 
10851, 10947. .11012, 11157 .. 11231, 
11541, 11670. . 11705, 12030 .. 12083, 



12040. . 12111, 12454 .. 12483, 12690. .12746 



14323 
30560 
20567 

OJ9?04 27_29. 9922.C3.ol0. tm 

11189 

none 

11189. . 11233, 11425. . 11538, 
114 31. . 11541, 11670. . 11705, 
12418, . 12483, 12425 .. 12481, 
12689. . 12760 



Seq. ID OJ990427_29. 9922.C3 

Strand 
* End ... 23092 

Method TBLASTX : Mai ze 

End 12765 

Score 102 
11429. . 11524, 114 30. . 11537, 
12030. . 12083, 12040. . 12096, 
12688. .12765, 12688 .. 12738, 



15012 



Seq. No. 14323 
Gene No. 30560 
Start 20567 

Name OJ990427_29 . 9922 .C3 . 08 . tm 

Start 14834 
GI none 
Exons 14834 . . 14902, 

15752. . 15808, 

16169. . 16267 



14835. .14906, 
15754. 115807, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_29. 9922.C3 
23092 

TBLASTX: Maize 

16267 

88 



15544. .15678, 1554 6 .. 15680, 
15763. .15810, 16165. .16266, 



Seq. No. 14323 

Gene No. 30560 

Start 20567 

Name OJ990427_29 . 9922 . C3 . o7 . tm 

Start 16269 

GI none 

Exons 16269. .16325, 16270 .. 16323, 
16729. .16908, 16737. .16907, 



Seq. ID OJ990427_29. 9922.C3 
Strand 

End 23092 

Method TBLASTX : Maize 

End 16908 

Score 77 
16271. .16387, 16725. .16907, 
16738. .16908 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14323 
30560 
20567 .. 

OJ990427_29. 9922.C3.o3.ts 

16686 

none 

16686. .16823, 16697. .16789, 
16837. .16908, 16851. .16913 

14323 
30560 
20567 

OJ990427_29.9922.C3.o5.tm 

16980 

none 

16980. .17036, 16982 .. 17035 , 
17042. .17110, 17047. .17199, 



Seq. ID OJ990427_29. 9922.C3 
Strand 

End 23092 

Method TBLASTX : Soybean 

End 16913 

Score 154 
16728. .16799, 16824 .. 16907, 



Seq. ID OJ990427_29.9922.C3 
Strand 

End 23092 

Method TBLASTX: Maize 

End 17199 

Score 97 
16984. .17037, 17022 17 192 , 
17050. .17193 



Seq. No. 14323 

Gene No. 30560 

Start 20567 

Name OJ990427_29 . 9922 . C3 . ol . tc 

Start 18364 

GI none 

Exons 18364. .18762, 184 10 .. 18760, 
19178. .19321, 19200. .19307 



Seq. ID OJ990427_29.9922.C3 
Strand 

End 23092 

Method TBLASTX: Cress 

End 19321 

Score 262 
18911. . 19075, 18 963. .19079, 



Seq. No. 14323 

Gene No. 30560 

Start 20567 

Name OJ990427_29 . 9922 . C3 . ol . ts 

Start 18367 

GI none 

Exons 18367. .18396, 18406 .. 187 62 , 
19170. .19352, 19172.. 19351 



Seq. ID OJ990427_29.9922.C3 
Strand 

End 23092 

Method TBLASTX : Soybean 

End 19352 

Score 269 
184 28. .18793, 18911. .19000, 



Seq. No. 
Gene No. 



14323 
30560 



Seq. ID OJ990427_29. 9922.C3 
Strand 



15013 




Start 


20567 




End 


23092 




Name 


ojyyu^z/ zy.yyzz.cj. 


rt. O 4- t i 

. oz . tw 


Method 


TBLASTX: Wheat 




Start 






End 


19307 




GI 


none 




Score 


218 




Exons 


lo 3 . . lo / lo4 jd, 


. . lo / Jo , 


18911. .19000, 18963. . 1900-1, 






iyzuz. ,iyjub, .lyziz, 


. . i y ju / 








Seq. No. 


14323 




Seq. ID 


OJ990427_29.9922, 


.C3 


Gene No. 


30560 




Strand 






Start 






End 


23092 




Name 


ujyyu^z / zy.yyzz.uj. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


1 o 4 jU 




End 


19339 




GI 


none 




Score 


261 




Exons 


lo4 JU. . lo / Jo, lo4Jl, 


. . lo / Jb, 


18911. .19075, 19211.. 19339 




Seq. No. 


14 JZ J 




Seq. ID 


OJ990427_29.9922, 


. LJ 


Gene No. 


JUjdU 




Strand 






Start 


20567 




End 


23092 




Name 


OJ990427_29. 9922.C3, 


, o5.np 


Method 


AAT/NAP 




O 4- -» -w- 4- 

o tart 






End 


22849 




GI 


OA COIQC 

Z4 bZ /DO 




Score 


376 




Exons 


ZUoZ b . . Z 1UZD , ZlUbo, 


o i o n q 

. . z izuy , 


21632. .21837, 21865 .. 22065, 






^zijy. .z^Ji4, Zzjyo, 


, . zzo4 y 








GI Descrip. 


(A^uuzzyzj putative 


receptoi 


■ kinase [Arabidopsis thaliana] 


Seq. No. 


'14323 




Seq. ID 


OJ990427_29. 9922, 


.C3 


Gene No. 


30560 




Strand 






btart 


o rt q c n 




End 


23092 




Name 


ujyyu4z / zy.yyzz.cj. 


. o8 . gs 


Method 


GENSCAN "* ' 




Start 


zUOD / 




End 


23092 




GI 


none 




Score 


.86 




Exons 


Z U o b / . . Z 1Z 1 b , Zlb4o, 


. . zzuy i , 


22177. .23092 




Seq. No. 


1 a o O "3 

1 4 JZ J 




Seq. ID 


OJ990427_29.9922, 


.C3 


Gene No. 


30560 




Strand 






Start 


20567 




End 


23092 




Name 


r\~TQQC\AO~I OQ QQOO 

ujyyufiz/ zy.yyzz.uj. 


. o3 . tm 


Method 


TBLASTX: Maize 




btart 


o n c /i r 
Z U b4 d 




End 


21026 




GI 


■■^none 




Score 


301 




Exons 


ZU b4 o . . ZUo y b, ZUb4b, 


onQc/ 

. . zuyo4 , 


20862. .20999, 20925 .. 21005 , 






z u y jj . . z iuu / , zuy/b. 


01 AOC 
. . Z 1 UZ O 








Seq. No. 


14323 




Seq. ID 


OJ990427_29. 9922, 


.C3 


Gene No. 


30560 




Strand 






Start 


o r» c; c "7 
ZUo b / 




End 


23092 




Name 


A TOO^/I O "7 OQ QQOO /"O 

ojyyu4Z/ zy.yyzz.cj, 


> o3 . tw 


Method 


TBLASTX: Wheat 




Start 


Z lUbZ 




End 


21766 




GI 


none 




Score 


224 




Exons 


oinco oi ooc 01 mo 
Z 1U bZ . . Z 1Z Jo , Z1U/Z, 


o i o o o 
, . Z1Z J J , 


21646. .21765, 21650. .21766 




beq . iNo. 


i no^ 

1 H JZ J 




Seq. ID 


OJ990427_29.9922, 


.C3 


Gene No. 


30560 




Strand 






Start 


20567 




End 


23092 




Name 


OJ990427 29. 9922. C3 . 


. 05 . ts 


Method 


TBLASTX: Soybean 




Start 


21065 




End 


22105 




GI 


none 




Score 


51 




Exons 


21065. .21100, 21137, 


. .21214, 


21643. .216 


J22, 21644 . .21787, 





15014 




21874 . .21975, 21887 .. 2194 6, 22037.. 22105 





Seq. No. 


1 A *3 O A 

14 






Seq. ID 


OJ990427_29.9922.C4 




Gene No. 


30561 






Strand 


+ 




Start 


1 






End 


12936 




Name 


OJ990427 29.9922. 


C4.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


12323 




GI 


1498315 






Score 


733 




Exons 


1..303, 626. .685, 


811. . 


937, 


1047. .1112, 


1195.. 1293, 3007..: 






3297.. 3361, 3625. 


.3720, 


3819 


..3943, 4025. .4128, 4734. .4944 






12270. .12323 












GI Descrip. 


(U56419) IAP100 [Pisum 


sativum] 






Seq. No. 


1 A O O A 

14 52. 4 






Seq. ID 


OJ990427_29.9922.C4 




Gene No. 


30561 






Strand 


+ 




Start 


1 






End 


12936 




Name 


OJ990427 29.9922. 


C4 .ol. 


gs 


Method 


GENSCAN 




Start 


55 






End 


8403 




GI 


none 






Score 


.66 




Exons 


55. .303, 626. .685 


, 811. 


.934, 


1068. .1112, 1195. .1293, 1526. 






3297.. 3361, 3625. 


.3698, 


3819 


..3871, 4028. .4128, 4804. .4929 






/inoi cnrr /T*DOO 

4yol..oUDO, OJZO. 


.6394, 


6445 


. . 6671, 8111. .8403 


r"s - 


Seq. No. 


14324 






Seq. ID 


OJ990427_29. 9922.C4 


: ; _{ 


Gene No. 


30561 






Strand 


+ 


.: ci 


Start 


1 






End 


12936 


't ' 


Name 


OJ990427 29.9922. 


C4.ol. 


gp 


Method 


AAT/GAP 


\ Lj 


Start 


92 






End 


5534 


■JS.* 


GI 


1415 1.R1084 






Score 


3283 


U! 


Exons 


92. .303, 626. .685 


, 811. 


.934, 


1068. .1112 


!, 1195. .1293, 3007. 


i. _j 




3297.. 3361, 3625. 


.3698, 


3819 


..3943, 402 


!8. .4128, 4734. .5534 


:s : i 
! 'J 


GI Descrip. 


'1498315 2.0e-84 


(U56419) IAP100 [Pisum sativum] ' 




Seq. No. 


14324 






Seq. ID 


OJ990427_29. 9922.C4 


r=; 


Gene No. 


30561 






Strand 


+ 


•hi 


Start 


1 






End 


12936 




Name 


OJ990427 29.9922. 


C4 .o2. 


gp 


Method 


AAT/GAP 




Start 


7625 






End 


8738 


.s si 
: : 


GI 


none 






Score 


1083 


0 


Exons 


762S..7987, 8111. 


.8233, 


8593 


. .8738 






Seq. No. 


14324 






Seq. ID 


OJ990427_29.9922.C4 




Gene No. 


30561 






Strand 


+ 




Start 


1 






End 


12936 




Name 


OJ990427 29.9922. 


C4 .o2. 


np 


Method 


AAT/NAP 




Start 


7646 






End 


9870 




GI 


6735317 






Score 


539 




Exons 


7646..7797, 8628. 


. 9870 










GI Descrip. 


(AL137080) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


14324 






Seq. ID 


OJ990427_29.9922.C4 




Gene No. 


30561 






Strand 


+ 




Start 


1 






End 


12936 




Name 


OJ990427 29.9922. 


C4.o2. 


gs 


Method 


GENSCAN 




Start 


8520 






End 


9842 




GI 


none 






Score 


.99 




Exons 


8520. . 9842 











15015 



Seq. No. 14324 Seq. ID 

Gene No. 30561 Strand 

Start 1 End 

Name OJ990427_29 . 9922 . C4 . o3 . gp Method 

Start 9085 End 

GI none Score 

Exons 9085.. 9475 



OJ990427_29.9922.C4 
+ 

12936 
AAT/GAP 
9475 
762 



Seq. No. 14324 Seq. ID 

Gene No. 30561 Strand 

Start 1 End 

Name OJ990427_29 . 9922 . C4 . o3 . gs Method 

Start 12195 End 

GI none Score 

Exons 12195. .12321, 12830.. 12936 



OJ990427_29.9922.C4 
+ 

12936 
GEN SCAN 
12936 
.62 



OJ990427 29. 9922. C4 



Seq. No. 14324 Seq. ID 

Gene No. 30562 Strand 

Start 9476 End 

Name OJ990427_29 . 9922 . C4 . o2 . tm Method 

Start 230 End 

GI none Score 

Exons 230. .304, 624. .704, 626. .688, 627. .689, 794. .937, 794. .934, 

1192. .1296, 1194. .1301, 3003 .. 3074 / 3005 .. 3121 , 3006. .3104, 
3281.. 3361, 3284.. 3364, 3615.. 3701, 3622.. 3699, 3807.. 3941, 
3822. .3941, 3829.-3942, 3832. .3960, 4030. .4098 



10193 

TBLASTX: Maize 

4098 

100 



Seq. No. 14324 
Gene No. 30562 
Start 9476 

Name OJ990427_29 . 9922 . C4 . o2 . tw 

Start 3003 
GI none 

Exons 3003.. 3074, 3006.. 3104, 3281. 

3615.. 3701, 3622..3699, 3819. 
4027. .4128, 4029. .4118, 4030. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 29. 9922. C4 



10193 

TBLASTX: Wheat 
4128 
82 

3361, 3284.. 3364, 3295.. 3369, 
3941, 3820. .3942, 4019. .4123, 
4128 



Seq. No. 14324 

Gene No. 30562 

Start 9476 

Name OJ990427_29 . 9922 . C4 . ol . tm 

Start 8654 

GI none 
Exons • 



Seq. ID OJ990427_29.9922.C4 
Strand 
End 

Method 
End 
Score 



10193 

TBLASTX: Maize 

9762 

309 



8654. .8827, 8664. .8849, 8871. .9092, 8888. .9091, 9129. .9275, 
9129.. 9482, 9161.. 9277, 9348.. 9761, 9353.. 9760, 9460.. 9762 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14324 
30562 
9476 

OJ990427_29. 9922.C4.o2.tc 

8682 
none 



Seq. ID OJ990427_29. 9922.C4 
Strand 
End 

Method 
End 
Score 



10193 

TBLASTX: Cress 

9401 

59 



8682. .8780, 8888. .8998, 8889. .9086, 9132. .9236, 9348. .9401 



Seq. No. 
Gene No. 



14324 
30562 



Seq. ID 
Strand 



OJ990427 29. 9922. C4 



15016 




Start 


9476 


End 


10193 


Nam© 


OJ990427 29 9922 C4 ol tw 


Method 


TBLASTX: Wheat 


Start 


9361 ~ 


End 


9630 


GI 


none 


Score 


276 


Exons 


9361 .9516, 9365 9628. 9366 


.9629, 9478.. 9630 


Seq. No. 


14324 


Seq. ID 


OJ990427_29.9922.C4 


Gene No. 


30562 


Strand 


- 


Start 


9476 


End 


10193 


Name 


OJ990427 29.9922 C4 ol tc 


Method 


TBLASTX: Cress 


Start 


9414 _ 


End 


9803 


GI 


none 


Score 


113 


Exons 


9414 .9557, 9564 9803 






Sea No 


14324 


Seq. ID 


OJ990427_29. 9922.C4 


Gene No . 


30562 


Strand 


— 


Start 


9476 


End 


10193 


Name 


OJ990427 29.9922.C4.o4.gp 


Method 


AAT/GAP 


Start 


9476 


End 


10193 


GI 


82907 1.R1084 


Score 


1392 


Exons 


9476. .10193 






GI DescriD. 


■ 6056194 /gb|AAF02811. 1 |AC009400_7 2.0e 


-13 (AC009400) unknown 




protein [Arabidopsis thaliana] 1 




Seq. No. 


14324 


'Seq. ID 


OJ990427_29. 9922.C4 


Gene No. 


30562 


Strand 


- 


Start 


9476 


End 


10193 


Name 


OJ990427 29.9922.C4.o3.tw 


Method 


TBLASTX: Wheat 


Start 


9633 


End 


9775 


GI 


none 


Score 


190 


Exon s 


9633. .9773, 9633. .9767, 9665. 


.9775 




Seq. No. 


14325 


Seq. ID 


OJ990427_29. 9922.C5 


Gene No . 


30563 


Strand 


+ 


Start 


1 


End 


6215 


Name 


OJ990427 29.9922.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


6215 


GI 


14 98315 


Score 


1000 


Exons 


1..301, 845. .904, 1972. .2095, 


2214. .2282, 2366. .2464, 




3148. .3214, 3420. .3484, 3726. 


.3831, 4107. .4220, 4302. .4405, 




5558. .5771, 6184. .6215 






GI Descrip. 


(U56419) IAP100 [Pisum sativum] 




Seq. No. 


14325 


Seq. ID 


OJ990427_29. 9922.C5 


Gene No. 


30563 


Strand 


+ 


Start 


1 


End 


6215 


Name 


OJ990427 29.9922.C5.ol.gs 


Method 


GENSCAN 


Start 


131 


End 


5771 


GI 


none 


Score 


.82 


Exons 

i—t Awl 1 tj 


131. .301, 1972. .2095, 2214. .2282, 2366 


..2464, 3148. .3214, 




3420. .3484, 3726. .3820, 4096. 


.4220, 4305. .4405, 5558. .5771 


Seq. No. 


14325 


Seq. ID 


OJ990427__29. 9922.C5 


Gene No. 


30563 


Strand 


+ 


Start 


1 


End 


6215 


Name 


OJ990427 29.9922.C5.o2.gp 


Method 


AAT/GAP 


Start 


5623 


End 


5771 



15017 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
"Start 
Name 
Start 
GI 

Exons 



60632_1.R1084 Score 280 

5623. .5771 

, 1495768/emb|CAA92823| 1.0e-39 (Z68506) chloroplast inner 
envelope protein, 110 kD (IEP110) [Pisum sativum] 1 



14325 
30564 
1253 

OJ990427_29. 9922.C5.ol.ts 

138 

none 

138. .302, 206. .334, 207.. 
1967. .2098, 2214. .2279 



314, 



Seq. ID OJ990427_29.9922.C5 
Strand 
End' 
Method 
End 
Score 

809. .916, 846. .902, 1940. .2098, 



4405 

TBLASTX : Soybean 

2279 

110 

846. .902, 1940. 



Seq. No. 14325 
Gene No. 30564 
Start 1253 

Name OJ990427_29 . 9922 .C5.ol.tm 

Start 165 
GI none 
Exons 165 . . 

1960. 

2214. 

2366. 

3417. 

3723. 

4143. 

4380. 



296, 206. .364, 207. .314, 
.2094, 1967.. 2098, 1967. 



,2282, 2218. 
,2464, 2367. 
.3482, ' 3418. 
.3809, 3725. 
.4220, 4301. 
.4403 



.2286, 2363. 

.2477, 3121. 

.3483, 3419. 

.3811, 4097. 

.4375, 4306. 



Seq. ID OJ990427_29.9922.C5 
Strand 

End 4 4 05 

Method TBLASTX: Maize 
End 4 4 03 

Score 132 

843. .905, 845. .907, 846. .905, 
.2095, 2208.. 2282, 2212.. 2286, 
.2467, 2364. .2462, 2365. .2463, 
.3240, 3144.. 3215, 3145. .3219, 
.3487, 3419. .3484, 3686. .3811, 
.4219, 4099. .4218, 4105. .4224, 
.4383, 4314. .4376, 4377. .4403, 



Seq. No. 14325 Seq. ID OJ9904 27_29 . 9922 . C5 

Gene No. 30564 Strand 

Start 1253 End 4405 

Name OJ990427_29 . 9922 . C5 . ol . gp Method AAT/GAP 

Start 1253 End 1727 

GI LIB3432-059-P1-K1-D8 Score 738 

Exons 1253.. 1727 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ■ 



Seq. No. 14325 Seq. ID 

Gene No. 30564 Strand 

Start 1253 End 

Name OJ990427_29 . 9922 . C5 . ol . tw Method 

Start 3141 End 

GI none Score 

Exons 3141.. 3215, 3145.. 3219, 3147.. 3215, 3417 

3419. .3487, 3686. .3823, 371*7. .3818, 3724 

4097. .4219, 4301. .4405, 4317. .4403 



OJ990427 29. 9922. C5 



4405 

TBLASTX: Wheat 
4405 
95 

.3485, 3418. 
.3819, 4096. 



,3489, 
,4218, 



Seq. No. 14326 Seq. ID 

Gene No. 30565 Strand 

Start 1 End 

Name OJ9904 27_29 . 9922 . C6 . ol . gp Method 

Start 1 End 

GI 60632_1.R1084 Score 

Exons 1..41, 171.. 327, 435.. 578 

GI Descrip. ? 14 957 68/emb | CAA92823 | 1.0e-39 (Z68506) chloroplast inner 



OJ990427_29.9922.C6 
+ 

2555 
AAT/GAP 
578 
488 



15018 



envelope protein, 110 kD (IEP110) [Pisum sativum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



14326 
30565 
1 

OJ990427_29.9922.C6.ol . np 
165 

1495768 



Seq. ID OJ990427_29.9922.C6 

Strand + 

End 2555 

Method AAT/NAP 

End 2181 

Score 1295 



165. .327, 435. .557, 663. .1649, 1933. .2181 

(Z68506) chloroplast inner envelope protein, 110 kD (IEP110) 
[Pisum sativum] 



Seq. No. 14326 

Gene No. 30565 

Start 1 

Name OJ990427_29 . 9922 .C6 .ol . gs 

Start 173 

GI none 
Exons 



Seq. ID OJ990427_29.9922.C6 

Strand + 

End 2555 

Method GENSCAN 

End 2184 

Score .96 



173. .327, 435.-557, 663. .1649, 1933. .2184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990427_29.9922.C6 



14326 
30565 
1 

OJ990427_29.9922.C6.o2.gp 
1472 

1140_1.R1084 
.1472. .1649, 1933. .2555 
t 1495768/emb|CAA92823| 2.0e-36 (Z68506) chloroplast inner 
envelope protein, 110 kD (IEP110) [Pisum sativum] 1 



Strand 
End 

Method 

End 

Score 



+ 

2555 
AAT/GAP 
2555 
1480 



Seq. No. 14326 Seq. ID 

Gene No. 30566 Strand 

Start 5212 End 

Name OJ990427_29 . 9922 . C6 . o3 . gs Method 

Start 5212 End 

GI none Score 

Exons 5212. .5655 



OJ990427_29.9922.C6 
+ 

13623 
GENSCAN 
5655 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14326 
30566 
5212 

OJ990427_29.9922.C6.o2.np 
5227 
2627133 

5227.. 5505, 9223.. 9601, 11616. . 12051, 12139.. 12379 
(AB003732) polyubiquitin [Cricetulus griseus] 



Seq. ID OJ990427_29.9922.C6 

Strand + 

End 13623 

Method AAT/NAP 

End 12379 

Score 769 



14326 
30566 
5212 

OJ990427_29.9922.C6.o5.gs 

8990 

none 



Seq. ID OJ990427_29. 9922.C6 

Strand + 

End 13623 

Method GENSCAN 

End 13623 

Score .45 

8990. .9007, 9208. .9456, 9514. .9714, 10280 .. 104 00, 11519 .. 12357, 
13441. .13623 



Seq. No. 



14326 



Seq. ID OJ990427 29. 9922. C6 



15019 



Gene No. 


30567 




Strand 


+ 






O LCli. L 


14071 




End 


14 429 






Lvalue 


O.7990427 29 


9922 P6 06 

Z* Z* • L* U . L> U . 




PFN9PAN 






o Lai l 


1 4071 ~~ 

X *± \J / X 




Fnd 


1 4 4 29 

X *i *i Z? 






P7 


n on p> 




uLUI C 


98 






F von c: 


14071 1 4 1 97 


1 4 30S 1 44 29 










Seq. No. 


14326 




Seq. ID 


OJ990427 


_29 


9922 


Gene No. 


30568 




Strand 








O Lai L 


3024 




End 


4 891 








0.7990497 29 

\JyJ ZJ ZJ\J H £. t £. ZJ % 


9922 P6 r>3 an 
z* z* .v^u . lj-j • y ^ 


Mpf hoH 

IJC L 1 ILJLl 


AAT /PAP 






O Lai L 


2870 _ 




End 


3696 

J U Zf \J 








3760682 




olui tr 


1 S4 






DAU11 O 


2870 31 SS 


3SS2 3696 










Seq. No. 


14326 




Seq. ID 


OJ990427 


_29 


9922 


Gene No. 


30568 




Strand 










3024 




End 


4891 






Ma mo 


O.7990427 29 


9929 P6 n? rr q 
z* z? c- • l* u • l> *i • y O 


Method 


GENSCAN 






O LQI L 


3024 _ 

,J VJ *i 




End 


4891 








n on ^ 
nunc 




Score 


.88 






Cj ALU ID 


3094 31 S S 


3SS2 3671 4616 


. .4669, 4856. .4891 






Seq. No. 


14326 




Seq. ID 


OJ990427 


_29 


9922 


Gene No. 


30569 




Strand 








OLai. 1. 






End 


5512 






Name 


0,7990427 99 

\JkJ Z? Zt\J H £. I L. z* • 


9922 P6 r>4 rm 
z* z> £- , \~>\j . lj 4 . y 


Method 


AAT /GAP 






O Lai L 


SI 8 9 ~ 

«J X O ^ 




End 


5512 






ox 


28 6336 

^. O U J J u 




Score 


585 








SI 82 SSI 2 












Seq. No. 


14326 




Seq. ID 


OJ990427 


_29 


9922 


Gene No. 


30570 




Strand 








Start 


614 3 




End 


7942 






Name 


O.7990497 99 

\JU Z* Z* \J *i £. 1 C. z? . 


9922 P6 r»4 n<? 
z? z* c. c* • v.' w • l> 4 . y O 


Method 


GENSCAN 






O LCli L 


614 3 _ 

Uil J 




End 


7942 






PI 

\J X 


none 




Score 


.76 








614 3 61 4 7 


7S61 7942 










Seq. No. 


14326 




Seq. ID 


OJ990427 


__29. 


9922 


Gene No. 


30571 




Strand 








Start 


15194 




End 


15612 






Name 


OJ990427 29. 


9922.C6.o7.gs 


Method 


GENSCAN 






Of- a y~t 
<j Lai L 


15194 




End 


15612 






GI 


none 




Score 


.83 






TT von q 


15194. .15219, 15270. . 15353, 


15549. .15612 






Seq. No. 


14326 




Seq. ID 


OJ990427 


_29. 


9922 


Gene No. 


30572 




Strand 








O L a X L 


17999 




End 


18792 






Name 


OJ990427 29. 


9922.C6.ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


178 




End 


1553 






GI 


none 




Score 


69 






Exons 


178. .306, 945. .1553, 962. .1552 








Seq. No. 


14326 




Seq. ID 


OJ990427 


_29. 


9922 


Gene No. 


30572 




Strand 









15020 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17999 End 

OJ990427_29. 9922.C6.ol.tm Method 

506 End 

none Score 



18792 

TBLASTX: Maize 

2310 

62 



506. .559, 507. .560, 507. .566, 662. .796, 663. .938, 663. .800, 
816.. 1652, 86S..927, 867.. 1079, 962 .. 1651, , 1933 2190, 
1937.. 2191, 1938.. 2108, 1942.. 2190, 2214.. 2237, 2259.. 2285, 
2262.. 2291, 2263.. 2310, 2266.. 2310 



14326 
30572 
17999 

OJ990427_29. 9922.C6.ol.tc 
5187 
none 



Seq. ID OJ990427_29.9922.C6 
Strand 

18792 

TBLASTX: Cress 
12366 
236 



End 

Method 
End 
Score 

5187. .5366, 5230. .5445, 5512. .5562, 5563. .5616, 9223. .9288, 
9334. .9372, 9373. .9582, 9375. .9563, 11610 .. 11732 , 1161 1 1 1733, 
11782. .11820, 11821. . 12042, 11823 .. 11948, 12136. . 12153, 
12258. . 12365, 12259.. 12366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14326 
30572 
17999 

OJ990427_29. 9922.C6.o2.tm 
5200 



Seq. ID OJ990427_29.9922.C6 
Strand 

18792 

TBLASTX : Maize 
12366 
237 



End 

Method 
End 

none Score 
5200. .5445, 5223.-5366, 5341. .5451, 5487. .5615, 5512. .5616, 
5625.. 5681, 5626.. 5682, '9223.. 9288, 9334.. 9372, 9366.. 9581, 
9367. .9582, 11613 .. 11732 , 11614 .. 11733, 11782 .. 11820, 
11814. .12041, 11815. .12042, 12136 .. 12168 , 12258 . . 12365 , 
12259. .12366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14326 

30572 

17999 

OJ9904 

5215 

none 

5215. . 

5230. . 

9223. . 

9376. . 

11616. 

11782. 

11823. 

11824. 

12258. 



27 29. 9922.C6.ol.tw 



5445, 

5295, 

9288, 

9582, 

.11732 

. 11820 

. 12041 

.11898 

.12353 



5223.. 5366, 5226. 
5335.-5442, 5341. 
9334.. 9372, 9334. 
9376. .9441, 9381. 
, 11616. .11693, 1 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5366, 
.5451, 
.9372, 
.9581, 
1617. . 



OJ990427 29. 9922. C6 



18792 

TBLASTX: Wheat 
12366 
238 
5226. .5291, 
9288, 
9582, 



11782. 
11823. 
12136. 
12259. 



11820, 1 

11900, 1 

12162, 1 

12366, 1 



1794. 
1823. 
2138. 
2259. 



9223. 
9346. 
11596 
11733, 
12042, 
11948, 
12185, 
12366 



5230 
9223 
9375 
. 11733, 11613 
11617. .11691, 



5445, 
9288, 
9581, 

11732, 



11812, 
11824, 
12258. 



,12012, 
,12042, 
,12365, 



14326 
30572 
17999 

OJ990427_29. 9922.C6.o2.ts 

5220 

none 

5220.. 5366, 5221.. 5445, 5335. 
5571. .5615, 5625.. 5681, 5626. 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990427 29. 9922. C6 



18792 

TBLASTX: Soybean 
12366 
238 

5445, 5512.. 5565, 5563.. 5616, 
5682, 9223.. 9288, 9334.. 9372, 



9354. .9563, 9358. .9582, 11599. .11733, 11601 . . 11732, 



15021 



11782. . 11820, 11811. .11948, 11812 .. 12042, 11812 12012, 
12258. . 12365, 12259.. 12366 



Seq. No. 14326 

Gene No. 30572 

Start 17999 

Name OJ990427_29 . 9922 . C6 . 08 . gs 

Start 17999 

GI none 

Exons 17999. . 18124, 18730.. 18792 



Seq. ID OJ990427_29.9922.C6 
Strand 

End ' 18792 

Method GENSCAN 

End 18792 

Score .48 



Seq. No. 14327 Seq. ID 

Gene No. 30573 Strand 

Start 4 8 End 

Name OJ990427_29 . 9922 . C7 . ol . gs Method 

Start 4 8 End 

GI none Score 

Exons 48.. 190, 1209.. 1355, 1458.. 1610 



OJ990427_29.9922.C7 
+ 

1610 
GENSCAN 
1610 
.8 



OJ990427 29. 9922. C7 



u 



Seq. No. 14327 Seq. ID 

Gene No. 30574 Strand 

Start 1 End 232 

Name OJ990427_29 . 9922 . C7 . ol . np Method AAT/NAP 

Start 1 End 232 

GI 115825 Score 72 

Exons 1 . . 232 

GI Descrip. CHLOROPHYLL A-B BINDING PROTEIN 3C PRECURSOR (LHCII TYPE I 
CAB-3C) (LHCP) gi | 72734 | pir | ICDT03C chlorophyll a/b-binding 
protein 3C precursor - tomato gi | 224 932 | prf | | 1204205G protein 
3C, chlorophyll binding [Lycopersicon esculentum] 



= Seq. No. 14327 Seq. ID 

» Gene No. 30575 Strand 

Start 2755 End 

Name OJ990427_29 . 9922 . C7 . o2 . gs Method 

jJ! Start 2755 End 

GI none Score 

^ Exons 2755.. 2931, 3546.. 3548 



OJ990427_29.9922.C7 

3548 
GENSCAN 
3548 
.63 



Seq. No. 14328 

Gene No. 30576 

Start 2130 

Name OJ990427_2 9 . 9922 . C8 . ol . gs 

Start 2130 

GI none 

Exons 2130.. 2339, 2387.. 2412, 2518, 
7165. .7230 



Seq. ID OJ990427_29.9922.C8 
Strand 

End 7306 

Method GENSCAN 

End 7230 

Score . 63 

.2758, 5187.. 5265, 6206.. 6534, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



14328 
30576 
2130 

OJ990427_2 9. 9922 ,C8 .ol.gp 
4315 
none 
4315, 



,4357, 4604. .4709, 5187. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_29.9922.C8 

7306 
AAT/GAP 
5673 
922 

,5673 



14328 



.5358, 5484. 
Seq. ID OJ990427 29. 9922. C8 



15022 




Gene No . 


jUj / D 


C ■}- y~ -j -r\r\ 
OtlallQ 




Start 


2130 


End 


7306 


Name 


OJ990427_29. 9922.C8.o2.gp 


Method 


AAT/GAP 


btart 


bUi u 




DjUj 


GI 


T TDl^ T)_finQ D1 1f\ PI O 

lilfcSJfloZ — UUo — r 1 — i\l — tj±£ 


Score 


QQQ 

o y y 


Exons 


bUft U . . ddUj 






GI Descrip. 




JO { 1 14 ZU1 ) 


hypothetical protein 




[noraeum vuigarej 






Seq. No. 


14328 


Seq. ID 


OJ990427_29.9922.C8 


Gene No. 


30576 


Strand 




btart 








Name 


ujyyu<iz / zy. yyz^.to.oi.tm 


Metnoa 


i BLAb l a : Ma i z e 


Start 


oiy u 




a a a i 
D4 3 1 


bl 


none 


Score 




Exons 


bi y u . . b4 4 1 , biyi. . d41od 






beq. no. 


1 A *3 O Q 


beq. iu 


ujyyu^z/ zy.yyz^.L^o 


Gene No. 


30576 


Strand 




Start 


2130 


End 


7306 


Name 


OJ990427 29. 9922.C8.ol.np 


Method 


AAi / NAr 


Start 


6193 


End 


/ jUD 


i Ol 


2266664 


Score 




. =■ Exons 


6193. .6534, 7165. .7306 






.Ipi GI Descrip. 


(Y14201) hypothetical protein [Hordeum 


vulgare J 


[11 Seq. No. 


14328 


Seq. ID 


OJ990427_29.9922.C8 


Llj Gene No. 


30576 


Strand 




hi Start 


2130 


End 


7306 


. =i Name 


OJ990427 29. 9922.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6196 


End 


6528 


GI 


none 


Score 


129 


* 5 Exons 


6196.. 6471, 6200.. 6454, 6490 


. .6525, 6490. .6528 


'as* 

%j Seq. No. 


14329 


Seq. ID 


OJ990427_29. 9922. C10 


\J s Gene No. 


30577 


Strand 




s .. btart 


53 


End 


150 


'1-5 - 

y_[ Name 


OJ990427 29. 9922.C10.ol.gs 


Method 


GENSCAN 


Start 


53 


End 


150 




none 


Score 


.58 


Exons 


53. . 150 






beq . no . 


14330 


Seq. ID 


OJ990427_28.9924.C1 


L?ene no . 


30578 


Strand 




Start 


452 


End 


743 


Name 


OJ990427 28.9924.Cl.ol.gp 


Method 


AAT/GAP 


b tar t 


452 


End 


743 


GI 


61605 3.R1084 


Score 


•4 4 3 . 


Exons 


452. .743 






GI Descrip. 


, 1402920/emb|CAA66965| 2 . Oe- 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] 1 






Seq. No. 


14330 


Seq. ID 


OJ990427_28.9924.C1 


Gene No. 


30579 


Strand 




Start 


1119 


End 


1292 


Name 


OJ990427 28. 9924 .Cl.ol.np 


Method 


AAT/NAP 


Start 


1119 


End 


1292 



15023 



GI 6063554 Score 126 

Exons 1119.. 1292 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14330 
30580 - 
1279 

OJ990427_28 . 9924 . CI . o3 . gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990427 28. 9924. CI 



1704 
AAT/GAP 
1704 
829 



1279 
2428185 
1279. .1704 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14331 Seq. ID 

30581 Strand 

1 End 

OJ990427_28 . 9924 . C2 . ol . np Method 

1 End 

5852180 Score 
1..92, 228. .668 

(AL117265) zhbOOOlO.l [Oryza sativa] 



14331 
30582 
4166 

OJ990427_28 . 9924 . C2 . o2 . gs 

4166 

none 

4166. .4187, 4692. .4939, 5038. 
6570. .6911, 7053. .7127, 7196. 

14331 
30583 
10588 

OJ990427_28 . 9924 . C2 . o4 . gs 

10589 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427_28.9924.C2 
+ 

668 

AAT/NAP 

668 

257 



OJ990427_28.9924.C2 
+ 



7681 
GENSCAN 
7681 
.54 

5254, 5396.. 5515, 5819. 
7312, 7391.. 7681 



.6492, 



Seq. ID OJ990427_28 . 9924 .C2 



Strand 
End 

Method 

End 

Score 



+ 

11799 
GENSCAN 
11799 
.84 



10588. .11030, 11198. . 11459, 11569. .11799 



14331 Seq. ID 

30584 Strand 

20157 End 

OJ990427_28 . 9924 . C2 . o5 . gp Method 

20157 End 

5-7 406_l.R1084 Score 

20157. .20228, 20307 .. 204 14 , 20492. .20612 
1 4 680203/gb | AAD27566 . 1 1 AF114171_7 1 . 0e-39 
protein [Sorghum bicolor] 1 



OJ990427_28.9924.C2 
+ 



20612 
AAT/GAP 
20612 
454 



(AF114171) TNP2-like 



Seq. No. 14331 Seq. ID 

Gene No. 30585 Strand 

Start 21470 End 

Name OJ990427_28 . 9924 . C2 . 06 . gp Method 

Start 21470 End 



OJ990427_28.9924.C2 
+ 

21540 

AAT/GAP 

21540 



15024 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57406_1.R1084 Score 100 

21470. .21540 

'4680203/gb|AAD27566. 1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



14331 Seq. ID 

30586 Strand 

31516 End 

OJ9904 27_28 . 9924 . C2 . 08 . gp Method 

31516 End 

1631672 Score 

31516. .31775, 31853.. 31945 



OJ990427__28.9924.C2 
+ 

31945 
AAT/GAP 
31945 
619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14331 Seq. ID 

30587 Strand 
35912 End 
OJ990427_28. 9924 .C2.ol0.gp Method 
35912 End 
4879016 Score 
35912. .36480 

6041757/gb| AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ990427_28.9924 ,C2 
+ 

36480 
AAT/GAP 
36480 
884 



14331 Seq. ID 

30588 Strand 
42906 End 
OJ9904 27_28 . 9924 . C2 . 08 . np Method 
42906 End 
4584509 Score 

42906. .42956, 52617 52643, 55219 .. 5534 3, 55791 .. 55915, 

56392. .56545, 56622 .. 56711 , 57664 57739, 58199 .. 58306, 

65075. . 65165, 65285 .. 65386, 65509 .. 65621 , 6594 1 66236, 
69035. . 69124, 71652. .71681 

(AJ011888) starch branching enzyme II [Solanum tuberosum] 



OJ990427_28.9924 ,C2 
+ 

71681 
AAT/NAP 
71681 
576 



14331 
30588 
42906 

OJ990427_28. 9924 .C2.ol2.gs 
50338 
none 
50338 
52579 
55942 
58199 
59318 



,50423, 51201. 

,52665, 53308. 

,55975, 56362. 

,58306, 58792. 

59633, 60710. 



51282, 
53459, 
56455, 
58904, 
60762, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

51474 

53773 

56622 

59002 

61011 



51607, 
53907, 
56711, 
59103, 
61432 



OJ990427_ 
+ 

71681 
GENSCAN 
61432 
.61 

52378. 
55240. 
57664 . 
59150. 



28. 9924. C2 



,52449, 
,55896, 
,57739, 
,59264, 



Seq. No. 14331. . 

Gene No. 30588 

Start 42906 

Name OJ990427_28 . 9924 . C2 . ol4 . gs 

Start 68149 

GI none 

Exons 68149. . 68204, 687 14 .. 6,8813, 
70388. .70468, 70742. .70804 



Seq. ID OJ990427_28.9924.C2 

Strand + 

End 71681 

Method GENSCAN 

End 70804 

Score . 95 
69042. .69119, 69236. .6934 3, 



15025 




Seq. No. 14331 Seq. ID OJ990427_28 . 9924 . C2 

Gene No. 30589 Strand 



Start 


1 


End 


638 




Name 


OJ990427 28.9924.C2.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


638 




GI 


101153 1.R1084 


Score 


517 




Exons 


1..131, 448. .638 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


115 Oryza 


sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: t 17804 1 


Seq. No. 


14331 


Seq. ID 


OJ990427_ 


28.9924 ,C2 


Gene No. 


30590 


Strand 






Start 


8962 


End 


9689 




Name 


OJ990427 28.9924.C2.o2.np 


Method 


AAT/NAP 




Start 


8962 


End 


9689 




GI 


6815052 


Score 


510 




Exons 


8962.. 9080, 9362.. 9436, 9518 


. . 9689 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


14331 


Seq. ID 


OJ990427_ 


28. 9924. C2 


Gene No. 


30591 


Strand 






Start 


11457 


End 


27451 




Name 


OJ990427 28. 9924.C2.o3.np 


Method 


AAT/NAP 




Start 


11457 


End 


17742 




GI 


4544372 


Score 


1149 




Exons 


11457. .13013, 13119. .13535, 


13596. .14621, 17653. 


.17742 


GI Descrip. 


(AC006920) putative retroelement pol polyprotein 


l [Arabidopsi; 




thaliana] 








Seq. No. 


14331 


Seq. ID 


OJ990427_ 


28. 9924. C2 


Gene No. 


30591 


Strand 






Start 


11457 


End 


27451 




Name 


OJ990427 28.9924.C2.o5.gs 


.Method 


GENSCAN 




Start 


12154 


End 


18770 




GI 


none 


Score 


.65 




Exons 


12154. .12807, 12916. .13539, 


13792. . 14172, 14278. 


.14907, 




14959. .16062, 16303 .. 17055, 


17182. . 17431, 17909. 


.18084, 




18167. .18351, 18418. .18530, 


18574 . . 18770 




Seq. No. 


14331 


Seq. ID 


OJ990427_ 


28. 9924. C2 


Gene No. 


30591 


Strand 






Start 


11457 


End 


27451 




Name 


OJ990427 28.9924.C2.o5.np 


Method 


AAT/NAP 




Start 


16419 


End 


27451 




GI 


5852175 


Score 


37 




Exons 


16419. .16587, 20336 .. 204 4 9, 


27029. .27451 




GI Descrip. 


(AL117265) zhbOOOS.l [Oryza 


sativa] 






Seq. No.. 


14331 


Seq. ID 


OJ990427_ 


28. 9924. C2 


Gene No. 


30591 


Strand 






Start 


11457 


End 


27451 




Name 


OJ990427 28.9924.C2.o7.gp 


Method 


AAT/GAP 




Start 


22933 


End 


23171 




GI 


57406 2.R1084 


Score 


377 




Exons 


22933. .23171 








GI Descrip. 


1 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic 


Sequence For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 



15026 




complete sequence 1 



Seq. No. 


14331 


Seq. ID 


OJ990427 


_28.9924 


.C2 


Gene No. 


30592 


Strand 








Start 


37183 


End 


j i £. y o 






Name 


OJ990427 28.9924 .C2. oil. gp 


Method 


7\ 7\ rp /pnn 

AA1 / GAr 






Start 


37183 


End 








GI 


2315 5.R1084 


Score 


y i 






Exons 


37183. .37296 










GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 1 . Oe- 


14 Oryza 


sativa genoi 




DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


14331 


Seq. ID 


OJ990427 


_28.9924 


.C2 


Gene No . 


30593 


Strand 








Start 


40647 


End 


44239 






Name 


OJ990427 28.9924.C2.o9.gs 


Method 


GENSCAN 






Start 


40647 


End 


44239 






GI 


none 


Score 


.45 






Exons 


40647. .40796, 41579. . 41982, 


42066. .42351, 42622 


a o o c\ a 






43627. .43791, 44167. .44239 










Seq. No. 


14331 


Seq. ID 


OJ990427 


oo A n O A 

Zo . y yz 4 


. GZ 


Gene No. 


30593 


Strand 








Start 


40647 


End 


44239 






-/J ..Name 


OJ990427 28.9924.C2.o6.np 


Method 


AAT/NAP 






{■"I Start 


40845 


End 


42848 






1=11 GI 


1666236 


Score 


241 






'.zll Exons 


40845. .40865, 42223. .42848 










GI Descrip . 


(U7 6261) unknown [Hordeum vulgare] 








'•sHt 

^11 Seq. No. 


14331 


Seq. ID 


OJ990427 


_28.9924 


.C2 


r[| Gene No. 


30594 


Strand 








otart 


45933 


End 


49246 






.sai Name 


OJ990427 28.9924.C2.o7.np 


Method 


AAT/NAP 






[*~[ Start 


45933 


End 


49246 






i GI 


5042463 


Score 


459 






Exons 


45933. .45950, 47822 47942, 


48150. .48306, 49012 


/i qi no 




: S i 


49159. .49246 










i—i GI Descrip . 


(AC007789) unknown protein 


[Oryza sativa]- 






Seq . No . 


14331 


Seq. ID 


OJ990427 


9ft QQ94 




Gene No. 


30594 


Strand 








Start 


45933 


End 


49246 






Name 


OJ990427 28.9924.C2.oll.gs 


Method 


GENSCAN 






otiart: 


48145 


End 


49183 






GI 


none 


Score 


.56 






Exons 


48145. .48335, 49012.. 49183 










Cpn Mo 

OcLJ . Vi\J • 


14331 


Seq. ID 


OJ990427 


_28.9924 


.C2 


Gene No. 


30595 


Strand 








Start 


68051 


End 


71681 






Name 


OJ990427 28.9924.C2.o4.ts 


Method 


TBLASTX: 


Soybean 




Start 


12040 


End 


62580 






GI 


none 


Score 


89 






Exons 


12040. .12438, 12218 .. 12334 , 


62437. .62580 






Seq. No. 


14331 


Seq. ID 


OJ990427 


_28.9924 


.C2 



15027 



Gene No. 30595 Strand 

Start 68051 End 

Name OJ990427_28 . 9924 . C2 . o3 . tm Method 

Start 12271 End 

GI . none Score 

Exons 12271. .12603 



71681 

TBLASTX: Maize 

12603 

211 



Seq. No. 14331 

Gene No. 30595 

Start 68051 

Name -: OJ990427_28 . 9924 . C2 . o2 . tw 

Start 12859 

GI none 

Exons 12859. .13128, 13168.. 13257 



Seq. ID OJ990427_28. 9924 . C2 
Strand 

End 71681 

Method TBLASTX : Wheat 

End 13257 

Score 81 



Seq. No. 14331 

Gene No. 30595 

Start 68051 

Name OJ990427_28 . 9924 . C2 . o2 . ts 

Start 12890 

GI none 

Exons 12890. .13144, 128 92 .. 13143, 13165 .. 13302 , 13169. .13300 



Seq. ID OJ990427_28 . 9924 .C2 
Strand 

End 71681 

Method TBLASTX : Soybean 

End 13302 

Score 139 



Seq. No. 14331 

Gene No. 30595 

Start 68051 

Name OJ990427_28 . 9924 . C2 . o3 . ts 

Start 13453 

GI none 

Exons 13453. .13641, 134 66 .. 13597 , 

Seq. No. 14331 

Gene No. 30595 

Start 68051 

Name OJ990427_28 . 9924 . C2 . ol . tm 

Start 13609 

GI none 

Exons 13609. .14070, 13610 .. 13753, 

Seq. No. 14331 

Gene No. 30595 

Start 68051 

Name OJ990427_28 . 9924 . C2 . ol . tw 

Start 13939 

GI none 

Exons 13939. . 14292, 13982 .. 14284 , 

Seq. No. 14331 

Gene No. 30595 

Start 68051 

Name OJ990427_28 . 9924 . C2 . o2 . tm 

Start 14071 

GI none 

Exons 14071. .14289, 14072. .14284 



Seq. No. 
Gene No. 



14331 
30595 



Seq. ID OJ990427_28.9924.C2 
Strand 

End 71681 

Method TBLASTX : Soybean 

End 13923 

Score 80 
13642. .13923 

Seq. ID OJ990427__28 . 9924 . C2 
Strand 

End 71681 

Method TBLASTX : Mai ze 

End 14070 

Score 88 
13681. .13923, 14 006. .14 068 

Seq. ID OJ990427_28. 9924 ,C2 
Strand 

End 71681 

Method TBLASTX: Wheat 

End 14343 

Score 309 
14287. .14343 

Seq. ID OJ990427_28. 9924 .C2 
Strand 

End 71681 

Method TBLASTX : Mai ze 

End 14289 

Score 232 



Seq. ID OJ990427_28. 9924 .C2 
Strand 



15028 












7 1 fift 1 

/ X DO X 






Name 


OTQQ0497 9ft QQ94 P9 


■ OD . LS 


^ r\ /~\ >—J 

ncLflOQ 


fpOT AOTY . 
1 Dii/ib i A . 


Soybean 




OLdl L 






Hiiia 










none 




Score 


I/O 

X ft J 






LAUI 1 0 


14140 14974 149R1 


1 4 RHR 










Seq. No. 


14331 




Seq. ID 


OJ990427 


_28..9924 


• C2 


Gene No. 


30595 




Strand 








o Lai u 


68051 




RnH 


7 1 fift 1 

/ IDOl 






Name 


O7QQ0497 9ft QQ94 P9 


.OO. IS 


4~ V"\ /-\ /"J 


fpDT 7\ OTY • 
1 tSLiilo i A . 


Soybean 




O Lai L, 


1 4 Q1 4 _ 

X *i J? X *i 




OllvJL 


1 ^97Q 




r; t 

\J X 


none 




Score 


1 Q7 






P vnn q 

DAUi ID 


1 4 91 4 1 S97Q 












Seq. No. 


14331 




Seq. ID 


OJ990427 


_28. 9924 


.C2 


Gene No. 


30595 




Strand 








Start 


68051 




End 


71681 






Mama 


O.TQQ0497 9ft QQ94 P9 


. t) X . lb 


Method 


TBLASTX : 


ooyoean 




otai l 


^■^91 _ 

J J J. 




End 


55562 






O X 


none 




Score 


85 






LAUllO 


SS?91 SS47Q ^^^9^ 


S S S 69 


55367. .55534 






Ocq. IN O . 


1 4 "3 "3 1 




Seq. ID 


OJ990427 


/io . y yz4 




Gene No. 


30595 




Strand 








Start 


68051 




End 


71681 






ln aiuc 


O.TQQ0497 9ft QQ94 P9 


. Ox . LC 


Method 


TBLASTX: 


Cres s 




Of- 3 y-f- 

oidi t 






End 


57744 








none 




Score 


136 






Exons 


■^fi^QQ Rfi c i i: 14 ^£407 


• . O O -J X / , 


56622. .56714, 56634 


R £7 1 A 






^7664 ^7744 












OCV_J ■ Vi\J a 


14^1 




Seq. ID 


OJ990427 


. y y z ft 


. Li 


Gene No. 


30595 




Strand 








Start 


68051 




End 


71681 






Name 


OJ990427 28. 9924. C2 


. o9.np 


Method 


AAT/NAP 






O Lai. L 


68051 




End 


71681 






ox 


4234852 




Score 


14 4 






F* von q 


68051. .68112, 71255 


. .71530, 


71655. .71681 






ox ucoLlip^ 


(AF082133) gag-pol polyprotein [Zea mays] 








14332 




Seq. ID 


OJ990427 


/co . y y z 4 




Gene No. 


30596 




Strand 


+ 






Start 


14620 




End 


21158 






Name 


OJ990427 28. 9924. C3 


. o2 . np 


Method 


AAT/NAP 






J Lul L 


14620 




End 


21158 






CJ 
ox 


4206306 




Score 


682 






Ej aUI lo 


14620. .14644, 18625 


. .18893, 


20593. .21158 






ox ucoLl • 


(AF049110) prpol [Zea mays] 










Sea No 


14332 




Seq. ID 


OJ990427 


9ft QQ94 




Gene No. 


30597 




Strand 


+ 






Start 


31087 




End 


33367 






Name 


OJ990427 28. 9924. C3 


. o3 . gs 


Method 


GENSCAN 






Start 


31087 




End 


33367 






GI 


none 




Score 


.43 






Exons 


31087. .31195, 31840 


. .31911, 


32576. .32847, 32938 


. .33058, 





33123. .33367 



15029 




oeq. no. 


14332 


Seq. ID 


uu y y u 4 £ i 


_28 


.9924 


.C3 


Gene No. 


30598 


Strand 


+ 








Start 


37921 


End 


38033 








Name 


OJ990427 28.9924.C3.ol.gp 


Method 


AAI / bAr 








Start 


37921 


End 










GI 


uC-osflcyp088bl2bl 


Score 


1 A O 

14 o 








Exons 


37921.. 38033 












GI Descrip. 


, 5257255/cibj | AP000364 . 1 1 AP000364 3.0e- 


ob Oryza 


sativa genoi 




DNA, chromosome 8, clone : P0026F07 1 










Seq. No. 


14332 


Seq. ID 


OJ990427 


o o 




. C J 


Gene No. 


30599 


Strand 


+ 








otarc 


39633 


End 


39918 








Name 


OJ990427 28.9924.C3.o6.np 


Method 


AAT/NAP 








Start 


39633 


End 


39918 








bl 


5042463 


Score 


112 • 








Exons 


39633. .39918 












GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 








Seq. No. 


14332 


Seq. ID 


OJ990427 


o o 


n n o a 

9924 


. Co 


Gene No. 


30600 


Strand 










o tar t 


15898 


End 


18171 








Name 


OJ990427 28.9924.C3.ol.np 


Method 


AAT/NAP 








Start- 


15898 


End 


18171 








bl 


6498436 


Score 


223 








Exons 


. .15898. .16016, 16280. .16408, 


18124. .18171 








GI Descrip. 


(AP000815) hypothetical protein, [Oryza 


sativa] 








C a. Ma 

oeq. IN o . 


14332 


Seq. ID 


OJ990427 




a n o a 


. Cj 


Gene No. 


30601 


Strand 










Start 


23203 


End 


28458 








Name 


OJ990427 28.9924 .C3.o3.np 


Method 


AAT/NAP 








btart 


23184 


End 


27548 








bi 


3157943 


Score 


305 








Exons 


23184. .23588, 27248. .27548 












GI Descrip. 


(AC002131) Contains similarity to BAP 31 protein 


gb 


X818 


16 




Mus musculus . [Arabidopsis 


thaliana] 










Seq. No. 


14332 


Seq. ID 


OJ990427 


_28 


9924 


.C3 


Gene No . 


30601 


Strand 










btart: 


23203 


End 


28458 








Name 


OJ990427 28.9924.C3.o2.gs 


Method 


GENSCAN 








C H , >- +- 

ot art 


23203 


End 


28458 








bl 


none 


Score 


.91 








Exons 


23203. .23588, 25261 25326, 


27248. .27566, 27982 


. .28458 




Seq. No. 


14332 


Seq. ...ID 


OJ990427 


_28. 


9924 


.C3 


Gene No. 


30602 ■ 


Strand 










Start 


29893 


End 


31318 








Name 


OJ990427 28.9924.C3.o4.np 


Method 


AAT/NAP 








Start 


29893 


End 


31318 








GI 


5852084 


Score 


82 








Exons 


29893..29967, 31286. .31318 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 










Seq. No. 


14332 


Seq. ID 


OJ990427 


_28. 


9924 


-C3 



15030 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30603 Strand 
34156 End 
OJ990427_28 . 9924 . C3 . o3 . tm Method 
6228 End 
none Score 
6228.. 6248, 6262.. 6585, 6302.. 6583 



39918 

TBLASTX: Maize 

6585 

41 



14332 
30603 
34156 

OJ990427_28.9924 .C3.ol.tw 

18651 

none 



Seq. ID OJ990427_28.9924.C3 
Strand 

End 39918 
Method TBLASTX : Wheat 
End . 20745 

Score 81 



18651. .18707, 18 656. .18 697, 18702. .18 992, 18709. .18942, 
18710. .18943, 18711. .18950, 20611. .20745 



14332 
30603 
34156 

OJ990427_28. 9924.C3.ol.tm 

18705 

none 

18705. .18965, 18710. .1894 9 

14332 
30603 
34156 

OJ990427_28 . 9924 . C3 . o2 . tm 

20662 

none 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_28.9924.C3 
39918 

TBLASTX: Maize 

18965 

351 



OJ990427_28.9924.C3 
39918 

TBLASTX: Maize 

21044 

156 



20662. .20823, 20693 .. 20830, 20709 20888 , 20825 .. 21031, 
20826. .21044 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14332 
30603 
34156 

OJ990427_28 .9924 .C3.o2.tw 

20816 

none 



Seq. ID OJ990427_28.9924.C3 
Strand 

End 39918 

Method TBLASTX: Wheat 

End 21133 

Score 257 



20816. .21031, 20826. .21044, 2082 6 21035 , 21047. .21133 

OJ990427 28. 9924. C3 



14332 
30603 
34156 

OJ990427_28 . 9924 . C3 . ol . ts 

20829 

none 



Seq. ID 
Strand 

End 39918 

Method TBLASTX : Soybean 

End 21157 

Score 176 



20829. .21044, 20831 .. 20956, 21058 .. 2 1105 , 21059.. 21157 



14332 
30603 
34156 

OJ990427_28.9924.C3.o2.ts 

23207 

none 



Seq. ID OJ990427_28. 9924 .C3 
Strand 

End 39918 

Method TBLASTX : Soybean 

End 23580 

Score 84 



23207. .23326, 23209 .. 234 63, 23449.. 23580 



15031 




Seq. No. 


1 A *D O O 

14 332 




Seq. ID 


OJ990427 


28 . 9924 


. C3 


Gene No. 


30603 




Strand 








Start 


34156 




End 


39918 






Name 


OJ990427_28.9924.C3 


. o4 . tm 


Method 


TBLASTX : 


Maize 




Start 


ZdZd 1 




End 


27554 






GI 


none 




Score 


59 






Exons 


OOOCT o*)/TC 0"DOCO 

ZJZb L. . 2 34 lo, ZJZbo 


O *D O O C 


23420. .23518, 23467 


. . 2358 9, 






2 34 bo . . 2 3b9U, 2/240 


. .2/311, 


27246. .27305, 27342 


. . 27554 , 


















Seq. No. 


14332 




Seq. ID 


OJy 9 04 Z / 


_28.9924 


.C3 


Gene No. 


30603 




Strand 








Start 


34 lb o 




End 


39918 






Name 


OJ990427 28. 9924. C3 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


O "7 O O T 

27237 




End 


27548 






GI 


none 




Score 


158 






Exons, 


27237. .27314, 27342 


. .27548 










Seq. Np . 


1 4 332 




Seq. ID 


OJ990427 


28 . 9924 


. C3 


Gene No. 


30603 




Strand 








Start 


34156 




End 


39918 






Name 


OJ990427 28. 9924. C3 


. o5 . np 


Method 


AAT/NAP 






Start 


34156 




End 


39918 






GI 


4680183 




Score 


87 






Exons 


34156. .34276, 39796 


. .39918 ' 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


14333 




Seq. ID 


OJ990427 


_28.9924 


.C4 


Gene No. 


30604 




Strand 


+ 






Start 


164 




End 


436 






Name 


OJ990427 28. 9924. G4 


. ol . gs 


Method 


GEN SCAN 






Start 


164 




End 


436 






GI 


none 




Score 


.42 






Exons 


164 . .436 












Seq. No. 


14334 




Seq. ID 


OJ990427 


_28.9924 


.C5 


Gene No. 


30605 




Strand 


+ 






Start 


69 




End 


765 






Name 


OJ990427 28. 9924. C5 


. ol . gs 


Method 


GENSCAN 






Start 


69 




End 


765 






GI 


none 




Score 


.45 






Exons 


69. .274, 489. .595, i 


556. .765 










Seq. No. 


14335 




Seq. ID 


OJ990427 


_28.9924 


.C6 


Gene No. 


30606 




Strand 


+ 






Start 


102 




End 


5-93 






Name 


OJ990427 28. 9924. C6 


.ol .gs 


Method 


GENSCAN 






Start 


102 




End 


593 






GI 


none 




Score 


.49 - 






Exons 


102. .387, 446. .593 












Seq. No. 


14336 




Seq. ID 


OJ990427 


_24.9922 


.CI 


Gene No. 


30607 




Strand 


+ 






Start 


9635 




End 


9913 






Name 


OJ990427 24. 9922. CI. 


,o3.gs 


Method 


GENSCAN 






Start 


9635 




End 


9913 






GI 


none 




Score 


1 







15032 



Exons 


9635. . 9913 














Seq. No. 


14336 




Seq. ID 


OJ990427 


24 . 


. 9922 . 


.CI 


Gene No. 


30608 




Strand 


+ 








Start 


10301 




End 


11334 








Name 


OJ990427 24. 9922. CI. 


o4 . gs 


Method 


GENSCAN 








Start 


10301 




End 


11334 








GI 


none 




Score 


. 94 








Exons 


10301. .10396, 11068. 


. 11334 












Seq. No. 


14336 




Seq. ID 


OJ990427 


24 , 


. 9922 , 


.CI 


Gene No. 


30609 




Strand 


+ 








Start 


14464 




End 


15308 








Name 


OJ990427 24. 9922. CI. 


06 . gs 


Method 


GENSCAN 








Start 


1.4 4 64 




End 


15308 








GI 


none 




Score 


• 83 








Exons 


14464 . . 14587, 15133. 


. 15308 












Seq. No. 


14336 




Seq. ID 


OJ990427_ 


24 . 


.9922. 


.CI 


Gene No. 


30610 




Strand 


+ 








Start 


21966 




End 


23864 








Name 


OJ990427 24. 9922. CI. 


08 . gs 


Method 


GENSCAN 








Start 


21966 




End 


23864 








GI 


none 




Score 


.48 








Exons 


21966. .22155, 23586. 


. 23752, 


23859. .23864 








Seq. No. 


14336 




Seq. ID 


OJ990427_ 


24. 


.9922, 


.CI 


Gene No. 


30611 




Strand 


+ 








Start 


25601 




End 


27733 








Name 


OJ990427 24. 9922. CI. 


o 9 . gs 


Method 


GENSCAN 








Start 


25601 


End 


27733 








GI 


none 




Score 


.89 








Exons 


25601. .25724, 25822. 


. 25964, 


26818. .26952, 27410. 


.27733 




Seq. No. 


14336 




Seq. ID 


OJ990427_ 


24 , 


.9922, 


.CI 


Gene No. 


30612 




Strand 


+ 








Start 


37178 




End 


39069 








Name 


OJ990427 24. 9922. CI. 


ol2 .gs 


Method 


GENSCAN 








Start 


37178 




End 


38701 








GI 


none 




Score 


.84 








Exons 


37178. .37437, 37504 . 


. 37657, 


37968. .38081, 38627. 


.38701 




Seq. No. 


14336 




Seq. ID 


OJ990427_ 


24, 


.9922, 


.CI 


Gene No. 


30612 




Strand 


+ 








Start 


37178 




End 


39069 








Name 


OJ990427 24. 9922. CI. 


o4 . np 


Method 


AAT/NAP 








Start 


37244 




End 


39069 








GI 


5882718 




Score 


848. 








Exons 


37244. .37657, 37763. 


.37858, 


37968. .380? 


31, 38459. 


.31 


3536, 






38609. .38701, 38998. 


.39069 












GI Descrip. 


(AC008263) ESTs gb|AA067482 


and gb|AI100542 come 


( from this 




[Arabidopsis thaliana] 












Seq. No. 


14336 




Seq. ID 


OJ990427_ 


24, 


.9922, 


.CI 


Gene No. 


30613 




Strand 










Start 


5865 




End 


11411 








Name 


OJ990427 24. 9922. CI. 


ol . np 


Method ' 


AAT/NAP 









15033 




Cf -> vf 

b tar t 


4837 


End 


11411 






GI 


6466937 


Score 


962 






Exons 


4837.. 4877, 6069.. 7870, 11368 


. .11411 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopi 




thaliana] 










Seq. No. 


14 336 


Seq. ID 


OJ990427_24 


.9922 


.CI 


Gene No. 


30613 


Strand 








Start 


C O f c 

5865 


End 


11411 






Name 


OJyyu4z/ z4 . y yzz . ci . o2 . gs 


Method 


GENSCAN 






Start 


58 65 


End 


9369 






GI 


none 


Score 


.55 






Exons 


5865.. 6241, 6243.. 6570, 6620. 


.7087, 7461. .7891, 7903. .8089 




8205.. 8878, 8880.. 9369 










Seq. No. 


14336 


Seq. ID 


OJ990427_24 


.9922 


.CI 


Gene No. 


30614 


Strand 








btart 


11898 


End 


13607 






Name 


OJ990427 24 . 9922.Cl.o5.gs 


Method 


GENSCAN 






Start 


11898 


End 


13607 






GI 


none 


Score 


.76 






Exons 


11898. .11953, 12017. .12142, 13328 13493, 13554. .13607 




Seq. No. 


14336 


Seq. ID 


OJ990427_24, 


.9922 


.CI 


Gene No. 


30614 


Strand 








btart 


11898 


End 


13607 






Name 


OJ990427 24 . 9922.Cl.ol.gp 


Method 


AAT/GAP 






Start 


12461 


End 


12839 






GI 


none 


Score 


681 






Exons 


■'-12461. .12839 










beq. No. 


14336 


Seq. ID 


OJ990427_24, 


.9922 


. CI 


Gene No. 


30615 


Strand 








Start 


16267 


End 


17482 






Name 


OJ990427 24.9922.Cl.o2.np 


Method 


AAT/NAP 






btart 


16267 


End 


17482 






GI 


5295937 


Score 


1375 






Exons 


16267. .16864, 17234. .17482 










gi uescrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 






beq. No. 


14336 


Seq. ID 


OJ990427_24, 


.9922 


.CI 


Gene No. 


30616 


Strand 








Start 


18471 


End 


18623 






Name 


OJ990427 24.9922.Cl.o3.np 


Method 


AAT/NAP 






btart 


18471 


End 


18623 






GI 


6721512 


Score 


56 






Exons 


18471. .18623 










Gi uescrip. 


(AP001072) hypothetical protein' [Oryza 


sativa] 






beq . no . 


14336 


Seq. ID 


OJ990427_24. 


,9922 


.CI 


Gene No. 


30617 


Strand 








Start 


29750 


End 


30957 






Name 


OJ990427 24 . 9922.Cl.o5.tm 


Method 


TBLASTX: Maize 




Start 


5900 


End 


6144 






GI 


none 


Score 


103 






Exons 


5900.. 6076, 5902.. 6090, 6085. 


.6144 









15034 




Seq. No. 


14336 








Seq. ID 


OJ990427_24.9922 


Gene No. 


30617 








Strand 




b tart 


zy / du 








End 


30957 


Name 




Q GO O 

y yzz 


. Cl . Oj . 


tm 


Method 


TBLASTX: Maize 


Start 


o4 10 








End 


6949 


GI 


none 








Score 


102 


Exons 


Ofl ID . . DOOO , 


DDOO 


. . ooyz , 


ooyo . 


.6760, 6806.. 6949 


Seq. No. 










Seq. ID 


OJ990427_24.9922 


Gene No. 


30617 








Strand 




Start 


29750 








End 


30957 


Name 


OJ990427 24 


9922 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7266 








End 


7679 


GI 


none 








Score 


239 


Exons 


7266. .7679 













C 1 XT >*v 

beq. No. 


1 A *3 *3 C. 

Ih Job 






C 1 rt rt- t r> 

beq. ID 


ujyyufiz / 


_24.9922 


Cl 


Gene No. 


30617 






Strand 








Start 


29750 






End 


30957 






Name 


OJ990427 24. 


9922. Cl 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


7491 






End 


7802 






GI 


none 






Score 


231 






Exons 


7491. .7802, 


7492. .7800 










beq. no. 


14336 






Seq. ID 


OJ990427 


_24.9922 


Cl 


Gene No. 


30617 






Strand 








Start 


29750 






End 


30957 






Name 


OJ990427 24. 


9922. Cl 


. o4 . tm 


Method 


TBLASTX : 


Maize 




Start 


8172 






End 


8660 > 






Gl 


none 






Score 


56 






Exons 


8172. .8312, 


8279. .8 


440, 8307 


..8450, 8 


502. .8561, 


8505. .8561, 




8586. .8657, 


8592. .8 


660 










0 e q . in 0 . 


14336 






Seq. ID 


OJ990427 


_24.9922 


Cl 


Gene No. 


30617 






Strand 








Start 


29750 






End 


30957 






Name 


OJ990427 24. 


9922. Cl 


.o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


16766 






End 


17398 






GI 


none 






Score 


149 






Exons 


16766. .16852, 17204 


. .17398, 


17226. .17357 






Seq. No. 


14336 






Seq. ID 


OJ990427 


_24.9922 


Cl 


Gene No. 


30617 






Strand 








Start 


29750 






End 


30957 






Name 


OJ990427 24. 


9922. Cl 


. olO . gs 


Method 


GENSCAN 






Start 


29750 






End 


30957 






GI 


none 






Score 


.53 






Exons 


29750. .29902, 30228 


. .30322, 


30792. .30957 






Seq. No. 


14336 






Seq. ID 


OJ990427 


_24 . 9922 


Cl 


Gene No. 


30618 






Strand 








Start 


37262 






End 


37626 






Name 


OJ990427 24. 


9922. Cl 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


37262 






End 


37626 






GI 


none 






Score 


461 






Exons 


37262. .37624 


, 37270 


. .37626 











15035 




Seq. No. 


14336 




Seq. ID 


OJ990427 


_24 


.9922 


.CI 


Gene No. 


30618 




Strand 










Start 


37262 




End 


*D ^ C O C 

3 / o2 o 








Name 


OJ990427 24. 9922. CI. o2. 


,tm 


Method 


TBLASTX : 


Maize 




Start 


37262 




End 


O "7 A A "5 

37443 








GI 


none 




Score 


O ft <n 

296 








Exons 


37262. .37441, 37270.. 37443 












Seq. No. 


14337 




Seq. ID 


OJ990427 


O A 


ft ft o o 

. 9922 


.C2 


Gene No. 


onti q 

jUoiy 




Strand 


+ 








Start 


4650 




bnd 


4 yu J 








Name 


OJ990427 24.9922.C2.o2. 


gp 


Method 


AAT / GAP 








Start 


4650 




End 


a n n o 

4 903 








GI 


none 




Score 


*d c ft 








Exons 


4650. .4903 














Seq. No. 


14337 




Seq. ID 


OJ990427 


O A 

24 , 


ft ft o o 

. 9922 


.C2 


Gene No. 


30620 




Strand 


+ 








btart 


5931 




r~< — -J 

hna 










Name 


OJ990427 24. 9922.C2.o3. 


gp 


Method 


AAT / GAP 








Start 


5931 




End 


6231 








/"I T 

GI 


2799414 




Score 


bib 








Exons 


5931. .6231 














Seq.- No. 


1-4337 




Seq. ID 


OJ990427 


_24. 


.9922 


. C2 


Gene No. 


30621 




Strand 










Start 


345 




End 


1020 








Name 


OJ990427 24.9922.C2.ol. 


gp 


Method 


AAT / GAP 








Start 


183 




End 


1020 








bl 


uC-osflcyp019bllbl 




Score 


7 94 








Exons 


183. .563, 986. .1020 














GI Descrip. 


• 405533 5.0e-26 (L20139) homology with 


pectate 


lyase [Zea mays] 


Seq. No. 


14337 




Seq. ID 


OJ990427 


_24, 


.9922 


.C2 


Gene No. 


30621 




Strand 










btarT: 


345 




End 


i ft o ft 

1020 








Name 


OJ990427 24. 9922.C2.ol. 


gs 


Method 


GENS CAN 








Start 


345 




End 


572 








x 


none 




Score 


ft a 

. 94 








Exons 


345. .572 














Seq. No. 


14337 




Seq. ID 


OJ990427 


_24. 


,9922 


.C2 


Gene No. 


30622 




Strand 










b cart 


976 




End 


2633 








Name 


OJ990427 24. 9922.C2.o2. 


gs 


Method 


GENS CAN 








Start 


976 




End 


2633 








GI 


none 




Score 


.81 








Exons 


976. .1191, 1373. .1429, 


1467. 


.2070, 2386. .2633 








oeq . ino . 


14337 




Seq. ID 


OJ990427 


_24. 


,9922 


.C2 


Gene No. 


30623 




Strand 










Start 


6862 




End 


8485 








Name 


OJ990427 24.9922.C2.o4. 


gp 


Method 


AAT /GAP 








Start 


6862 




End 


8485 








GI 


5003807 




Score 


704 








Exons 


6862. .6988, 7465. .7518, 


8118 


..8201, 8349. .8485 









15036 




Seq. No. 


14337 




Seq. ID 


OJ990427_24.9922.C2 


Gene No. 


30624 




Strand 




Start 


8920 




End 


14199 


Name 


OJ990427 24. 


9922.C2.o8. tw 


Method 


TBLASTX : Wheat 




291 




End 


1029 


GI 


none 




Score 


101 


Pvnn «; 

1— > \S 11 J 


291. .503, 342. .557, 352. .579, 


991. .1029 


iJCiVJ • *- * w . 


14337 




Seq. ID 


OJ990427_24.9922.C2 




30624 




Strand 




Start 


8920 




End 


14199 


Name 


OJ990427 24. 


9922.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


342 




End 


2048 


GI 


none 




Score 


132 


TT von q 


342. .605, 352. .603, 989. .1192, 


1000. . 


1200, 1129.. 1200, 




1379. .1435, 


1380. .1424, 1440.. 


1688, 1441. .1686, 1683. .2048 




1684. .1881 








Qpri Ma 

k_> C " LN ^ . 


14337 




Seq. ID 


OJ990427_24.9922.C2 


f|pnp M/-\ 
ucuc nu • 


30624 




Strand 




Start 


8920 




End 


14199 


Name 


OJ990427 24. 


9922.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


345 




End 


■ 2537 


GI 


none 




Score 


212 




345. .428, 459.-557, 989. .1192, 


1000. . 


1191, 1379.. 1435, 




1386. .1436, 


1440. .1682, 1441. . 


1605, 1642. .1683, 1683. .2066 




1684. .1875, 


1933. .2022, 2424.. 


2537 




QorT Ma 


14337 




Seq. ID 


OJ990427_24.9922.C2 




30624 




Strand 




Start 


8920 




End 


14199 


Name 


OJ990427 24. 


9922.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


459 




End 


10264 


GI 


none 




Score 


110 


jTynn c; 


459. .563, 460. .564, 989. .1198, 


989. .1039, 991. .1200, 1129. 




1353. .1427, 


1372. .1428, 1373. . 


1435, 1373. .1435, 144 0. .1682 




1441. .1683, 


1683.. 2030, 1684.. 


1884, 1921. .2040, 1939. .2037 




2410. .2529, 


2418. .2537, 10145. 


. 10264 




Seq. No. 


14337 




Seq. ID 


OJ990427_24.9922.C2 


Gene No. 


30624 




Strand 




Start 


8920 




End 


14199 


Name 


OJ990427 24. 


9922.C2.o7.tw 


Method 


TBLASTX: Wheat 


Start 


1373 




End 


1683 


GI 


none 




Score 


59 




1373. .1435, 


1379. .1435, 1440.. 


1682, 1441. .1683 


Seq. No. 


14337 




Seq. ID 


OJ990427_24.9922.C2 


Gene No. 


30624 




Strand 




Start 


8920 




End 


14199 


Name 


OJ990427 24. 


9922.C2.ol.np 


Method 


AAT/NAP 


Start 


8920 




End 


14199 


GI 


4539660 




Score 


3409 


Exons 


8920. .11862, 


11929. . 12352, 12623. . 13655, 14163. . 14199 



GI Descrip. (AF061282) polyprotein [Sorghum bicolor] 

Seq. No. 14337 Seq. ID OJ990427_24 . 9922 . C2 



15037 




Gene No. 


30624 






Strand 






o Lai L 


R Q9 n 
0 y Z U 






£jUU 


1 A 1 Q Q 

± ft x y y 




Name 


Pi TQ Q O /! 9 7 OA 
UJ y y Ufi Z / Z ft . 


QQ9 9 

yyzz . 


P9 /"\ £ 4- i m 

L-z ,od. tw 


Metnoa 


rp D T AC TV . IVIU. n -i 4- 

i DitAo i a : wneat 




Of 2 >-f- 


o y ju 








Q9 a A 

y z oft 




PT 


none 






Score 


4 9 
4 z 






OQQf] Q0Q1 


ft Q **9 


Q9£4 Qi oo 

.yzofi, y±zo 


. . y z d o 






oeq. wo. 


11 J J / 






Seq. ID 


OJ990427_24.9922 


-C2 


Gene No. 


30624 






Strand 






Start 


8920 . 






End 


14199 




Name 


Pi TQ QH4 97 94 
vJUyyUftZ/ Z H . 


QQ9 9 

yyzz . 


P9 r\0 ¥tt\ 

l,z . oz . tm 


Method 


TBLASTX: Maize 




d car c 


Q1 1 C 






End 


9711 




p t 


none 






Score 


111 




Exons 


y 1 1 o . . y o fi y , 


Q1 1 t 


Q^l "k Q9 Q9 

. yjij, yz yz 


..9393, 9410.. 9550, 9553.. 9711 




y do ^ . . y r uu 












Seq. No. 


14337 






Seq. ID 


OJ990427_24.9922 


P9 


Gene No. 


30624 






Strand 








ft Q90 

o y z u 






End 


14199 




Name 


Pi TQ Qfl/l 97 9 4 

uj y y ufi z / z fi . 


Q Q9 9 

yyzz . 


P9 1 fu 

uz . o± . tw 


Method 


TBLASTX: Wheat 




Qf 3 y~4- 


Q9 fiR ~ 






End 


9891 




P T 


none 






Score 


188 




Exons 


qoci; Qft Q 1 


Q4 ^ 
y ft 0 D . 


Qft ft £ 

. y o o d 








Seq. No. 


14337 






Seq. ID 


OJ990427_24.9922 


P9 
. UZ 


Gene No. 


30624 






Strand 








p Q9 n 
o y z u 






End 


14199 




Name 


pi tq on a on o a 
uj y y ufi z / z ft . 


QQ99 

yyzz . 


Cz . Oj . tS 


Method 


TBLASTX : Soybean 




Cf ^ y>- 4- 


y / o y 






End 


10113 




P T 


none 






Score 


57 






Q7 Q QQ91 
y / o y . . y y z ± , 


Q7 4 n 

y / fi u . 


Qft 1 1 Qft Q£ 

. y o ± ± , yoyo 


..10099, 9934. .10113 




Seq. No. 


14337 






Seq. ID 


OJ990427_24.9922 


P9 


Gene No. 


30624 






Strand 








ft Q90 

o y z, u 






End 


14199 




Name 


P) TQ QH4 9 7 9 4 
uuyyufiz/ z fi . 


QQ99 

yyzz. 


P 9 r\ R +- m 
CZ . Oj . till 


Method 


TBLASTX: Maize 




O Lai U 


QO'lQ _ 

y o o o 






End 


10101 




ui 


none 






Score 


259 






QQQp i n i n i 


Qft 4 9 

y o fi z 


1 nnQQ 








Seq. No. 


14337 






Seq. ID 


OJ990427_24.9922 


.C2 


Gene No. 


30624 






Strand 






OLal 1, 


ft Q9n 
o y z u 






End 


14199 




Name 


Pt TQ QH4 9 7 9 4 

wjyyufiz/ z f± . 


QQ9 9 

yyzz . 


UZ . O J . tw 


Method 


TBLASTX: Wheat 






QQQQ 

y ts y o 






End 


10356 




PT 


none 






Score 


225 




Exons 


qqqq im^c 
yo yo . . iujjd, 


QQQQ 

y o y y 


. . 1UZ / o 








Seq. No. 


14337 






Seq. ID 


OJ990427_24.9922 


.C2 


Gene No. 


30624 






Strand 






Start 


8920 






End 


14199 




Name 


OJ990427 24. 


9922. 


C2.o3. tm 


Method 


TBLASTX: Maize 




Start 


10454 






End 


10812 




GI 


none 






Score 


287 




Exons 


10454. .10810, 10456. .10812, 10459. .10812 




Seq. No. 


14337 






Seq. ID 


OJ990427_24 . 9922 


.C2 



15038 





Gene No. 


30624 






Strand 








O Lai t_ 


8920 






End 


14199 






N3ine 


OJ990427 24. 9922. C2 


. . LW 


Method 


TBLASTX: Wheat 






OLdlL 


10456 






End 


10881 






r t 


none 






Score 


55 






Exons 


10456. 


.10881, 10457 


1 n A Q R 


10471. .10827, 10514. .1087 9 






Seq. No. 


14337 






Seq. ID 


OJ990427_24.9922 


.C2 




Gene No. 


30624 






Strand 








O UCti- u 


8920 






End 


14199 






Name 


OJ990427 24. 9922. C2 


A 

• 04 . t S 


Method 


TBLASTX: Soybean 






O Lai L 


10627 






End 


10872 






(IT 


none 






Score 


37 






IT von c? 


10627. 


.10872, 10631 




10730. .10870 








14337 






Seq. ID 


OJ990427_24.9922 






Gene No. 


30624 






Strand 








Start 


8920 






End 


14199 






lMCtlllC 


OJ990427 24. 9922. C2 


o A +- m 


Method 


TBLASTX: Maize 






D Lai U 


10846 






End 


11347 








none 






Score 


78 






Exons 


10846. 


.11181, 10891 


1 1 fl R R 


10958. .11137, 11161. .11346, 








11213. 


.11347 










: s: 


Seq. No. 


14337 






Seq. ID 


OJ990427_24. 9922 


.C2 


i° rl 


Gene No. 


30624 






Strand 






I'll 




8920 






End 


14199 






Name 


OJ990427 24. 9922. C2 


Oj . tW 


Method 


TBLASTX: Wheat 




0 


O Lai U 


10882 






End 


11184 




M 


O J. 


none 






Score 


177 




i z i 

[ :J 

! 


p 1 VOn C5 


10882. 


.11184, 10886 


. J. J. ± / O 








: ! ! 

I 3.' 


Seq. No. 


14337 






Seq. ID 


OJ990427_24. 9922 


.C2 




Gene No. 


30624 






Strand 






□ 


JLdl L 


8920 






End 


14199 




5 

•» 


Marino 


OJ990427 24. 9922. C2 


OZ. . to 


Method 


TBLASTX: Soybean 




i. J. 
j " 


Ofarf 
O Lai L 


10897 






End ' 


11256 




St 

y 




none 






Score 


219 




□ 




10897. 


.11256, 10898 










CI) 


Seq. No. 


14337 






Seq. ID 


OJ990427_24. 9922 


.C2 




Gene No. 


30624 






Strand 










8920 






End 


14199 






Ma mo 

IMOiLLt. 


OJ990427 24. 9922. C2. 


A 

04 . tw 


Method 


TBLASTX: Wheat 






O L.CLX L 


11233 






End 


11715 








none 






Score 


271 






T* 1 v on g 


11233. 


.11604, 11237. 


11^47 
.1104 / , 


114 83. .11704, 11665. .11715 






Seq. No. 


14337 






Seq. ID 


OJ990427_24.9922 


.C2 




Gene No. 


30624 






Strand 








Start 


8920 






End 


14199 






Name 


OJ990427 24. 9922. C2. 


06 . tm 


Method 


TBLASTX: Maize 






Start 


11359 






End 


11745 






GI 


none 






Score 


107 






Exons 


11359. 


11595, 11417. 


.11575, 


11662. .11745 






Seq. No. 


14338 






Seq. ID 


OJ990427_24.9922 


.C3 



15039 




Gene No. 


30625 






Strand 


+ 




Cf -a y-f 


9077 








9 ^ Q7 
4 j j / 




Name 


Pi TQQO/1 07 9 A 


Q Q9 9 


L- j . Ol . gs 


Method 


pfxicp am 




Cf 3 rf 

o Lai C 


9H7 7 






bnu 






p T 


none 






Score 


Q "3 




Exons 


9H77 9"3Q7 

zu / / . . (toy / 












Seq. No. 


14339 






Seq. ID 


OJ990427_24 . 9922 


.C4 


Gene No. 


30626 






Strand 


+ 




Cf a v-f 








CjIIU 


O DO ft 




Name 


Pi TQQOA 97 94 


Q Q9 9 


P A /~\ 1 «n 

Ufi . oi . gp 


Method 








^4 91 






Cjna 


"D C Q /) 




ol 








Score 


^n 4 




Exons 


O f± ^ 1 . . jDOI 












Seq. No. 


14339 






Seq. ID 


OJ990427_24.9922 


.C4 


Gene No. 


30627 






Strand 


+ 




o L di L 


11785 






Ejna 


1 9 9 Q Q 

iz *i y y 




Name 


OJ990427 24 


. 9922. 


Ufi . o J . gs 


Method 






Of ar f 
O Lai U 


11785 






Liia 






P T 


none 






Score 


. O 1 




Exons 


11785. .12299 










o e q . in o . 


14339 






oeq. iu 


PTQQH/10"7 OA QQOO 


C A 


OCllC LN . 


30628 






Strand 






Start 


4336 . 






End 


5240 




Name 


OJ990427 24 


. 9922. 


C4 .ol.np 


Method 


AAT/NAP 






4336 






End 


5240 




PT 


6522592 






Score 


314 




Exons 


4336. .4494, 


4523. 


.4713, 4970. 


.5240 






\j± uescrip. 


(AL133292) 


receptor protein kinase-like protein [Arabidops 




thaliana] 












Seq. No. 


14339 






Seq. ID 


OJ990427_24.9922 


C4 


Gene No. 


30629 






Strand 






Cf a v-f 

O Ldi L 


6760 






End 


12322 




Name 


OJ990427 24 


.9922. 


C4.ol.tw 


Method 


TBLASTX: Wheat 




O Lai L 


2848 






End 


10542 






none 






Score 


60 






2848. .2928, 


10255 


..10542, 10256.. 10537 






Seq. No. 


14339 






Seq. ID 


OJ990427_24.9922 


C4 


Gene No. 


30629 






Strand 






Cf nrf 


6760 






End 


12322 




Name 


OJ990427 24 


. 9922. 


C4.o2.ts 


Method 


TBLASTX: Soybean 




Cf 2 r f 


3854 






End 


10441 




P T 
LjI 


none 






Score 


207 




Exons 


3854. .3928, 


9359. 


.9415, 10256 


. 10441, 


10258. .10440 




O C ^ . LN L> . 


14339 






Seq. ID 


OJ990427_24.9922. 


C4 


Gene No. 


30629 






Strand 






Start 


6760 






End 


12322 




Name 


OJ990427 24 


.9922. 


C4 .o4 . tm 


Method 


TBLASTX: Maize 




Start 


4198 






End 


4715 




GI 


none 






Score 


74 




Exons 


4198. .4251, 


4342. 


.4461, 4526. 


4714, 4527. .4715 





15040 



Seq. No. 14339 

Gene No. 30629 

Start 6760 

Name OJ990427_24 . 9922. C4 .o4 . ts 

Start 4526 

GI none 

Exons 4526.. 4714, 
5052. .5189 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_24 .9922.C4 
1232*2 

TBLASTX : Soybean 

5189 

43 



4850. .4876, 4877. .4912, 5009. .5188, 5036. .5182, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14339 
30629 
6760 

OJ990427_24. 9922.C4 .o2.np 

6760 

3023947 



Seq. ID OJ990427_24.9922.C4 
Strand 

End 12322 

Method AAT/NAP 

End 12322 

Score 1827 



6760. .6864, 7047. .7124, 8841. .8901, 8984. .9075, 9185. .9415, 
10255. .10695, 11782. .12322 



GI Descrip. PROBABLE HISTONE DEACETYLASE (RPD3 HOMOLOG) gi 12665840 



(AF035815) putative histone deacetylase RPD3 [Zea mays] 



OJ990427 24. 9922. C4 



14339 
30629 
6760 

OJ990427_24. 9922.C4 .o2.gp 
6762 

20921_1.R1084 

6762. .6864, 7047. .7124, 88' 
10255.. 10457 

f 3023947/sp| P56521 | HDAC_MAIZE 6.0e-75 PROBABLE HISTONE 
DEACETYLASE (RPD3 HOMOLOG) >gi_2665840 (AF035815) putative 
histone deacetylase RPD3 [Zea mays] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8901, 



12322 
AAT/GAP 
10457 
1177 
8984. .9075, 



9185. .9415, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14339 
30629 
6760 

OJ990427_24. 9922.C4 .ol.tm 
7042 
none 

7042. .7134, 7047. .7130, 8982. 
9186.. 9416, 9187.. 9417, 10255 
10260. .10724, 11782. .11901, 117 92 .. 11 902 , 11905 .. 11970, 
11906. .11959 



Seq. ID OJ990427_24.9922.C4 
Strand 

End 12322 
Method TBLASTX: Maize 
End 11970 
Score 103 

9077, 8988. .9080, 9185. .9418, 
.10713, 10256. .10693, 



Seq. No. 14339 

Gene No. 30629 

Start 6760 

Name OJ990427_24 . 9922 . C4 . o3 . tm 

Start 7297 

GI none 

Exons 7297.. 7734, 7428.. 7616 

Seq. No. 14339 

Gene No. 30629 

Start 6760 

Name OJ990427_24 . 9922 . C4 . o2 . gs 

Start 8717 

GI none 



Seq. ID OJ990427_24.9922.C4 
Strand 

End 12322 

Method TBLASTX : Mai ze 

End ' 7734 

Score 249 



Seq. ID OJ990427_24 . 9922 .C4 
Strand 

End 12322 

Method GENSCAN 

End 10716 

Score .91 



15041 



Exons 



8717. .8734, 8841. .8901, 8984. .9075, 9185. .9415, 10255. .10716 



Seq. No. 14339 

Gene No. 30629 

Start 6760 

Name OJ990427_24 . 9922 . C4 . ol . tc 

Start 9182 

GI none 
Exons 



Seq. ID OJ990427_24 .9922.C4 
Strand 

End 12322 

Method TBLASTX : Cress 

End 12292 

Score 194 



9182. .9418, 9183. .9416, 9310. .9432, 10255 .. 10698 , 10256 .. 10696, 
11782. .12135, 11783. .12136, 12092. .12292, 1214 8. .12291 



Seq. No. 14339 

Gene No. 30629 

Start 6760 

Name OJ990427_24 . 9922 . C4 . o3 . ts 

Start 9185 

GI none 

Exons 9185.. 9358, 9201.. 9359 



Seq. ID OJ990427_24 .9922.C4 
Strand 

End 12322 

Method TBLASTX : Soybean 

End 9359 

Score 147 



m 



■-.ST 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14339 
30629 
6760 

OJ990427_24 . 9922 . C4 . ol . ts 

10441 

none 



Seq. ID OJ990427_24 .9922.C4 
Strand 

End 12322 

Method TBLASTX : Soybean 

End 12289 

Score 80 



10441. .10698, 10605. .10697, 11782 .. 12135, 117 92 .. 12004 , 
12038. .12130, 12148. .12288, 12155. .12289 



14339 
30629 
6760 

OJ990427_24 .9922.C4 .o3.gp 
11782 

31559_1.R1084 
11782. .12322 

, 3023945/sp|O2244 6|HDAC_ARATH 2.0e-81 HISTONE DEACETYLASE (HD) 
>gi_2318131 (AF014824) histone deacetylase [Arabidopsis 
thaliana] 1 



Seq. ID OJ990427_24 .9922.C4 
Strand 

End 12322 

Method AAT/GAP 

End 12322 

Score 827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14339 
30629 
6760 

OJ990427_24. 9922.C4 .o2.tm 

11971 

none 



Seq. ID OJ990427_24.9922.C4 
Strand 

End 12322 

Method TBLASTX : Mai ze 

End 12280 

Score 160 



11971. . 12138, 11972. .12136, 12092 .. 12280, 12148. .12279 



Seq. No. 14340 

Gene No. 30630 

Start 996 

Name OJ9904 27_24 . 9922 . C5 . ol . gs 

Start 996 

GI none 
Exons 



Seq. ID OJ990427_24 .9922.C5 

Strand + 

End 3360 

Method GENSCAN 

End 3360 

Score .59 



996. .1007, 1413. .1511, 2872. .3360 



Seq. No. 
Gene No. 



14340 
30631 



Seq. ID OJ990427_24.9922.C5 
Strand + 



15042 







16412 


End 


22106 




Name 


OJ990427 24.9922.C5.o2.gp 


Method 


AAT/GAP 




Start 


16412 


End 


17107 






31559 1.R1084 


Score 


1206 




Exons 


16412. .17107 








t ^ <-> >*» *i 

Lii uescrip . 


, 3023945/sp|O22446|HDAC ARATH 2.0e-81 


HISTONE DEACETYLA, 






>gi_2318131 (AF014824) histone deacetylase [Arabidopsis 






thaliana] ' 








oeq. in o * 


14340 


Seq. ID 


OJ990427_24 . 9922 




r*± v\ a KT r\ 
belle LNO . 


30631 


Strand 


+ 




C -J- -j y-f- 


16412 


End 


22106 




Name 


OJ990427 24.9922.C5.ol.np 


Method 


AAT/NAP 




Start 


16553 


End 


22106 




p t 


3023947 


Score 


1885 




Exons 


16553. .17107, 18072. . 18512, 


19271. .19501, 19618. .19709, 






19791. .19851, 21777. .21854, 


22002. .22106 




u± uescrip. 


PROBABLE HISTONE DEACETYLASE (RPD3 H0M0L0G) gi 12665840 






(AF035815) putative histone 


deacetylase RPD3 [Zea mays] 




O ^ /-» KT /-\ 

oeq . no . 


14340 


* Seq. ID 


OJ990427_24.9922 




Gene No. 


30631 


Strand 


+ 




Start 


16412 


End 


22106 


i"! 


Name 


OJ990427 24.9922.C5.o4.gs 


Method 


GENSCAN 




o tar c 


17825 


End 


20922 




P T 


none 


Score 


.74 


Hi 


Exons 


17825. .17836, 18072 .. 18512 , 


19271. . 19501, 19618. .19709, 


d 




19791. .19851, 20206. .20363, 


20365. .20715, 20784.. 20922 




oeq. in o . 


14340 


Seq. ID 


OJ990427_24.9922 


U 


Pari ^ KT i^v 

bene ino . 


30631 


Strand 


+ 


rii 




16412 


End 


22106 






OJ990427 24.9922.C5.o3.gp 


Method 


AAT/GAP 


■ 151 


Start 


18310 


End 


22097 


u 


GI 


20921 1.R1084 


Score 


1274 


n 


Exons 


18310. .18512, 19271. .19501, 


19618. .19709, 19791. .19851, 






21777. .21854, 22002.. 22097 








ui uescrip. 


' 3023947/ sp| P56521 | HDAC MAIZE 6.0e-75 


PROBABLE HISTONE 






DEACETYLASE (RPD3 H0M0L0G) 


>gi 2665840 


(AF035815) putat. 


!;=f 
i :a * 




histone deacetylase RPD3 [Zea mays] 1 




: 3 2? 


C o n KT r\ 
O c . IN O . 


14340 


Seq. ID 


OJ990427_24.9922 




Gene No. 


30632 


Strand 


+ 




Start 


28278 


End 


31806 




Name 


OJ990427 24.9922.C5.o6.gs 


Method 


GENSCAN 




OLail. 


28278 


End 


31806 




PT 


none 


Score 


.45 




Exons 


28278. .28311, 284 65 28477, 


28501. .28682, 28711 .. 287 95, 






29806. .29911, 3164 6 .. 31694 , 


31712. .31806 




Cprr KJo 


14340 


Seq. ID 


OJ990427_24 . 9922 




Gene No. 


30633 


Strand 






Start 


3999 


End 


10830 




Name 


OJ990427 24.9922.C5.o2.gs 


Method 


GENSCAN 




Start 


3999 


End 


10830 




GI 


none 


Score 


.74 




Exons 


3999. .4073, 4199. .4285, 4809. .5011, 5505. .5616, 5846. .5' 



15043 



6170. .6220, 7482. .7537, 8008. .8077, 8512. .8616, 8749. .8861, 
9590. .9791, 9859. .10830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14340 
30634 
12428 

OJ9904 27_24 . 9922 . C5 . o3 . gs 
12428 
none 

12428. .12563, 12759 .. 12888 , 13079 .. 13197 , 13281 
14124. .14214, 14985. . 15075, 15256 15280 , 16481 



Seq. ID OJ990427_24.9922.C5 
Strand 

17104 
GENSCAN 
17104 
.43 



End 

Method 

End 

Score 



13426, 
17104 



14340 
30635 
21443 

OJ990427_24 .9922.C5.o5.gs 
21443 
none 

21443. .21503, 21672 21770, 22137 .. 22258 , 23594 
23861. .24087, 24 334 .. 24774 , 25003 25168 , 25406 
27047. .27153, 27271. .27442 



Seq. ID OJ990427_24.9922.C5 
Strand 

27448 
GENSCAN 
27442 
.52 



End 

Method 

End 

Score 



,23821, 
,26863, 





Seq. No. 


14340 






Seq. ID 


OJ990427 


24. 9922. C5 


u 


Gene No. 


30635 






Strand 








, =1 

■i=f 


Start 


21443 






End 


27448 






m 


Name ^ 


OJ990427 24 


. 9922.C5.o2. 


np 


Method 


AAT/NAP 






m 


Start 


23486 






End 


27448 








GI 


6623973 






Score 


2516 






Q 


Exons 


23486. .27448 














GI Descrip. 


(AC007505) 


Highly similar to 


Tal-3 polyprotein 


[Arabidopsis 


a 




thaliana] 














rl! 


Seq. No. 


14340 






Seq. ID 


OJ990427 


24. 9922. C5 




Gene No. 


30636 






Strand 








y 


Start 


32365 






End 


34956 






'Hi 


Name 


OJ990427 24 


.9922.C5.o8. 


tm 


Method 


TBLASTX: 


Maize 




! : 

jS3S 


Start 


3157 






End 


6223 








GI 


none *■ 






Score 


167 








Exons 


3157. .3336, 


3157. .3339, 


3158. 


.3340, 4193. .4288, 


4197. 


.4286, 






4197. .4289, 


4198. .4311, 


4806. 


.5006, 4809. .4997, 


4816. 


.5013, 






5479. .5583, 


5571. .5621, 


5694. 


.5741, 5695.. 5742, 


5837. 


.5950, 






5846. .5950, 


5850. .5951, 


5850. 


.5957, 6169.. 6222, 


6171. 


.6221, 



6173. . 6223 



Seq. No. 14340 
Gene No. 30636 
Start 32365 

Name OJ990427_24 . 9922 . C5 . 06 . tm 

Start 7991 ' 

GI none 
Exons 7991. 

8723. 

9576. 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990427_24.9922.C5 
34956 

TBLASTX: Maize 

9695 

109 



,8080, 8003. .8080, 8004. .8087, 8503. .8616, 8513. .8617, 
,8863, 8749. .8868, 8749. .8862, 8750. .8863, 9575. .9649, 
9695, 9577. .9687 



Seq. No. 
Gene No. 
Start 



14340 
30636 
32365 



Seq. ID 

Strand 

End 



OJ990427 24. 9922. C5 



34956 



15044 




Name 


OJ990427 24. 9922. C5 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


loo /U 






End 


16918 




GI 


none 






Score 


199 




Exons 


16570. 


.16737, 16610 


. .ID/ JO , 


16754. .16918, 16795 16842 , 






16867. 


.16917 










Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922 


rt f~ 

. C5 


Gene No. 


30636 






Strand 






Start 


32365 






End 


34956 




Name 


OJ990427 24. 9922. C5 


.ol. ts 


Method 


TBLASTX : Soybean 




b tart 


16576 






End 


18326 




GI 


none 






Score 


227 




Exons 


16576. 


.16620, 16600. 


1 an 1 a 


16610. .16741, 16634. .16741, 






16753. 


.16851, 16754. 


. . 1 / 11) / , 


16885. .17097, 18069 .. 18 326, 






18070. 


.18171 










C? rt « XT rt 

beq. No. 


14340 






Seq. ID 


OJ990427_24.9922, 


rt r 

. Co 


XT rt 

Gene No. 


30636 






Strand 






Start 


32365 






End 


34956 




Name 


OJ990427 24. 9922. C5, 


.ol. tc 


Method 


TBLASTX: Cress 




Of -( vf 


16597 






End 


19504 




GI 


none 






Score 


238 




Exons 


16597. 


.16740, 16610. 


1 c. ^ 0 c 
. . 1 0 IO 0 , 


16753. .17106, 16754 . . 17107, 






18069. 


.18521, 18071, 


1 0 c 0 0 
. . lo OoZ f 


19254. .19376, 192 68. .19504, 






19268. 


.19492, 19270. 










beq. No. 


14340 






Seq. ID 


OJ990427_24.9922, 


. Co 


Gene No. 


30636 






Strand 






otart 


32365 






End 


34956 




Name 


OJ990427 24. 9922. C5. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


16919 






End 


22067 




GI 


none 






Score 


96 




Exons 


16919. 


.16984, 16930. 


. . ibyoo, 


16987. .17097, 16988. . 17107, 






18043. 


.18507, 18054. 




18074. .18511, 18117. .18512, 






19268. 


.19501, 19270. 




19616. .19711, 21767. .21859, 






21771. 


.21854, 22005. 


. . ZZ U b / 








Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922. 


,C5 


Gene No. 


30636 






Strand 






C -t- -i v- 4- 

b t art 


32365 






End 


34956 




Name 


OJ990427 24. 9922. C5 , 


, o2 . tw 


Method 


TBLASTX: Wheat 




b tar t 


18225 






End 


18521 




G I 


none 






Score 


460 




Exons 


18225. 


.18521, 18229. 




18230. .18511 




Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922, 


,C5 


Gene No. 


30636 






Strand 






Of 5 -k*4- 


32365 






End 


34956 




Name 


OJ990427 24. 9922. C5. 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


18326 






End 


19327 




GI 


none 






Score 


294 




Exons 


18326. 


.18511, 18327. 


, . 18521, 


19271. .19327 




Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922. 


X5 


Gene No. 


30636 






Strand 






Start 


32365 






End 


34956 




Name 


OJ990427_24.9922.C5. 


06 . ts 


Method 


TBLASTX: Soybean 





15045 



cn 

ft! 



; t : 

J STf 



ru 



Q 



Start 


i n "3 o ^ 






End 


19501 




GI 


none 






Score 


204 




Exons 


19327. 


.19485, 19328 


. . 19501 








Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922 


.C5 


Gene No. 


30636 






Strand 






Start 


32365 






End 


34 956 




Name 


OJ990427 24. 9922. C5 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


23495 






End 


23917 




GI 


none 






Score 


314 




Exons 


23495. 


.23917, 23499, 


. . z jyuu 








Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922 


.C5 


Gene No. 


30636 






Strand 






P+- v-f 

otart 


32365 






End 


34956 




Name 


OJ990427 24. 9922. C5, 


> o J . tc 


Method 


TBLASTX: Cress 




Start 


23495 






End 


23974 




01 


none 






Score 


77 




Exons 


23495. 


.23707, 23723. 


. . 1 3B6U, 


23879. .23974 




Seq. No. 


14340 






Seq. ID 


OJ990427_24 .9922 


.C5 


Gene No. 


30636 






Strand 






Start 


32365 






End 


34956 




Name 


OJ990427 24. 9922. C5. 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


23498 






End 


23896 




GI 


none 






Score 


53 




Exons 


23498. 


.23611, 23505, 


. . 23603, 


23621. .23896, 23624. .23887 




Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922 


. C5 


Gene No. 


30636 






Strand 






Start 


32365 






End 


34956 




Name 


OJ990427 24. 9922. C5. 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


23522 






End 


23975 




GI 


none 






Score 


54 




Exons 


23522. 


.23722, 23523, 


, . 23711 , 


23738. .23890, 2374 1 . . 2394 4 , 






23754. 


.23975 










Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922 


.C5 


Gene No. 


30636 






Strand 






otart 


32365 






End 


34956 




Name 


OJ990427 24. 9922. C5. 


, o5 . tm 


Method 


TBLASTX: Maize 




btart 


24002 






End 


24416 






none 






Score 


183 




Exons 


24002. 


.24295, 24006. 


, . 242d 1, 


24257. .24415, 24327. .24416 




Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922 


■ C5 


Gene No. 


30636 






Strand 






Start 


32365 






End 


34956 




Name 


OJ990427 24. 9922. C5. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


24068 






End 


24847 




GI 


none 






Score 


67 




Exons 


24068. 


.24523, 24312. 


.24524, 


24518. .24G 


147, 24564. .24845 




Seq. No. 


14340 






Seq. ID 


OJ990427_24 . 9922 


.C5 


Gene No. 


30636 






Strand 






Start 


32365 






End 


34956 




Name 


OJ990427 24. 9922. C5. 


o3 . tm 


Method 


TBLASTX: Maize 





15046 




Cf 3 v-4- 


OAA"iA 
£. ft H J ft 








9 A Q ^1 
£. fi 0 0 1 


C T 


none 






Score 


1 C\A 


Exons 


24434. 


.24850, 24552. 


9 A Q ^1 
. £. H 0 0 1 






Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922 


Gene No. 


. 30636 






Strand 






32365 






End 


34956 


Name 


OJ990427 24. 9922. C5. 


r\0 f- o 
0<£ . L S 


Method 


TBLASTX : Soybean 


OLalL 


24437 






End 


24826 




none 






Score 


106 


Exons 


24437. 


.24826, 24478. 




24534. .24824 


Seq. No. 


14340 






Seq. ID 


OJ990427 24.9922 


Gene No. 


30636 






Strand 


- 


O LdLL 


32365 






End 


34956 


Name 


OJ990427 24.9922.C5. 


o4 . tc 


Method 


TBLASTX: Cress 


Of--, >~f- 


24644 






End 


24850 


p t 


none 






Score 


65 




24644 . 


.24850, 24678. 


9 A R A ^ 
. £ fi 0 fi D 






Seq. No. 


14340 






Seq. ID 


OJ990427_24 . 9922 


Gene No. 


30636 






Strand 




O t a. IT L. 


32365 






End 


34956 


Name 


OJ990427 24. 9922. C5. 


Oj . tW 


Method 


TBLASTX: Wheat 


Cf d v-f- 


24848 






End 


25118 


p t 


none 






Score 


226 


Exons 


24848. 


.25117, 24849. 


QCI 1 Q 






Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922 


Gene No. 


30636 






Strand 






32365 






End 


34956 


Name 


OJ990427 24. 9922. C5. 


*^9 f- 

Oil . T,C 


Method 


TBLASTX: Cress 


Of a 


25208 






End 


25753 




none 






Score 


75 


Exons 


25208. 


.25456,- 25472. 




25556. .25678, 25655.. 25753 


oeq . lno . 


14340 






Seq. ID 


OJ990427_24.9922 


Gene No. 


30636 






Strand 




Start 


32365 






End 


34956 


Name 


OJ990427 24. 9922. C5. 


Oj . lS 


Method 


TBLASTX: Soybean 


jlari. 


25319 






End 


25786 




none 






Score 


43 


Exons 


25319. 


.25468, 25454. 




25455. .25583, 2554 7 .. 25708 , 




25655. 


.25786, 25659. 


o c 7 7 p 
. Zj / / 0 






Seq. No. 


14340 






Seq. ID 


OJ990427_24.9922 


Gene No. 


30636 






Strand 






32365 






End 


34956 


Name -. 


OJ990427 24. 9922. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 


otarc 


25352 






End 


26021 


C T 


none 






Score 


142 


Exons 


25352. 


.25456, 25473. 


.25532, 


25655. .26020, 25656.. 26021 


Seq. No. 


14340 






Seq. ID 


OJ990427_24 . 9922 


Gene No. 


30636 






Strand 




Start 


32365 






End 


34956 


Name 


OJ990427 24. 9922. C5. 


o7 . tm 


Method 


TBLASTX: Maize 



15047 






OLdlL 


ZD3DO 


End 


26029 




P T 


none 


Score 


94 




Exons 


OCCCC occcc o^rnoQ 


25659.. 25895 




beq. NO. 


1 /I *3 /I Ci 
Iff OHKJ 


Seq. ID 


OJ990427_24.9922.C5 




Gene No. 


30636 


Strand 






Start 


32365 


End 


34956 




Name 


OTQQH497 94 Q Q 9 9 PR ri £ 

UJ :? :7U 4 / Z *i . :? ;?ZZ . Lj . OO . tW 


Method 


TBLASTX: Wheat 




0 rar l 


Z DoyZ 


End 


27080 




p T 


none 


Score 


40 




Exons 


OCCQ') OCOOQ OCl/Irt 


26807. .26878, 26867 26977 , 






9CQ"70 9£G"5/1 9CQC3 9*7mQ 


26964. .27080 




beq. no. 


1 /i q a n 
±41 J4U 


Seq. ID 


OJ990427_24.9922.C5 




Gene No. 


30636 


Strand 






Start 


32365 


End 


34956 




Name 


OTQQO/197 9/1 QQ99 PR ^-7 no 

vjjyyu*iZ/ z *i . y y zz . lo . 0 / . gs 


Method 


GENSCAN 




0 tar l 




End 


34956 




p t 


none 


Score 


.71 




Exons 


qoocc QocriQ *30C/11 ootrq 


33389. .33421, 33633 .. 3368 9, 






-340U 1 . . Ofl yjo 






• SSI 


Seq. No. 


14341 


Seq. ID 


OJ990427_24.9922.C6 


3; 


Gene No. 


30637 


Strand 


+ 


.: 3: 


C +- -3 >- +- 

btart 


1 4 O D 


End 


6347 




Name 


ujyyu^z/ Z4 . y yzz . ob . 01 . gs 


Method 


GENSCAN " 




otart 


1 41 0 b 


End 


6347 




P T 


none 


Score 


.87 


i t ! 

! ! 1 
■ : t r 


Exons 


l4ob . . IdIj, Z14b..ZZoZ, Z / 41 U 


..5657, 5929. .6347 




beq . jno . 


* 1 / Oyl 1 


Seq. ID 


OJ990427_24 . 9922. C6 


1 y 


bene ino . 


jUDj / 


Strand 


+ 




O Lai L. 


1 A ft 
X 4 0 0 


End 


6347 




Mam 0 


n,TQQ0497 94 QQ99 Pfi n1 nn 


Method 


AAT/NAP 




Start 


2619 


End 


6333 




GI 


2130082 


Score 


1954 


: s ! 


Exons 


2619. .3593, 3960 .. 5657, . 5929 


. . 6333 




s? 

: ! s t 


bi uescrip, 


protein kinase Xa21 (EC 2.7. 


1.-) - rice gi|1122443 (U37133) 


! ssf 




receptor kinase-like protein 


[Oryza sativa] gi 12586085 (U72 


: 3= 3 




receptor kinase-like protein 


[Oryza longistaminata] 






gi 1 1586408 |prf| | 2203451A receptor kinase-like protein [Oryz 






sativa] 








beq. no. 


14341 


Seq. ID 


OJ990427_24.9922.C6 




Gene No. 


30638 


Strand 


+ 




Start 


7457 


End 


10400 




Name 


OJ990427 24.9922.C6.o2.gs 


Method 


GENSCAN 




b car l 


7457 


End 


10400 




P T 


none 


Score 


.5 




Exons 


7457. .7848, 8258. .8369, 8396 


..8619, 8662. .8771, 8795. .8962, 






9690. .9749, 9922. .10400 








Seq. No. 


14341 


Seq. ID 


OJ990427_24.9922.C6 




Gene No. 


30639 


Strand 






Start 


10630 


End 


14267 




Name 


OJ990427 24.9922.C6.o3.gs 


Method 


GENSCAN 




Start 


10630 


End 


14267 



15048 



GI 

Exons 



none Score . 68 

10630. . 11030, 11235. . 12371, 12818 .. 12873, 13084 .. 13273, 

13613. . 14267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



n 

'star 



14341 
30639 
10630 

OJ990427_24. 9922.C6.o2.np 

10651 

2586083 



Seq. ID OJ990427_24.9922.C6 
Strand 

End 14267 

Method AAT/NAP 

End 14267 

Score 1901 



10651. . 11030, 11235. . 13356, 13786. .14267 

(U72725) receptor kinase-like protein [Oryza longistaminata] 



14341 
30640 
16610 

OJ990427_24. 
2804 
none 
2804. . 
2864. . 
3008. . 
3091. . 
3205. . 
3404. . 
3419-. . 
3520. . 
3608. . 
3974 . . 
4080. . 
4097. . 
4127. . 
4175. . 
4283. . 
4469. . 
4484 . . 
4495. . 
4721. . 
5928. . 
11602. 
12022. 
12229. 
12229. 
12238. 
12438. 
12585. 
12588. 
12588. 
12649. 
12786. 
12801. 
13104. 
13281. 
13479. 
13530. 
13624 . 



Seq. ID OJ990427_ 
Strand 



24. 9922. C6 



2827, 
3295, 
3409, 
3399, 
3333, 
3547, 
3550, 
3690, 
3694, 
4096, 
4160, 
4234, 
4375, 
4465, 
4366, 
4654, 
4669, 
4803, 
4846, 
6029, 
. 11706, 
. 12150, 
.12324, 
.12390, 
.12390, 
.12494, 
.12803, 
. 12770, 
.12803, 
.12759, 
. 12854, 
.12881, 
.13139, 
.13421, 
.14000, 
. 14000, 
. 13788 









End 


19601 






y y £ £ . 


LD.Ol . 


UC 


Method TBLASTX 


Cress 










End 


14021 












Score 


43 








2845. 


.2985, 


2846. 


.3406, 


2855. 


.3352, 


2855. 


.3406, 


2864. 


.3475, 


2885. 


.3406, 


2962. 


.3048, 


2963. 


.3406, 


3023. 


.3406, 


3034. 


.3261, 


3064. 


.3222, 


3086. 


.3406, 


3094. 


.3405, 


3152. 


.3409, 


3169. 


.3306, 


3169. 


.3336, 


3241. 


.3366, 


3250. 


.3351, 


3287. 


.3412, 


3310. 


.3411, 


3404 . 


.3547, 


3404. 


.3700, 


3409. 


.3690, 


3419. 


.3547, 


3427. 


.3681, 


3428. 


.3637, 


3455. 


.3550, 


3463. 


.3621, 


3608. 


.3763, 


3608. 


.3700, 


3608. 


.3700, 


3608. 


.3700, 


3659. 


.3811, 


3791. 


.3922, 


3806. 


.3922, 


3938. 


.4123, 


3974 . 


.4123, 


3977. 


.4093, 


4004 . 


.4084, 


4010. 


.4090, 


4096. 


.4188, 


4097. 


.4378, 


4097. 


.4168, 


4097. 


.4366, 


4103. 


.4327, 


4103. 


.4378, 


4126. 


.4377, 


4127. 


.4381, 


4127. 


.4438, 


4132. 


.4284, 


4135. 


.4293, 


4138. 


.4368, 


4184. 


.4381, 


4279. 


.4374, 


4280. 


.4417, 


4283. 


.4384, 


4396. 


.4434, 


4397. 


.4474, 


4466. 


.4654, 


4469. 


.4669, 


4471 . 


.4596, 


4472. 


.4663, 


4472. 


.4669, 


4478. 


.4651, 


4484 . 


.4603, 


4487 . 


.4654, 


4492. 


.4581, 


4493. 


.4675, 


4532. 


.4663, 


4535. 


.4663, 


4616. 


.4798, 


4721. 


.4798, 


4733. 


.4858, 


5119. 


.5151, 


5186. 


.5290, 


5414. 


.5590, 


10930 


..11031, 11302. .11493, 11506.. 


11553, 





12010. . 12162, 12011. 

12037. . 12162, 12041. 

12229. .12390, 12229. 

12229. .12390, 12229. 

12263. . 12391, 12289. 

12447. .12491, 12447. 

12585. .12770, 12585. 

12588. .12779, 12588. 

12588. .12764, 12591. 

12753. .12872, 12753. 

12789. .12875, 12789. 

12951. . 12995, 12960. 

13206. .13292, 13206. 

13281. . 13421, 13281. 

13479. .13949, 13479. 

13537. .13779, 13624. 



12241, 12013 

12256, 12229 

12387, 12229 

12390, 12232 

12390, 12393 

12494, 12517 

12713, 12585 

12782, 12588 

12782, 12636 

12908, 12786 

12872, 12798 

13067, 12972 

13286, 13260 

13421, 13479 

13898, 13482 

13851, 13624 



. .12162, 
. .12390, 
. . 12351, 
. .12390, 
. . 12494, 
. .12600, 
. .12779, 
. .12770, 
. .12779, 
. . 12872, 
. . 12878, 
. . 13118, 
. .14021, 
. .14021, 
. .14021, 
. .13806, 



15049 




Seq. No. 14341 Seq. ID OJ990427__24 . 9922 . C6 

Gene No. 30640 Strand 



Start 


16610 










End 


19601 






Name 


OJ990427 24 




-Lu. oz . 


L S 


Method TBLASTX: 


Soybean 


Start 












End 


14021 






GI 


none 










Score 


141 






Exons 


2843. 


.3121, 


2855 . 


3406, 


2855 . 


.3193, 


2864. .3478, 


2885. . 


3406, 




2962. 


.3045, 


2990. 


. .3406, 


3034. 


.3405, 


3034. .3261, 


3086. . 


3409, 




3094. 


.3336, 


3166. 


. .3333, 


3215. 


.3409, 


3404. .3700, 


3410. . 


3547, 




3419. 


.3547, 


3419, 


. .3550, 


3451. 


.3618, 


3608. .3700, 


3608. . 


3694, 




3608. 


.3772, 


3608. 


. .3700, 


3652. 


.3780, 


3782. .3910, 


3815. . 


3922, 




3815. 


.3910, 


3974. 


. .4123, 


4001. 


.4081, 


4004. .4129, 


4097. . 


4381, 




4102. 


.4296, 


4127. 


. .4378, 


4127. 


.4381, 


4127. .4237, 


4129. . 


4293, 




4135. 


.4365, 


4172. 


. .4375, 


4280. 


.4381, 


4310. .4381, 


4444 . . 


4725, 




4466. 


.4795, 


4472. 


. .4798, 


4472. 


.4798, 


4472. .4663, 


12010. 


.12162, 



12085. .12390, 12229. .12390, 12229. .12390, 12229. .12297, 

12229. .12390, 12229. .12390, 12238. .12390, 124 14 .. 124 85 , 

12441. .12485, 12445 .. 12495, 124 98 .. 12521, 124 99 .. 12 684 , 

12504. .12785, 12517 .. 12612, 12585 .. 12791, 12588 .. 12770, 

12588. .12782, 12588 .. 1277 9, 12588 .. 12782, 12589 .. 12759, 

12591. .12782, 12753. . 12908, 12783 .. 12878, 12786 .. 12872 , 

12786. .12854, 12801 .. 12881, 12955 .. 13068, 12960 .. 13118 , 

13104. .13139, 13104. .13136, 13110 .. 1328 9, 13206 .. 1328 9, 

13206. .13289, 13206. . 13286, 13258 .. 13434 , 13281 .. 13421, 

132€1. .13421, 13281. . 13421, 13281 .. 13421, 13294 .. 13431, 

13474. .13857, 13479. . 14021, 13479 .. 14000, 13479. . 13949, 

13479. .13751, 13479. . 13814, 13482 .. 14021, 13543 .. 13854 , 
13692. .14021 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14341 
30640 
16610 

OJ990427_24, 

2852 

none 

2852. .2974, 
3002. .3406, 
3229. .3408, 
3791. .3910, 
4127. .4231, 
4469. .4663, 
4495. .4662, 



9922.C6.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_24 . 9922. C6 
19601 

TBLASTX: Maize 

14021 

187 



12229. 
12507. 



12960. .13091 
13279. .13428 



2861.. 3334, 2864.. 3271, 2891 
3023.. 3280, 3091.. 3342, 3146 
3514.. 3621, 3535.. 3774, 3785 
4004. .4084, 4010. .4093, 4100 
4198. .4365, 4210. .4581, 4466 
4469. .4801, 4469. .4663, 4472 
4535.-4798, 12085 .. 12165, 12229 .. 12390, 
12390, 12229. . 12390, 12447 12494, 124 98 .. 12701 , 
12770, 12588. . 12782, 12588 .. 12779, 12753 
13094, 13251. .13421, 13260 



3136, 2963.. 3700, 

3409, 3151.. 3333, 

3910, 3788. .3922, 

4492, 4127. .4381, 

4591, 4466.. 4591, 

4663, 4487. .4798, 



12588. 
12972. 
13281. 
13533. 
13614. 



13421, 13479. 

13808, 13549. 

13877, 13624. 

13749. .13994, 13824. 



13522. .13851, 
13614. . 14000, 
13698. .13865, 

14341 

30640 Strand 

16610 End 

OJ990427_24 . 9922 . C6 . ol . tw Method 

3131 End 

none Score 



,13577, 13479. 

13968, 13551. 

13779, 13624. 
14021 



.12920, 
,13421, 
,13955, 
,14021, 
,13950, 



Seq. ID OJ990427_24 . 9922.C6 



19601 

TBLASTX: Wheat 

13994 

99 



3131. .3316, 3203. .3385, 3422. .3499, 3739. .3924, 3752. .3922, 



15050 



3782. .3871, 3952. .4149, 3959. .4147, 4007. .4093, 12735 .. 12929, 
12949. .13143, 12960 .. 13136, 13047 .. 13139, 13264 .. 13365, 
13360. .13482, 13668 .. 13793, 1374 9 13868 , 13830 .. 13871, 
13851. .13994 



Seq. No. 


14341 


Gene No. 


"3 c\ a a n 
JU b4 U 


Start 


16610 


Name 


OJ9904, 


Start 


5072 


GI 


none 


Exons 


5072 . . 1 




5420. .1 




10663. 




i lzyu . 




11519 . 


Seq. No. 


14341 


Gene No. 


3064 U 


Start 


16610 


Name 


OJ9904; 


Start 


5213 


GI 


none 


Exons 


5213 . . 


Seq. No. 


14341 


Gene No • 


30640 


Start 


16610 


Name 


OJ9904; 


Start 


5419 


GI 


none 


Exons 


o4 iy . . 


Seq. No. 


14341 


Gene No. 


30640 


Start 


16610 


Name 


OJ9904 


Start 


5927 


C T 


none 


Exons 


5927. . 




10676. 


Seq. No. 


14341 


Gene No. 


30640 


Start 


16610 


Name 


OJ9904 


Start 


16610 


GI 


458453 


Exons 


16610. 


GI Descrip. 


(AL04 9 



5161, 5077. .5154, 5185. 
5599, 5468.. 5599, 5927. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5373, 5186 
.6121, 5928 



OJ990427 24. 9922. C6 



,10800, 10837. . 11031, 10838. 
,11472, 11293. . 11424, 11509. 
11707, 11698. . 11817, 11735. 



19601 

TBLASTX : Soybean 
11818 
99 

5383, 5419.. 5586, 
6122, 6168.. 6284, 
11265, 
11706, 



11032, 11236 
11706, 11512 
11818 



Seq. ID OJ990427_24.9922.C6 
Strand 

End 19601 

24 . 9922 .C6.ol.tm Method TBLASTX : Maize 

End 11679 

Score 385 

5213. .5599, 5218. .5574, 11284 .. 1167 9, 11318. .11662 

Seq. ID OJ990427_24 .9922.C6 
Strand 

End 19601 

24 . 9922 .C6.o2.tw Method TBLASTX : Wheat 

End 11472 

Score 186 

5419. .5460, 5435. .5656, 5555.-5665, 11236. .11472 

Seq. ID OJ990427_24 .9922.C6 
Strand 

End 19601 

24v-9922.C6.o3.tm Method TBLASTX : Maize 

End 11032 

Score 151 



Seq. ID OJ990427_24.9922.C6 
Strand 

End 19601 

Method AAT/NAP 

End 19601 

Score 178 



Seq. No. 14342 

Gene No. 30641 

Start 1 

Name OJ9904 27_24 . 9922 . C7 . ol . np 

Start 1 

GI 1184077 



Seq. ID OJ990427_24 .9922.C7 

Strand + 

End 1036 

Method AAT/NAP 

End 1036 

Score 411 



15051 



Exons 1..48, 276.. 1036 

GI Descrip. (U42445) Cf-2.2 [Lycopersicon pimpinelli folium] 



C Q n Ma 
JCtj • VI KJ • 


1 A1AO 
















1 

J. 






Mam a 


O.TQQ04 01 


94 QQ99 CI 


ol . gs 


C+- -j v-4- 

jLdru 








GI 


none 






Exons 


39. .107, 


158. .983 




Oct{ . LNtJ • 


1 4 °,4 9 

X. H O H £. 






(~2. o n o M /~\ 


JUD41 






OLdi L 


1 
J. 






IN dlLiC 




94 QQ99 CI 


- 

Ol • tw 


OLdLL 


Lid 






PT 


none 






HiXurio 


17"J OAA 


R p 7 poo 


JO" t . < 


OCU i V* \J ■ 


14342 






Gene No. 


30641 






Start 


1 






Name 


OJ990427 


24. 9922. C7. 


ol. tc 


Start 


209 






GI 


none 






Exons 


209. .244, 


284 . .466, 


284 . 




592. .777, 


593. .832, 


593. .J 




593. .901, 


593. .721, 


593. .! 




641.. 1030, 650.. 835, 


668. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ990427_24.9922.C7 

Strand + 

End 1036 

Method GENSCAN 

End 983 

Score .57 



Seq. ID OJ990427_24.9922.C7 

Strand + 

End 1036 

Method TBLASTX: Wheat 

End 1030 

Score 52 

590. .817, 722. .832, 830. .1030 



OJ990427_24 . 9922. C7 
+ 

1036 

TBLASTX: Cress 
1031 



839. 



Seq. ID 
Strand 
End 

Method 
End 

Score 43 
175, 467. .523, 589. .705, 590. .811, 
535, 593. .832, 593. .832, 593. .790, 
i35, 593. .832, 593. .832, 599.-832, 
,832, 676. .777, 830. .1030, 836. .1030, 
1030, 845. .1030, 863.. 1030, 996.. 1031 



14342 
30641 
1 

OJ990427_24 . 9922 . C7 . ol . tm 

284 

none 



Seq. ID OJ990427_24.9922.C7 

Strand + 

End 1036 

Method TBLASTX : Mai ze 

End 1030 

Score 99 



284..47S, 284.-484, 284. .478, 284. .379, 545.-634, 587. .697, 

587. .832, 593. .1030, 593. .835, 593. .832, 593.'. 778, 601. .840, 

601. .831, 604. .837, 604. .831, 617. .832, 644. .835, 649. .840, 

748. .837, 830. .1030, 863. .1030, 949. .990 



14342 Seq. ID 

30641 Strand 

1 End 

OJ990427_24 . 9922 . C7 . ol . ts Method 

284 End 

none Score 



OJ990427_24 . 9922. C7 
+ 

1036 

TBLASTX: Soybean 

1033 

140 



284.-475, 284. .475, 467.-523, 467. .523, 590. .757, 592.. 714, 
592. .714, 593. .832, 593.-832, 593.-832, 593. .904, 593. .832, 
593. .835, 593.-832, 595. .762, 638. .835, 652. .840, 748. .840, 
830. .1030, 830. .1033, 836. .1030, 845. .1030, 917. .1030 



14343 Seq. ID 

30642 Strand 

1 End 

OJ990427_24 . 9922 . C8 . ol . np Method 



OJ990427_24 . 9922. C8 
+ 

453 

AAT/NAP 



15052 



Start 1 End 4 53 

GI 87765 Score 275 

Exons 1 . . 453 

GI Descrip. hypothetical LI protein (third intron of gene TS) - human 

gi I 364964 Iprf | 1 1510254A LI repetitive element ORF [Homo sapiens] 



Seer No 


14344 








Seq. ID 


OJ990427 

V/O Z? Z? \J *i £. 1 


71 


■ Z3 Z? 




(Zfxrifi Mo 


30643 








J L i al 1U 


-J- 








Cf art" 


C, -L X *a 










A 1 A Q 

H 1 4 Zs 








Name 


OJ990427 27 


.9922 


.Cl.ol. 


gs 


Method 


GENSCAN 








Start 


2114 








End 


4749 








GI 


none 








Score 


.51 








Exons 


2114. .2204, 


2286 


. .2336, 


4526. 


. 4749 










Seq. No. 


14344 








Seq. ID 


OJ990427 


_27. 


.9922 


.CI 


Gene No. 


30644 








Strand 










Start 


5423 








End 


6661 








Name 


OJ990427 27 


.9922 


.Cl.ol. 


gp 


Method 


AAT/GAP 








Start 


5423 








End 


5937 








GI 


3762775 








Score 


885 








Exons 


5423. .5937 



















Seq. No. 14344 Seq. ID 

Gene No. 30644 . Strand 

Start 5423 End 

Name OJ9904 27_27 . 9922 . CI . o2 . gs Method 

Start 5566 End 

GI none Score 

Exons 5566. . 6558 



OJ990427_27. 9922. CI 

6661 
GENSCAN 
6558 
1 



Seq. No. 


14344 


Seq. ID 


OJ99042' 


Gene No. 


30644 


Strand 




Start 


5423 


End 


6661 


Name 


OJ990427 27.9922.Cl.ol.np 


Method 


AAT/NAP 


Start 


5596 


End 


6558 


GI , 


6092014 


Score 


333 


Exons 


5596. . 6558 






GI Descrip. 


(AB026296) h'sr203J homolog 


[Pisum sativum] 


Seq. No. 


14344 


Seq. ID 


OJ99042' 


Gene No. 


30644 


Strand 




Start 


5423 


End 


6661 


Name 


OJ990427 27.9922.Cl.o2.gp 


Method 


AAT/GAP 


Start 


6351 


End 


6661 


GI 


none 


Score 


551 


Exons 


6351. .6661 







Seq. No. 14344 Seq. ID OJ990427_27 .9922 . CI 

Gene No. 30645 Strand - .. 

Start 8698 End 14845 

Name OJ990427_27 . 9922 . CI . ol . ts Method TBLASTX : Soybean 

Start 5633 End 6540 

GI none Score 4 7 

Exons 5633.. 5698, 5644.. 5868, 5771.. 5869, 5869.. 5973, 5929.. 6033, 

5933. .6034, 6005. .6139, 6031. .6138, 6154. .6357, 6163. .6351, 
6367. . 6540 



15053 








14344 








Seq. ID 


OJ990427_27.9922.C1 




Gene No. 


30645 








Strand 






Start 


8698 








End 


14845 




INallLC 


OJ990427 27, 


9999 

■ .7 _7 £. • 


PI n1 i-m 

L X • U X • I_ 111 


Method 


TBLASTX: Maize 




OLalL 


5776 " 








End 


6145 






none 








Score 


98 




Exons 


577 6. . 


.5868, 


c 77 7 
Dill* 


c i ft 6 9 ^ft69 


,6024, 5933.. 6025, 6034.. 6144, 






6041. . 


. 6145 












Seq. No. 


14344 








OCvji XL/ 


0.7990497 97 9999 PI 




Gene No. 


30645 








Strand 






Of- o r -t- 

OLdl t 


8698 








End 


14845 




Name 


OJ990427 27. 


999 9 

> _7 _7 £. . 


L X . <J X . LL 


Method 


TBLASTX: Cress 




Of- -> r f- 
OLdl L 


5869 








End 


6285 




pr 

\J X 


none 








Score 


134 




IT V" (^1 T~l Q 


5869. . 


.6039, 


604 6 

Out O . 


61 ^ft 61 6? 


6285 






Seq. No. 


14344 








Seq. ID 


OJ990427_27.9922.C1 




Gene No. 


30645 








Strand 






O LaL L 


8698 








End 


14845 




Name 


OJ990427 27, 


9999 




Method 


TBLASTX: Wheat 




Q-i- ja -r t- 
jLai L 


6172 








End 


6477 




r: t 
ox 


none 








Score 


116 


c: 


v on a 

CjAUHO 


6172. . 


,6363, 


61 ft 7 


6^99 6^ c > c » 

. D _J .7 _7 , OJJJ . • 


6477, 6376. .6438, 6411. .6476 


: ; _t 
c; 

"•5» ? 


o e q . in o . 


14344 








Seq. ID 


OJ990427_27.9922.C1 




Gene No. 


30645 








Strand 






Start 


8698 








End 


14845 


Q 




OJ990427 27. 


9999 


PI n9 i-m 


Method 


TBLASTX: Maize 


U! 


u Lai L 


6277 








End 


6570 


-. = ; 

"t 5? 


pr 

\3 X 


none 








Score 


64 


i" ! I 


P 1 von q 
Cj A. 1 1 0 


6277. . 


,6363, 


697ft 


6^19 69 99 


6375, 6325. .6375, 6358.-6534, 






6358. . 


,6570, 


64 07 


6SS6 

■ U J *J \J 










14344 








Seq. ID 


OJ990427_27.9922.C1 




Gene No. 


30645 








Strand 






Start 


8698 








End 


14845 


. s ; 
:. t 

t ST 


Name 


OJ990427 27. 


i Z/ Z* £- * 


CI n9 tci 


Method 


TBLASTX : Soybean 




OLdl L 


8680 








End 


9769 


'" "l 


PT 
OX 


none 








Score 


136 


; i;f 




8680. . 


,8820, 


ft 69^ 

O U .7 O • 


ft ft 1 ft 99 01 


9245, 9202. .9246, 9315. .9446, 






9316. . 


,9447, 


-7 U VJ U • 


97S9 9671 


9769 








14344 








Seq. ID 


OJ990427__27.9922.C1 




P O "Pi O Ma 

belle LNU . 


30645 








Strand 






OLdXt 


8698 








End 


14845 




Name 


OJ990427 27. 


, 9922. 


CI . o3 . gs 


Method 


GEN SCAN 




Start 


8698 








End 


14752 




PT 


none 








Score 


.8 




TT v /-\ r~i o 
lit AvJIlO 


8698.. 


8891, 


9320. 


.9450, 11096. 


.11150, 


11370. . 11478, 






11837. 


.11911, 12417. . 12513, 1267 6 .. 12759, 127 96 .. 12852 , 






13020. 


.13080, 13364. . 13523, 12 


1801 . .13893, 14399. .14447, 






14588. 


. 1468E 


J, 14731. .14752 








Seq. No. 


14344 








Seq. ID 


OJ990427_27.9922.C1 




Gene No. 


30645 








Strand 






Start 


8698 








End 


14845 



15054 



Name 


uuyyu4<£/ ^ / . y y . ui . od . tm 


MetflOQ 


"POT ACTV . M A rr 

1 Di_t/\o 1 a : Ma 1 z e 




Start 


O ^ fi o 

o byo 


Lna 


O O 1 Q 

00 lo 




GI 


none 


Score 


1 1 A 

114 




Exons 


O^fiO 00*11 OfTflO OOTT O "7 A O 


O O 1 O 

. . 00 lo 






Seq. No. 


14 ,344 


Seq. ID 


OJ990427_27.9922 


.CI 


Gene No. 


oUb4 D 


Strand 






Start 


0 by 0 


End 


14845 




Name 


ujyyufi^/ ^ / . y y . l, 1 . oz . np 


Method 


AAT/NAP 




O Lai L. 




End 


13905 




GI 


5824481 


Score 


423 




Exons 


8710.. 8817, 9201.. 9244, 9320 


..9445, 9660.. 9745, 10337.. 


10399, 




10642. .10754, 11370. .11478, 


11837. .11911, 12417. . 12513, 






1267 6. .12737, 12816. .12852, 


13020. . 13080, 13388. . 13502, 






13801. .13905 








GI Descrip. 


(Z74031) Similarity to Yeast 


D-lactate 


dehydrogenase 





(SW:DLD1_YEAST) ; cDNA EST . EMBL:C12235 comes from this gene; cDNA 
EST EMBL:C12916 comes from this gene; cDNA EST EMBL:C10532 comes 
from this gene; cDNA EST EMBL:C10979 comes... 



Seq. No. 14344 

Gene No. 30645 

Start 8698 

Name OJ990427_27 . 9922 . CI . o3 . tm 

Start 9183 

GI none 

Exons 9183.. 9245, 9201.. 9245, 9202. 

9315. .9449, 9317. .9454, 9666. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9246, 9203 
.9752, 9668 



OJ990427 27. 9922. CI 



14845 

TBLASTX: Maize 
9752 
63 

9247, 9315.. 9452, 
9745 



Seq. No. 14344 
Gene No. 30645 
Start 8698 

Name OJ990427_27 . 9922 . CI . o4 . tm 

Start 13408 
GI none 

Exons 13408. .13503, 134 10 .. 13505 , 

13803. .13895, 13815. .13895, 
14 588. . 14 689, 14590. . 14 688, 
14777. .14845 



Seq. ID OJ990427_27.9922.C1 
Strand 

End 14845 

Method TBLASTX : Mai ze 

End 14845 

Score 111 
13410. .13505, 13802. .13894, 
14387. .14473, 14 398 . .14 4 36, 
14769. .14 84 3, 14 777.. 14845, 



Seq. No. 14344 

Gene No. 30645 

Start 8698 

Name OJ990427_27 . 9922 . CI . o3 . ts 

Start 13428 

GI none 

Exons 13428. . 13466, 134 61 .. 13505, 
13813. . 13896, 14 387 .. 14 473, 



Seq. ID OJ990427_27. 9922. CI 
Strand 

End 14845 

Method TBLASTX : Soybean 

End 14691 

Score 136 
13742. .13894, 13801 .. 13905, 
14587. .14 691, 14 588. .14 674 



Seq. No. 14345 

Gene No. 30646 

Start 126 

Name OJ990427_27 . 9922 . C2 . ol , 

Start 126 

GI none 

Exons 126.. 184, 1026.. 1089 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_27. 9922.C2 
+ 

1089 

GENSCAN 

1089 



15055 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14345 Seq. ID 

30647 Strand 

2737 End 

OJ9904 27_27 . 9922 . C2 . ol . np Method 

2201 End 

5295950 Score 
2201. .2226, 



OJ990427_27.9922.C2 

5364 
AAT/NAP 
5364 
205 



2958. .3119, 3392. .3574, 3677. .4193, 5344. .5364 
(AB026295) EST AU066268 ( S5980) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



14345 Seq. ID 

30647 Strand 

2737 End 

OJ990427_27 . 9922 . C2 . o2 . gs Method 

2737 End 

none Score 



_OJ990427_27.9922.C2 

5364 
GENSCAN 
4935 
.68 



2737.. 3159, 3432.. 3587, 3699. .4571, 4835.. 4935 



14346 
30648 
12805 

OJ990427_27. 9922.C3.o3.gs 
12805 
none . 
12805. 
15491. 
17205. 
'19011. 
20807. 
22681. 
24075. 



12922, 
15582, 
, 17*280, 
,19127, 



13008. 
15754 , 
17587, 
19378, 



.20932, 21007 
.22746, 23010, 
.24241, 24334, 



. 13095, 
. 15807, 
. 17670, 
. 19598, 
.21144, 
.23157, 
.24444, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14095 

16649 

18221 

20024 

21236 

23445 

27050 



OJ990427_27.9922.C3 
+ 



27985 
GENSCAN 
27985 
.75 

14221, 14978, 
16701, 16900. 
18369, 18803. 
20113, 20260. 
21286, 21366. 
23546, 23923. 
27620, 27945. 



.15072, 
.16967^ 
. 18920, 
.20371, 
.21478, 
.23995, 
.27985 



14346 
30648 
12805 

OJ990427_27. 9922.C3. 
14033 
2501067 

14033. .14221, 14776. 
15754. .15807, 16649. 
17587. .17670, 18221. 
19378. .19598, 20024. 
21002. .21124, 21246. 
23445. .23528, 23984. 
VALYL-TRNA SYNTHETASE 
gi| 1001391 |dbj IBAA108 
[Synechocystis sp.] 



o2 . np 



14859, 
16701, 



Seq. ID 
Strand 
End 

Method 
. End 

Score 
14978, 
16900, 



OJ990427_27. 9922.C3 



27985 
AAT/NAP 
24438 
1312 

15072, 15491. .15582, 
16967, 17211. .17280, 
18920, 19011. .19127, 
20371, 20822. .20954, 
21478, 23010. .23268, 
24438 

( VALINE- -TRNA LIGASE) (VALRS) 
81| (D64006) valyl-tRNA synthetase 



18369, 18803, 

20113, 20260, 

21293, 21373. 

24241, 24334, 



14346 
30648 
12805 

OJ990427__27. 9922.C3.ol.gp 
20260 

LIB34 32-058-P1-K1-C7 
20260. .20371, 20822 .. 20932 , 
21366. .21476 



Seq. ID OJ990427_27. 9922.C3 

Strand + 

End 27985 

Method AAT/GAP 

End 21476 

Score 871 
21007. .21144, 21236. .21286, 



GI Descrip. ' 4 982399/gb | AAD36880 . 1 1 AE0018 19 3 2.0e-33 (AE001819) valyl-tRNA 



15056 



synthetase [Thermotoga maritima] ' 



Seq. No. 14346 Seq. ID 

Gene No. 3064 9 Strand 

Start 141 End 

Name OJ9904 27^27 . 9922 . C3 . ol . gs Method 

Start 141 End 

GI none Score 

Exons 141.. 258, 496.. 686, 945.. 1010 



OJ990427_27.9922.C3 

1010 
GENSCAN 
1010 
.81 



Seq. No. 14346 Seq. ID 

Gene No. 30650 Strand 

Start 2690 End 

Name OJ990427_27 . 9922 . C3 . o2 . gs Method 

Start 2690 End 

GI none Score 

Exons 2690.. 2866, 3326.. 3667, 3745.. 3983, 



OJ990427 27. 9922. C3 



11652 
GENSCAN 
11652 
.69 

5286.. 6448, 6821. 



,7704, 



7740. .8609, 8860. .9139, 9279. .9426, 1 1009 .. 11192 , 11569. .11652 



Seq. No. 14346 Seq. ID OJ990427_27 . 9922 . C3 

Gene No. 30650 Strand 

Start 2690 End 11652 

Name OJ990427_27 . 9922 . C3 . ol . np Method AAT/NAP 

Start 4769 End 8666 

GI 6539553 Score 6380 

Exons 4769. .8666 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


14346 






Seq. ID 


OJ990427 


_27.9922.C3 


Gene No. 


30651 






Strand 






Start 


26457 






End 


26520 




Name 


OJ990427 27.9922, 


.C3.o3. 


np 


Method 


AAT/NAP 




Start 


26457 






End 


26520 




GI 


2443320 






Score 


81 




Exons 


26457 . .26520 












GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 




Seq. No. 


14346 






Seq. ID 


OJ990427 


_27.9922.C3 


Gene No. 


30652 






Strand 






Start 


32498 






End 


33832 




Name 


OJ990427 27.9922. 


.C3.o2. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


4905 






End 


5380 




GI 


none 






Score 


126 




Exons 


4905.. 5018, 4905. 


. .5018, 


4937 


. .5020, 4940. .5020, 


4984 . .5022, 




5020.. 5289, 5023. 


. .5289, 


5030 


. .5290, 5305. .5379, 


5309, .5380 


Seq. No. 


14346 






Seq. ID 


OJ990427 


_27.9922.C3 


Gene No. 


30652 






Strand 






Start 


32498 






End 


33832 




Name 


OJ990427 27.9922. 


■C3.o6. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5032 






End 


5373 


GI 


none 






Score 


97 




Exons 


5032. .5241, 5053, 


, .5241, 


5260 


..5373, 5267. .5347 





15057 




Seq. No. 


14346 








Seq. ID 


OJ990427 27.9922. 


C3 


Gene No. 


30652 








Strand 


- 




Start 


324 98 








End 


33832 




Name 


OJ990427 27 


. 9922 


.C3.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


5236 








End 


5568 




GI 


none 








Score 


208 




Exons 


5236 . . 5568, 


5249 


. . 5560, 


5251 . 


. 5568 






Seq. No. 


14346 








Seq. ID 


OJ990427_27.9922. 


C3 


Gene No. 


30652 








Strand 






Start 


32498 








End 


33832 




Name 


OJ990427_27 


. 9922 , 


,C3.o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


5386 








End 


5731 




GI 


none 








Score 


104 




Exons 


5386. . 5730, 


5531 , 


. .5731 










Seq. No. 


14346 








Seq. ID 


OJ990427_27.9922. 


C3 


Gene No. 


30652 








Strand 






Start 


32498 








End 


33832 




Name 


OJ990427 27 


. 9922 , 


,C3 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5584 








End 


6129 




GI 


none 








Score 


35 




Exons 


5584 . .5790, 


5614 , 


. .5715, 


5785 . 


.6129, 5809.. 5982 




Seq. No. 


14346 








Seq. ID 


OJ990427_27. 9922. 


C3 


Gene No. 


30652 








Strand 






Start 


32498 








End 


33832 




Name 


OJ990427_27 


. 9922 , 


. C3.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


5665 








End 


6130 




GI 


none 








Score 


56 




Exons 


5665 . . 6129, 


5780 . 


. . 5878, 


5812 . 


.5976, 5948.. 6130 




Seq. No. 


14 34 6 








Seq. ID 


OJ990427_27.9922. 


C3 


Gene No. 


30652 








Strand 






Start 


32498 








End 


33832 




Name 


OJ990427 27 


. 9922 . 


. C3 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


5800 








End 


6264 




GI 


5509260 








Score 


355 




Exons 


5800 . .6264 














GI Descrip. 
















Seq. No. 


14346 








Seq. ID 


OJ990427_27. 9922. 


C3 


Gene No. 


30652 








Strand 






Start 


32498 








End 


33832 




Name 


OJ990427 27 


. 9922 , 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5911 








End 


6171 




GI 


none 








Score 


259 




Exons 


5911 . . 6171 














Seq. No. 


14 34 6 








Seq. ID 


OJ990427_27. 9922. 


C3 


Gene No. 


30652 








Strand 






Start 


32498 








End 


33832 




Name 


OJ990427 27 


. 9922. 


,C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6184 








End 


6939 




GI 


none 








Score 


495 




Exons 


6184. .6930, 


6184. 


. .6417, 


6201. 


.6431, 6481. .6939 





15058 



Seq. No. 


14346 






Seq. ID 


OJ990427_27.9922 


-C3 


Gene No. 


30652 






Strand 








324 98 






FnH 


J JO J£ 






O.T9904 97 97 


9999 




Mpf- hoH 


i DLtrto i a . ooyuccin 




Cf art- 


6S8 9 _ 

O J O ^ 






FnH 






pT 


n on o 














6S89 6762 


67 63 


6987 6809 


697 9 






Seq. No. 


14346 






Seq. ID 


OJ990427_27.9922 


.C3 


Gene No. 


30652 






Strand 






Cf ar|- 


324 98 






End 


J JO J^, 




Name 


O.7990497 97 


QQ9 9 

-7 j £. £. 


p "3 o7 f- m 


Maf Vi oH 


1 DJjrtO 1 A . l v Jcl lZc 






6^8 9 — 








7 08^ 






n on o 






Score 


o u 




IT von Q 


6S89 n^Sfi 


O / / J 


708^ 6809 


7000 






Seq. No. 


14346 






Seq. ID 


OJ990427_27.9922 


.C3 


Gene No. 


30652 






Strand 






Start 


324 98 






End 


J JO Ji. 




Name 


O.T990497 97 


9999 

Z* Zt Z. 


. J . (J J . L VV 


Md +- HoH 


i DijrlO XA . vv i 1 tr cl L 




OLCli L. 


\j y h \j 






FnH 

Hii 1U 


711^ 
/ X J. J 




\J -L 


n on o 

1 l\Ji 1C 






Score 


1 ^8 

1 JO 






694 0 7 1 1 1 


694 0 


7104 








Seq. No. 


14346 






Seq. ID 


OJ990427_27.9922 


.C3 


Gene No. 


30652 






Strand 






O L, ClX, U 


^94 98 






FnH 


^^8 ^9 

J JO J/ 




IN cliUt; 


D.7990427 97 


QQ99 


p "3 o9 
* k^o . UZ • Liu 


Mo "i - oH 


TRT QQTY «Ma -i -7o 
i DLrio 1 A . l v ia 12c 




O Lai L 


7 4 04 ~ 

/ *a U *s 






FnH 


7 719 

/ / ± Zf 




*d J. 


none 






Score 


^87 

JO/ 






7404 7S71 


74 0 S 

f 1 U J 


7719 7406 

. . f 1 J. Z? f f *i \J \J 


7 fi99 
. * / u y zi 






Seq. No. 


14346 






Seq. ID 


OJ990427_27.9922 


.C3 


Gene No. 


30652 






Strand 






rt- 

JLal I 


324 98 






FnH 

I-i 1 1U 


J J O J z. 




IN dint; 


O.T990427 97 


9999 




L v iC LIlUU 


TRT aQTY • Ma -i 7P 
1 D-UriO 1 A . L v Ja lZc 




Cf arf 
O L. d J- L. 


8224 ~ 






FnH 


8 S^7 
O J J / 




pT 


n on o 






Score 


9 fi7 




LAUllu 


8994 8S29 


8226 

O £. u 


8 S^7 








Seq. No. 


14346 






Seq. ID 


OJ990427_27.9922 


.C3 


Gene No. 


30652 






Strand 






Start 


324 98 






End 


J J O J 




Hanifi 

LN CllUt. 


OJ990427 97 


9929 

Z> Zs 


o4 


Mo +■ h oH 
lie L11UU 


TRT flQTy • Whpa f 
X DJ_tM.O i i!\ • vv i ltr a. L 




O Lai L. 


8286 ~ 






FnH 


8^7 9 
O o / ^ 




PT 


n ono 

1 1U1 1C 






Score 


99fi 




F von Q 


8286 8672 


8287 

O O / 


8 661 










14346 






C!orr T Pi 


OTQQ0497 97 QQ99 


. Lj 


pono No 


30652 






Strand 






Start 


32498 






End 


33832 




Name 


OJ990427 27. 


9922 


.C3.o2. tc 


Method 


TBLASTX: Cress 




Start 


13987 






End 


23157 




GI 


none 






Score 


119 




Exons 


13987. .14250, 14096. .14221, 


14773. .148 


62, 14978. .15073, 






15486. . 15584 


, 15491. .15574, 


17221. . 17280, 18224 . .18361, 





19380. . 19460, 19381 19536, 19528 .. 19614 , 20022 20072 , 



15059 





zUUd / . 


9m o"? ono 
.ZU1ZJ, ZUZbl. 


. Z UjoU , 


20261. .20350, 20263 .. 20364 , 






ZUoZZ . 


.zuyzu, zuofib. 


9 HQ9 fi 

. z uy z b / 


21010. .21096, 22916. .22975, 






Z jUj D . 


9 "}1 ^7 9 7H7 H 


9^1 Rfi 








beq. No. 


1 /I "3 /I C 






Seq. ID 


OJ990427_27.9922 




Gene No. 


30652 






Strand 






Start 


32498 






End 


33832 




Name 


to on 4 

UJ y y U fl 


97 97 QQ99 


UJ . L J 


Method 


TBLASTX : Soybean 




btarc 








End- 


19455 




GI 


none 






Score 


89 




Exons 


i QQCQ 

i o ooy . 


. lo y ZZ , lOO / u. 


T p no o 

. ± o y z o / 


18876. .18923, 19010 .. 1912 6, 






i yui i . 


i qi on i om i 

. i y i ou , i yui i . 


1 QI 97 

. i y i z / , 


i Q-Jic 1Q4 

iyj / j . . i y ft 


^ 1 Q^RQ 1 04 R4 




Seq. No. 


1 H Jfl o 






Seq. ID 


OJ990427_27.9922 




Gene No . 








Strand 






Start 


32498 






End 


33832 




Name 


OJ9904 


27_27. 9922.C3. 


o3 . tm 


Method 


TBLASTX: Maize 




o tar l 


1 QH1 






End 


20319 




bl 


none 






Score 


190 




Exons 


ionic 
lyuio . 


1 GI 9 C 1QH17 

. i y iz b/ i yu i / . 


i qi 
. i y i ju , 


19017. .191 


27, 19373. .19597, 






i y 3 / o . 


. i yo y b / i y j y i . 


1 Q fi 1 9 

. i y biz , 


20000. .201 


19, 20022. .20123, 






ZUZ bU . 


9 H "3 1 Q 9 fi 9 C 1 

. zuoi y , zuz bi . 


. ZUOl / 








Seq. No. 


1 A O j1 C 

1 4 o4 b 






Seq. ID 


OJ990427_27.9922 


. Lj 


rt *^ rt XT rt 

bene no. 


. * JUbOZ 






Strand 






Start 


32498 






' End 


33832 




Name 


OJ9904 


27_27.9922.C3. 


08 . tm 


Method 


TBLASTX: Maize 




CM > -v~4- 

o car l. 


Z U 0 1 J 






End 


21161 




bl 


none 






Score 


187 




Exons 


ZUo 1j . 


.zuyjz, zuoi4. 


9 n Q ^ *5 


20819. .20932, 20821 .. 20934 , 






zUoZl . 


9HQ*37 9PIG77 

. zuy o i r zuy / / . 


9 1 HQ 1 
. Z 1 Uo 1 / 


21004 . .21057, 21006. .21083, 






Z lUfl J . 


91144 9 1 H 4 ft 
. Z 1 1 H ft , Z 1 U ft O . 


91 1 fil 
. Z 1 1 b 1 / 


21049. .21144 




beq. no. 


1 ft Ofi b 






Seq. ID 


OJ990427_27.9922 


p** 
. \^ j 


Gene No. 


30652 






Strand 






Start 


32498 






End 


33832 




Name 


r\ tq on 4 
vj j y y u fi 


97 97 QQ99 C\ 

z/ z/.yyzz.v-/0. 


oil. tin 


Method 


TBLASTX: Maize 




b rare 


9 1 "3Q /I 
Z 1 JO fi 






End 


23151 




bl 


none 






Score 


93 




Exons 


Zl Jofl . 


9 1 /I 4 "3 oi oqc 
• Z 1 fl fl .3 / Z Ijoj . 


9 1/17 1 
. Z 1 fl / 1 , 


21386. .214 


66, 22999. .23151, 






o -d n i n 


9 "31 4 7 
. Z j 1 fi / 










beq. no. 


1 4 J4 b 






Seq. ID 


OJ990427_27.9922 




Gene No. 


30652 






Strand 






Start 


32498 






End 


33832 




Name 


tq on a 
uu y y u h 


97 97 QQ99 CI 

z/ z/.yyzz.v^o. 


u i u . urn 


Method 


TBLASTX: Maize- 




Start 


ZZUoo 






End 


22465 




GI 


none 






Score 


51 




Exons 


zzlloo . 


. ZZlUb, ZZUoJ . 


9 9 119 

. ZZ11Z, 


22189. .22326, 22207 .. 22326, 






ZZ JZ b . 


9 9 "37 C 99'3Qn 

. zzj / b, zz jyu . 


9 9 A A Q 

. zz fi fi y , 


22391. .22465 




Seq. No. 


14346 






Seq. ID 


OJ990427_27.9922 


.C3 


Gene No. 


30652 






Strand 






Start 


32498 






End 


33832 




Name 


OJ9904 


27_27. 9922.C3. 


ol2. tm 


Method 


TBLASTX: Maize 




Start 


22702 






End 


22936 




GI 


none 






Score 


86 





15060 



Exons 


22702, 


..22935, 22703 


. . zz y o o 










beq. wo. 


14346 






Seq. ID 


OJ990427 


O *7 QQOO 

z i . yyzz 


. Co 


Gene No. 


30652 






Strand 








Start 


32498 






End 


33832 






Name 


OJ990427 27. 9922. C3, 


. oz . ts 


Method 


TBLASTX : 


Soybean 




btart 


22999 






End 


23498 






bl 


none 






Score 


55 






Exons 


22999. 


..23049, 23010. 


. . ZoUDl f 


23044 . .23163, 23046 








23245. 


..23355, 23445. 


, . zoQ yy , 


23447. .23497 






beq . No . 


14346 






Seq. ID 


OJ990427 


Z 1 . y 3ZZ 


. Co 


bene no . 


30652 






Strand 








Start 


32498 






End 


33832 






Name 


OJ990427 27. 9922. C3. 


,o9.tm 


Method 


TBLASTX : 


Maize 




b tar r 


23245 






End 


23996 








none 






Score 


142 






Exons 


23245. 


..23355, 23253. 


. . £OJJ / , 


23434. .23532, 23437 


. . ZoooZ , 






23438. 


..23545, 23444. 


. . Z D , 


23445. .23546, 23893 


. . z jy y4 , 






23904. 


. .23996 












beq. no. 


14346 






Seq. ID 


OJ990427 


z 1 . y yzz 


. Co 


Gene No. 


30652 






Strand 








Start 


32498 






End 


33832 






Name 


OJ990427 27. 9922. C3. 


. ol . tm 


Method 


TBLASTX: 


Mai ze 




btar l 


24073 






End 


24498 






bl 


none 






Score 


140 






Exons 


24073. 


..24240, 24074. 


. . ZhZh 1 , 


24077. .24232, 24334 


. . z4 4 y o , 






24334. 


,.24465, 24336. 


0 A A Q A 

, . z 4 4 y h 










Seq. No. 


14346 






Seq. ID 


OJ990427 


_27.9922 


.C3 


Gene No. 


30652 






Strand 








b tan 


32498 






End 


33832 






Name 


OJ990427 27. 9922. C3. 


. o4 . gs 


Method 


GEN SCAN 






otart 


32498 






End 


33832 






bl 


none 






Score 


.84 






Exons 


32498. 


.32608, 32681. 


, . oZo 1U , 


33765. .33832 






beq. no. 


14347 






Seq. ID 


OJ990427 


_27. 9922 


.C4 


Gene No . 


30653 






Strand 


+ 






otart 


1886 






End 


15174 






Name 


OJ990427 27. 9922. C4. 


, o2 . gs 


Method 


GENSCAN 






otart 


1886 






End 


15174 






GI 


none 






Score 


.76 






Exons 


1886. . 


2009, 3047.. 3153, 3467 


..3695, 3969. .4116, 


4222. .4379, 




4458. . 


4661, 5309. .5424, 5969 


..6067, 6247.. 6356, 


6581. .6640,- 




7392. . 


7470, 7548. .7694, 7770 


..7850, 7960.. 8079, 


8565. .8687, 




9367. . 


9444, 9951. .10019, 10102 .. 10212 , 


10542. .10597, 






10682. 


.10859, 11487. 


.11552, 


11661. .11744, 12623 


. . 12739, 






13738. 


.13812, 13897. 


.13980, 


15064. .15174 






Seq. No. 


14347 






Seq. ID 


OJ990427 


_27. 9922 


.C4 


Gene No. 


30653 






Strand 


+ 






Start 


1886 






End 


15174 






Name 


OJ990427 27. 9922. C4. 


ol . np 


Method 


AAT/NAP 






Start 


2973 






End 


14161 






GI 


6671947 




Score 


3829 







15061 




Exons 2973. .3029, 3476. .3542, 3969. .4116, 4222. .4379, 4458. .4723, 

4805.. 5023, 5120.. 5228, 5309.. 5424, 5969.. 6067, 6247.. 6356, 
6566. .6640, 7392. .7470, 7548. .7694, 7770. .7850, 7960. .8079, 
8565. .8687, 9367. .9444, 9571. .9659, 9745. .9853, 9951. .10019, 
10102. .10212, 10542. .10597, 10682 .. 10859, 10956 .. 11057 , 
11145. .11216, 11335. . 11400, 11487 .. 11552 , 11661 11744 , 
12623. .12739, 13738 .. 13815, 13897 .. 13980, 14123.. 14161 

GI Descrip. (AC016795). putative ubiquitin carboxyl-terminal hydrolase 
[Arabidopsis thaliana] 



Qc*ri Mo 


14347 


Seq. ID 


OJ990427_27.9922.C4 


Gene No. 


30653 


Strand 


+ 


Start 


1886 


End 


15174 


In dill t; 


OJ990427 27.9922.C4 .ol.gp 


Method 


AAT/GAP 


OLal L 


9560 


End 


10587 




none 


Score 


653 


Exons 


9560.. 9659, 9745.. 9853, 9951 


..10019, 10102. . 10212, 10542.. 10587 


Cp(-r Kin 
O fc- ^ • IN vj . 


14347 


Seq. ID 


OJ990427_27.9922.C4 


Gene No. 


30653 


Strand 




Start 


1886 


End 


15174 


Name 


OJ990427 27.9922.C4.o2.gp 


Method 


AAT/GAP 




11145 


End 


14354 


n 


21151 1.R1084 


Score 


1449. 


ijXonb 


11145. .11216, 11335. . 11400, 


11487. .11552, 11661. .1174 4, 




12623. .12739, 13738 13812, 


13897. .13980, 14123. .14354 




, 6014652/gb|AAF01440.1|AF187961 1 l.Oe 


-16 (AF187961) ubiquitin 




carboxyl-terminal hydrolase 


[ Schizosaccharomyces pombe] ' 


Seq. No. 


14347 


Seq. ID 


OJ990427_27. 9922.C4 


U Cl 1 " INU • 


30654 


Strand 


+ 


ij Lai L 


26189 


End 


26541 


Name 


OJ990427 27.9922.C4.o4.gp 


Method 


AAT/GAP 


Of- -a r +- 


26189 


End 


26541 


rij 
\j ± 


none 


Score 


642 


IT YAn Q 


26189. .26541 






Seq. No.. 


14347 


Seq. ID 


OJ990427_27.9922.C4 . 




30655 


Strand 


+ 


OLclI L 


34245 


End 


36398 


Name 


OJ990427 27. 9922.C4 .o5.gs 


Method 


GENSCAN 


Start 


34245 


End 


36398 


GI 


none - 


Score 


.64 


Exons 


34245.-34284, 34504 . .34 890 , 


35032. .35237, 35253. .35411, 




36276. .36398 






Seq. No. 


14347 


Seq. ID 


OJ990427_27.9922.C4 


Gene No. 


30656 


Strand 


+ 


Start 


36477 


End 


36728 


Name 


OJ990427 27.9922.C4.o7.gp 


Method 


AAT/GAP 


Start 


36477 


End 


36728 


GI 


none 


Score 


457 


Exons 


36477. .36728 






Seq. No. 


14347 


Seq. ID 


OJ990427_27 . 9922 .C4 


Gene No. 


30657 


Strand 




Start 


23 


End 


1354 



15062 






Name 


ujyyu4^ / z / . y yzz . b4 . oi . gs 


ji 4 _ J- V-\ ^-n /-J 

Metnoa 


r r m c p 7\ m 
bhNbLAN 








Start 


0 *3 

1 J 


hna 


1 Jo4 








C T 
bl 


none 


Score 


. bo 








Exons 


ZJ. . /lb, lODZ. . ± JJ4 












Seq. No. 


14347 


Seq. ID 


OJ990427 


_27.9922 


.C4 




Gene No. 


30658 


Strand 










otarc 


1 £/l 1 "7 
1 0 4 1 / 


LnQ 


1 Q cn A 
lo bU4 








Name 


ujyyu4z / z / . y yzz . b4 . 0,5 . gp 


Method 


TV 7\ rp //->ti n 








Start 


1 bZ4 y 


hna 


lboyz 








GI 


Zoo / / U 


Score 


bo 1 








Exons 


i bz 4 y . . i do yz 












Seq. No. 


14347 


Seq. ID 


OJ990427 


_27.9922 


.C4 




Gene No. 


30658 


Strand 










btart 


1 C/1 1 "7 
1 b4 1 / 


hna 


lo bU4 








Name 


vjjyyu4Z/ z / . y yzz . b4 . oo . gs 


Metnoa 


bhINbbAN 








btart 


1 C/1 1 "7 
1D4 1 / 


hna 


i o a n >i 
lo bU4 








bl 


none 


Score 


c; o 
. OZ 








Exons 


1 b4 X / . . 1 boo y , lb/UZ..lobU4 












beq. no. 


1 A *3 A *7 
1 4 OH 1 


c as* t n 

beq. id 


^ tgqhvi on 

uj y y u 4 z / 


z / . yyzz 


A 

. b4 


a 


Gene No. 


30658 


Strand 








: C l 
'he* 


Start 


16417 


End 


18604 






iiri 


Name 


ujyyu4Z / z / . y yzz . L4 . oz . np 


Method 


AAT/NAP 






j=i | 


Start 


1 bboZ 


End 


18049 








bl 


ZZ 4 4 0 


Score 


1026 






illl 


Exons 


1 OODZ . . ±o U4 y 










1 1 - 
■a ht 


GI Descrip. 


1 00 1 ) nypotneticai protein 


[Arabidopsis thaliana] 




'V* 

I tf 


Seq. No. 


14J4 / 


Seq. ID 


OJ990427 


_27.9922 


.C4 




Gene No. 


30659 


Strand 










Start 


19812 


End 


39417 






•""I 


Name 


ujyyu4Z/ z / . y yzz . L4 . oy . tm 


Method 


TBLASTX : 


Maize 




I. I 
' -i 


C 4- -4 ■v-4- 

btart 


JU 1 b 


End 


4276 






.. _ 


bl 


none 


Score 


72 








Exons 


"3ni£ "^HR/ "511/1 ooon *3Q£1 


.4116, 3962. .4117, 


3962; .4135, 


'as! 




oyyo. . 4 iz i , 4zzu. . 4Z / b, 4ZZo . 


.4276 








Q 


beq. no. 


T yi O /( "7 

14 J4 / 


Seq. ID 


OJ990427 


_27.9922 


.C4 




Gene No. 


30659 


Strand 










Start 


19812 


End 


39417 








Name 


ujyyu4z/ z/.yyzz.u4.oz.ts 


Method 


TBLASTX: 


Soybean 






Start 


jy bo 


End 


4519 








GI 


none 


Score 


184 








Exons 


TQCQ /I 1 1 "7 *3 Q*7 Q /IIOQ "5QQQ 

jyoo. .411 / , oy/y..4izo, jyoo . 


.4128, 4222. .4377, 


4223. .4378, 






444b. ,40iy, 440b..40lO 












Seq. No. ^ 


-14347 


Seq. ID 


OJ990427 


_27.9922 


.C4 




Gene No. 


30659 


Strand 










Start 


19812 


End 


39417 








Name 


OJ990427 27.9922.C4.o8.tc 


Method 


TBLASTX: 


Cress 






Start 


3973 


End 


4294 








GI 


none 


Score 


175 








Exons 


3973. .4128, 3974. .4117, 4222. 


.4293, 4223..4294 








Seq. No. 


14347 


Seq. ID 


OJ990427 


_27.9922 


.C4 



15063 



bene no . 


30659 










Strand — 




Start 


19812 










tjnQ oy 4 1 / 




Name 


OJ990427 21, 




C A r\ 1 
b4 . Ol . 


-4- m 


M/=* 4- K/-\/~l TUT ACTV • 


Mai ze 


btart 


4480 










tiiiu / DUU 




GI 


none 










bcore oz 




Exons 


A A q n 
4 40 u . . 


. ft D 1 D f 


4480. 


.4521, 


4484 . 


.4537, 4495. .4593, 


4507. .4722, 




H D 1 4 . . 


A 7 9 "3 
ft / Z O / 


4517. 


.4723, 


4518. 


.4724, 4627,. 4725, 


4799. .5026, 




4802. . 


5023, 






A Q n A 

*i 0 U 4 . 


cn^c; /ipn/i en/in 

. OUi J, 40 Ufi . . 0U4 U , 


ci 00 ROOC 




5122. . 


5226, 


Did J . 


COOT 

. DZZ / , 


jzyy . 


CM94 c;*5m C/icn 


cono c >i O/l 
jjUo . .O^Zft, 




5965. . 


6066, 


c; q c c 

do . 


cm n 
. oU / U , 


o y do . 


CHCC ^OOO 
. DUDD, D^Zj. . DJJ4, 


DZZj . . ujj'l , 




6245. . 


6385, 


C9 a c; 


co. 1; c 

. DJJJ, 


DjjO . 


. DD41, DjDj. . DoZj, 


cccc CCC3 
DD DO . . DODJ, 




7390. . 


7470, 


7 ^Q9 


7 4 *7 9 
. / 4 / Z , 


' j 3 j • 


747^ 7 ^Zl ^ 7 ^.Qft 


7C.47 7C00 
/04 / . . / DUU 


beq. NO. 


14347 










beq. iu uoyyuftz/ 


07 QQOO HA 


Gene No. 


30659 










Strand 




Start 


19812 










End 39417 




Name 


OJ990427 27, 


QQOO 

. y yzz . 


. Ol . 


tc 


Meunoa iDiiAbiA. 


Cress 


btart 


4523 










hina 4 y / o 




bl 


none 










bcore jio 




Exons 


4523. . 


4723, 




/I TOO 


4 0 Z / . 


/nOC /liTOO /170.1 
.4 /ZD, fiDjj. .4 / Ol, 


4/0/.. 4Dj // 




4802. . 


4975, 


/ion/ 

4 O U fi . 


A Ckl A 
. ft y / 4 , 


Zl fl £0 
40 DZ . 


4 Q7 ^ 

. 4 y / d 




beq. no. 


14347 










beq. id uuyyufiz / 


0"7 QQOO f^/l 

z / . y yzz . bfi 


Gene No. 


30659 










Strand 




Start 


19812 










End ' 39417 




Name 


OJ990427 27, 


. y yzz . 


b4 . O J . 


cs 


Metnoa 1 dlao 1 a . 


Soybean 


btart 


4636 










bna fiyou 




bl 


none 










bcore lou 




Exons 


4636. . 


4731, 


/I C37 


.4 / ZO , 


4 oo y . 


/i 7 0 t; yiono a on q 


4oU4. .4yoU, 




4804. . 


4974 












beq. no. 


14347 










beq. iu uuyyufiZ/ 


07 QQOO C A 

z/.yyzz.b4 


Gene No. 


30659 










Strand 




Start 


19812 










End 39417 




Name 


OJ990427 27, 


QQ99 


CA r\ £ 
^4 . OD . 


uc 


LYieLnOU. 1 o±jH.O I A . 


Cress 


btart 


4976 














bl 


none 










bcore / z 




Exons 


4976. . 


5023, 


/I Q7 Q 

4 y / o . 




Oil/. 


cooi ci n con'3 


miQ ^ooc 
oiiy. .ozzd, 




5307. . 


5450, 


jjUo . 




^ 1 ^ 
jjIj. 


RdOfl SQCC CfiRR 


cqcp f^n^d 


beq. no. 


14347 










beq. iu ujyyufiz/ 


0"7 QQOO r"/l 

z/.yyzz.b4 


Gene No. 


30659 










Strand — 




Start 


19812 










Lna j y 4 1 / 




Name 


OJ990427 27, 




bfi . OD . 


u S 


lyieunoa iDL/ioiA. 


Soyoean 


C A 1 -v* 4- 

btart 


4981 










T?nsA 7 C Q Q 

tjnQ / d y y 




GI 


none 










Score 62 




Exons 


4981. . 


5022, 


4982. 


.5023, 


5116. 


.5226, 5117. .5227, 


5119. .5226, 




5307. . 


5450, 


5308. 


.5424, 


5312. 


.5428, 5965. .6063, 


5966. .6070, 




5968. . 


6063, 


6223. 


. 6354, 


6223. 


.6354,. 6251. .6355, 


6558. .6644, 




6563. . 


6622, 


6603. 


. 6650, 


7393. 


.7473,' 7395. .7469, 


7545. .7694, 




7545. . 


7682, 


7547 . 


.7699 









Seq. No. 14347 Seq. ID OJ990427_27 . 9922 . C4 

Gene No. 30659 Strand 

Start 19812 End 39417 

Name OJ9904 27_27 . 9922 . C4 . olO . tc Method TBLASTX : Cress 

Start 6223 End 6650 



15064 



GI 

Exons 



none Score 187 

6223.-6354, 6223.. 6354, 6251.. 6355, 6563.. 6616, 6564.. 6644, 
6603. .6650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14347 Seq. ID 

30659 Strand 

19812 End 

OJ990427_27. 9922.C4 .o2. tc Method 

7390 End 

none Score 



OJ990427_27.9922.C4 
39417 

TBLASTX: Cress 

8081 

128 



7390. .7470, 7393. .7473, 7395. .7472, 7545. .7583, 7572.-7697, 
7572. .7688, 7574. .7699, 7761. .7853, 7954. .8079, 7959. .8081 



Seq. No. 14347 Seq. ID 

Gene No. 30659 Strand 

Start 19812 End 

Name OJ990427_27 . 9922 . C4 . o7 . tm Method 

Start 7602 End 

GI none Score 
Exons 



OJ990427_27.9922.C4 
39417 

TBLASTX: Maize 

9423 

154 



7602. .7697, 7603. .7710, 7761. .7853, 7950. .8081, 7954. .8079, 
8553. .8732, 8562. .8663, 8564. .8689, 9367. .9423 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14347 

30659 

19812 

OJ9904 

7821 

none 

7821. . 

8558. . 

9590. . 

10099. 

10532. 

10698. 

11142. 

11333. 

11500. 

11672. 

13738. 



27 27.9922.C4.ol.ts 



7853, 

8677, 

9646, 

.10149 

.10597 

.10862 

. 11234 

. 11401 

.11556 

. 11734 

.13812 



7950. .80 
8562. .87 
9734. .98 
10101. 
10539. 
10699. 
11144. 
11484 . 
11661. 
12622. 
13897. 



69, 7954 

32, 8562 

53, 9747 

.10139, 

.10598, 

.10860, 

.11233, 

.11555, 

.11732, 

.12729, 

.13980, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 27. 9922. C4 



39417 

TBLASTX : Soybean 
14164 
51 

.'.8043, 8041. .8079, 8552. .8740, 
..8747, 9367. .9429, 9544. .9663, 
..9854, 9944. .10018, 9945. .10022, 
10156. .10260, 10170. . 10217, 
10667. .10855, 10674 .. 10859, 
10935. .11063, 10953. . 11063, 
11323. .11403, 11332. .11400, 
114 8 9. .11551, 11500. .11556, 
11663. .11731, 11670. .11741, 
12 623. .12739, 13737. .137 96, 
13908. .13958, 14120. .14164 



Seq. No. 14347 

Gene No. 30659 

Start 19812 

Name OJ990427_27 . 9922 . C4 . o7 . tc 

Start 8582 

GI none 

Exons 8582 
9744 



OJ990427 27. 9922. C4 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

8728, 8583. .8732, 9367. .9435, 9571. .9663, 9584. .9655, 
9854, 9746.. 9853, 9950.. 10006, 9951.. 10022, 10099.. 10119 



39417 

TBLASTX: Cress 

10119 

178 



Seq. No. 14347 

Gene No. 30659 

Start 19812 

Name OJ990427_27 . 9922 . C4 . o2 . tm 

Start 9425 

GI none 

Exons 9425..944S, 9570.. 9662, 9571, 



Seq. ID OJ990427_27.9922.C4 
Strand 

End 39417 

Method TBLASTX : Mai ze 

End 14490 

Score 4 4 



,9663, 9571. .9663, 9730. 



9734. .9853, 9743. .9853, 9744. .9854, 9745. .9855, 9945. 



9828, 
10022, 



15065 




9945.. 10019, 9950.. 10021, 10081 10215, 10099 .. 1024 5, 

10101. .10217, 10532. .10597, 10539 .. 10598 , 10540 .. 10602, 

10540. .10602, 10670. .10858, 10671 10859, 10686 .. 10862, 

10693. .10860, 10933. .11058, 10953 11060, 10953 .. 11060, 

11139. .11210, 11142. .11234, 1114 3 .. 11217 , 11144 .. 11218 , 

11323. .11403, 11332. .114 03, 11333. .11413, 114 66. .11552, 

114 84. .11555, 114-85. .11556, 114 91. .11553, 114 92. .11554, 

11652. .1174 4, 11661. .11753, 11683. .11781, 12622. .12738, 

12623. .12739, 12623 .. 12739, 13728 13808 , 13737 .. 13808 , 

13738. .13812, 13897 13980, 13899 .. 13979, 14 120 . . 14 1 64 , 

14122. .14238, 14176 .. 14211, 14257 .. 14289, 14258 .. 14290, 

14361. .14411, 14362. .14394, 14 392 14 4 33, 144 63 .. 14489, 
14467. .14490 





Seq. No. 


14347 


Seq. ID 


OJ990427_27.9922 




Gene No. 


30659 


Strand 






Start 


19812 


End 


39417 




Name 


OJ990427 27.9922.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9778 


End 


10748 




GI 


none 


Score 


65 




Exons 


9778. .9825, 9785. .9853, 9786 


..9854, 9945.. 10022, 9945.. 






9946. .10032, 9950. .10021, 10099 .. 10260, 10099 .. 10212 , 






10101. .10247, 10539. .10598, 


10541. .10597, 10667. .10699, 


'so? 




10683. .10748, 10686.. 10748 






ilfi 


Seq. No. 


14347 1 - 


-Seq. ID 


OJ990427_27. 9922 




Gene No. 


30659 


Strand 






Start 


19812 


End 


39417 




Name 


OJ990427 27.9922.C4.o3.tc 


Method 


TBLASTX: Cress 


Lif 


Start 


10539 


End 


14164 


"i a? 


GI 


none 


Score 


71 


Hi 

: fee 


Exons 


10539. .10613, 10541. .10612, 


10695. . 10E 


J59, 10698. .10859, 



10711. .10860, 10935. .11063, 10953 .. 11042 , 11142 .. 11234 , 

11156. .11233, 11323. .11415, 114 84. .11555, 114 86 .. 11551 , 

11661. .11732, 11663. .11731, 12622 .. 12732 , 12623 .. 12739, 

13737. .137 96, 13738. .13812, 138 97. .13980, 13908. .13958, 
14120. .14164 



Seq. No. 


14347 




Seq. ID 


OJ990427_27.9922, 


.C4 


Gene No. 


30659 




Strand 






Start 


19812 




. End 


39417 




Name 


OJ990427 27. 9922. C4 


.08. tm 


Method 


TBLASTX: Maize 




Start 


16643, 




End 


16910 




GI 


none 




Score 


73 




Exons 


16643. .16906, 16650 


. .16727, 


16652. .16903, 16764. .16910 




Seq. No. 


14347 




Seq. ID 


OJ990427_27 . 9922. 


,C4 


Gene No. 


30659 




Strand 






Start 


. 19812 




End 


39417 




Name 


OJ990427 27. 9922. C4 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


16649 




End 


17183 




GI 


none 




Score 


41 




Exons 


16649. .17182, 16650 


. . 16724, 


16752. .17183 




Seq. No. 


14347 




Seq. ID 


OJ990427_27.9922. 


.C4 


Gene No. 


30659 




Strand 






Start 


19812 




End 


39417 








15066 










Name 


OJ990427 27. 9922. C4 


.o7 . ts 


Method 


TBLASTX : Soybean 




Start 


16649 






End 


16877 




GI 


none 






Score 


151 




Exons 


16649. . 


16870, 16650 


. . 16877 








Seq. No. 


14347 






Seq. ID 


OJ990427_27.9922 




Gene No. 


30659 






Strand 






Start 


19812 






End 


39417 




Name 


OJ990427 27. 9922. C4 


. o4 . t s 


Method 


TBLASTX: Soybean 




Start 


16877 






End 


17410 




GI 


none 






Score 


389 




Exons 


16877. . 


17410 










Seq. No. 


14347 






Seq. ID 


OJ990427_27.9922 




Gene No. 


30659 






Strand 






Start 


19812 






End 


39417 




Name 


OJ990427 27. 9922. C4 


. o4 . tm 


Method 


TBLASTX; Maize 




Start 


16916 






End , 


18116 




GI 


none 






Score 


55 




Exons 


16916. . 


17782, 17037 


. . 17234, 


17288. .17455, 172 92 .. 17 642 , 






17438. . 


17728, 17481 


. . 17651, 


17489. .17878, 17 681 .. 17965 , 






17771. . 


17956, 17870 


. . 17980, 


17888. .17974, 17 990 .. 18115 , 






18042. . 


18116 








0 


Seq. No. 


14347 






Seq. ID 


OJ990427_27.9922 




Gene No. 


30659 






Strand 






Start 


19812 






End 


39417 


I Li 


Name 


OJ990427 27. 9922. C4 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


17317 






End 


18133 




GI 


none 






Score 


44 




Exons 


17317. . 


17361, 17369 


. . 17479, 


17388. . 114 


174, 17483. .17974, 


I*i \ 




17499. . 


17657, 17531 


. . 17647, 


17768. .17 902, 17780. .17 971, 


i ff 
il 




17981. . 


18133 










Seq. No. 


14347 






Seq. ID 


OJ990427_27.9922 




Gene No. 


30659 






Strand 




.. >i 


Start 


19812 






End 


39417 




Name 


OJ990427 27. 9922. C4 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


17343 






End 


17938 


•3 sr 


GI 


none 






Score 


212 


U 


Exons 


17343. . 


17783, 17345 


. . 17818, 


17708. .17938 




Seq. No. 


14347 






Seq. ID 


OJ990427_27.9922 




Gene No. 


30659 






Strand 






Start 


19812 






End 


39417 




Name 


OJ990427 27. 9922. C4 


. 06 . t s 


Method 


TBLASTX: Soybean 




Start 


17435 






End 


17938 




GI 


none 






Score 


191 




Exons 


17435. . 


17704, 17436, 


. . 17657, 


17774. .17938 




Seq. No. 


14347 






Seq. ID 


OJ990427_27. 9922 




Gene No. 


30659 






Strand 






Start 


19812 






End 


39417 




Name 


OJ990427 27. 9922. C4 . 


. o3 . np 


Method 


AAT/NAP 




Start 


19803 






End 


24636 




GI 


3135493 






Score 


1437 




Exons 


19803. . 


20246, 20527, 


. .20651, 


20762. .20882, 20958 .. 21138 , 



15067 





21236. .22138, 22392 


. .22640, 


22723. .23177, 23778 




24387 . . 24636 








GI Descrip. 


(AF060248) unknown 


[Arabidopsis thaliana] 


Seq. No. 


14347 




Seq. ID 


OJ990427 




30659 




Strand 




Start 


19812 




. End 


39417 


Name 


OJ990427 27 9922 C4 


. o4 .gs 


Method 


GEN SCAN 


Start 


19812 _ 




End 


33975 


GI 


none 




Score 


.74 


Exons 


19812. .20246, 20527 


. .20655, 


20958. .21109, 21204 




22392. .22640, 22723 


. .23180, 


23778. .23870, 24387 




26914 26945, 27659 


. .27827, 


28324 . .28369, 28656 




29380 29459. 30305 


. .30413, 


30652. .30720, 30859 




31297 31420. 31602 


31657, 


31775. .31839, 32423 




33035. .33093, 33260 


. .33350, 


33475. .33975 


Seq. No. 


14347 




Seq. ID 


OJ990427 


Gene No. 


30659 




Strand 




Start 


19812 




End 


39417 


Name 


OJ990427 27 9922 C4 


. o3 . tm 


Method 


TBLASTX :] 


Start 


19830 _ 




End 


20169 


GI 


none 




Score 


241 


Exons 


19830 20168, 19839 




19900. .20169 


Sea No 


14347 




Seq. ID 


OJ990427 


Gene No. 


30659 




Strand 




Start 


19812 




End 


39417 


Name 


OJ9904 27 27 . 9922 . C4 


. ol . tw 


Method 


TBLASTX :1 


Start 


19984 _ 




End 


20795 


GI 


none 




Score 


348 


Exons 


19984 20253. 19984 


. .20247, 


19986. .20252, 20522 




20524 . . 20658, 20527 


20658 


20748. .20795, 20761 


Seq. No. 


14347 




Seq. ID 


OJ990427 


Gene No. 


30659 




Strand 




Start 


19812 




End 


39417 


Name 


OJ990427 27 . 9922 .C4 


. 06 . tm 


Method 


TBLASTX:! 


Start 


20778 ~ 




End 


21262 


GI 


none 




Score 


109 


Exons 


20778 . .20882, 20778 


. .20882, 


20779. .2081 


33, 20952 




20956 21111. 21206 


. .21262, 


21208. .21261 


Seq. No. 


14347 




Seq. ID 


OJ990427_ 


Gene No . 


30659 




Strand 




Start 


19812 




End 


39417 


Name 


OJ990427 27. 9922. C4 


. o5 . np 


Method 


AAT/NAP 


Start 


20816 




End 


24636 


GL 


3135493 




Score 


933 


p, v o n s 


20816 20882 20958 


. .21138, 


21236. .22138, 22392 




00700 9^177 ?^77fl 


. .23870, 


24387. .24636 


GI Descrip. 


(AF060248) unknown 


[Arabidopsis thaliana] 


Seq. No. 


14347 




Seq. ID 


OJ990427_ 


Gene No. 


30659 




Strand 




Start 


19812 




End 


39417 


Name 


OJ990427 27. 9922. C4 


.o9. ts 


Method 


TBLASTX:! 



.22138, 
.25016, 



,9922. C4 



.22640, 



15068 



C f- a r 4- 
OLoi. L 


91 9nfi 
t J.i. uo 




End 


21777 




VJ X 


none 




Score 


122 






919f)fi 91^9 919^6 


91 ^RQ 


21700. .21777 




Seq. No. 


14347 




Seq. ID 


OJ990427_27.9922. 


C4 


Gene No. 


30659 




Strand 








1 Qfil 9 
x 70 x 




End 


39417 




Name 


O.TQQH497 97 QQ99 C A 

\JO 3?U4i ( Z / . :7;7ZZ.L/4. 


Ol J . LIU 


Method 


TBLASTX: Maize 




OLal L 


91 fi7"3 _ 




End 


21914 




r- t 

Vj X 


none 




Score 


158 




Exons 


91fi7^ 91ftfi7 91701 


9 1 ft 

• Z X O D U , 


21849. .21914, 21850.. 21897 






X 4 j4 / 




Seq. ID 


OJ990427_27. 9922. 


C A 


Gene No. 


30659 




Strand 






Start 


19812 




End 


39417 




Name 


O.TQQnd97 97 QQ99 P4 


Ul 1 • LILL 


Method 


TBLASTX: Maize 




Of - r f 


9 "577Q 

ZJ / / O 




End 


24615 




PT 


none 




Score 


116 




F von c 


9^77ft 9^ftfi7 9^77Q 

Z .J / / O . • i JOD ' / Z -J f t y , 


■ ZOO / X , 


24379. .24507, 24384 .. 24515, 






94mfi 94fiH9 9dR1fi 

Z 4 D X O . . Z 4 OUZ , Z 4 3 X O . 


. Z 4 3 O 0 , 


24534 . .24614, 24535.. 24615 






14 j4 / 




Seq. ID 


OJ990427_27.9922. 


C A 
U4 








Strand 






O UaX L. 


1 QQ1 O 




End 


39417 




Name 


OJ990427 27. 9922. C4. 


06 .np 


Method 


AAT/NAP 




Start 


28324 




End 


39417 






4455131 




Score 


307 




Exons 


28324. .28369, 28656. 


.28738, 


29380. .29459, 30305. .30413, 






30646. .30720, 30859. 


.30909, 


3104 4. .31169, 31298. .31411, 






38982.. 39417 










(~*_ T o o "v* n y\ 


(AF129433) histone deacetylase HDA2 [Drosophila melanogast 


Otrq • 1NO • 


14347 




Seq. ID 


OJ990427_27.9922. 


C4 


belle LNO . 


30659 




Strand 






Start 


19812 




End 


39417 




Name 


OJ990427 27. 9922. C4 . 


o5 . gp 


Method 


AAT/GAP 




Start 


30366 




End 


31373 




\3 X 


LIB3431-063-P1-K1-F4 




Score 


592 




1? v An o 
HiXOIlb 


30366. .30413, 30652. 


.30720, 


30859. .30909, 31044 31169, 






31297. .31373 












'5911907/emb|CAB55935.1 | 1. 


Oe-31 (AL117455) hypothetical 


P 




[Homo sapiens] 1 










Seq. No. 


14347 




Seq. ID 


OJ990427_27.9922. 


C4 


Gene No. 


30659 




Strand 






O Ldl L 


19812 




End 


39417 




Name 


OJ990427 27. 9922. C4. 


ol2. tm 


Method 


TBLASTX: Maize 




Cf a -r 4- 
OLdll 


31275 




End 


31659 




P T 


none 




Score 


176 




HiXOllo 


31275. .31430, 31295. 


.31420, 


31591. .31659, 31598.. 31657 




Seq. No. 


14347 




Seq. ID 


OJ990427_27.9922. 


C4 


Gene No. 


30659 




Strand 






Start 


19812 




End 


39417 




Name 


OJ990427 27. 9922. C4. 


olO. tm 


Method 


TBLASTX: Maize 




Start 


33309 




End 


33948 




GI 


none 




Score 


56 





15069 




Exons 




jjjiU . 


. jjjDI, 


33478..33642, 33479 


. . jJOtJ , 






33480. .33638, 


33480. 


. J JUJU/ 


33481. .33642, 33659 


. . / D H , 






33749. .33883, 


33750. 




33757. .338* 


38, 33889 


11QAQ 




Seq. No. 


14347 






oeq ■ iu 


C\ TQQH/l 9 1 
KJO J y U fi Z / 


_27.9922. 


C4 


Gene No. 


30659 






0 crana 








C+- -a yf- 


19812 






LilU 


1QAM 
O 3 ft 1 / 






Name 


OJ990427 27. 9922. C4. 


od . gp 


4* V% /~\ /-H 

irie cnoa 


AAT/GAP 








33669 






LilU 


34855 






n t 
ul 


2442639 






Score 


742 






F v An c 


33669. .33993, 


34773. 












C /-\ /-x Mrt 

oeq • iNu • 


14347 






Seq. ID 


OJ990427 


_27.9922. 


C A 


^ o v\ o \ln 


30659 






Strand 








OLal L 


19812 






End 


39417 






Name 


OJ990427 27. 9922. C4. 


ob . tm 


Method 


TBLASTX: Maize 




Start 


36679 






End 


38156 






GI 


none 






Score 


46 








36679. .36714, 


36680. 


1&1 1 R 


36741. .36908, 36748 


. . ooyuy, 






37001. .37078, 


37009. 


una 


37010. .37078, 37012 


. . 0 / UoU/ 






37182. .37268, 


37184. 


. j / Z / u , 


37186. .37269, 37384 


1 1 a a 1 






37388. .37465, 


37388. 


11 A £c: 
. O / fl DO , 


37592. .37693, 37593 


. .37694, 






37597. .37698, 


37598. 


11 £ QQ 


38088. .38156, 38106 


. .38153 




o e q . in o . 


14347 






Seq. ID 


OJ990427 


_27. 9922. 


O A 


/~\ Kl y-s 

la© He 1NO . 


30659 






Strand 








Start 


19812 






End 


39417 






Name 


OJ990427 27. 9922. C4. 


06 . gs 


Method 


GENSCAN 






C 4- -j >-+- 


36741 






End 


38911 






r t 


none 






Score 


.92 






JliXOIlo 


36741. .36908, 


37012. 


07 an 
• j / u / / , 


37185. .37265, 37387 


. .37464, 






37610. .37696, 


38112. 


op 9 HQ 


38251. .38324, 38672 


. .38760, 






38863. .38911 














o c q . no. 


14347 






Seq. ID 


OJ990427_ 


_27.9922. 


r* a 

Ufl 


ucllc INO • 


30659 






Strand 










19812 






End 


39417 






Name 


OJ990427 27. 9922. C4. 


o7 . np 


Method 


AAT/NAP 






Start 


36744 






End 


39254 








6006872 






Score 


581 






Exons 


36744. .36908, 


37012. 


.37077, 


37185. .37265, 37387 


. .37464, 






37610. .37696, 


38112. 


.38154, 


38251. .38324, 38672 


. .38760, 






38863. .38911, 


39075. 


.39254 












(AC009540) s- 


syntaxin-like 


protein [Arabidopsis 


thaliana] 


oeq . wo . 


14347 






Seq. ID 


OJ990427_ 


_27.9922. 


C4 


Gene No. 


30659 






Strand 








Start 


19812 






End 


39417 






Name 


OJ990427 27. 9922. C4. 


o9. tc 


Method 


TBLASTX: Cress 




C-b a r-f- 
OLaiL 


. 36744 






End 


37693 








none 






Score 


63 






Exons 


36744 . .36908, 


36994 . 


.37077, 


37182. .37268, 37384 


. .37461, 






37589. .37693, 


37590. 


.37691 










Seq. No. 


14347 






Seq. ID 


OJ990427_ 


_27.9922. 


C4 


Gene No. 


30659 






Strand 








Start 


19812 






End 


39417 







15070 



Name 

Start 

GI 

Exons 



OJ9904 27_27 . 9922 . C4 . 08 . t s Method TBLASTX : Soybean 

36819 End 37461 

none Score 68 

36819. .36908, 36820 36879, 37009 37077 , 37 182 .. 37268 , 

37384. .37461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14347 Seq. ID 

30659 Strand 

19812 End 

OJ990427_27. 9922.C4 .o8.gp Method 

38109 End 

12975 1.R1084 Score 



OJ990427_27.9922.C4 

39417 
AAT/GAP 
38928 
406 



38109. .38154, 38251 .. 38324 , 38672 .. 38760, 38863.. 38928 
, 6006872/gb|AAF00648.1|AC009540_25 7.0e-31 (AC009540) 
s-syntaxin-like protein [Arabidopsis thaliana] 1 



Cpn Mo 
>~J C; ^ . 


14348 


Seq. ID 


OJ990427_26.9922. 


CI 


UCllC tN ^ • 


30660 


Strand 


+ 




Start 


1 


End 


170 




Name 


OJ990427 26. 9922.Cl.ol.gp 


Method 


AAT/GAP 






1 


End 


170 




GI 


2669 1.R1084 


Score 


283 




Exons 


1. . 170 










'3914470/sp|Q40070 | PSBR HORVU 


8.0e-26 


PHOTOS YSTEM II 10 


KD 




POLYPEPTIDE PRECURSOR >gi 1321868 emb 


_CAA66373_ (X97771) 


1 




PSII protein [Hordeum vulgare] 


t 






Sea No 


14348 


Seq. ID 


OJ990427_26.9922. 


CI 




30661 


Strand 


+ 




Start 


202 


End 


1143 




Name 


OJ990427 26.9922.Cl.o2.gp 


Method 


AAT/GAP 




Start 


202 


End 


1143 




GI 


688 1.R1084 


Score 


1842 






202. .1143 








GI Descrip. 


'226661/prf | | 1603356CM 6.0e-54 


trnA intron ORF 109 [Oryza 




sativa] 1 








Seq. No. 


14348 


Seq. ID 


OJ990427_26. 9922. 


CI 


Gene No. 


30662 


Strand 






Start 


1789 


End 


2589 




Name 


OJ990427 26-9922. CI. o2.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


164 




GI 


none 


Score 


273 




Exons 


1..150, 2. .163, 3. .152, 3. .164 






Seq. No. 


14348 


Seq. ID 


OJ990427_26. 9922. 


CI 


Gene No. 


30662 


Strand 






Start 


1789 


End 


2589 




Name 


OJ990427 26.9922.Cl.o5.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


152 




GI 


none 


Score 


202 




Exons 


1..150, 3. .152, 3. .152 








Seq. No. 


14348 


Seq. ID 


OJ990427_26. 9922. 


CI 


Gene No . 


30662 


Strand 






Start 


1789 


End 


2589 




Name 


OJ990427 26.9922.Cl.o3.ts 


Method 


TBLASTX: Soybean 





15071 



Start 
GI 

Exons 



1 End 372 

none Score 54 

1..27, 2. .52, 52. .114, 63. .116, 64. .114, 65. 
127. .201, 129. .206, 198. .251, 199. .252, 212. 
256.-372, 284. .340, 291. .371 



,115, 117. .209, 
.265, 248. .277, 



Seq. No. 14348 Seq.. ID 

Gene No. 30662 Strand 

Start 1789 End 

Name OJ9904 27_2 6 . 9922 . CI . o3 . tc Method 

Start 164 End 

GI none Score 

Exons 164. .289, 164. .289, 284. .340, 291. .332, 291 

375. .476, 376. .489, 391. .489, 392. .502, 401 

490. .519, 490. .525 



OJ990427 26. 9922. CI 



2589 

TBLASTX: Cress 
525 
161 

428, 292. 
514, 486. 



,372, 
,518, 



ni 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14348 
30662 
1789 

OJ990427_26. 9922.Cl.ol.ts 

624 

none 



OJ990427 26. 9922. CI 



Seq. ID 
Strand 
End 

Method 
End 
Score 

624. .710, 624. .710, 625. .711, 626. .754, 696. .902, 706. .894, 
710. .901, 871. .1017, 887. .1021, 891. .971, 892. .1014, 896. .1024, 
1-000. .1260, 1016. .1258 



2589 

TBLASTX : Soybean 

1260 

63 



14348 
30662 
1789 

OJ990427_26. 9922.Cl.o2.tc 

636 

none 

636. .710, 637. .711, 696 
897. .1010, 898. .1008 



Seq. ID OJ990427_26. 9922. CI 
Strand 

End 2589 

Method TBLASTX : Cress 

End 1010 

Score 122 
899, 706. .900, 707. .901, 897. .971, 



;IO| 

a 



Seq. No. 14348 
Gene No. 30662 
Start 1789 

Name OJ990427_26 . 9922 . CI . ol . tc 

Start 1023 
GI none 

Exons 1023.. 1196, 1024.. 1170, 1025. 

1193. .1516, 1195. .1464, 1460. 
1551. .1580 



Seq. ID OJ990427_26.9922.C1 
Strand 

End 2589 
Method TBLASTX : Cress 
End 1580 
Score 248 ' 

.1204, 1153. .1485, 1193. .1459, 
.1549, 1461. .1550, 1463. .1552, 



Seq. No. 14348 

Gene No. 30662 

Start 1789 

Name OJ990427_26 . 9922 . CI . o2 . ts 

Start 1599 

GI none 

Exons 1599.. 1658, 1599.. 1658, 1600. 

1668. .1721, 1706. .1843, 1711. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1659, 1600 
.1842, 1712 



OJ990427 26. 9922. CI 



2589 

TBLASTX : Soybean 
1843 
67 

1659, 1666.. 1722, 
1843 



Seq. No. 
Gene No. 
Start 



14348 
30662 
1789 



Seq. ID 

Strand 

End 



OJ990427 26. 9922. CI 



2589 



15072 



Name OJ990427_26 . 9922 . CI . o3 . gp Method AAT/GAP 

Start 1789 End 2258 

GI uC-osflcyp097b05bl Score 907 

Exons 1789.. 2258 

GI Descrip. ■ 140503/sp I P12173 | YCTIJDRYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA3394 5_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 



Seq. No. 14348 

Gene No. 30662 

Start 1789 

Name OJ990427_26 . 9922 . CI . ol . tm 

Start 2055 

GI none 

Exons 2055.. 2327, 2055.. 2327, 2057. 

2306. .2368, 2370. .2564, 2375. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 26. 9922. CI 



2589 

TBLASTX: Maize 
2566 
415 

2356, 2285. .2365, 2302. .2382, 
2566, 2375.. 2566 



Seq. No. 14348 
Gene No. 30662 
Start 1789 
Name OJ990427_26 . 9922 . CI 

Start' 2221 
GI none 
Exons 2221.. 2298, 

2306. .2347, 

2474. .2569, 



o4 ,tc 



2222, 
2317. 

2475. .2567 



2308, 2223. 
2370, 2321. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2306, 2286 
.2368, 2399 



OJ990427 26. 9922. CI 



2589 

TBLASTX: Cress 
2569 
130 

2315, 2301, 
2470, 2400, 



.2345, 
.2486, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14348 
30662 
1789 

OJ990427 
2254 
none 
2254. , 
2417. . 
2476. . 

14349 



26.9922.Cl.o4.ts 



2298, 
2470, 
2568, 



2255. .2293, 
2421. .2486, 
2569. .2589 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2256. .2300, 
2421. .2483, 



OJ990427 26. 9922. CI 



2589 

TBLASTX : Soybean 
2589 
46 

2303.. 2338, 2304.. 2339, 
2474. .2569, 2476. .2577, 



Seq. ID OJ990427_26.9922.C2 



30663 Strand 

1 End 147 

OJ990427_26 . 9922 . C2 . ol . gp Method AAT/GAP 

1 End 14 7 

LIB3432-021-P1-K1-A3 Score 220 
1. .147 

, 11957/emb 1X15901 | CHOSXX 1.0e-52 Rice complete chloroplast 
genome 1 



Seq. No. 14349 Seq. ID 

Gene No. 30664 Strand 

Start 221 End 

Name OJ990427_2 6 . 9922 . C2 . ol . tm Method 

Start 1 End 

GI none Score 



OJ990427_26. 9922.C2 
350 

TBLASTX: Maize 

297 

77 



15073 



Exons 1..72, 3. .56, 20. .217, 48. .221, 49. .225, 210. .281, 214. .297, 

215. .262, 255. .296 



Seq. No. 


14349 - 










Seq. ID 


OJ990427 26. 9922. C2 


Gene No. 


30664 










Strand 




Start 


221 










End 


350 


Name 


OJ990427 


_26 . 


9922 . 


C2 . ol 


. tc 


Method 


TBLASTX : Cress 


Start 


48 










End 


350 


GI 


none 










Score 


IOC 

loo 


Exons 


48. .209, 


75. 


.221, 


100. 


.219, 


211. .258, 


255. .326, 324. .350 


Seq. No. 


14349 










Seq. ID 


OJ990427_26. 9922.C2 


Gene No. 


30664 










Strand 




Start 


221 










End 


350 


Name 


OJ990427 


_26. 


9922. 


C2.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


60 










End 


258 


GI 


none 










Score 


146 


Exons 


60. .221, 


66. 


.209, 


100. 


.219, 


210. .257, 


211. .258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14349 
30664 
221 

OJ990427_26. 9922 .C2.o2.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990427 26. 9922. C2 



350 

AAT/GAP 
332 
186 



221 

1036999 
221. .332 

11957/emb 1X15901 | CHOSXX 2.0e-52 Rice complete chloroplast genome 



14350 Seq. ID 

30665 Strand 
1 End 
OJ990427_26. 9922.C3.ol.gp Method 
1 End 
2231_2.R1084 Score 
1..160 

' 11957/emb 1X15901 | CHOSXX 1.0e-145 Rice complete chloroplast 
genome ' 



OJ990427_26. 9922.C3 
+ 

327 

AAT/GAP 

160 

305 



Seq. No. 14350 

Gene No. 30665 

Start 1 

Name OJ9904 27_26 . 9922 . C3 . ol . tc 

Start 1 

GI none 
Exons 



Seq. ID OJ990427_26.9922.C3 
Strand 
End 

Method 
End 
Score 



+ 

327 

TBLASTX: Cress 

307 

55 



1..66, 1..66, 2. .67, 33. .305, 34. .303, 53. .307, 68. .307 



Seq. 'No. 14350 

Gene No. 30665 

Start 1 

Name OJ9904 27_26 . 9922 . C3 . o2 . tw 

Start 1 

GI none 
Exons 



Seq. ID OJ990427 26. 9922. C3 



Strand 
End 

Method 

End 

Score 



+ 

327. 

TBLASTX: Wheat 

163 

48 



1..66, 1..66, 2. .67, 2. .70, 33. .161, 33. .161, 49. .162, 68. .163 



Seq. No. 
Gene No. 
Start 



14350 
30665 
1 



Seq. ID OJ990427_26. 9922.C3 
Strand + 
End 327 



15074 



Name 

Start 

GI 

Exons 



OJ990427_2 6 . 9922 . C3 . ol . ts Method TBLASTX : Soybean 

1 End 327 

none Score 103 

1..66, 2. .67, 2. .67, 3. .68, 31. .327, 33. .323, 64 . . 327 



Seq. No. 14350 Seq. ID 

Gene No. 30665 Strand 

Start 1 End 

Name OJ990427_26 . 9922 . C3. ol . tm Method 

Start 1 End 

GI none Score 
Exons 



OJ990427_26.9922.C3 
+ 

327 

TBLASTX: Maize 

264 

105 



1..66, 1..66, 2. .67, 2. .70, 33. .263, 34. .264 



Seq. No. 14350 Seq. ID 

Gene No. 30666 Strand 

Start 325 End 

Name OJ9904 27_26 . 9922 . C3 . ol . tw Method 

Start 325 End 

GI none Score 

Exons 325.. 498, 327.. 497 



OJ990427_26.9922.C3 
498 

TBLASTX: Wheat 

498 

269 





Seq. No. 


14351 




Seq. ID 


OJ990427_26.9922. 


C4 




Gene No. 


30667 




Strand 


+ 






Start 


149 




End 


354 






Name 


OJ990427 26.9922.C4.ol 


. ts 


Method 


• TBLASTX : Soybean 




r?\ 


Start . 


37 




End 


354 




rij 


GI 


none 




Score 


297 






Exons 


37. .354, 39. .353, 179. 


.283 








i. L: 


Seq. No. 


14351 




Seq. ID 


OJ990427_26.9922. 


C4 




Gene No. 


30667 




Strand 


+ 




I 3 i i 


Start 


149 




End 


354 






Name 


OJ990427 26. 9922.C4 .ol 


. tc 


Method 


TBLASTX: Cress 




jt s; 


Start 


93 




End 


354 




!>J 


GI 


none 




Score 


160 




V ! 
i , 


Exons 


93. .350, 93. .353, 94.. 


354 








at 

) 

'■ "1 


Seq. No. 


14351 




Seq. ID 


OJ990427_26.9922. 


C4 




Gene .No. 


30667 




Strand 


+ 






Start' 


149 




End 


354 




Q 


Name 


OJ990427 26.9922.C4.ol 


.gp 


Method 


AAT/GAP 






Start 


149 




End 


354 






GI 


LIB34 31-04 0-P1-K2-C1 




Score 


361 






Exons 


149. .354 












GI Descrip. 


' 114521/sp| P12084 |ATPA 


_ORYSA 


6.0e-53 ATP SYNTHASE ALPHA 


CHAIN 



>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979__emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 1 .- 



Seq. No. 14352 Seq. ID 

Gene No. 30668 Strand 

Start 1 End 

Name OJ990427_2 6 . 9922 . C5 . ol . gp Method 

Start 1 End 

GI 24570_1 .R1084 Score 

Exons 1 . . 124 



OJ990427_26.9922.C5 
+ 

124 

AAT/GAP 

124 

244 



15075 




GI Descrip. ' 131251/sp | P12094 | PSBAJ3RYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl ) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15' - - 



OJ990427_26.9922.C5 
+ 

851 

AAT/GAP 

851 

666 



Seq. No. 14352 Seq. ID 

Gene No. 30669 Strand 

Start 488 End 

Name OJ990427_26. 9922 .C5 . o2 . gp Method 

Start 488 End 

GI 5455469 Score 

Exons 488.. 851 

GI Descrip. 131251/sp | P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2264 06_prf 15 



o e q . in o . 


1 A ^ R 9 




oeq . i u 


UJyyUfiZ/ ZO.JJ6Z. 




Gene No. 


30670 




Strand \, 






Start 


878' 




End 


1227 




Name 


D.TQQO/197 9fi PR 




h/r^ v> /^\ 
rieLflOU 


1 dbrto 1 A . UIcS S 




Of. -j — x. 


1 




hjno 


Job 




GI 


none 




Score 


238 




Exons 


1..129, 2. .148, 125. 


. .355, 


131. .358 






Seq. No. 


14352 




Seq. ID 


OJ990427_26.9922 


.C5 


Gene No. 


30670 




Strand 


+ 




Start 


878 




End 


1227 




Name 


OJ990427 26. 9922. C5. 


, o2 . tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


163 




GI 


none 




Score 


299 




Exons 


1,.162, 2. .163 










Seq. No. 


14352 




Seq. ID 


OJ990427_26.9922 


.C5 


Gene No. 


30670 




Strand 


+ 




Start 


878 




End 


1227 




Name 


OJ990427 26. 9922. C5 . 


, o2.ts 


Method 


TBLASTX: Soybean 




Start 


47 




End 


463 




GI 


none 




Score 


219 




Exons 


47. .463, 206. .391 










Seq. No. 


14352 




Seq. ID 


OJ990427_26.9922 


.C5 


Gene No . 


30670 




Strand 


+ 




Start 


878 




End 


1227 




Name 


OJ990427 26. 9922. C5. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


290 




End 


640 




GI 


none 




Score 


113 




Exons 


290. .463, 524. .640 










Seq. No. 


14352 




Seq. ID 


OJ990427_26. 9922 


.C5 


Gene No. 


30670 




Strand 


+ 





15076 






Start 


878 


End 


1227 




Name 


OJ990427 26.9922 C5 ol tc 


Method 






Start 


446 ~~ 


End 


814 




GI 


none 


Score 


579 




Exons 


446.-814/ 446 796 








Seq. No. 


14352 


Seq. ID 


OJ990427 26 9922 C5 




Gene No . 


30670 


Strand 


+ _ 




Start 


878 


End 


1227 




Name 


OJ990427 26.9922.C5.o3.gp 


Method 


AAT/GAP 




Start 


878 


End 


1227 




GI 


3073 1.R1084 


Score 


619 




Exons 


878. .1227 








GI Descrip. 


f 133936/sp| P1214 6IRR3 ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 






PROTEIN S3 >gi_70867_pir_ 


R3RZ3 ribosomal protein S3 - rice 






chloroolast >a\ 12025 pmh 


_CAA33934_ (X15901) ribosomal protein 






S3 i Orv7a caf i val >m 996 


646 prf 1603356BW ribosomal protein : 






j_ V 0. «3U L X V □ J 








Seq. No. 


14352 


Seq. ID 


OJ990427_26.9922.C5 




Gene No. 


30670 


Strand 


+ 




Start 


878 


End 


1227 




Name 


OJ990427 26.9922.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


891 


End 


1227 




GI 


none / 


Score 


392 


3 sr 

ui 


Exons 


891 1157 910 1194 919 


..1158, 1144. 


.1227, 1160. . 1225 


i s i \ 


Seq. No. 


14352 


Seq. ID 


OJ990427_26.9922.C5 


j ! 
: s: 


Gene No. 


30670 


Strand 


+ 


! . i 
Vtf 


Start 


878 


End 


1227 




Name 


OJ99D497 9fi W99 PS 1~r- 


Method 


TBLASTX: Cress 


ru 


Start 


916 


End 


1161 




GI 


none 


. Score 


39 


•2 


Exons 


916. .951, 926. .952, 958..: 


1161, 977. .1105, 981. .1154, 985. .1155 


'ij 


Seq. No. 


14352 


Seq. ID 


OJ990427_26.9922.C5 




Gene No. 


30670 


Strand 


+ 


j = i 


Start 


878 


End 


1227 


"s »? 
"i 


Name 


OJ990427 26.9922.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


954 


End 


1226 


Q 


GI 


none 


Score 


141 




Exons 


954. .1106, 958. .1191, 968 


..1105, 985.. 


1155, 1138. .1191, 






1183. .1221, 1194. .1226 








Sea No 


14353 


Seq. ID 


OJ990427_26.9922.C6 




Gene No. 


30671 


Strand 


+ 




Start 


236 


End 


1340 




Name 


OJ990427 26. 9922.C6.o2.gp 


Method 


AAT/GAP 




Start 


236 .. • • . 


End 


1340 




GI 


2291 1.R1084 


Score 


2153 




Exons 


236. .1340 







GI Descrip. 1 133936/sp | P1214 6 | RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22 664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



15077. 



OJ990427_26.9922.C6 
+ 

2827 
AAT/GAP 
2827 
2927 



Seq. No. 14353 Seq. ID 

Gene No. 30672 Strand 

Start 1355: End 

Name OJ9904 27_2 6 . 9922 . C6 . o3 . gp Method 

Start 1355 End 

GI 3073_1.R1084 Score 

Exons 1355.. 2827 

GI Descrip. 1 133936/sp | P121 4 6 | RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. No. 14353 Seq. ID OJ990427_26 . 9922 . C6 

Gene No. 30673 Strand 

Start 1 End 153 

Name OJ990427_26 . 9922 . C6 . ol . gp Method AAT/GAP 

Start 1 End 153 

GI LIB3432-015-P1-K1-H8 Score 261 

Exons 1 . . 153 

GI Descrip. • 11957 /emb | X15901 | CHOSXX 1.0e-129 Rice complete chloroplast 
genome 1 



Seq. No. 14353 

Gene No. 30674 

Start 9918 

Name OJ990427_26 . 9922 . C6 . o7 . tm 

Start 255 

GI none 

Exons 255. .503, 256.. 504, 265. .504, 



OJ990427_26.9922.C6 
13067 

TBLASTX: Maize 
578 
352 

266. .559, 510. .578, 522. .554 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 14353 Seq. ID 

Gene No. 30674 Strand 

Start 9918 End 

Name OJ9904 27_2 6 . 9922 . C6 . 06 . tc Method 

Start 294 End 

GI none Score 

Exons 294. .335, 302. .322, 354. .416, 372. 

626. .652, 648. .692, 801. .863, 974. 

1112. .1483, 1154. .1516, 1155. .1511 



OJ990427_26.9922.C6 
13067 

TBLASTX: Cress 
1516 
49 

416, 409. .498, 413. .505, 
1015, 985. .1032, 1105. .1347, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14353 
30674 
9918 

OJ990427 
378 
none 
378. 
513. 
704. 
979. 



26.9922.C6.o4.tw 



440, 
587, 
817, 
1011 



378. .536, 379. .528, 
526. .588, 575. . 688, 
706. .885, 765. . 935, 



Seq. ID 
Strand 
End 

Method 
End 
Score 71 
380.. 556, 503 
584. .691, 589 
775. .945, 789 



OJ990427 26. 9922. C6 



13067 

TBLASTX: Wheat 
1012 



,589, 
, 696, 
,935, 



504 
698 
965 



.590, 
.907, 
.1012, 



Seq. No. 14353 Seq. ID 

Gene No. 30674 Strand 

Start 9918 End 

Name OJ990427_2 6 . 9922 . C6 . 06 . tm Method 

Start 619 End 



OJ990427_26.9922.C6 
13067 

TBLASTX: Maize 
1024 



15078 



GI none Score 59 

Exons 619. .648, 620. .652, 645. .686, 645. .692, 649. .687, 650. .907, 

650. .820, 777. .935, 778. .885, 781. .942, 789. .923, 875. .934, 
943.. 1023, 965.. 1024 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14353 
30674 
9918 

OJ990427_26.9922.C6.o2.tm 

1082 

none 

1082. .1114, 1091. .1663, 1093. 
1556. .1663, 1616. .1894, 1658. 
2327. .2401, 2328. .2396, 2346. 
2443. .2712, 2450. .2749, 2679. 
2740. .2799, 2742. .2843, 2742. 



Seq. ID OJ990427_26. 9922.C6 
Strand 

End 13067 
Method TBLASTX : Maize 
End 2844 
Score 37 

.1311, 1106. .1504, 1113.. 1661, 
.1897, 1877. .2335, 1889. .2335, 
.2450, 2415. .2633, 2434.. 2748, 
.2753, 2685. .2753, 2714. .2803, 
.2843, 2755. .2844 



Seq. No. 14353 Seq. ID 

Gene No. 30674 Strand 

Start 9918 End 

Name OJ990427_26 . 9922 . C6 . ol . ts Method 

Start 1169 End 

GI none Score 

Exons 1169.. 1549, 1170.. 1538, 1553.. 1660, 

•1783. .1878, 1868. .1897, 2478. .2630, 

2720. .2746, 2721. .2744, 2941. .3285, 

3050. .3289, 3230. .3439, 3257. .3454, 

3441. .3539, 3531. .3575, 3533.-3574, 

3577.. 3753, 3578.. 3805, 3759.. 3836, 
3829. .4122 



OJ990427_26. 9922.C6 
13067 

TBLASTX : Soybean 
4210 
345 

1724. .1873, 1724. .1873, 
2482. .2715, 2492. .2716, 
2994. .3284, 2995. .3324, 
3357. .3455, 3426. .3572, 
3534. .3575, 3575. .3754, 
3760. .3837, 3815. .4210, 



Seq. No. 14353 

Gene No. 30674 

Start 9918 

Name OJ990427_26 . 9922 . C6 . ol . 

Start 1563 

GI none 

Exons . 1563.. 1697, 1565.. 1897, 
1930. .2331, 1934. .2329, 

Seq. No.' 14353 

Gene No. 30674 

Start 9918 

Name OJ990427_26 . 9922 . C6 . o7 . 

Start 1759 

GI none 

Exons 1759.. 1857, 1760.. 1870, 
1943. .2239, 1952. .2275 

Seq. No. 14353 

Gene No. 30674 

Start 9918 

Name OJ9904 27_2 6 . 9922 . C6 . o9 . 

Start 1950 

GI none 

Exons 1950.. 2240, 1952.. 2278, 



Seq. ID OJ990427_26. 9922.C6 
Strand 

End 13067 

tw Method TBLASTX : Wheat 

End 2331 

Score 134 
1565. .18 94, 1875. .1913, 1928. .232 6, 
1945. .2331 

Seq. ID OJ990427_26.9922.C6 
Strand 

End 13067 

tc Method TBLASTX : Cress 

End 2275 

Score 129 
1767. .1871, 1774. .1872, 1921. .2028, 



Seq. ID OJ990427_26. 9922.C6 
Strand 

End 13067 

ts Method TBLASTX : Soybean 

End 2278 

Score 137 
1964 . .2245 



15079 




Seq. No. 


14353 








Seq. ID 


OJ990427 


26 9922 C6 


fZpnp No 


30674 








Strand 






Start 


9918 








End 


13067 




Name 


OJ990427 26 


.9922, 


.C6.o4. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2617 








End 


3505 




GI 


none 








Score 


92 




Exons 


2617 2715, 


2620 , 


2709, 


2855 . 


.2905, 2856.. 2906, 


2856 2933, 




2857 2913, 


2907 , 


. .2936, 


2907 . 


.2936, 2908.. 2937, 


2993 3160 




2994 3113, 


2995. 


. .3162, 


2995 . 


.3165, 3050. .3166, 


3176 3424 




3180 3419, 


3181 , 


3420, 


3188 . 


.3505, 3357.. 3425 




Seq. No. 


14353 








Seq. ID 


OJ990427 


_26.9922.C6 


Gene No. 


30674 








Strand 






Start 


9918 








End 


13067 




Name 


OJ990427 26 


. 9922 , 


, C6 . o3 . 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


3026 _ 








End 


3855 




GI 


none 








Score 


1254 




Exon s 


3026 3847 


3027 . 


3848, 


3050 . 


.3850, 341 


34. .3855, 


3709. .3849 


Seq. No. 


14353 








Seq. ID 


OJ990427 


_26.9922.C6 


Gene No. 


30674 








Strand 






Start 


9918 








End 


13067 




Name 


OJ990427 26 


. 9922 , 


. C6 . 06 . 


tw 


. Method 


TBLASTX: Wheat 


Start 


3167 ~~ 








End 


3473 






none 








Score 


448 




Exbns 


3167 . . 3472, 


3167 . 


3472, 


3357 . 


.3473 






Sea No 


14353 








Seq. ID 


OJ990427 


96 QQ99 Pfi 




30674 








Strand 






Start 


9918 








End 


13067 




Name 


OJ990427 26 


. 9922, 


,C6.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3759 








End 


4978 




GI 


none 








Score 


79 




Ex on <=? 


3759 3800 


3761 . 


3934 , 


3761 . 


.3955, 3837.. 3968, 


3954. .4067, 




3955 4071 


3956 . 


4075, 


4079 . 


.4288, 4081. .4794, 


4084 . .4794, 




4781 4879 


4791 . 


, .4886, 


4795 . 


.4887, 4799. .4885, 


4813. .4887, 




4888 4968 


4892 . 


, . 4 978, 


4893 . 


.4976 






S e a . No . 


14353 








Seq. ID 


OJ990427 


_26*.9922.C6 


Gene No. 


30674 








Strand 






Start 


9918 








End 


13067 




Name 


OJ990427 26 


. 9922 . 


,C6.o4 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


4079 ~~ 








End 


4854 




GI 


none 








Score 


304 




Exons 

J-J *v V-/ 


4079 4288 


4081 . 


.4329, 


4084 . 


.4329, 4158. .4331, 


4265. .4330, 




4324 4854 


4333 . 


. 4854 










Seq. No. 


14353 








Seq. ID 


OJ990427 


_26.9922.C6 


Gene No. 


30674 








Strand 






Start 


9918 








End 


13067 








QQ9? 






Method 


TBLASTX: 


Soybean 


Start 


4211 








End 


4788 




GI 


none 








Score 


107 




Exons 


4211. .4288, 


4213. 


.4788, 


4215. 


.4472, 4216. .4782 




Seq. No. 


14353 








Seq. ID 


OJ990427 


_26.9922.C6 


Gene No. 


30674 








Strand 







15080 




Start 


9918 








End 


13067 




Name 


n TQQH 4 97 9 6 


Q Q99 
y y z z . 


P6 n9 


L W 


Method 


TBLASTX : 


wnea u 


C +- -a y- h 


A A A Q 








End 


4826 






none 








Score 


51 




Exons 


4 4 4 Q 4 4 7 

4 4 4 y . .44 'Of 


A A A Q 
4 4 4 y . 


4 7 QQ 

.4 / y y , 


4 4^0 
4 4 0U . 


.4824, 4450. .4824, 


fifiOl. .floZO 




A^O A yl QOC 
_ 40Z 4 . . 4 0 Z b 














Seq. No. 


14353 








Seq. ID 


OJ990427 


_26.9922.C6 


Gene No. 


30674 








Strand 






oLait 


QQ1 ft 
y y X o 








End 


13067 




Name 


n TQQH 4 97 9 A 
Uu y y U fi Z / Z b . 


QQ99 

y yzz . 


L,D . Oo . 


LW 


Method 


TBLASTX: 


wneau 


Cf arf 

o car l 










End 


5054 






none 








Score 


104 




Exons 


4 ft 97 /I QQC 


4 ft 9 Q 

ft oz y . 


4 ft ft ^ 


4 ft Q "5 

4 o y j . 


.5054, 4908. .5054 




oeq . NO . 


If! jjj 








Seq. ID 


OJ990427 


96 QQ99 PC 

z b . y y zz . u b 


Gene No . 


Q H C7 A 

o U b / fl 








Strand 






Start 


9918 








End 


13067 




Name 


OJ990427_26. 


9922. 


C6.08. 


tc 


Method 


TBLASTX: 


Cress 


o car t 


Gi 9 D ft 
OZUo 








End 


5613 




C T 
la J. 


none 








Score 


61 




Exons 


jZUo . . OZOZ f 


coco 
OZOZ . 


. o o y o / 


OZOZ . 


.5401, 5253. .5402, 


OZOfi. .OftUU 




J / . . OflZ j , 


COQQ 

ooycs . 


R A 9 A 
. O 4 Z 4 , 


C^OQ 

o 4 z y . 


.5464, 5450. .5479, 


c/icn A7 Q 

o 4 o u . ,. 0 4 / y 




JfioZ . . jDIJ/ 


^ AQ A 
0 ft O 4 . 


R C C4 
. 00 Oft 










Seq. No. 


14353 








Seq. ID 


OJ990427 


_26.9922.C6 


Gene No. 


30674 








Strand 






oUdil 


QQ1 ft 








End 


13067 




Name 


r\ tq an a 9 7 

uj y y u fi z / z b . 


Q Q9 9 

y yzz . 


LO.OIU 


. zs 


Method 


TBLASTX: 


Soybean 


Of a -y~ +- 

o uar u 


JJDI 








End 


5740 






none 








Score 


52 




Exons 


C C £ 1 C C Qfl 

DO D 1 . .00 y U , 


OO D J . 


^0 6 

. o oo b , 


o o y b . 


.5736, 5600.. 5740 




Cart NT 

oeq . no . 


1 4 JJJ 








Seq. ID 


OJ990427 


96 QQ99 P6 

zb. yyzz .ld 


(jiene no . 


67 /i 
jU 0 / 4 








Strand 






OLdll 


Q Q 1 ft 

y y ± o 








End 


13067 




Name 


TO Qfl /I 9 7 OC 

vj j y yu 4 z / zd. 


QQ99 

y yzz . 


p 6 r-N c; 


tw 


Method 


TBLASTX: 


wnea u 


Start 


6909 








End 


7395 




GI 


none 








Score 


92 






c an q 6Qft 6 


d y u y . 


6Qft 6 


6Qi n 
d y j. u . 


.6987, 6910. .6987, 


6QA7 70^1 
byo / * . / UjI 




6 QP ft 7 C\A A 

d y o o . . / u 4 4 , 


6Qft ft 

d y o o . 


7 04 4 
. / U 4 4 , 


7 n 1 q 
/ u l y . 


.7099, 7024. .7101, 


7H96 71H*5 
/ UZ b . . / IUj 




in^S 7 H Q7 


/UjI . 


7116 

. / no, 


7H61 


.7129, 7062.. 7103, 


7flftQ 710Q 




7114 7 164 
/lift. . / ± 0 4 , 


7114 
/ ± 1 4 . 


7 1 


/ 1 1 0 . 


.7207, 7115.. 7165, 


/ 104 . . / jyj 




7161 7 "3 Q4 


791 "3 


. / j y o / 


7 "34 ft 
/ O 4 O . 


.7395 






Seq. No. 


14353 








Seq. ID 


OJ990427 


_26.9922.C6 


Gene No. 


30674 








Strand 






otart 


QQl Q 

y y i o 








End 


13067 




Name 


TQ QH A 97 

uj y yu4z / z b . 


Q Q 9 9 

y yzz . 


Lb . Oft . 


ts 


Method 


TBLASTX: 


Soybean 


b car r 


/ 1 y u 








End 


7683 




GI 


none 








Score 


684 




Exons 


7190. .7681, 


7200. 


.7598, 


7202. 


.7681, 7348. .7683, 


7561. .7683 


Seq. No. 


14353 








Seq. ID 


OJ990427 


_26.9922.C6 


Gene No. 


30674 








Strand 






Start 


9918 








End 


13067 




Name 


OJ990427 26. 


9922. 


C6.08. 


ts 


Method 


TBLASTX: 


Soybean 



15081 




C 4- a T-f- 


opoq 
o o o 3 






End 


9115 


pt 


none 






Score 


347 


Ex oris 


O O O 3 • • -71 J. J/ 


ftft ft Q 

O O O _7 * 


. J ± ± J f O O 3 J. . 


.9115, 8891. .9115 


Con Ma 
o€q ■ IMO . 


14 J J J 






Seq. ID 


OJ990427_26.9922.C6 


Gene No. 


30674 






Strand 




Start 


9918 






End 


13067 


Name 


\JU 3 3 U 4 c. I £.\J . 


3 3 z. £. . 


Pfi t" q 


Method 


TBLASTX : Soybean 


Otdlt 


Q1 1 £ ~ 






End 


9568 


PT 


none 






Score 


448 


Exons 


Q1 1 C ^ 
yilD, . 3 4 J J , 


cn on 


QA^A Q") AG 


.9435, 9421. .9498, 9438.-9497, 




3 4 J 1 . . yjO/, 


3 4 O J . 


. 3000, 34 . 


.9568, 9482. .9568 


Seq. No. 


14353 






Seq. ID 


OJ990427_26.9922.C6 


Gene No. 


30674 






Strand 




OLait 


QQ1 P 






End 


13067 


Name 


VJU33U4^/ ^O. 


QQ99 


D . Oj . LIU 


Method 


TBLASTX: Maize 


C f- -» 
otalL 








End 


10005 




none 






Score 


564 


Exons 


-JDJl . .3 300/ 


3DJt . 


. 1UUUJ/ 3 OO 4 


. .10004 




o e q . in o . 


i nc-j 

It J J J 






Seq. ID 


OJ990427_26.9922.C6 


P ana M rt 

bene ino . 


on ci 4 
jUD / 4 






Strand 




Start 


9918 






End 


13067 


Name 


OJ990427 26. 


9922. 


C6.o2. ts 


Method 


TBLASTX: Soybean 


OLdil 


9681 






End 


10405 


P T 


none 






Score 


59 




9681. .9728, 


9684. 


.9725, 9724. 


.9954, 972 


18. .9973, 9729. .9968, 




9979. .10287, 


9980 


..10225, 10026. .10226, 


10242. .10286, 




10278. .10400, 102 


80. .10405, 10280. .10405 


o e q . IN O . 


14353 






Seq. ID 


OJ990427_26. 9922.C6 


P rt rt M rt 


30674 






Strand 




Start 


9918 






End 


13067 


Name 


OJ990427 26. 


9922. 


C6.o5. tc 


Method 


TBLASTX: Cress 


OLdi L 


9693 






End 


10215 


PT 


none 






Score 


47 


T* 1 v rt T"1 o 


9693. .9728, 


9694 . 


.9732, 9696. 


.9725, 972 


:8. .9973, 9729. .9956, 




9730. .9981, 


9978. 


.10100, 9979 


..10092, 9980.. 10114, 10092.. 1 




10108. .10215, 10110. .10202 






Q rt rt VTrt 

O C ^ . IN \J . 


14353 






Seq. ID 


OJ990427_26.9922.C6 


Gene No. 


30674 






Strand 




Start 


9918 






End 


13067 


Name 


OJ990427 26. 


9922. 


C6.o4 .gp 


Method 


AAT/GAP 


Start 


9918 






End 


11887 


GI 


183 5.R1084 






Score 


2766 


Exons 


9918. .10302, 


10843. .11887 







GI Descrip. 1 133999/ sp| P05424I RR7_0RYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] 1 

Seq. No. 14353 Seq. ID OJ9904 27_26 . 9922 . C6 

Gene No. 30674 Strand 



15082 





Start 


9918 








End 


13067 








Name 


OJ990427 26. 9922. C6. 


ol . tm 


Method 


TBLASTX : 


Maize 








1 nnn7 








End 


11885 








PT 


none 








Score 


756 








Exons 


10007. 


.10477, 


10008. 


114 4 4 

■ 1 X 4 4 4 , 


10026. .11438, 10972 


1 1 4 4 R 

• . 1144 J; 








11353. 


.11454, 


11500. 


1 1 RR^ 


11501. .11584, 11526 


1 1 toe 
• . llJO J/ 








11578. 


.11877, 


11580. 


1 1 R R R 


11583. .11885 








oeq . LNO . 


14353 








Seq. ID 


OJ990427 


Z D . :?:7ZZ 


p£ 




Gene No. 


30674 








Strand 










Start 


9918 








End 


13067 








Name 


OJ990427 26. 9922. C6. 


o7 . tw 


Method 


TBLASTX: 


wnea l 






OCalL 


10082 








End 


10301 








PT 


none 








Score 


99 










10082. 


.10192, 


10085. 


i m fiR 


10086. . 10169, 10149 


i n9ftn 








10151. 


.10264, 


10268. 


■ lUOUU/ 


10269. . 10301 








Seq. No. 


14353 








Seq. ID 


OJ990427 


_26. 9922 


.C6 




Gene No. 


30674 








Strand 












9918 








End 


13067 








Name 


OJ990427 26. 9922. C6. 




Method 


TBLASTX: 


Cress 






btdiL 


10262 








End 


10422 








PT 
ol 


none 








Score 


194 






a 


Exons 


10262. 


.10417, 


10273. 


i n^R *3 

. 1UOO J; 


10280. .10417, 10282 


104 99 

. , 1U4ll 




rfi 


oeq . NO . 


14353 








Seq. ID 


OJ990427 


O (Z QQOO 

z o . yy^.^ 


p£ 


rii 


bene lno . 


30674 








Strand 










Start 


9918 








End 


13067 






: I 


Name 


OJ990427 26. 9922. C6. 


06 . ts 


Method 


TBLASTX: 


Soybean 






OLdlL 


10407 








End 


10809 






i "i 
»" 


PT 


none 








Score 


178 






i U! 


Exons 


10407. 


.10529, 


10408. 


i n R^n 


10408. .10530, 10542 


i n £ s r 

. • lUUJJ; 




■3 




10542. 


.10655, 


10628. 


i nflm 

. 1UOU f f 


10654. .10809, 10656 


i nfinR 

. . 1UOUO / 








10657. 


.10809 
















Seq. No. 


14353 








Seq. ID 


OJ990427 


_26.9922 


,C6 


H 1 


Gene No. 


30674 








Strand 










OLdX L 


9918 








End 


13067 






rl 


Name 


OJ990427 26. 9922. C6. 


■a 

Oj . tW 


Method 


TBLASTX: 


Who a +- 




"ssl 




10677 








End 


11087 






Q 


PT 
LjI 


none 








Score 


42 








Exons 


10677. 


.10736, 


10728. 


1 1 OR 7 


10743. .11084 








Con M/-v 

oeq . no . 


14353 








Seq. ID 


OJ990427 


9 QQ99 
ZD. y !?ZZ 


p£ 




Gene No . 


30674 








Strand 












9918 








End 


13067 








Name 


OJ990427 26. 9922. C6. 


^ Q 4- r, 
Oj . LC 


Method 


TBLASTX: 


Cres s 






Start 


10697 








End 


11445 








GI 


none 








Score. 


740 










10697. 


.11218, 


10698. 


1117 4 
. Ill / 4 , 


10698. .11219, 11169 


. 1 1 ope; 

.. 1 1 Z 0 3 , 








11173. 


.11286, 


11174. 


. 1 1Z U U , 


11177. .11293, 11178 


1 1 1 Q A 

. . i iz y 4 , 








11230. 


.11298, 


11262. 


. 11336, 


11267 . . 11368, 11300 


. .11347, 








11337. 


.11411, 


11353. 


.11421, 


11363. . 11407, 11397 


. .11438, 








11403. 


.11444, 


11425. 


.11445 












Seq. No. 


14353 








Seq. ID 


OJ990427 


_26.9922 


.C6 




Gene No. 


30674 








Strand 









15083 



Start 
Name 
Start 
GI 

Exons 



9918 

OJ990427_26. 
10967 
none 
10967, 
11184 , 
11304, 



9922.C6.o7.ts 



11167, 
11273, 
11336, 
11501. . 11566, 
11562. . 11588, 



11726. 
11915. 



11782, 
12079, 



10968, 
11230. 
11336. 
11502. 
11595. 
11814. 
11940. 



.11174, 
.11280, 
.11377, 
.11567, 
.11699, 
.11852, 
.12080 



End 13067 

Method TBLASTX : Soybean 

End 12080 

Score 308 
11151. . 11273, 11183. . 11278, 
11237. . 11284, 11300. .11335, 
11343. .11378, 11366. .11428, 
11503. .11568, 11561. .11587, 
11622. .11699, 11707. .11799, 
11913. .12071, 11914. .12069, 



Seq. No. 14353 
Gene No. 30674 
Start 9918 

Name OJ990427_26 . 9922 . C6 . olO . tc 

Start 11505 
GI none 

Exons 11505. .11540, 11530 .. 11571, 

11565. .11708, 11566. .11709, 
11703. .11726 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11542 

11566 



OJ990427 26. 9922. C6 



13067 

TBLASTX: Cress 
11726 
40 

11574, 11564. .11701, 
11697, 11567. .11698, 



Seq. No. 
Uf Gene No. 
Start 
Name 
Start 
GI 

Exons 



en 



14353 

30674 

9918 

OJ9904 

11727 

none 

11727. 

11822. 

12016. 

12180. 

12221. 

12333. 

12513. 

12600. 

12737. 

12887. 

13002. 

13032. 



27 26.9922.C6.o2.tc 



11822, 
11851, 
12087, 
12251, 
12289, 
12440, 
12560, 
12698, 
12790, 
12994, 
13028, 
13067, 



11727. 
11913. 
12106. 
12183. 
12253. 
12387. 
12514 . 
12724. 
12792. 
12906. 
13002. 
13032. 



.11813, 
.12059, 
.12183, 
.12251, 
.12315, 
.12494, 
.12690, 
.12783, 
.12908, 
.13001, 
.13028, 
.13067 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11820 

11920 

12107 

12184 

12311 

12436 

12515 

12726 

12794 

12910 

13003 



OJ990427 26. 9922. C6 



13067 

TBLASTX: Cress 
13067 
110 

11846, 11820. .11846, 
12051, 11954. .12052, 
12187, 12108. .12188, 
12252, 12207. .12314, 
12442, 12331. .12447, 
12495, 12513. .12560, 
12697, 12598. .12699, 
12785, 12728. .12799, 
12910, 12878. .13003, 
13002,-1-2916. .13008, 
13029, 13006. .13041, 



Seq. No. 14353 
Gene No. 30674 
Start 9918 

Name OJ990427_26 . 9922 . C6 . o9 . tw 

Start 12812 
GI none 
Exons 12812. 

12919. 

13013. 



.12907, 12812. 
.12960, 12923. 
.13066, 13014. 



,12889, 
,13009, 
,13067 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 26. 9922. C6 



13067 

TBLASTX: Wheat 
13067 
76 

12878. . 12949, 12887 .. 1294 9, 
12945. . 13010, 12996. .13067, 



Seq. No. 14354 Seq. ID 

Gene No. 30675 Strand 

Start 1 End 

Name OJ990427_26 . 9922 .C7 . ol . gp Method 

Start 1 End 

GI 481 1.R1084 Score 



OJ990427_26.9922.C7 
+ 

531 

AAT/GAP 

531 

998 



15084 



Exons 1 . . 531 

GI Descrip. 1 132672/sp | P12137 | RK14_0RYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 



Seq. No. 14354 

Gene No. 30676 

Start 2275 

Name OJ990427_26 . 9922 . C7 . o3 . gp 

Start 2275 

GI 2798177 

Exons 2275.. 2840 

GI Descrip. 5881726/dbj | BAA84 4 17 . 1 | 3. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



subunit [Arabidopsis thaliana] 



Seq. ID OJ990427_26.9922.C7 

Strand + 

End 2840 

Method AAT/GAP 

End 2840 

Score 1010 

Oe-24 (AP000423) RNA polymerase alpha 



14354 
30677 
5978 

OJ990427_26. 9922 . C7 . o5 . gp 
5978 

uC-osflcyp084g07al 
5978. .6141 

■' 11957/emb 1X15901 1 CHOSXX 7. 
genome 1 



Seq. ID OJ990427_26.9922.C7 

Strand + 

End 6141 

Method AAT/GAP 

End 6141 

Score 201 



0e-38 Rice complete chloroplast 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990427_26.9922.C7 
+ 

6722 
AAT/GAP 
6722 
872 



14354 Seq. ID 

30678 Strand 
6271 End 
OJ990427_26. 9922.C7 .o6.gp Method 
6271 End 
uC-osf lcyp003hllbl Score 
6271. .6722 

' 131332/sp| P09449 | PSBH_ORYSA 1.0e-09 PHOTOSYSTEM II 10 KD 

PHOSPHOPROTEIN >gi_727 1 6_pir F2RZ0P photosystem II 

phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204_ 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb_CAA3397 6_- (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi__226635_prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] 1 

Seq. No. 14354 Seq. ID OJ990427_26 . 9922 . C7 

Gene No. 30679 Strand 

Start 718 End 1126 

Name OJ990427_26 . 9922 . C7 . o2 . gp Method AAT/GAP 

Start 718 End 1126 

GI uC-osflcyp086h07al Score 786 

Exons 718.. 1126 

GI Descrip. ' 5881726/dbj | BAA84 4 17 . 1 | 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



Seq. No. 14354 Seq. ID 

Gene No. 30680 Strand 

Start 5315 End 

Name OJ990427_2 6 . 9922 . C7 . o4 . gp Method 

Start 5315 End 



OJ990427_26. 9922.C7 

5821 

AAT/GAP 

5821 



15085 



GI uC-osflcypOllbOlbl Score 987 

Exons 5315.. 5821 

GI Descrip. 1 343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 
>gi_226762_prf 16044 69A cytochrome b6 [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14354 
30681 
'7878 

OJ990427 26.9922.C7.o6.ts 



14 

none 

14. .181, 90 
178. .207, 
576. .797, 
862. .1026 



Seq. ID 
Strand 
End 

Method 
End 
Score 

161, 94. .180, 113. .187, 



OJ990427_26.9922.C7 
8496 

TBLASTX : Soybean 

1026 

97 

117. .194, 170. .364, 



182. .484, 183. .473, 470. .535, 491. .799, 552. .578, 
612. .803, 613. .819, 792. .1019, 810. .1019, 814. .1026, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14354 
30681 
7878 

OJ990427_2 6. 9922.C7.o6.tm 
16 

none 



Seq. ID OJ990427_26.9922.C7 
Strand 
End 

Method 
End 
Score 



8496 

TBLASTX: Maize 

332 

422 



16. .207, 18. .287, 20. .286, 287. .331, 287. .331, 288. .332 



14354 
30681 
7878 

OJ9904 27_26. 9922.C7.o6.tc 
27 

none 



Seq. ID OJ990427_26. 9922.C7 
Strand 
End 

Method 
End 
Score 



8496 

TBLASTX: Cress 

480 

105 



27. .59, 31. .180, 83. .181, 96. .161, 117. .194, 122. .187, 175. .207, 
182. .274, 183. .275, 228. .275, 275. .472, 276. .479, 280. .480 



Seq. No. 14354 Seq. ID 

Gene No. 30681 Strand 

Start 7878 End 

Name OJ990427_26 . 9922 . C7 . o3 . tw Method 

Start 221 End 

GI none Score 

Exons 221. .499, 222. .482, 224. .499, 508. .564, 508 

S46..584, 550. .585, 550. .585 



OJ990427_26. 9922.C7 
8496 

TBLASTX: Wheat ' 
585 
402 

576, 510.. 566, 



Seq. No. 14354 
Gene No. 30681 
Start 7878 

Name OJ990427_26 . 9922 . C7 . ol . tm 

Start 373 
GI none 
Exons 373. 

1057 

1161 

1499 

1784 



135, 374.. 808, 375, 
,1110, 1058. .1108, 
,1475, 1161. .1439, 
1738, 1514. .1735, 
1846, 1785.. 1865, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1019, 391.. 1038, 
1071. .1115, 1123. 
1167. .1205, 1213. 
1755. .1772, 1756. 
1836. .1889, 1839. 



OJ990427 26. 9922. C7 



8496 

TBLASTX: Maize 
1889 
78 

508. . 1038, 956. . 1039, 
1203, 1150. .1428, 
1491, 1413. .1463, 
1827, 1783. .1866, 
1889 



Seq. No. 
Gene No. 
Start 



14354 
30681 
7878 



Seq. ID 

Strand 

End 



OJ990427 26. 9922. C7 



8496 



15086 



Name 

Start 

GI 

Exons 



OJ990427_26 . 9922 . C7 . o5 . tc Method TBLASTX : Cress 

506 End 1026 

none Score 36 

506. .544, 547. .588, 555. .587, 603. .797, 604. .792, 610. .819, 
612. .806, 814. .1026, 822. .1019, 853. .1023 



Seq. No. 14354 

Gene No. 30681 

Start 7878 

Name . OJ990427_26. 9922 . C7 . o2 . tw 

Start ^657 

GI none 

Exons 657.. 1019, 664.. 1038, 665. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_26.9922.C7 
8496 

TBLASTX: Wheat 

1115 

531 



934, 666. .1019, 1040. .1060, 



1058.. 1108, 1071.. 1115, 1071.. 1109 



Seq. No. 


14354 








Seq. ID 


OJ990427 


2 6 . 9922 . C7 


Gene No. 


30681 








Strand 






Start" 


7878 








End 


8496 




Name 


OJ990427 26. 


9922. 


.C7.o7. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


1203 








End 


1406 




GI 


none 








Score 


264 




Exons 


1203 . . 1406, 


1217 , 


. .14 05 










Seq. No. 


14354 








Seq. ID 


OJ990427 


26 . 9922 . C7 


Gene No . 


O C\ C O 1 








Strand 






Start 


*7 o n o 
lo to 








End 


8496 




Name 


OJ990427 26. 


9922 . 


. C7 . 08 . 


ts 


Method 


TBLASTX : 


Soybean 


Start 


1851 








End 


2103 






none 








Score 


84 




Exons 


1851. .1952, 


1858. 


. .1947, 


1859. 


.1951, 1931. .2092, 


1932. .2102, 




1932. .2093, 


1933. 


. .2103, 


2011. 


.2103 






Seq. No. 


14354 








Seq. ID 


OJ990427 


_26.9922.C7 


Gene No. 


30681 








Strand 






Start 


7878 








End 


8496 




Name 


OJ990427 26. 


9922. 


.C7.o7. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1890 








End 


2178 




GI 


none 








Score 


275 




Exons 


1890. .2060, 


1891. 


. .2061, 


1892. 


.2062, 2061. .2177, 


2061. .2177, 




2065. .2178 














Seq. No. 


14354 








Seq. ID 


OJ990427 


_26.9922.C7 


Gene No. 


30681 








Strand 






Start 


7878 








End 


8496 




Name 


OJ990427 26. 


9922, 


,C7.o4. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2058 








End 


2645 




GI 


none 








Score 


100 




Exons 


2058. .2156, 


2059, 


, .2154, 


2133. 


.2288, 2147. .2317, 


2156. .2317, 




2157. .2321, 


2158. 


, .2331, 


2191. 


.2325, 2312. .2353, 


2314. .2358, 




2314. .2358, 


2331. 


, .2390, 


2373. 


.2645, 2402. .2641, 


2427. .2642 



Seq. No. 14354 Seq. ID OJ990427_26 . 9922 . C7 

Gene No. 30681 Strand 

Start 7878 End 8496 

Name OJ990427_26 . 9922 . C7 . olO . tm Method TBLASTX : Mai ze 

Start 2195 End 2457 

GI none Score 144 



15087 




T V T> 

iiiXons 


c. LyZ> * • Z O J. ft , 


91 Q6 

Z ± -7 O . 


99ftft 

• Z Z O 0 , 


9900 
z z u u • 


.2316, 2200.. 2316, 


9901 979Q 




9 77 Q 9 4 7ft 

Z J / .7 . . Z fi OO , 


97ft 7 


94 R7 


97ft 7 


.2436, 2399.. 2437 




Seq. No. 


14354 








Seq. ID 


OJ990427 


26. 9922. C7 


Gene No. 


30681 








Strand 






OLalL 


7 R7 ft 








End 


8496 




Name 


Pi TQQO 4 9 7 9 6 


QQ99 
. y y z z . 


v_ / . OZ . 


U b 


Method 


TBLASTX: 


ooyxjedii 


OlalL 


9 77 7 








End 


3137 




p t 


none 








Score 


960 




Exons 


9 77 7 71 77 


9 7ft n 


7n 66 


94 09 

Z 4 UZ . 


.3130,. 2427 . .3137 




Seq. No. 


14354 








Seq. ID 


OJ990427 


_26.9922.C7 


Gene No. 


30681 








Strand 








7 ft 7 ft 








End 


8496 




Name 


PiTQQ0497 96 
KJU y yKJ H £ f ZD. 


QQ9 9 
. y y z z . 


P7 n4 


Lilt 


Method 


TBLASTX: 


L v Jd IlC 


OLdlL 


94 6R ~~ 
Z ft D D 








End 


2939 




P T 


none 








Score 


719 




U 1 v An o 


94 6R 9 Q7ft 


94 66 


9 Q7Q 
• & y o y f 


9 4 66 

Z 4 D V • 


.2939 






oeq. no. 


1 4 7 R 4 








Seq. ID 


OJ990427 


96 QQ99 P7 

zo.yyzz.L-/ 


Gene No. 


30681 








Strand 






Start 


7878 








End 


8496 




Name 


Pi 7Q QO 4 97 9 6 
UU y y U 4Z / ZD. 


QQ99 
, y y & Z . 


CI nQ 




Method 


TBLASTX: 


Cress 




9 ft ft ft 
Z O O O 








End 


3330 




P T 


none 








Score 


148 




Exons 


9ftftft 70 1 Q 


9 ft ft ft 


70ft 9 
. jU O Z / 


9ft QQ 


.3030, 2901.. 3137, 


9Q01 71 9ft 
Z^Ul. .OJ.ZO, 




71 ftO 7994 
JlOU . . OZ Z 4 , 


79 7 6 
OZ O 0 . 


797 4 
. OZ / 4 , 


794 1 


.3279, 3265.. 3330 




oeq . jno . 


1 4 7 R 4 








Seq. ID 


OJ990427 


96 QQ99 P7 

zd. yyzz .l, / 


bene jno . 


jUDol 








Strand 








7 ft 7 ft 
/ O / O 








End 


8496 




Name 


OJ990427 26. 


.9922. 


C7.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3157 








End 


4719 






none 








Score 


188 




Exons 


7 1 R7 77m 


717 7 


77R7 
. j j j j/ 


71 ft 1 


.3354, 3508.. 3588, 


7R0Q 7R6R 




7 607 77 fl S 


760Q 


4 1 7 R 
. 4 1 f D f 


761 1 


.4165, 3613. .4182, 


767 6 4 1 7 R 




77 4 R 49nn 
O / ft D . . 4Z U U , 


4 719 


4 7RQ 
. ft O D y , 


4 719 
4 O X Z . 


.4353, 4436. .4462, 


447ft 4694 




4 4 7 Q 4 S 6ft 


4 600 

4 D VJ \J • 


4 7 1 Q 
■ 4 f ± y f 


4 697 

4 OZ / • 


.4719 






Seq. No. 


14354 








Seq. ID 


OJ990427 


_26.9922.C7 


Gene No. 


30681 








Strand 






jLdXL 


7 ft7 ft 
/ o / o 








End 


8496 




Name 


O TQQ04 97 9 6 
\joyy\J t ±£i zd. 


QQ9 9 
. y _?z z • 


CI nft 
L f • vJO • 




Method 


TBLASTX: 


Cr es s 




77 7fl _ 








End 


3935 




P T 


none 








Score 


288 






77 7 0 7 Q 7 7 


77 79 
O / oz • 


7Q 7 R 










Seq. No. 


14354 








Seq. ID 


OJ990427 


_26.9922.C7 


Gene No. 


. 30681 








Strand 






otar u 


7 ft 7 ft 
/ O / O 








End 


8496 




Name 


uj y y U4z / zd. 


, y y z z . 


L / . O / . 


tc 


Method 


TBLASTX: 


Cress 


Start 


3936 








End 


4182 




GI 


none 








Score 


313 




Exons 


3936. .4169, 


3937. 


.4182 










Seq. No. 


14354 








Seq. ID 


OJ990427 


_26.9922.C7 


Gene No. 


30681 








Strand 







15088 



Start 


7878 








End 


8496 




Name 


OJ990427 26 


. 9922 . 


C7 .08 . 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


4628 ~ 








End 


4868 




GI 


none 








Score 


72 




Exons 


4628 . .4672, 


4630. 


.4671, 


4673. 


.4867, 


4674. .4868, 


4676. . 4867 


Seq. No. 


14354 








Seq. ID OJ990427 


26. 9922. C7 


Gene No. 


30681 








Strand 






Start 


7878 








End 


8496 




Name 


OJ990427 26 


. 9922 . 


C7 . ol . 


tc 


Method 


TBLASTX: 


Cr es s 


Start 


4805 ~~ 








End 


7451 




GI 


none 








Score 


67 




Exons 


4805. .4858, 


4805. 


.4858, 


4902. 


.4976, 


4910. .4981, 


4911. .4979, 




5017 . .5679, 


5034 . 


. 5150, 


5034 . 


.5681, 


5035. .5673, 


5190 . . 5684 , 




6515. . 6541, 


6612 . 


. 6854 , 


6621 . 


.6647, 


6625. .6855, 


6687 6860, 




6854 . . 6892, 


6867 . 


. 6893, 


6894 . 


.7097, 


6900. .7097, 


6904 7101, 




7133. .7255, 


7162 . 


.7254, 


7254 . 


.7334, 


7254. .7334, 


7366 . .7446, 




7367. .7447, 


7368 . 


.7451, 


7371 . 


.7448 






Seq. No. 


14354 








Seq. ID OJ990427 


26 9922 C7 


Gene No . 


30681 








Strand 






Start 


7878 








End 


8496 




Name 


OJ990427 26 


9922. 


C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4942 








End 


6188 




GI 


none 








Score 


47 




Exons 


4942 . . 4977, 


4949 . 


.4978, 


5007 . 


.5141, 


5007. .5723, 


5008 5673. 




5190. . 5711, 


5700. 


.5762, 


5703 . 


.5762, 


5719. .5763, 


6044 6082. 




6048 . . 6080, 


6089. 


. 6142, 


6090 . 


.6140, 


6144. .6188 




Seq. No. 


14354 








Seq. ID OJ990427 


_26. 9922.C7 


Gene No. 


30681 








Strand 






Start 


7878 








End 


8496 




Name 


OJ990427 26 


9922 . 


C7 . o3. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


5034 ~ 








End 


5678 




GI 


none 








Score 


570 




Exons 


5034 . . 5678, 


5035. 


.5616, 


5208 . 


.5675 






Seq. No. 


14354 








Seq. ID OJ990427 


26 9922 C7 


Gene' No . 


30681 








Strand 






Start 


7878 








End 


8496 




Name 


OJ990427 26, 


9922. 


C7.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6318 








End 


7082 




GI 


none 








Score 


70 




Exons 


6318 . . 6344, 


6350 . 


.6481, 


6351 . 


. 6392, 


6386. .6466, 


6438 6470 




6471 . . 6521, 


6472 . 


. 6522, 


6472 . 


.6522, 


6509. .6580, 


6510 6539 




6514 . . 6591, 


6515. 


. 6580, 


6560 . 


.6670, 


6569. .6931, 


6571 6858, 




6576. .7082, 


6687 . 


. 7082 










Sea No 


14354 








Seq. ID OJ990427 


26 9922 C7 


Gene No 


30681 








Strand 






Start 


7878 








End 


8496 




Name 


OJ990427 26. 


9922. 


C7.o5. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6489 








End 


7165 




GI 


none 








Score 


75 




Exons 


6489. .6539, 


6490. 


.6540, 


6612. 


.6848, 


6621. . 6647, 


6625. . 6855, 




6625. . 6855, 


6687. 


.6860, 


6853. 


.6912, 


6863. .6901, 


6948. .7100, 




6948. .7106, 


6949. 


.7128, 


7139. 


7165 







15089 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14354 
30681 
7878 

OJ990427_26, 

6751 

none 

6751. .6831, 
6831. .6998, 



9922.C7.o4.tw 



6761. 
6833. 



.6829, 6762. 
.7000 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



OJ990427_26.9922.C7 
8496 

TBLASTX: Wheat 

7000 

73 



6830, 6763.. 6831, 6764.. 6832, 



Seq. No. 14354 Seq. ID 

Gene No. 30681 Strand 

Start 7878 End 

Name OJ990427_2 6 . 9922 . C7 . o3 . tc Method 

Start 7536 End 

GI none Score 

Exons 7536.. 7943, 7536.. 7943, 7756.. 7944 



OJ990427_26.9922.C7 
8496 

TBLASTX: Cress 

7944 

424 





Seq. No. 


14354 




Seq. ID 


OJ990427__26. 9922.C7 




Gene No. 


30681 




Strand 






Start 


7878 




End 


8496 




Name 


OJ990427 26.9922.C7.o5.tm 


Method 


TBLASTX: Maize 




Start 


7825 




End 


8139 


.: jr. 


GI 


none 




Score 


513 


. =i 


Exons 


7825. . 


8139, 7827. .8138 






i:ri 
rli 


Seq. No. 


14354 




Seq. ID 


OJ990427_26.9922.C7 




Gene No. 


30681 




Strand 




a 


Start 


7878 




End 


8496 




Name 


OJ990427 26.9922.C7.o4.ts 


Method * 


TBLASTX: Soybean 


: ": 
': z: 


Start 


7835 




End 


8279 


i' i I 


GI 


none 




Score 


106 


\ LI 


Exons 


7835. . 


7936, 7835..8278, 7839. 


.8279, 7840. .8277, 7973. .8278 


r\ 

•ZST 


Seq. No. 


14354 




Seq. ID 


OJ990427_26.9922.C7 




Gene No. 


30681 




Strand 




;s si 


Start 


7878 




End 


8496 


■a: 
t 


Name 


OJ990427 26.9922.C7.o7.gp 


Method 


AAT/GAP 




Start 


7878 




End 


8430 




GI 


2896 1 


.R1084 


Score 


1023 




Exons 


7878. . 


8430 








GI Descrip. 


' 131271/sp | P12157 | PSBB_ORYSA 


2.0e-88 


PHOTOSYSTEM II P680 



CHLOROPHYLL A APOPROTEIN {CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] 1 



Seq.. No. 14354 

Gene No. 30681 

Start 7878 

Name OJ9904 27_2 6. 9922 .C7 . o2 . tc 

Start 7946 

GI none 

Exons 7946. .8161, 7950. .8354, 7950. 

8349. .8489, 8350. .8496 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8351, 



OJ990427 26. 9922. C7 



8496 

TBLASTX: Cress 
8496 
418 
7954. .8310, 



8328. .8495, 



15090 



a 



Seq. No. 


14354 






Seq. ID 


OJ990427_26.9922.C7- 


Gene No. 


30681 






Strand 






7070 






End 


8496 


Name 


uj y yu*t z / ZD. 


qqoo en /-vi 
y yzz . u / . 01 . 


tw 


Method 


TBLASTX: Wheat 




/ y jo 






End 


8388 




none 






Score 


652 


Exons 


7QCQ Q1 CI 


/ y oy . . 0 00 / , 


/ y oy . 


.8387, 8344. .8388 


Seq. No. 


14354 






Seq. ID 


OJ990427 26. 9922. C7 


Gene No. 


30681 






Strand 


- 




7070 






End 


8496 


Naine 


uj y y z / zd. 


QQOO (^"7 ^>Q 

y yzz . / . oy . 


UlTl 


Method 


TBLASTX: Maize 




01/10 






End 


8351 




none 






Score 


82 


Exons 


01/10 Qom 


001 1 Q*3c:i 
OZ 1 1 . . OODXf 


QOI Q 


.8350 




064 . NO . 


1 ft ODD 






Seq. ID 


OJ990427_26. 9922.C8 


f!pnp Mo 
VJCllC LNU • 


3068? 






Strand 


+ 


Start 


1113 






End 


1280 


Name 


OJ990427 26. 


9922.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


1113 






End 


1280 


GI 


LIB3431-017- 


■P1-K1-H4 




Score 


283 


Exons 


1113. . 1280 










GI Descrip. 


' 1173189/sp| 


P12340IRR12 


_MAIZE 


8.0e-18 


CHLOROPLAST 30S RIBOSOMAL 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal protein S12 
mays] >gi_1216141_emb_CAA60309__ (X86563) ribosomal protein 
[Zea mays] 1 



OJ990427 26. 9922. C8 



[Zea 
S12 



14355 Seq. ID 

30683 Strand 
3595 End 4117 

OJ990427_26 . 9922 . C8 . o2 . gp Method AAT/GAP 

3595 End 4117 

uC-osflm202104g03bl Score 1026 

3595. .4117 

' 131211/sp| P19443I PSAJ_MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_90224 l_emb_CAA60305_ (X86563) psaJ [Zea mays] ? 



Seq. No. 14355 

Gene No. 30684 

Start 8682 

Name OJ9904 27_26 . 9922 . C8 . ol . tm 

Start 277 

GI none 
Exons 



OJ990427 26. 9922. C8 



Seq. ID 
Strand 
End 

Method 
End 
Score 

277. .600, 278. .601, 570. .992, 571. .1086, 595. .1080, 1089. .1115, 
1089. .1115, 1093. .1116, 1117. .1161, 1117. .1155, 1148. .1279, 
1148. .1279, 1149. .1280, 1149. .1280, 1153. .1281 



9619 

TBLASTX: Maize 

1281 

522 



Seq. No. 14355 Seq. ID 

Gene No. 30684 Strand 

Start 8682 End 

Name OJ990427_26 . 9922 . C8 . o2 . ts Method 

Start 321 End 

GI none Score 



OJ990427_26.9922.C8 
9619 

TBLASTX: Soybean 

810 

38 



15091 




Exons 321.. 344, 322.. 360, 363.. 554, 382.. 600, 383.. 601, 592.. 801, 

S93..799, 600.. 803, 601. .810 





Seq. No. 


14355 








beq. ID 


OJ990427 


_26. 9922.C8 




Gene No. 


30684 








Strand 








Start 


8682 








bna 


9619 






Name 


OJ990427 26. 


9922 


.C8.o3. 


tc 


Method 


TBLASTX : 


Cress 




Start 


363 








End 


792 






GI 


none 








Score 


154 






Exons 


363.. 587, 382.. 600, 383 


. .601, 


573. .791, 


601. .792 




Seq. No. 


14355 








Seq. ID 


OJ990427 


_26.9922.C8 




Gene No. 


30684 








Strand 








Start 


8682 








End 


9619 






Name 


OJ990427 26. 


9922 


.C8.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


812 








End 


1860 






GI 


none 








Score 


184 






Exons 


812. .961, 813. .959, 814 


. . 9b9 , 


814. .969, 


1120. .1164, 1120. .1 






1149. .1325, 


1166 


. .1300, 


lib / . 


.1328, 1376. .1441, 


1381. . 1434, 






1524. .1595, 


1536 


. .1628, 


1 COT 

lo o 1 . 


.1629, 1570.. 1635, 


1625. .1678, 






1 boZ . . 1 /UU, 


1 roc 

1 boo 


i c *7 Q 

. . 1 b / y , 


1690 . 


.1731, 1695. .1733, 


-\ CCkC. 1*7*51 

X by b . . X / o X , 






1 CQ1 1 TOO 


1 f OD 


. . X / / b, 


i nor 

17 jo . 


.1776, 1737. .1787, 


XoUZ . . loDZf 






lo 1U . . lo bU 
















Seq. No. 


1 A o c c 
14 ODD 








Seq. ID 


OJ990427 


Z b . yyZZ . lo 


U\ 


Gene No. 


*!> n n O A 








Strand 






rii 


Start 


o a o o 
O DOZ 








End 


9619 






Name 


OJ990427 26. 


9922 


.C8.08. 


tm 


Method 


TBLASTX: 


Maize 


l 3 -5 


Start 


1282 








End 


1470 




1 i« 


GI 


none 








Score 


227 




Fj 
i ; _ ; 


Exons 


LZoZ . . 14 4 U, 


1 O O "3 

lZo O 


. . 1 4 oo , 


12o4 . 


.1442, 1442. .1468, 


X 4 4 Z . . X 4 bo , 


t p? 




1 A A A T A T r\ 

14 4 4 .. 14 / U 
















Seq. No. 


14355 








Seq. ID 


OJ990427 


_26. 9922.C8 




Gene No. 


30684 








Strand 








Start 


8682 








End 


9619 






Name 


OJ990427 26. 


9922 


.C8.o9. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1380 








End 


1956 






GI 


none 








Score 


59 




u 


Exons 


1380. .1424, 


1453 


. .1497, 


1 A R "5 
1H D J . 


.1494, 1533. .1595, 


1534 . . 1677, 






1580. .1678, 


1641 


. .1679, 


164 1 . 


.1679, 1684. .1731, 


1684. .1731, 






1695. .1733, 


1735 


. .1767, 


1742 . 


.1768, 1743. .1769, 


1743. . 1769, 






1805. .1852, 


1806 


. .1865, 


1855. 


.1890, 1858. .1887, 


1927. .1956 




Seq. No. 


14355 








Seq. ID 


OJ990427 


_26. 9922.C8 




Gene No. 


30684 








Strand 








Start 


8682 








End 


9619 






Name 


OJ990427 26. 


9922 


.C8.o5. 


4- — 

uC 


Method 


TBLASTX: 


Cress 




Start 


2555 








End 


3488 






GI 


none 








Score 


252 






Exons 


2555. .2653, 


2698 


. .2859, 


2711. 


.2875, 2711. .2875, 


2887. .2979, 






2956. .3003, 


3270 


. .3488, 


3271. 


.3471 








Seq. No. 


14355 








Seq. ID 


OJ990427 


_26. 9922.C8 




Gene No. 


30684 








Strand 








Start 


8682 








End 


9619 






Name 


OJ990427 26. 


9922 


.C8 .o4. 


ts 


Method 


TBLASTX: 


Soybean 



15092 



Start 
GI 

Exons 



2698 
none 

2698. .2859, 2702. .2875, 2706. 

2887. .2949, 2937. .3008, 2944. 

3258. .3488, 3271. .3474, 3271. 

3907. .4059, 3954. .4061 



End 4061 
Score 257 

.2876, 2707.. 2877, 2711. .2875, 
.3006, 2956.. 3000, 2979.. 3035, 
.3501, 3347. .3511, 3907. .4059, 



Seq. No. 14355 

Gene No. 30684 

Start 8682 

Name OJ990427_2 6 . 9922 . C8 . 06 . tm 

Start 3300 

GI none 

Exons 3300.. 3536, 3300.. 3494, 3304, 
3579. .3647 



OJ990427_26.9922.C8 
9619 

TBLASTX: Maize 

3647 

306 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3504, 3338.. 3547, 3554.. 3637, 



Seq. No. 14355 

Gene No. 30684 

Start . 8682 

Name OJ990427_26 . 9922 . C8 . o4 , 

Start . 3820 

GI none 
Exons 



tm 



Seq. ID OJ990427_26.9922.C8 
Strand 
End 

Method 
End 
Score 



9619 

TBLASTX: Maize 

4136 

455 



3820. .4134, 3820. .4134, 3827. .4135, 3954. .4136 



IU 



w 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14355 Seq. ID 

30684 Strand 
8682 End 
OJ990427_26 . 9922 . C8 . 06 . tw Method 
3832 End 
none Score 

3832. .4107, 3847. .4113, 3869. .4117, 

4160. .4219, 4161. .4220 

14355 Seq. ID 

30684 Strand 
8682 End 
OJ990427_26 . 9922 ..C8 . 08 . tc Method 
38 98 End 
none Score 

3898. .4056, 3911. .4057, 3954. .4058 



OJ990427_26.9922.C8 
9619 

TBLASTX: Wheat 
4220 
359 

4140. .4178, 4142. .4219, 



OJ990427_26.9922.C8 
9619 

TBLASTX: Cress 

4058 

219 



Seq. No. 14355 
Gene No. 30684 
Start 8682 

Name OJ990427_26 . 9922 . C8 . o2 . tm 

Start 4682 
GI none 

Exons 4682. .4897, 4688. .4894, 4689. 

4949. .4978, 4959. .5012, 4960. 
5030. .5200, 5194. .5280, 5196. 
5253. .5402, 5267. .5425 



Seq. ID 
Strand 
End 

Method 

End 

Score 
,4895, 
.4986, 
.5279, 



OJ990427 26. 9922. C8 



9619 

TBLASTX: Maize 
5425 
351 

4855..4962, 4893. 
4981.. 5013, 5028. 
5249.. 5398, 5253. 



4961, 
5198, 
5393, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



14355 
30684 
8682 

OJ990427 
4741 



26.9922.C8.o5.ts 



Seq. ID 

Strand 

End 

Method 
End 



OJ990427_26.9922.C8 
9619 

TBLASTX: Soybean 
4956 



15093 



GI 

Exons 



none Score 
4741. .4896, 4742. .4897, 4891. .4956 



219 



Seq. No. 14355 

Gene No. 30684 

Start 8682 

Name OJ990427_26 . 9922 . C8 . 06. tc 

Start 4756 - 

GI none 

Exons 4756.. 4881, 4760.. 4870, 4891. 
5031. .5096 



OJ990427_26.9922.C8 
9619 ■ 

TBLASTX: Cress 

5098 

172 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4956, 4891. .4953, 5012. .5098, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14355 
30684 
8682 

OJ990427_26. 

4991 

none 

4991. .5167, 
5157. .5276, 
5318. .5395, 
5458. .5580, 



9922.C8.o2.tw 



4992. 
5264. 
5318. 
5459. 



.5162, 
.5314, 
.5395, 
.5587, 



5155. 
5266. 
5319. 
5487. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5268, 
.5343, 
.5402, 
.5582 



OJ990427_26.9922.C8 
9619 

TBLASTX: Wheat 
5587 
168 

5155. .5280, 5156.. 5281, 
5266. .5313, 5268.. 5315, 
5393. .5434, 5458. .5583, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14355 
30684 
8682 

OJ990427_26. 9922.C8.o9.tm 
5767 
none 
5767. 
5958. 
6036. 



,5844, 5780. .5842, 5874. 
,6020, 5960. .6025, 5997. 
,6092, 6097. .6153, 6099. 



14355 
30684 
8682 

OJ990427_2 6.9922.C8.o5.tw 

5949 

none 

5949.. 6074, 5952-. .6095, 5974. 
6276.. 6350, 6299. .6349, 6300. 



Seq. ID OJ990427_26. 9922.C8 
Strand 

End . 9619 

Method TBLASTX : Mai ze 

End 6175 

Score 80 

.5951, 5879. .5950, 5955. .6017, 
.6038, 6032. .6124, 6032.. 6091, 
.6152, 6104. .6157, 6104. .6175 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 26. 9922. C8 



9619 

TBLASTX: Wheat 
6350 
148 

,6120, 6114. .6329, 6114. .6317, 
, 6350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No, 
Start 
Name 
Start 



14355 
30684 
8682 

OJ990427_26 . 9922 . C8 . o2 . tc 
6205 
none 
6205. 
6312. 
6596. 



,6276, 6210. .6272, 6279. 
6593, 6316. .6588, 6324. 
6724, 6725. .6781, 6726. 



14355 
30684 ' 
8682 

OJ990427_2 6. 9922.C8.ol0.tm 
6211 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 26. 9922. C8 



9619 

TBLASTX: Cress 
6783 
59 

6308, 6280.. 6312, 6307. 
6590, 6594.. 6722, 6595. 
6782, 6726.. 6782, 6730. 



,6588, 
, 6723, 
,6783 



Seq. ID 

Strand 

End 

Method 
End 



OJ990427_26.9922.C8 
9619 

TBLASTX: Maize 
6363 



15094 




P.T 


none 








Score 


79 


Exons 


691 1 69S9 


691 1 
D^ll . 


69RS 

. . Dt JJ; 




.6308, 6255.. 6308, 6256.. 6309, 




69R6 631 S 


6994 


6^69 


6^09 


.6361, 6310.. 6363, 6316.. 6363 


Seq. No. 


14355 








Seq. ID 


OJ990427_26.9922.C8 


Gene No. 


30684 








Strand 


- 




ft 6ft 9 








End 


9619 


Name 


nTQQH497 96 


QQ99 


Pft r^l 


L W 


Method 


TBLASTX: Wheat 


O Lai L 


64 9ft _ 








End 


6870 




none 








Score 


640 


Exoos 


649fi 6ft6ft 


64 

D4 JU , 


6ft7 n 

, . DO /U/ 


64 4 4 

O 4 4 4 . 


.6869 




Seq. No. 


14355 








Seq. ID 


OJ990427_26.9922.C8 


Gene No. 


30684 








Strand 




O Lai L 


ft 6ft 9 








End 


9619 


Name 


Pi TQQD4 97 9 6 


QQ99 


PP. ^4 


4- « 
LO 


Method 


TBLASTX: Cress 




/T O O O 








End 


7159 


r; t 
o J. 


none 








Score 


68 




6ft99 6R7S 


6ft 94 

UOZ4 . 


6ft7 4 

. O O / 4 , 


6Q1 4 

O -L 4 . 


.7156, 6914. .7159 


oeq . lmo . 


1 ziocr 
14 JJJ 








Seq. ID 


OJ990427_26.9922.C8 


Gene No. 


30684 








Strand 




Start 


8682 








End 


9619 


Name 


D.TQQ0497 96 


QQ99 


Pft n R 
OO . UD . 


LIU 


Method 


TBLASTX: Maize 


o tar l. 










End 


7105 


PT 


none 








Score 


110 


Exons 


6ft99 6ftQfl 


6R 9 "3 


6ft ft ft 
. 0 O O 0 , 


6ft 9 4 
DO Z 4 . 


.6889, 6835. .6891, 6851. .7105, 




6ft Qf) 7 1 0 R 

DO 5U • • f 1UJ 












Seq. No. 


14355 








Seq. ID 


OJ990427_26.9922.C8 


Gene No. 


30684 








Strand 




O Lai. L 


ft 689 








End 


9619 


Name 


r>.TQQH497 96 


QQ99 
3-?zz . 


Pft o4 

Ly 0 .04 • 


L W 


Method 


TBLASTX: Wheat 


Of- -a >-+- 


7 Q7 ft _ 








End 


8305 


riT 










Score 


473 




7Q7ft ft99ft 


7 Q7 ft 
/ / o • 


ft 9Qft 


ft 04 9 


.8305 




Seq. No. 


14355 








Seq. ID 


OJ990427_26.9922.C8 


Gene No. 


30684 








Strand 




0 4-3 -rt" 


ft 6R9 








End 


9619 


Name 


OTQQ0497 96 
VJU .7 Z7U 4 Z / ZO. 


QQ9 9 
!?yZZ . 


pft ^ 1 


L S 


Method 


TBLASTX: Soybean 


O LaiL 


ft Hft ^ ~~ 
QUO J 








End 


9619 


pt 










Score 


1230 


Exons 


ftflft^ QD66 


ftnft 4 


Q067 


ft ft 64 
O 0 O 4 . 


.9073, 9294. .9599, 9302. .9619 


C d NT /-\ 

oeq ■ lno . 


i ntc; 

14 J J J 








Seq. ID 


OJ990427_26.9922.C8 


Gene No. 


30684 








Strand 




Start 


8682 








End 


9619 


Name 


n TQQH4 97 9 6 


QQ99 


Pft n, 1 


+- r* 

1_ C 


Method . 


TBLASTX: Cress 


OLarL 


ft 1 9 ^ ' 
Old J 








End 


9389 


P T 


none 








Score 


80 


Exons 


8123. .8173, 


8125. 


.8181, 


8125. 


.8181, 8278. .9066, 8287. .9087, 




8864. .9073, 


9309. 


.9389, 


9317. 


.9388 




Seq. No. 


14355 








Seq. ID 


OJ990427_26. 9922.C8 


Gene No. 


30684 








Strand 




Start 


8682 








End 


9619 



15095 






Name 


r\ Toon / 07 oc qqoo /"*q 4- t > 


Method 


TOT ACTV . T«7 V-< -i 4- 

i niiAb I a : wneat 




Start 


Q A O A 


bna 


Q R A 1 




GI 


none 


Score 


±o / 




Exons 


o4Z4 . .O04U, o4^0. .OD41, o4^D. 








Seq. No. 


14355 


Seq. ID 


OJ990427_26.9922.C8 




Gene No. 


30684 


Strand 






Start 


o c o o 
O DO^ 


hnd 


y biy 




Name 


niQon/ioi oc qqoo r"Q r^n -j-™ 

ujyyu4z/ zb. yy^zi.Lo .o/.tm 


Metnoa 


I dJjAo i a : Max ze 




Start 




hna 


o / bb 




GI 


none 


Score 


OQ A 
4 




Exons 


o c no o T a c ocno ot^t^t o c: o (I 

ooyo . .o /oo, ooyy..o/bo, ooyy . 








Seq. No. 




oeq . iu 


r^TQQn/tO*7 QQOO r'Q 

ujyyu^z/ zb . yyzz . to 




Gene No . 


*}r\co A 
JUbo4 


Strand 






o car l 


8682 


End 


9619 




Name 


OJ990427 26.9922.C8.o3.gp 


Method 


AAT/GAP 




b tar t 


8682 


End 


9123 




GI 


uC-osflM202092b08bl 


Score 


831 




Exons 


8682. .9123 








GI Descrip. 


*118048/sp|P07888|CYF ORYSA 5 


,0e-65 APOCYTOCHROME F PRECURSO: 






>gi 65615 pir CFRZ plastoquinol--plastocyanin reductase (EC 






1.10.99.1) cytochrome f precursor - rice chloroplast 


j"i 




>gi 12000 emb CAA33961 (X15901) cytochrome f [Oryza sativa] 






>gi_226621j?rf 1603356AU cytochrome f 


[Oryza sativa] 1 


en 
r li 


Seq. No. 


14355 


Seq. ID 


OJ990427_26.9922.C8 




Gene No. 


30684 


Strand 




■as? 


Start 


8682 


End 


9619 


Ul 


Name 


OJ990427 26.9922.C8.o3.tm 


Method 


TBLASTX: Maize 


. »i 


Start 


8766 


End 


9246 


! ! : 
: 5tr 


GI 


none 


Score 


586 


13 


Exons 


8766. .9209, 8766. .9206, 8767. 


.9210, 8864. .9211, 9200. .9244, 


c:i 




9208.. 9246, 9210.. 9245 








Seq. No. 


14355 


Seq. ID 


OJ990427_26.9922.C8 




Gene No . 


30684 


Strand 






Start 


8682 


End 


9619 


:- c i 
: ; 


Name 


OJ990427 26.9922.C8.o3.tw 


Method 


TBLASTX: Wheat 


r s i 


btart 


8872 


End 


9298 






none 


Score 


195 




Exons 


8872.. 8997, 8873.. 8992, 8875. 


.8994, 8999.. 9100, 8999.. 9187, 






9000.. 9212, 9001.. 9192, 9127. 


.9252, 9148.. 9267, 9197.. 9268, 






9207.. 9284, 9258.. 9296, 9262. 


.9297, 9272.. 9298 




Seq. No. 


14355 


Seq. ID 


OJ990427_26.9922.C8 




Gene No. 


30684 


Strand 






Start 


8682 


End 


961? 




Name 


OJ990427 26.9922.C8.o7.tc .. 


Method 


TBLASTX: Cress 




Start 


9390 


End 


9607 




GI 


none 


Score 


155 




Exons 


9390. . 9605, 9392. . 9607 








Seq. No. 


14356 


Seq. ID 


OJ990427_26.9922.C9 




Gene No. 


30685 


Strand 


+ 




Start 


8 


End 


544 




Name 


OJ990427 26. 9922.C9.ol.gp 


Method 


AAT/GAP 



15096 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8 End 54 4 

2653_1.R1084 Score 1031 

8. .544 

, 11998/emb|CAA33959| 5.0e-35 (X15901) ORF85 [Oryza sativa] 
>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] ' 



14.356 Seq. ID 

30686 Strand 

5102 End 

OJ990427_26 . 9922 . C9 . o5 . gp Method 

5102 End 

uC-osflM202083hl2bl Score 
5102.. 5618 

'552857 3.0e-25 (M31464) atpB gene product [Oryza sativa] 1 



OJ990427_26.9922.C9 
+ 

5618 
AAT/GAP 
5618 
968 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_ 
+ 

9430 
AAT/GAP 
9430 
1911 



26. 9922. C9 



14356 
30687 
8461 

OJ990427_26.9922.C9.o6.gp 
8461 

2409JL.R1084 
8461. .9430 

, 128690/sp|P12126|NU3C_ORYSA 2.0e-56 NADH- PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 



14356 Seq. ID 

30688 Strand 

11481 End 

OJ990427_26. 9922 .C9.o7.gp Method 

11481 End 

56420_1.R1084 Score 
11481. .11538 

1 2979562 2.0e-16 (AC003680) unknown protein [Arabidopsis 
thaliana] >gi_3386623 (AC004665) unknown protein [Arabidopsis 
thaliana] ' 



OJ990427_26. 9922.C9 
+ 

11538 
AAT/GAP 
11538 
87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14356 Seq. ID OJ990427_26 . 9922 . C9 

30689 Strand + 

13271 End 13386 

OJ990427_26. 9922.C9.o8.gp Method AAT/GAP 

13271 End 13386 

LIB3431-013-P1-K1-B3 Score 181 

13271. .13386 

, 6002093/emb|X84149.1|CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4 1 



14356 Seq. ID 

30690 Strand 

20267 End 
OJ990427_26. 9922.C9.olO.gp Method 

20267 End 

uC-osf Icyp021gl0bl Score 
20267. .20697 



OJ990427_26. 9922.C9 
+ 

20697 
AAT/GAP 
20697 
766 



15097 



GI Descrip. ' 131148/sp | P12156 | PSABJDRYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photosystem I 

P700 apoprotein A2 - rice chloroplast >gi_11981_emb_CAA33995_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

[Oryza sativa] 1 

Seq. No. 14356 Seq. ID OJ990427_26 . 9922 . C9 

Gene No. 30691 Strand 

Start 548 End 1171 

Name OJ990427_26 . 9922 . C9 . o2 . gp . Method AAT/GAP 

Start 548 End 1171 

GI 7528_2.R1084 Score 1143 

Exons 548.. 1171 

GI Descrip. ' 140291/sp | P12206 | YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_8254 l_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] 1 



Seq. No. 14356 

Gene No. 30692 

Start 2987 

Name OJ990427_26 . 9922 . C9 . o3 . gp 

Start 2987 

GI 14384_1.R1084 

Exons 2987.. 3015, 3101.. 3812 
GI Descrip. ' 588172 6/dbj | BAA84 4 17 . 1 | 3, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_26.9922.C9 

3812 
AAT/GAP 
3812 
1358 



subunit '[Arabidopsis thaliana] 1 



0e-24 (AP000423) RNA polymerase alpha 



Seq. No. 14356 

Gene No. 30693 

Start 3909 

Name OJ990427_2 6 . 9922 . C9 . o4 . gp 

Start 3909 

GI 24824_1.R1084 

Exons 3909.. 4638 

GI Descrip. '476752 5.0e-87 
>gi_1583954_prf 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_26.9922.C9 

4638 
AAT/GAP 
4638 
1379 



(L24073) rubisco 
2121489A 



large subunit [Oryza sativa] 



RuBisCO:SUBUNIT=large: ISOTYPE=truncated [Oryza sativa] 



Seq. No. 14356 

Gene No. 30694 

Start 17063 

Name OJ990427_2 6 . 9922 . C9 . o9 . gp 

Start 17063 

GI uC-osflM202088b07al 

Exons 17063. . 17321 

GI Descrip. ' 11957/emb | X15901 I CHOSXX 2. 

. genome 1 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 17321 

Method AAT/GAP 

End 17321 

Score 514 



0e-52 Rice complete chloroplast 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ9904 27_2 6. 9922 .C9.o9. tm 

Start 227 

GI none 
Exons 



Seq. ID OJ990427 26. 9922. C9 



Strand 
End 

Method 

End 

Score 



23390 

TBLASTX: Maize 

824 

39 



227. .259, 235. .255, 251. .298, 252. .296, 294. .317, 295. .318, 



15098 





404. .808, 404. .805, 406 






TQO q O A 

i yz . . oZh 


Seq. No. 


14356 






beq. ID 


cjjyyu4^/ ^o.yy^^.cy 


Gene No. 


30695 






Strand 




Start 


22934 






End 


23390 


Name 


OJ990427 26. 


9922.C9.ol4 


. ts 


Method 


TBLASTX : Soybean 


Start 


404 






End 


2128 


GI ? 


none 






Score 


56 


Exons 


404. .481, 422. .481, 503 


C C Q 

. . ooy , 


508. .570, 


508. .567, 590. .805, 




593.. 805, 636.-839, 790 


. . o Jl , 


827. .988, 


843. .983, 1310. .1447, 




1348. .1434, 


1349. .1435, 


T *3 CL C. 

1 Job . 


.1445, 1907.. 2128, 1950. .2069 


Seq. No. 


14356 






Seq. ID 


OJ990427_26.9922.C9 


Gene No. 


30695 






Strand 




Start 


22934 






End 


23390 


Name 


OJ990427 26. 


9922.C9.o6. 


tc 


Method 


TBLASTX: Cress 


Start 


421 






End 


982 


GI 


none 






Score 


109 


Exons 


421. .510, 422. .505, 489 


. . DO / , 


491. .979, 


492. .980, 497. .982 


Seq. No. 


14356 






Seq. ID 


OJ990427_26.9922.C9 


Gene No. 


oUbyo 






Strand 




Start 


22934 






End 


23390 


Name 


OJ990427 26. 


9922.C9.ol2 


. tm 


Method 


TBLASTX: Maize 


Start 


1063 






End 


1493 


GI 


none 






Score 


95 


Exons 


1063. . 1152, 


1077. .1148, 


i r\ i o 

10 /o . 


.1155, 1079.. 1177, 1125.. 1211, 




1145. . 1216, 


1145. . 1213, 


1 1 /IT 

114 / . 


.1224, 1197.. 1310, 1212.. 1310, 




1213. . 1311, 


1231. . 1311, 


1 "3 1 A 


.1487, 1314. .1493 


Seq. No. . 


14356 






Seq. ID 


OJ990427_26.9922.C9 


Gene No . 


30695 






Strand 




Start 


22934 






End 


23390 


Name 


OJ990427 26. 


9922.C9.o22 


. tm 


Method 


TBLASTX: Maize 


Start 


2132 






End 


2877 


GI 


none 






Score 


153 


Exons 


2132. .2194, 


2726. .2818, 


Z 1 Zo . 


.2832, 2746. .2832, 2817. .2849, 




2818. .2850, 


2825. .2875, 




.2871, 2845. .2877. 


Seq. No. 


14356 






Seq. ID 


OJ990427_26.9922.C9 


Gene No. 


30695 






Strand 




Start 


22934 






End 


23390 


Name 


OJ990427 26. 


9922. C9. oil 


4- m 

. tm 


Method 


TBLASTX: Maize 


Start 


3017 






End 


3553 


GI 


none 






Score 


75 


Exons 


3017. .3076, 


3019. .3072, 


olo4 . 


.3528, 3184. .3531, 3194. .3553, 




3338. .3544 










Seq. -No. 


14356 ' 






Seq. TD 


OJ990427_26.9922.C9 


Gene No. 


30695 






Strand 






22934 






End 


23390 


Name 


OJ990427 26. 


9922.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3148 






End 


3900 


GI 


none 






Score 


1084 


Exons 


3148. .3894, 


3153. .3899, 


3154 . 


.3900, 3198.. 3899 


Seq. No. 


14356 






Seq. ID 


OJ990427_26.9922.C9 



15099 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
- Start 
Name 
Start 
GI 

Exons 

!"f Seq. No. 
,'\ Gene No. 
Start 
Name 
Start 
GI 

Exons 



! U 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



30695 
22934 

OJ990427_26. 

3164 

none 

3164. .3265, 

14356 
30695 
22934 

OJ990427_26. 

3516 

none 

3516. .3662, 

14356 
30695 
22934 

OJ990427_26. 

3606 

none 

3606. .3875, 

14356 
30695 
22934 

OJ990427_26. 

3898 

none 

3898. .3948, 

14356 
30695 
22934 

OJ990427_26. 

3968 

none 

3968. .4483, 

14356 
30695 
22934 

OJ990427_26. 

4043 

none 

4043. .4225, 

14356 
30695 
22934 

OJ990427_26. 

4186 

none 

4186. .4623, 

14356 
30695 



9922.C9.ol5.tc 



Strand 
End 

Method 

End 

Score 



23390 

TBLASTX: Cress 

3433 

343 



3165. .3431, 3166. .3432, 3166. .3432, 3302. .3433 



9922.C9.o20.tc 
3527.. 3661, 3541, 

9922.C9.o20.tm 



Seq. ID OJ990427_26. 9922.C9 
Strand 

23390 

TBLASTX: Cress 
3663 
198 



End 

Method 
End 
Score 
.3663 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 

Method TBLASTX : Maize 

End 3895 

Score 223 



3607. .3894, 3611. .3895, 3612. .3890 



9922.C9.o6.tm 



3904.. 4632, 3946. 



9922.C9.o3.ts 



Seq. ID OJ990427_26.9922.C9 
Strand 

23390 

TBLASTX: Maize 
4644 
54 



End 

Method 
End 
Score 
.4644 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 

Method TBLASTX : Soybean 

End 4 671 

Score 567 



3968. .4648, 3970. .4671, 3985. .4671 



9922.C9.o7.tw 



4045. .4224 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 

Method TBLASTX : Wheat 

End 4225 

Score 266 



9922.C9.o9.tc 



Seq. ID OJ990427_26. 9922.C9 
Strand 

End 23390 

Method TBLASTX : Cress 

End 4 662 

Score 549 
4186. .4626, 4205. .4627, 4278. .4628, 4630. .4662 

Seq. ID OJ990427_26. 9922.C9 
Strand 



15100 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22934 

OJ990427_26.9922.C9.o3.tw 

4226 

none 

4226.. 4651, 4227.. 4409, 4228. 
4664.. 4738, 4694.. 4792, 4701. 
4783.. 4911, 15806.. 15877 

14356 
30695 
22934 

OJ990427_26.9922.C9.ol7.tm 

4645 

none 

4645. .4770, 4647. .4772, 4737. 
4767. .4844, 4790. .4846, 4831. 



End 

Method 

End 

Score 



23390 

TBLASTX: Wheat 

15877 

265 



.4680, 4228. .4680, 4272. .4700, 
4763, 4750. .4911, 4766. .4909, 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 
Method TBLASTX : Mai ze 
End 4954 
Score 130 

.4841, 4745. .4855, 4747. .4842, 
.4950, 4832. .4954 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_26 . 9922 . C9 . o5 . ts 

Start 4894 

GI none 

Exons 4894.. 4950, 5384.. 5977, 5385. 
5719. .5979 



Seq. ID OJ990427_26. 9922.C9 
Strand 

End 23390 

Method TBLASTX : Soybean 

End 5979 

Score 884 

.5978, .5628. .5978, 5707. .5979, 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_26 . 9922 . C9 . o5 . tw 

Start 5079 

GI none 

Exons 5079.. 5288, 5079.. 5291, 5080, 
5290.. 5364, 5300.. 5410, 5362, 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 
Method TBLASTX : Wheat 
End 5511 
Score 308 

.5301, 5113. .5292, 5279. .5365, 
,5511, 5372. .5509, 5416. .5511 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ9904 27_26 . 9922 . C9 . o21 . tm 

Start 5096 

GI none 

Exons 5096.. 5152, 5097.. 5150, 5100. 

5149. .5286, 5149. .5286 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 

Method TBLASTX: Maize 

End 5286 

Score 68 

.5156, 5124. .5285, 5147. .5284, 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_2 6 . 9922 . C9 . ol8 . tm 

Start 5287 

GI none 

Exons 5287.. 5304, 5309.. 5338, 5309. 



Seq. ID OJ990427_26. 9922 .C9 
Strand 

End 23390 

Method TBLASTX : Mai ze 

End 5540 

Score 35 

.5338, 5329. .5538, 5361. .5540 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ9904 27_26 . 9922 . C9 . ol . tc 

Start 5381 



Seq. ID OJ990427_26. 9922 .C9 
Strand 

End 23390 

Method TBLASTX : Cress 

End 7375 



15101 



GI 


none 








Exons 


djo i . . oyoy , 


ddoZ 


. . bbbo , 


obzo 




cent; clclcc 


b /ZD 


. . booz , 


C~7 1 C 

b /Z b 




"7 H/l 1 ~l 1Qf\ 
/Uftl. . / ZoU/ 


/ U 4 / 


. . / Z Uo , 


/ UD 1 


Seq. No. 


I 4 ODD 








Gene No. 


30695 








Start 


22934 








Name 


uj y yu4 z / z o . 


yyzz 


. . 04 . 


tm 


btart 










GI 


none 








Exons 


C r yi r AC n 

oo4 u . . oyoy , 


c c c o 

oooy 


. . bUoU , 


c o o c 
Doz b 




cr\Q n ccc a 

DUoU . . DDD4 , 


b4 bo 


ccc^ 
. . bb bO , 


b / Z b 


Seq. No. 


1 A "3 c c 

14 Job 








Gene No. 


30695 








Start 


22934 








Name 


uj y yu4 z / zo. 


yyzz , 


. c.y . o 4 . 


tw 


Start 


oboo 








GI 


none 








Exons 


r/*r r C Q *1 O 

oboo . . o y lo , 


obbo , 


c o o o 

. . oyjz , 


c n a o 

094 3 




bU / o . . bo4 4 , 


bUoU , 


a a q 
. . bo4 y 




Seq. No. 


14 Jo b 








Gene No. 


30695 








Start 


22934 








Name 


uj y y U4 z / z o . 


yyzz , 


. uy . oz . 


ts 


Start 


oybu 








GI 


none 








Exons 


oyyu . . bbz4 , 


oyoz , 


CCCti 

. . bbbo , 


bU4 4 




cn o c Ti on 
b/Zb. . /iyu, 


O/jU. 


. . / 1 y / , 


bo yz 


Seq. No. 


14356 








Gene No. 


30695 








C+- a v>+- 


zz y o4 








Name 


uj yyu4z/ zb. 


yyzz . 


. Gy . Oo . 


tw 


Start 


b4 Jo 








GI 


none 








Exons 


% CA "7Q CCCt* 

b4 do . . bbbo , 


£ /I C 1 

b4 bi . 


'CCC A 

. . b b b4 , 


cn o c 
b / Z b 


beq. No. 


1 A O C C 

14 Job 








Gene No. 


30695 








Start 


22934 








Name 


uj yyu4z/ zb. 


QQOO 

y yzz . 


. Gy . oi o 


. Lltl 


Start 


by do 








GI 


none 








Exons 


bybo . . /Uuo , 


byoy , 


t n o i 

, . /0z / , 


c c\ o c 

byyo 




/ Ulz . . / oUz , 


lone 

/ zuo . 


, . / d4 Z 




Seq. No. 


14 3d b 








Gene No . 


ju by o 








Start 


22934 








Name 


OJ990427 26. 


9922. 


,C9.o8 . 


tm 


Start 


7510 








GI 


none 








Exons 


7510. .7575, 


7560. 


, .7814, 


7607, 




7810. .8142, 


7811. 


.8140 





Score 1992 

.6419, 5707. .6639, 6044. .6664, 

.7070, 6726.. 7049, 7037.. 7120, 

.7281, 7051. .7215, 7205.. 7375 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 26. 9922. C9 



23390 

TBLASTX: Maize 
6854 
591 

6068, 6069.. 6665, 6069.. 6425, 
6854, 6727.. 6849 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 

Method TBLASTX : Wheat 

End 6350 

Score 321 

.5981, 5988.. 6050, 6069.. 6350, 



Seq. ID OJ990427_26. 9922.C9 
Strand 

End 23390 

Method TBLASTX : Soybean 

End 7281 

Score 1109 

.6664, 6505.. 6666, 6726.. 7280, 
.7281, 7205.. 7279 

Seq. ID OJ990427_26. 9922.C9 
Strand 

End 23390 

Method TBLASTX : Wheat 

End 6822 

Score 269 
.6821, 6727.. 6822 

Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 

Method TBLASTX : Maize 

End 7342 

Score 72 

,7120, 7011. .7229, 7012. .7341, 



Seq. ID OJ990427_26. 9922.C9 
Strand 

End 23390 

Method TBLASTX : Mai ze 

End 8142 

Score 51 

,7813, 7808. .7861, 7809. .8141, 



15102 



Seq. No. 14356 
Gene No. 30695 
Start 22934 

Name OJ990427_26 . 9922 . C9 . ol5 . 

Start 7650 
GI none 

Exons 7650.. 7715, 7658.. 7717, 

7914. .7949, 7914. .7949, 
7997. .8110, 8029. .8127, 
8161.. 8235, 8169.. 8255, 
8215. .8319, 8231. .8317 



ts 



7661. 
7951. 
8037. 
8173. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7732, 



OJ990427 26. 9922. C9 



23390 

TBLASTX : Soybean 
8319 
83. 

7788. .7820, 7790. .7819, 
,8019, 7959. .7991, 7973. .8044, 
,8111, 8046. .8180, 8133. .8162, 
,8247, 8199. .8318, 8214. .8279, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14356 Seq. ID 

30695 Strand 

22934 End 

OJ990427_26.9922.C9.ol7.tc Method 

7742 End 

none Score 



OJ990427_26. 9922.C9 
23390 

TBLASTX: Cress 

8298 

44 



7742. .7780, 7790. .7819, 7826. .8050, 7887. .7952, 7937. .8044, 
8037. .8099, 8058. .8096, 8127. .8177, 8158. .8235, 8163. .8234, 
8173. .8235, 8229. .8270, 8229. .8279, 8230. .8298, 8231. .8296 



en 



U Seq. No. 
ul! Gene No. 
Start 
Name 
Start 
GI 

Exons 



"•i 

H 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14356 
30695 
22934 
OJ9904 
8227 
none 
8227. . 
8387. . 
8530. . 
8644 . . 
8728. . 
8913. . 
9449. . 
9958. . 
10170. 
10869. 
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8340, 8228.. 8338, 8319 
8509, 8401.. 8502, 8436 
8577, 8532.. 8594, 8624 
8697, 8645.. 8692, 8668 
8910, 8743.. 8910, 8754 
9413, 9124.. 9435, 9418 
9973, 9587.. 9970, 9939 
10122, 9959.. 10129, 10 
.10805, 10808.'. 10876, 
.10928, 10878. .10928, 



14356 
30695 
22934 

OJ9904 27_26. 9922. C9. oil. tc 
9011 
none 

9011. .9361, 9013. .9078, 9015. 
9378. .9410 



Seq. ID 

Strand 

End 

Method 
End 
Score 
..8345, 8 
..8558, 8 
..8647, 8 
..8697, 8 
..8915, 8 
..9969, 9 
. .10130, 
134. .1017 
10809. .10 
10879. . 10 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427J26. 9922.C9 
23390 

TBLASTX: Maize 
10929 
175 

340. .8402, 8342. .8401, 
481. .8525, 8530. .8592, 
625. .8651, 8640. .8696, 
674. .8718, 8727. .8909, 
912. .9118, 8912. .9397, 
438. .9968, 9439. .9969, 
9946.. 10161, 9956.. 10165, 
2, 10152. .10811, 
880, 10837. .10866, 
929, 10879.. 10929 

OJ990427_26.9922.C9 

23390 

TBLASTX: Cress 
9410 
101 



9329, 9017.. 9361, 9154.. 9363, 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name ' OJ9904 27_26 . 9922 . C9 . olO . ts 

Start 9071 

GI none 

Exons 9071.. 9403, 9072.. 9401, 9129.. 9404 



Seq. ID OJ990427_26. 9922.C9 
Strand 

End 23390 

Method TBLASTX : Soybean 

End 9404 

Score 438 



15103 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_26 . 9922 . C9 . o4 . ts 

Start 9406 

GI none 
Exons 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 

Method TBLASTX : Soybean 

End 10090 

Score 584 



9406. .10089, 94 42. .1008 9, 944 9. .10090 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ9904 27_2 6 . 9922 . C9 . o4 . tc 

Start 9441 

GI none 
Exons 



Seq. ID OJ990427_26. 9922.C9 
Strand 

End 23390 

Method TBLASTX : Cress 

End 10158 

Score 333 



9441. .9755, 9442. .9870, 9449. .9871, 9865. .9921, .9866 .. 10132, 
9908. .9979, 9969. .10133, 9970. .10158 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_26 . 9922 . C9 . o2 . tw 

Start 9472 

GI none 

Exons 9472.. 10002, 9473.. 10003 

Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_26 . 9922 . C9 . o7 . ts 

Start 10220 

GI none 
Exons 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 

Method TBLASTX : Wheat 

End 10003 

Score 844 



Seq. ID OJ990427_26. 9922.C9 
Strand 

End 23390 

Method TBLASTX : Soybean 

End 10670 

Score 689 



10220. .10594, 10236. .10670, 10236. .10670 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_26 . 9922 . C9 . o7 . tc 

Start 10245 

GI none 
Exons 



Seq. ID OJ990427_26. 9922.C9 
Strand 

End 23390 

Method TBLASTX : Cress 

End 10722 

Score 703 



10245. .10721, 10247. .10591, 10254. .10721, 10255. .10722, 
10510. .10722 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_26 . 9922 . C9 . o21 . tc 

Start 11523 

GI none 
Exons 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 

Method TBLASTX: Cress 

End 11659 

Score 128 



11523. .1154 6, 11524. .1164 9, 11525. .11656, 11536. .1164 9, 
11543.. 11659 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_2'6 . 9922 . C9 . o7 . tm 

Start 11548 

GI none 



Seq. ID OJ990427_26. 9922.C9 
Strand 

End 23390 

Method TBLASTX : Mai ze 

End 12539 

Score 141 



15104 



Exons 



11548. . 11649, 11549. 

11656. .11724, 11660. 

11692. . 11739, 11733. 

11911. .12003, 11915. 

12006. .12041, 12008. 

12047. . 12277, 12048. 

12271. .12429, 12424. 



,11662, 11552. 

,11737, 11661. 

,11831, 11734. 

,12013, 11919. 

12037, 12037. 

12278, 12258. 

12507, 12426. 



11662, 11589. 

11738, 11661. 

11832, 11792. 

12038, 11922. 

12273, 12038. 

12428, 12270. 
12539 



11663, 
11738, 
11839, 
12014, 
12274, 
12431, 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_2 6. 9922 .C9.o9. tw 

Start 11900 

GI none 

Exons 11900. . 11974, 11900 .. 11986, 11974 
12005. . 12058, 12038. . 12154, 12045 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 26. 9922. C9 



23390 

TBLASTX: Wheat 
12162 
73 

12162, 11998. .12039, 
12155 



CI 

en 

fii 

: ! = : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14356 Seq. ID 

30695 Strand 
22934 End 
OJ990427_26.9922.C9.ol7.ts Method 
11919 End 
none Score 

11919. . 12041, 11922. . 11975, 11923 .. 12015, 

11997. .12047, 12003. . 12.164, 12037 .. 12186, 



OJ990427_26.9922.C9 
23390 

TBLASTX: Soybean 
12186 
82 

11924. .12040, 
12037. .12147 



14356 Seq. ID 

30695 Strand 
22934 End 
OJ990427_26. 9922.C9.o5.tc Method 
12899 End 
none Score 

12899. . 12994, 12908 .. 12994 , 12913 .. 13002, 12915 

12918. . 12995, 13177 .. 13248 , 13200 .. 13247 , 13262 

13266. . 13895, 13266 .. 1388 6, 13267 .. 13896, 13267 



OJ990427 26. 9922. C9 



23390 

TBLASTX: Cress 
13896 
82 



,13034, 
,13396, 
,13893 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_26 . 9922 . C9 . ol9 . tm 

Start 13133 

GI none 

Exons 13133. 

13157. 

. 13248. 



Seq. ID OJ990427_26.9922.C9 
Strand 

End 23390 
Method TBLASTX: Maize 
End 13390 
Score 36 

,13159, 13134. .13157, 13135 .. 13158 , 13155 .. 13277 , 
,13276, 13167. . 13280, 13168 13278 , 13190 .. 13282, 
13388, 13276. . 13389, 13277 .. 13390, 13277. .13390 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_2 6 . 9922 . C9 . 08 . ts 

Start 13168 

GI none 

Exons 13168 .. 13224, 13268 .. 13363, 13269 
13270. .13671, 13276. .13671 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427_26.9922.C9 
23390 

TBLASTX : Soybean 

13671 

41 



,13670, 13269. .13670, 



Seq. No. 
Gene No. 



14356 
30695 



Seq. ID 
Strand 



OJ990427 26. 9922. C9 



15105 



Start 
Name 
Start 
GI 

Exons 



22934 End 
OJ990427_26. 9922.C9.o6. tw Method 
13623 End 
none Score 

13623. .13946, 13624 13917, 13905. 
13906. .13974, 13906. .13986 " 



23390 

TBLASTX: Wheat 
13986 
446 

13961, 13905. .13967, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14356 Seq. ID 

30695 "■ Strand 
22934 End 
OJ990427_26.9922.C9.ol0.tm Method 
13651 End 
none Score 

13651. .13686, 13668 .. 14021, 

13958. .14 044, 14024. .14107, 

14109. .14192, 14110. .14190, 



OJ990427_26. 9922.C9 
23390 

TBLASTX: Maize 
14192 
528 

13678. .14025, 13684 14037, 
14027. .14107, 14050. .14109, 
14111. .14191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14356 
30695 
22934 

OJ990427_26.9922.C9.ol6.tm 
14273 
none 
14273. 
14284 . 
14504 . 



14368, 14282. .14368, 
14373, 14363. .14458, 
14635, 14639. .14659 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14283. .14369, 14283 
14368. . 14616, 14371 



OJ990427 26. 9922. C9 



23390 

TBLASTX: Maize 
14659 
97 

14372, 
14655, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14356 
30695 
22934 

OJ990427_26 . 9922 . C9 . o3 . tm 
14826 



OJ990427 26. 9922. C9 



none 

14826. 

14848. 

15009. 

15630. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

14846, 14827. . 14844, 1484 6 .. 15010, 14847 15011, 
15027, 14849. . 15052, 14975 .. 15631 , 15006. . 15635, 

15628. .15780, 15629. .15694, 



23390 

TBLASTX: Maize 

15982 

35 



15599, 15022. .15630, 



15980, 15645. . 15980, 15734 .. 15982, 15835.. 15981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14356 
30695 
22934 

OJ990427_26. 9922.C9.ol3.ts 

14836 

none 

14836. .14997, 
15090. .15116, 
15183. . 15209, 
15331. .15450, 
15456. . 15512 



14843. . 15010, 
15111. . 15182, 
15243. . 15278, 
15357. .15479, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14844. .15011, 
15124. .15168, 
15245. .15268, 
15451. .15492, 



OJ990427 26. 9922. C9 



23390 

TBLASTX: Soybean 
15512 
225 

15089. .15112, 
15128. .15202, 
15321. .15449, 
15452. .15511, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14356 Seq. ID 

30695 Strand 

22934 end 

OJ990427_26. 9922.C9.ol3.tc Method 

14 841 End 

none Score 



OJ990427_26.9922.C9 
23390 

TBLASTX: Cress 

15575 

201 



14841. .15023, 14841. . 15023, 14851 .. 15030 , 15116 .. 15199, 



15106 



15121. . 15213, 15121. .15201, 15212 15325, 15222 .. 15326, 

15222. . 15338, 15326 154 4 5, 15333 154 4 9, 15334 .. 154 50, 

15334. .15456, 15360 154 91, 15455 15508 , 15456 15491, 

15519. . 15575, 15543.. 15563 



Seq. No. 14356 Seq. ID 

Gene No. 30695 Strand 

Start 22934 End 
Name - OJ990427_26 . 9922 . C9 . ol2 . tc Method 

Start 15641 End 

GI none Score 

Exons 15641. .15988, 15734.. 15991 



OJ990427_26.9922.C9 
23390 

TBLASTX: Cress 

15991 

432 



Seq. No. 14356 Seq. ID 

Gene No. 30695 Strand 

Start 22934 End 

Name OJ990427_26 . 9922 . C9 . ol6 . ts Method 

Start 15851 End 

GI none Score 
Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ990427_26.9922.C9 
23390 

TBLASTX : Soybean 

16841 

187 



15851. 
16685. 



15961, 15851. 
,16840, 16686. 



,15967, 15853. .15969, 16675 .. 16800, 
,16841 



Seq. No. 14356 Seq. ID 

Gene No.. „ 30695 Strand 
Start " 22934 End 

Name OJ990427_26 . 9922 . C9 . ol4 . tm Method 

Start 16322 End 

GI none Score 

Exons 16322. .16372, 16324 

16362. .16412, 16385 

16402. .16521, 16438. .16560, 16510 



.16401, 16325. 
,16510, 16398. 



OJ990427 26. 9922. C9 



23390 

TBLASTX: Maize 
16665 
85 

16408, 16343. .16405, 
16514, 16401. .16508, 
16665, 16510.. 16662 



Seq. No. 14356 Seq. ID 

Gene No. 30695 Strand 

Start 22934 End 

Name OJ990427_26 . 9922 . C9 . ol8 . tc Method 

Start 16459 End 

GI none Score 

Exons 16459. .16497, 164 64 .. 16502 , 16485 

16516. .16560, 16609. .16674, 16618 

16646. . 16783, 16650 .. 167 90 , 16662 



OJ990427 26. 9922. C9 



23390 

TBLASTX: Cress 
16791 
51 

16556, 16486. .16560, 
16671, 16619. .16672, 
16790, 16675. .16791 



14356 
30695 
22934 
OJ99042 
16720 
none 
16720. . 
16801. . 
16913. . 
16988. . 
17124 . . 
17212. . 
17323. . 
17398. . 
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16866, 16727.. 

16872, 16911. 

16993, 16915. 

17044, 17029. 

17174, 17124. 

17328, 17218. 

17400, 17364. 

17850, 17515. 



.16867, 
.16991, 
.16992, 
.17109, 
. 17171, 
. 17334, 
.17420, 
.17850, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16731. .1688 
16911. .1699 
16974. .1704 
17042. . 1714 
17187. .1721 
17220. . 1734 
17370. . 1784 
19771. . 1984 



OJ990427 26. 9922. C9 



23390 

TBLASTX: Mai 

19998 

162 

3, 16734 

1, 16912 

5, 16987 

6, 17043 
6, 17188 

8, 17310 

9, 17397 

2, 19840 



ze 



6871, 
6992, 
7040, 
7132, 
7217, 
7423, 
7849, 
9998 



15107 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_26 . 9922 . C9 . ol6 . tc 

Start 17299 

GI none 

Exons 17299. .17328, 17322 .. 174 05, 
17400. .17567, 17400.. 17567 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427__26.9922.C9 
23390 

TBLASTX : Cress 

17567 

45 



17399. .17560, 17399. .17566, 



Seq. No. 14356 Seq. ID 

Gene No. 30695 Strand 

Start 22934 End 

Name OJ990427_26. 9922 . C9 . o9 . ts Method 

Start 17299 End 

GI none Score 

Exons 17299. .17328, 17381 .. 177 10, 17381. 

17400. .17717, 19771. .19842, 19840. 



OJ990427 26. 9922. C9 



23390 

TBLASTX : Soybean 
19923 
45 

17713, 17382. .17717, 
19923 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_26 . 9922 . C9 . 08 . tc 

Start 1756.8 

GI none 

Exons 17568. .17639, 17634 .. 17780, 
19588. .20013, 19962 .. 20081, 



Seq. ID 
Strand 
End 

Method 
End' 
Score 



OJ990427 26. 9922. C9 



23390 

TBLASTX: Cress 
20082 
56 

19563. .20009, 1 9563 .. 20012 , 
19963. .20082 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ990427_26. 9922 . C9 . ol 1 . ts 

Start 17739 

GI none 

Exons 17739. . 17792, 17859 .. 17975 , 
20073. .20168 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_26.9922.C9 
23390 

TBLASTX: Soybean 

20168 

65 



19923. .20168, 19924 . .20139, 



Seq. No. 14356 

Gene No. 30695 

Start 22934 

Name OJ9904 27_2 6 . 9922 . C9 . ol3 . tm 

Start 17859 

GI none 

Exons 17859. .17975, 17982 .. 18104 , 
19999. .20292, 19999.. 20292 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_26. 9922.C9 
23390 

TBLASTX: Maize 

20292 

74 



17990. . 18082, 19998 20291, 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



Seq. No. 
Gene No. 



14356 
30695 
22934 

OJ990427_26. 9922.C9.o2.tc 

17870 

none 

17870. .19036, 17871. .19073, 



Seq. ID 
Strand 
'End 
Method 
End 
Score 



OJ990427_26.9922.C9 
23390 

TBLASTX: Cress 

21126 

1896 



20086. .20190, 20200 20331 , 



20502. .20654, 20509 20655, 20668 .. 21072 , 20718 .. 21068 , 
20842. .21075, 21079 21123, 21097. .21126 



14356 
30695 



Seq. ID 
Strand 



OJ990427 26. 9922. C9 



15108 






Start 


zzy o4 








Lna zooyu 






Name 


OJ9904 


27 26. 9922. C9. 


06. ts 


Method TBLASTX: 


Soybean 




Start 


17990 








End 20656 






GI 


none 








bcore oo 






Exons 


i / y 9u . 


. lo lUo, 


i / y y i . 


1 O 1 ft A 

. lo 1U4 , 


1 QOI ft 1QOCT ioocn 

I0ZIU..I0ZO/, lozbU 


. . lo4oU, 






lo^ bl . 


1 Oil 

. iy 4 o i , 


ZU 1 / 1 . 


. zUobo / 


ZUlol. .ZUbo4, ZU lol 


ft ft A C O 

. . ZU4 00, 






ZUloz . 


. ZU boo , 


zuoy b . 


. ZUbob, 


ZU4UO. ,zU4oo, ZUoUz 


. . ZU bo4 , 








o ft c c c 

. ZUboo 












Seq. No. 


14 Job 








beq. id ujyyu4z/ 


z b . y yzz 




Gene No. 










Strand - 






Start 


o o n o x 
ZZ9o4 








t-> _ _J TJlftft 

bna Zooyu 






Name 


OJ y 904 


0 1 O ^ ft 

z / z b . y 


yzz . cy . 


ol . tm 


Metnoa TBLAb I A : : 


Mai ze 




Start 


lo l yz 








bna zz lo4 






GI 


none 








Score 225 






Exons 


i o i yz . 


.18431, 


18260. 


. looi y , 


I0Z0Z. . lo4U / , loOoy 


1 Q A O ft 

. . 1 0 4 oU , 






18425. 


. loo OO , 


1 o 4 oo . 


.18842, 


18864. .18908, 18959 


. . 19276, 






18963. 


. i y z / / , 


i y u y o . 


.19277, 


19344. .19424, 19428 


. . 19571, 






T ft / C C 

i y4 oo . 


. i yoo o , 


zuz y o . 


ft ft A ft ft 

. ZU4 UU, 


ZUolU. .ZU4UO, ZUoll 


. . zuoy 1 , 






ZU olo . 


. zUoyo , 


ZUo / U . 


. ZU4 oo , 


ormi oiom omoi 
ZUo/1. .ZiyUo, ZUool 


0 m o a 
. . ZU / o4 , 






ZUoUo . 


. z i y i o , 


zu byi . 


. Z 1 y 4 4 , 


Z144U. .Ziy4U, ziyoo 


O 1 Q Q A 

. . z 1 yy 4 , 






z i y 4 z . 


. ziy 9o , 


z 1 94 9 . 


. z i yy b, 


oonoo oonRyi oomo 
ZZUZo. .ZZU04, ZZUoo 


. . ZZUOO , 


.i S- 




ZZUO b . 


ft ft T C VI 

. Zzlo4 , 


ft O ft C T 

ZZUo / . 


ooi / ft 

. Z Z 1 4 U 






'icr 


Seq. No. 


14 JOD 








tpv ftTftftft^OT 

Seq. ID OJ99U4Z/ 


zb . 99ZZ 


ft 


Gene No . 


oUb9o 








Strand - 






Start 


O O ft O VI 

zzyo4 








End zooyu 




ru 


Name 


OJ9904 


O T O C ft 

z / z b . y 


yzz . uy . 


ol. ts 


Method TBLASTX: 


Soybean 




Start 


18438 








End 22172 




| . i 


GI 


none 








bcore 4io 




! 5=! 


Exons 


1 Q A "3 Q 


. loo 4 Z , 


lo / o / . 


. loooo , 


ioob4. .ibyuo, loyoy 


1 Q 0 n ft 
. . lyouu, 






its y do . 


. i y z / / , 


T ft O -1 /I 

i y O 4 4 . 


T 0. A O /I 

. 1 y 4 Z4 , 


1 QylOO 1 QCT1 T ft A C A 

iy4Zo. . iyo /1, iy4b4 


. . lyooo, 


! y 




i yoo o . 


. i y o / o , 


o n c c: c 
ZU bo b . 


ft T ft ft O 

. z i yuo, 


ftftfCC oiom OHCQ1 

ZUbob. .ziyuo, ZUbyi 


. . z 1 yoo , 






O 1 A A n 

Z 1 4 4 U . 


O 1 AC O 

. z i y oz , 


o o n o £ 


0 0 1 1 O 

. Z Z 1 / z , 


ZZUb4. .ZZ1UO, ZZU/O 


0 0 1 a n 
. . ZZ 1 4 U 


i 


Seq. No. 


14 Job 








r-i _ _ x /^i T ft ft ft A O "7 

Seq. ID OJy9U4z7 


0 *r ft ft 0 0 

zb . yyzz 




Gene No . 


oUb9o 








Strand - 






Start 


22934 








End 23390 






Name 


OJ9904 


o n o a Q 

Z / Z b . y 


ft ft O Q 

yzz . cy . 


o3 . tc 


Method TBLASTX : 1 


Cress 




btart 


i y u / o 








bna Zl i 1 / 




i" "i 


GI 


none 








bcore z4o 






Exons 


i y u / j . 


.19276, 


19074. 


. i yz / / , 


iyj44. .iy4io, iy4zo 


1 QCCQ 

. . 1 yoo y , 






l y4 oo . 


.19553, 


21228. 


ft 1 C ft Q 

. Z 1 bUo , 


zizzy. .zibuy, zizzy 


O 1 C3 Q 

. . z 1 bo y , 






O 1 O "3 1 


.21611, 


21440. 


O 1 C 1 c. 

. Zl bib, 


ZlblU..Zl///, ZlblZ 


. . Z 1 / / b 




Seq. No. 


1 4 -50 b 








r-i _ jn /-n "T ft ft ft O "~7 

Seq. ID OJ9yU4z / 


0 £ ft ft o 0 

z b . yyzz 




Gene No. 


30695 








Strand 






Start 


22934 








End 23390 






Name 


r\ to Q n /I 

uj y y u4 


27 26. 9922. C9. 


oi y . t c 


Metnoa ibLAbiX: 1 


Cress 




Start 


ZU Jo 1 








T-l _ _1 O ft C ft 1 

Ena zUoUl 






GI 


none 








Score 209 






Exons 


20331. 


.20453, 


20332. 


.20454, 


20338. .20499, 20342 


. .20476, 






20343. 


.20501 












Seq. No. 


14356 








Seq. ID OJ990427 


__26.9922 




Gene No. 


30695 








Strand 






Start 


22934 








End 23390 





151 



09 



Name 

Start 

GI 

Exons 



Method TBLASTX : Cress 



OJ9904 27_26. 9922.C9.olO.tc 

21819 End 22500 

none Score 130 

21819. .21929, 21820 .. 21903, 2204 4 .. 22175, 22071. 

22072. .22140, 22189 .. 22389, 22194 .. 22391, 22194. 

22195. .22389, 224 17 .. 22500, 224 19 .. 224 99, 22441. 



.22094, 
.22388, 
.22500 



Seq. No. 14356 
Gene No. 30695 
Start 22934 

Name OJ9904 27_26 . 9922 . C9 . ol4 . tc 

Start 22758 
GI ■ none 

Exons 22758. .22829, 22758 .. 22829, 

22769. .22834, 22961 .. 23197 , 
23005. .23388 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22759 

22962 



OJ990427 26. 9922. C9 



23390 

TBLASTX: Cress 
23390 
85 

22830, 22762. .22830, 
23381, 22962. .23390, 



Seq. No. 14356 Seq. ID OJ990427_26 . 9922 . C9 

Gene No. 30695 Strand 

Start 22934 End 23390 

Name OJ9904 27_26 . 9922 . C9 . oil . gp Method AAT/GAP - 

Start 22934 End 23350 

GI LIB3431-04 0-P1-K2-C1 Score 706 

Exons 22934.. 23350 

GI Descrip. ' 114521/sp I P12084 | ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA .CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] ' 



;J Seq. No. 


14356 




Seq. ID 


OJ990427_26.9922.C9 


;=jj Gene No. 


30695 




Strand 




!. 8 ' start 


22934 




End 


23390 


Name 


OJ990427 26. 


9922.C9.ol2.ts 


Method 


TBLASTX: Soybean 


O Start 


22961 




End 


23390 


\\ GI 


none 




Score 


163 


U ( Exons 

i ■ 


22961. .23194 


, 22961. .23332, 


22968. .23390, 22968.. 23390 


: = E 

Seq. No. 


14357 




Seq. ID 


OJ990427_26. 9922. C10 


\l\ Gene No. 


30696 




Strand 


+ 


C=! Start 


1799 




End 


2344 


Name 


OJ990427 26. 


9922. C10. o3.gp 


Method 


AAT/GAP 


Start 


1799 




End 


2344 


GI 


2135 1.R1084 




Score 


1072 


Exons 


1799. .2344 








GI Descrip. 


'11957/emb|X15901 | CHOSXX 1. 


Oe-159 Rice 


complete chloroplast 




genome 1 








Seq. No. 


14357 




Seq. ID 


OJ990427_26. 9922. C10 


Gene No. 


30697 




Strand 


+ 


Start 


2382 




End 


3347 


Name 


OJ990427 26. 


9922. CIO. o4.gp 


Method 


AAT/GAP 


Start 


2382 




End 


3347 


GI 


2721 1.R1084 




Score 


1793 


Exons 


2382. .3347 








GI Descrip. 


1 114 622/sp| P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN • 



(SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 



15110 



(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] 1 



Seq. No. 14357 Seq. ID OJ990427_26 . 9922 . CIO 

Gene No. 30698 Strand 

Start 1 End 7 4 

Name OJ990427_26 . 9922 . CIO . ol . gp Method AAT/GAP 

Start 1 End 74 

GI LIB3431-040-P1-K2-C1 Score 121 

Exons 1 . . 74 

GI Descrip. ' 114521/sp I P12084 | ATPA_ORYSA 6.0e-53 ATP SYNTHASE 

>gi_67827_pir PWRZA H+-transporting ATP synthase 

alpha chain - rice chloroplast >gi_l 197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] ' 



ALPHA CHAIN 
(EC 3.6.1.34) 



Seq. No. 


14357 


Gene No. 


30699 


Start 


642 


Name 


OJ990427 


Start 


89 


GI 


none 


Exons 


89. .373, 


Seq. No. 


■ 14357 


Gene No. 


30699 


Start 


642 


Name 


OJ990427 


Start 


146 


GI 


none 


Exons 


146. .283, 


Seq. No. 


14357 


Gene No. 


30699 


Start 


642 


Name 


OJ990427 


Start 


334 


GI 


none 


Exons 


334. .1233 



26.9922.C10.o2.tc 



91. .375 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_26. 9922. CIO 
3347 

TBLASTX: Cress 

375 

403 



Seq. ID OJ990427_26. 9922. C10 
Strand 
End 

Method 
End 
Score 



3347 

TBLASTX : Soybean 

333 

160 



146. .283, 154. .285, 155. .283, 289. .333, 290. .331 

Seq. ID OJ990427_26. 9922. C10 
Strand 

End 3347 
9922 . C10 . ol . ts Method TBLASTX : Soybean 
End 3347 
Score 78 

35. .403, 399. .554, 401. .1054, 681. .1244, 1249. .1284, 
1304. .1804, 1306. .1800, 1840. .1881, 1845. .1874, 1963. .1980, 
2065. .2136, 2070. .2129, 2071. .2139, 2159. .2206, 2161. .2208, 
2166. .2201, 2167. .2208, 2227. .2298, 2230. .2274, 2235. .2318, 
2267. .2320, 2305.. 2358, 2306. .2359, 2308.. 2355, 2351. .2422, 
2365.-2424, 2365. .2418, 2366. .2419, 2513. .2686, 2515. .2691, 
2515. .2691, 2516. .2695, 3031. .3072, 3124. .3309, 3126. .3305, 
3126. .3311, 3127. .33.12, 3315. .3347 



Seq. No. 14357 

Gene No. 30699 

Start 642 

Name OJ990427_26 . 9922 . C10 . o4 . tc 

Start 458 

GI none 

Exons 458.. 724, 466.. 723, 546.. 12i 



Seq. ID OJ990427_26. 9922. C10 
Strand 

End 3347 

Method TBLASTX : Cress 

End 728 . 

Score 155 



Seq. No. 



14357 



Seq. ID OJ990427_26. 9922. C10 



15111 



Gene No. 30699 Strand 

Start 642 End 3347 

Name OJ990427_26 . 9922 . CIO . o2 . gp Method AAT/GAP 

Start 642 End 1188 

GI 5005311 Score 1039 

Exons 642.. 1188 

GI Descrip. 114521/sp | P12084 | ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14357 
30699 
642 

OJ990427_26. 9922. C10. ol.tc 

733 

none 



Seq. ID OJ990427_26. 9922. C10 
Strand 
End 

Method 
End 
Score 



3347 

TBLASTX: Cress 

2632 

338 



733. .1230, 734. .1054, 747. .1244, 1297. .1707, 1304. .1708, 
1334. .1708, 2534. .2632, 2534. .2623, 2536. .2631 



Seq. No. 14357 

Gene No. 30699 

Start 642 

Name OJ990427_26 . 9922 . C10 . o3 . tm 

Start 875 

GI none 

Exons 87 5. .94 6, 877. .1188, 1007. .1051 



Seq. ID OJ990427_26. 9922. C10 
Strand 

End 3347 

Method TBLASTX : Maize 

End 1188 

Score 42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14357 
30699 
642 

OJ990427_26. 

1232 

none 

1232. .1294, 
1304. .1834, 
1974 . .2075, 
2067. .2144, 
2223. .2354, 
2362. .2487, 
2447. .2749, 



9922. C10. ol.tm 



1240. 
1802. 
1990. 
2132. 
2223. 
2362. 
2447. 



.1299, 1246. 

.1888, 1837. 

.2103, 1996. 

.2227, 2136. 

.2360, 2233. 

.2475, 2364. 

.2761, 2734. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 26. 9922. C10 



3347 

TBLASTX : Maize 
2898 
62 

1299, 1294. .1575, 1294. .1815, 

2052, 1845. .1991, 1891. .2016, 

2106, 2059. .2136, 2063. .2143, 

2240, 2137. .2241, 2137. .2283, 

2361, 2245. .2361, 2270. .2362, 

2477, 2445. .2741, 2446. .2748, 

2898, 2774. .2806, 2797. ,2898 



Seq. No. 14357 

Gene No. 30699 

Start 642 

Name OJ990427_26 . 9922 . C10 . ol . tw 

Start 1371 

GI none 

Exons 1371.. 1721, 1376.. 1726, 1386. 

1730. .1798, 1731. .1799, 1732. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_26. 9922. C10 
3347 

TBLASTX: Wheat 

1816 

505 



.1724, 1722. .1802, 1730. .1816, 
.1815 



Seq. No. 14357 

Gene No. 30699 

Start 642 

Name OJ990427_26 . 9922 . C10 . o2 . 

Start 2038 



tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ990427_26. 9922. C10 
3347 

TBLASTX: Wheat 
2514 



15112 




\j j- 


none 






Score 


43 




2038 2142. 


2040 . . 2075, 


2047 . 


.2079, 2065.. 2151, 2069.. 2155, 




2072 2152. 


2152 . . 2235, 


2154 . 


.2234, 2154.. 2264, 2155.. 2235, 




^6 JO • . ^ JUU / 


2238 2360. 


2239. 


.2361, 2239.. 2361, 2351.. 2398, 




2360 2398. 


2395. .2514, 


2395. 


.2514 




Corr Mo 


1 4 3S7 






Seq. ID 


OJ990427_26. 9922. C10 


Gene No. 


30699 


- 




Strand 




Start 


642 






End 


3347 


LNClllLC 


OJ990427 26 


. 9922 . C10 . o2 


. tm 


Method 


TBLASTX: Maize 


C 4- —j 


2901 _ 






End 


3347 




none 






Score 


106 


JjXOrib 


2901 29R4 


2901 2999. 


2903 . 


.2986, 2983. .3024, 2985. .3017, 




3002 3061 


3036 3308. 


3037 . 


.3312, 3037.. 3312, 3315.. 3347 


Seq. No. 


14357 






Seq. ID 


OJ990427_2 6. 9922. C10 


Gene No. 


30699 






Strand 




Of ar f 


642 






End 


3347 


Name 


OJ990427 26 


9922 C10.o3 


. tc 


Method 


TBLASTX: Cress 


jCdlt 


3078 _ 






End 


3312 




none 






Score 


178 


P 1 von q 


3078 3308, 


3126. . 3311, 


3136. 


.3312 




.5 Si. 

; sr OC4 > LN(J • 


14358 






Seq. ID 


OJ990427_26.9922.C11 


Gene No. 


30700 






Strand 


+ 


: : ri Qf a >-+- 


5413 






End 


5498 


\*\ j JName 


OJ990427 26 


. 9922.Cll.o3 


.gp 


Method 


AAT/GAP 


,1 s; J Lai L 


5413 






End 


5498 


U GI 


LIB3432-013 


-P1-K1-E3 




Score 


133 


U! Exons 


5413. . 5498 










'j, s » O J. tJ O ^» J L. ^ • 

: = i i 


, 133446/sp|P12093|RPOD < 


0RYSA 


3.0e-09 DNA-DIRECTED RNA POLYMERASE 


BETA" CHAIN 


>gi 6698 6 pir RNRZC2 DNA- 


■directed RNA polymerase 




(EC 2.7.7.6 


) beta 1 '-2 chain - 


rice chloroplast 




>gi_l 197 3_emb_CAA3 3 9 8 8_ 


(X15901) RNA polymerase beta 11 subunit-2 


CI! 


[Oryza sativa] ' 








* 

L J. Qon Mo 


14358 






Seq. ID 


OJ990427_26.9922.C11 




30701 






Strand 


+ 


.llj Start 


12721' 






End 


12851 


Name 


OJ990427 26 


.9922.Cll.o4 


.gp 


Method 


AAT/GAP 


is si Cf a r f 
O Lai L 


12721 






End 


12851 


riT 


5607624 






Score 


215 


Hjaui 1 0 


12721. . 12851 










287391/dbj | 


D13111 | RICMT15 1.0e-178 Oryza sativa mitochondrial 




rpoB pseudogene 








Cprr MO 


14358 






Seq. ID 


OJ990427_26. 9922.C11 


Gene No. 


30702 






Strand 


+ 


Start 


19572 






End 


20029 


Name 


OJ990427 26 


.9922.Cll.o8 


• gp 


Method 


AAT/GAP 


iJ Lai L 


19572 






End 


20029 


GI 


45273 1.R1084 




Score 


841 


Exons 


19572.. 20029 








GI Descrip. 


! 1022811 4. 


Oe-21 (U37703) ORF 


' 62 [Hordeum vulgare] 1 


Seq. No. 


14358 






Seq. ID 


OJ990427_26. 9922.C11 


Gene No. 


30703 






Strand 





15113 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



493 



End 

Method 
End 
Score 



863 

AAT/GAP 
863 
734 



OJ990427_26. 9922. Cll .ol.gp 
493 

LIB3477-011-P1-K1-C10 
493. .863 

, 114657/sp|P12083|ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 

>gi_1197 5_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 

>gi_22 6693_prf 1603356U ATPase a [Oryza sativa]' 

14358 Seq. ID OJ990427_26 . 9922 . Cll 

30704 Strand 

904 End 1446 

OJ990427_26. 9922. Cll. o2.gp Method AAT/GAP 

904 End 1446 

42732_1.R1084 Score 1070 

904. .1446 

' 114657/sp|P12083|ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 

>gi_1197 5_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 

>gi_226693_prf 1603356U ATPase a [Oryza sativa] f 



Sea No 


14358 


Seq. ID 


OJ990427_26. 9922. Cll 




30705 


Strand 




Start 


14935 


End 


15079 


Name 


OJ990427 26. 9922.Cll.o5.gp 


Method 


AAT/GAP 


Start 
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Seq. No. 


14358 








Seq. ID 


OJ990427_26. 9922. Cll 


Gene No. 


30709 








Strand 




Start 


20347 








End 


21027 


Name 


OJ990427 26. 


9922. 


,Cll.ol7 


.tc 


Method 


TBLASTX: Cress 



15119 




Start 


O C A O 






End 


8923 




GI 


none 






Score 


39 




Exons 


QC/IO QQO"3 
OOHZ . . Oy^J, 




. o / j J/ ooy / 


..8915, 8770. .8916 




Seq. No. 


14 J5o 






Seq. ID 


OJ990427_26.9922 


.Cll 


Gene No. 


30709 






Strand 






Start 


- 20347 






End 


21027 




Name 


/-\ T A A A /l 0"7 O {2 


ft a o o 


Oil _ O O 4- — 

Cll . o^z . tm 


Method 


TBLASTX: Maize 




Start 


o o o o 






End 


8997 




GI 


none 






Score 


44 




Exons 


o o o o ooco 
oo^o . . ODD J, 


O O O A 

oo Ju . 


.OO / l/ OOJZ 


..8873, 8880. .8948, 8882. .8947, 




OOO/I Q a A A 

ooo4 . . cf y 4 y , 


O Q A O 

o y 4 z . 


. y y yo, o y 4 o 


..8989, 8950.. 8997 




Seq. No. 


14 jbo 






Seq. ID 


OJ990427_26. 9922 


.Cll 


Gene No. 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


oj yyu4 z / . 


y y^ . 


pi 1 — O 4— r- 

Cll. OJ . ts 


Method 


TBLASTX : Soybean 




Start 


o a a 1 

oyui 






End 


9717 




GI 


none 






Score 


507 




Exons 


oyoi . . yiijb, 


o a a o 


AOIC OAA/T 

.yjio, yyob 


..9358, 8906.. 9355, 9256.. 9375, 




y Job . . yo^y , 


y Jo / . 


CxC A A QOO/1 

. y b4 4 , y jy 4 


..9716, 9505.. 9717 




Seq. No. 


14358 






Seq. ID 


OJ990427_26. 9922 


.Cll 


Gene No. 


30709 






Strand 






Start 


^UJ4 / 






End 


21027 




Name 


ojyyo4 ^ / z d . 


ft A O O 

y yz2 . 


Cll . olO . tc 


Method 


TBLASTX: Cress 




Start 


y^io 






End 


9617 




GI 


none 






Score 


155 




Exons 


a o 1 o m/in 

y^ lo . . y J4 y , 


ft O 1 o 

y^iy . 


. y J4 / , 9 Jo b 


..9520, 9378.. 9611, 9378.. 9617 


Seq. No. 


14358 






Seq. ID 


OJ990427_26. 9922 


.Cll 


Gene No. 


30709 






Strand 






Start 


zUJ4 / 






End 


21027 




Name 


ojyyo4^/ ^6, 


A A O O 

33ZZ . 


Cll . ol6 . tc 


Method 


TBLASTX: Cress 




Start 


y© jo 






End 


10187 




GI 


none 






Score 


63 




Exons 


Qcon noon 

y bou . . yy ju , 


y b ji . 


. y / Jo , y yuu 


. .10187, 10003. .10149 




Seq. No. 


14358 






Seq. ID 


OJ990427_26. 9922 


.Cll 


Gene No. 


30709 






Strand 






Start 


^UJ4 / 






End 


21027 




Name 


oj y yu4 z i zb , 


ft AO O 

y yzz . 


Cll.ol7.tm 


Method 


TBLASTX: Maize 




Start 


a a o a 

y b^y 






End 


10242 




GI 


none 






Score 


97 




Exons 


A. /T O A QQTA 

y b jy . . yy ju , 


ft A A A 

yy uu . 


.10187, 10003.. 10242 






Seq. No. 


14358 






Seq. ID 


OJ990427_26. 9922 


.Cll 


Gene No. 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26. 


9922. 


Cll.o9.ts 


Method 


TBLASTX: Soybean 




Start 


10020 






End 


10435 




GI 


none 






Score 


50 




Exons 


10020. .10055, 10021. .10056, 


10043. . 101! 


36, 10053. . 10187, 






10057. .10191, 10063. .10191, 


10206. .10430, 10208. . 10435, 






10210. .10428 


i 










Seq. No. 


14358 






Seq. ID 


OJ990427_26.9922 


.Cll 



15120 




Gene No. 


oU /U9 






Strand 








Start 


ZUo4 1 






End 


21027 






Name 


OJ9904 


27_26.9922.C11 


. o7 . ts 


Method 


TBLASTX : 


Soybean 




Start 


10635 






End 


11179 




GI 


none 






Score 


101 






Exons 


lO.bio . 


. IOoOo , 10b3o . 


. lUoOz, 


10657. .10809, 10675 


1 AO A A 






i r\ c *7 c 

lUbY 6 . 


. 10813, 10824 . . 


. 10b bz , 


10833. .11018, 10855 


. i i noo 
. . 1 1 0 Z Z , 






10855. 


.11037, 10989., 


. lllob, 


10990. .11169, 10999 


1 1 1 /"A 

. . ill by, 






11000. 


.11179, 11019., 


. Ill / 1 










Seq. No. 


14358 






Seq. ID 


OJ990427 


zb . 99zz 


. Cll 


Gene No. 


30709 






Strand 








Start 


20347 






End 


21027 






Name 


OJ990427 26.9922.C11, 


. olo . tc 


Method 


TBLASTX : 


Cress 




Start 


i r\ o c\ -j 

10893 






End 


11095 






GI 


none 






Score 


156 






Exons 


10893 . 


iinoT 1 Anno 

. 1 1U8 / , 108 93 . . 


1 1 C\ O ^ 

. HUo / , 


10894. .11088, 10894 


i n a o o 
. . 1 lUoo , 






10895. 


.11095 












Seq. No. 


14 3oo 






Seq. ID 


OJ990427 


26 . 9922 


.Cll 


Gene No. 


30 /U9 






Strand 








Start 


20347 






End 


21027 






Name 


OJ99U4 


z I Zb . 99zz . CI 1 , 


.o23.tc 


Method 


TBLASTX : 


Cress 




Start 


I 1 1 CT 

I I loo 






End 


11400 






GI 


none 






Score 


36 






Exons 


1 llOO . 


. 1 lzz / , 11154., 


. 11195, 


11226. .11258, 11259 


1 1 O A O 

. . 11348, 






i i o a q 
11Z by . 


,1134b, 1130/., 


. 11348 , 


11343. .11378, 11349 


-1-1-3 c\r\ 

. .11390, 






1 1 OCA 

llooU . 


. 1 1 4 U(J 












Seq. No. 


14358 






Seq. ID 


OJ990427 


26 . 99zz 


.Cll 


Gene No . 


/ uy 






Strand 








Start 


ZU34 / 






End 


21027 






Name 


u j y yu4 


z / z b . y yzz . ci i , 


. o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


1 1 O H C 

1 1Z 1 D 






End 


12107 






GI 


none 






Score 


242 






Exons 


11276 . 


. 11494 , 11277 . , 


. 11507 , 


11278. .11532, 11278 


. . 11520, 






1 1 coc 
IIjjD . 


1 1 £ T Q 1 1 CK 
. lib / 1 103 D . . 


,11701, 


11553. .11702, 11697 


. . 1 184 3, 






11702. 


.12103, 11703., 


, lz 1U / , 


11833'. .12105 






Seq. No. 


14358 






Seq. ID 


OJ990427 


zb . 99zz 


Oil 

. Cll 


Gene No. 


30709 






Strand 








Start 


20347 






End 


21027 






Name 


OJ9904 


27_26.9922.C11. 


■ol4.tc 


Method 


TBLASTX : 


Cress 




Start 


11421 






End 


11787 






GI 


none 






Score 


72 






Exons 


11421. 


.11507, 11423., 


T 1 A T O 

.114/9, 


11424. .11513, 11425 


. . 1 looz , 






11425. 


.11532, 11536., 


t i r i o 

,116/9, 


11536. .11697, 11540 


1 n /"AA 

. . 11698 , 






11541. 


.11723, 11553., 


, 11 /UZ , 


11663. .11779, 11697 


. .11780, 






11703. 


.11780, 11707., 


. 11 /o / , 


11740. .1178 


!7 






beq . no . 


14358 






Seq. ID 


OJ990427 


zd . y yzz 


pi 1 

.Gil 


Gene No. 


30709 






Strand 








Start 


20347 






End 


21027 






Name 


OJ9904 


27_26. 9922.C11. 


,o9. tc 


Method 


TBLASTX:' 


Cress 




Start 


11788 






End 


12149 






GI 


none 






Score 


342 






Exons 


11788. 


.12147, 11789.. 


.12133, 


11790. .12149, 11833 


. .12147 





15121 




Seq. No. 


14358 






Seq. ID 


OJ990427_26.9922. 


Cll 


Gene No. 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11. 


ox i . cm 


Method 


TBLASTX: Maize 




Start 


12142 






End 


12335 




GI 


none 






Score 


285 




Exons 


12142. . 


,12333, 12145.. 


1 O ^ *3 


12149. .12334, 12150.. 12335 




Seq. No. 


14358 






Seq. ID 


OJ990427_26.9922. 




Gene No. 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11. 


Oil . Lt 


Method 


TBLASTX: Cress 




Start 


12229 






End 


12799 




GI 


none 






Score 


128 




Exons 


12229. . 


.12336, 12229.. 


iz J Jo, 


12231. .12347, 12236. .12346, 






12348. . 


.12614, 12349.. 


X Z O X Z , 


12350. .12622, 12351 .. 12614 , 






12672. , 


.12746, 12673.. 


X Z / fi / , 


127 64. .127 99, 12765. .127 94 




Seq. No. 


14358 






Seq. ID 


OJ990427_26. 9922. 


.Cll 


Gene No. 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11. 


od . tm 


Method 


TBLASTX: Maize 




Start 


12336 






End 


12734 




r* t 
01 


none 






Score 


538 




Exons 


12336. 


.12734, 12337.. 


Xz / OZ 








Seq. No. 


14358 






Seq. ID 


OJ990427_26. 9922 


.Cll 


Gene No. 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11. 


, OIU . IS 


Method 


TBLASTX: Soybean 




Start 


12349 






End 


12752 




GI 


none 






Score 


287 




Exons 


12349. 


.12642, 12351.. 


, X Z 04 4 , 


12638. .12733, 12648. .12752, 






12661. 


.12735 










Seq. No. 


14358 






Seq. ID 


OJ990427_26. 9922 


.Cll 


Gene No . 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11, 


«1 / 4- o 

,Oii . T_ S 


Method 


TBLASTX: Soybean 




Start 


14152 






End 


14289 




GI 


none 






Score 


191 




Exons 


14152. 


.14274, 14161.. 


. 1 4 z o y 








Seq. No. 


14358 






Seq. ID 


OJ990427_26.9922 


n i 


Gene No. 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11, 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


14361 






End 


14945 




GI 


none 






Score 


75 




Exons 


14361. 


.14408, 14369., 


.14410, 


14503. .14544, 14522. .14617, 






14535. 


.14612, 14709., 


.14840, 


14721. .14801, 14772. .14852, 






14776. 


.14841, 14853., 


. 14876, 


14855. . 14 875, 14873 .. 14 94 4 , 






14874 . 


.14945, 14896., 


. 14943, 


14898. .14945 




Seq. No. 


14358 






Seq. ID 


OJ990427_26. 9922 


.Cll 


Gene No. 


30709 






Strand 







15122 




Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


14 658 






End 


15230 




GI 


none 






Score 


52 




Exons 


14658 . 


. 14747, 14660. , 


. 14707, 


14664. .14753, 14 736 .. 14 780, 






14737. 


.14781, 14739., 


. 14783, 


14775. .14984, 14775. .14978, 






14776. 


.15003, 14777., 


. 14989, 


14892. .14 945, 14 8 96 .. 14 94 3, 






14974. 


.15009, 14980., 


. 15153, 


-14 981. .15157, 15142. .15213, 






15144. 


.15194, 15147., 


. 15230, 


15187. .15228 




Seq. No. 


14358 






Seq. ID 


OJ990427_26. 9922 


.Cll 


Gene No. 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11, 


. o7.tw 


Method 


TBLASTX: Wheat 




Start 


14998 






End 


15190 




GI 


none 






Score 


155 




Exons 


14998. 


.15141, 15001., 


. 15153, 


15143.. 15190 




Seq. No. 


14358 






Seq. ID 


OJ990427_26. 9922 


.Cll 


Gene No. 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11, 


. o21 . tc 


Method 


TBLASTX: Cress 




Start 


15001 






End 


15304 




GI 


none 






Score 


150 




Exons 


15001. 


.15141, 15007., 


. 15153, 


15032. .15151, 15142. . 15189, 






15143. 


.15190, 15257., 


. 15304 








Seq. No. 


14358 






Seq. ID 


OJ990427_26.9922 


. Cll 


Gene No . 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11 


. ol3 . ts 


Method 


TBLASTX : Soybean 




Start 


15022 






End 


15321 




GI 


none 






Score 


141 




Exons 


15022. 


.15150, 15034., 


. 15144, 


15161. .15190, 15229. .15318, 






15232. 


.15321 










Seq. No. 


14358 






Seq. ID 


OJ990427_26.9922 


. Cll 


Gene No . 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11, 


. ol6 . tm 


Method 


TBLASTX: Maize 




Start 


15816 






End 


16082 




GI 


none 






Score 


45 




Exons 


15816. 


.15854, 15892., 


. 16059, 


15899. .16081, 15900. .16082, 






15918. 


.16082 










Seq. No. 


14358 






Seq. ID 


OJ990427_26.9922 


.Cll 


Gene No. 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11, 


.o20. tc 


Method 


TBLASTX: Cress 


- 


Start 


15951 






End 


16088 




GI 


none 






Score 


201 




Exons 


15951. 


.16088, 15951., 


.16088 








Seq. No. 


14358 






Seq. ID 


OJ990427_26.9922 


.Cll 


Gene No. 


30709 






Strand 






Start 


20347 






End 


21027 




Name 


OJ990427 26.9922.C11, 


.ol8 . tm 


Method 


TBLASTX: Maize 





15123 






Start 


16943 








End 


17146 








GI 


none 








Score 


172 








Exons 


16943. 


.17086, 


16953. 


. 17078, 


17071. . 17145, 17072 


. . 17146, 








17073. 


. 17144 
















Seq. No. 


14358 








Seq. ID 


OJ990427 


_26. 9922 


.Cll 




Gene No. 


30709 








Strand 










Start 


20347 








End 


21027 








Name 


OJ990427 26.9922.C11 


. ol5 . tm 


Method 


TBLASTX : 


Maize 






Start 


18081 








End 


18353 








GI 


none 








Score 


123 








Exons 


18081. 


. 18164, 


18082. 


18165, 


18083. . 18166, 18114 


. . 18293, 








18155. 


. 18295, 


18158. 


18295, 


18199. . 18303, 18263 


. . 18352, 








18285. 


. 18353 
















Seq. No. 


14358 








Seq. ID 


OJ990427 


_26. 9922 


.Cll 




Gene No. 


30709 








Strand 










Start • 


20347 








End 


21027 








Name 


OJ990427 26.9922.C11 


o20.tm 


Method 


TBLASTX: 


Maize 






Start . 


18827 








End 


19194 








GI 


none 








Score 


64 








Exons 


18827. 


. 18886, 


18882. 


19037, 


18885. . 19040, 18967 


. . 19044, 




i !S i 




19168. 


. 19194 














y 

•a 


Seq. No. 


14358 








Seq. ID 


OJ990427 


_26. 9922 


.Cll 




Gene No. 


30709 








Strand 










Start 


20347 








End 1 


21027 






ru 


Name 


OJ990427 26.9922.C11 


o7 . tm 


Method 


TBLASTX: 


Maize 




0 


Start 


19592 








End 


20221 






1 i! 


GI 


none 








Score 


34 








Exons 


19592. 


.19633, 


19607. 


19651, 


19608. .19646, 19662 


. . 19862, 








19664 . 


.19867, 


19665. 


19862, 


19827. . 19979, 19859 


. . 19969, 




i u 




19917. 


.20015, 


19934. 


20020, 


19936. .20034, 19936 


. . 20019, 




• SSL 




19937. 


.20020, 


20123. 


20161, 


20123. .20161, 20132 


. . 20221, 








20173. 


.20220 














* 'I 


Seq. No. 


14358 








Seq. ID 


OJ990427 


_26. 9922 


.Cll 


• c i 


Gene No. 


30709 








Strand 








: 


Start 


20347 








End 


21027 








Name 


OJ990427 26.9922.C11 


oil. ts 


Method 


TBLASTX: 


Soybean 




-" = i 


Start 


19692 








End 


20014 








GI 


none 








Score 


137 








Exons 


19692. 


.19862, 


19696. 


19860, 


19700. .19876, 19704 


. . 19862, 








19858. 


.19926, 


19859. 


19915, 


19967. .20014 








Seq. No. 


14358 








Seq. ID 


OJ990427 


_26. 9922 


.Cll 




Gene No. 


30709 








Strand 










Start 


20347 








End 


21027 








Name 


OJ990427 26.9922.C11 


ol9. tc 


Method 


TBLASTX: 


Cress 






Start 


19692 








End 


20220 








GI 


none 








Score 


158 








Exons 


19692. 


.19862, 


19697. 


19876, 


19703. .19861, 19704 


. .19862, 








19858. 


.19914, 


19859. 


19915, 


19859. .19915, 19861 


. .19920, 








19965. 


.20012, 


19983. 


20012, 


20073. .2014 


1, 20078 


. .20110, 








20182. 


.20220 
















Seq. No. 


14358 








Seq. ID 


OJ990427 


_26. 9922 


.Cll 



15124 



Gene No. 30709 Strand 

Start 20347 End 21027 

Name OJ990427_26 . 9922 . CI 1 . olO . gp Method AAT/GAP 

Start 20347 End 21027 

GI 7587^1. R1084 Score 1298 

Exons 20347. .21027 

GI Descrip. ' 131283/sp | P12158 | PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN (P6 PROTEIN) (CP4 3) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34 014_ (X15901) 
PSII 43kDa protein [Oryza sativa] 1 



Q ^ /-» NT /->, 

oecj . iNO . 


1 H J D O 




Seq. ID 


OJ990427_26. 9922 


pi i 


f™* A T*l rt Kl rt 

bene ino . 


jU / v y 




Strand 












End 


21027 




Name 


D.TQQ0497 9fi QQ99 PI 1 


• o4 . tw 


Method 


TBLASTX: Wheat 






90^Q^ ~ 




End 


20808 




GI 


none 




Score 


98 




Exons 


20395. .20463, 20396. 


.20464, 


20406. .204 


39, 20453. .20806, 






904RP, 9060°* 90486 


90P06 

. Z U O U O 








Cart NT r\ 
OcCj. IN O . 


i n;o 

14 JJO 




Seq. ID 


OJ990427_26. 9922 


pi i 


Pftno NT rt 

bene lno . 






Strand 






OLdlt 


90^4 7 




End 


21027 




Name 


PTQQ0497 9fi QQ99 P11 


. OZ . LKl 


Method 


TBLASTX: Mai ze„ • 




Start 


20458 




End 


20947 




GI 


none 




Score 


43 




Exons 


904Sft 904Q0 904P6 


90 Q4 7 

. Z VJ _7 *i / , 


20489. .20929 




Can KI n 


1*1 J JO 




Seq. ID 


OJ990427_26. 9922 


Pi 1 


belle LNU . 


^070 Q 




Strand 






O L a. X. L 


90^4 7 

J4 f 




End 


21027 




Name 


HTQQ0497 9fi QQ99 Pi 1 

UO 3 t / ZD. .7 .7Z Z .UII 


rt £ 4- o 


Method 


TBLASTX : Soybean 




Start 


20461 




End 


21027 




GI 


none 




Score 


774 




Exons 


90461 91097 904QR 
ZUfiO-L. . Z J. U Z / , Z U ft :7 0 . 


91 09 R 
Z L U Z O 








C d /-* NT 

oeq . NO . 


1 4 'VRft 




Seq. ID, 


OJ990427_26.9922 


r*i i 


Gene No. 


30709 




Strand 






Start 


20347 




End 


21027 




Name 


OJ990427 26.9922.C11 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


20492 




End 


21027 




GI 


none 




Score 


759 




Exons 


20492. .20932, 20494. 


21027, 


20495. .21025 




Seq. No. 


14358 




Seq. ID 


OJ990427_26.9922 


.Cll 


Gene No. 


30709 




Strand 






Start 


20347 




End 


21027 




Name 


OJ990427 26.9922.C11 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


20809 




End 


21027 




GI 


none 




Score 


327 




Exons 


20809. .21027, 20810. 


21025 








Seq. No. 


14359 




Seq. ID 


OJ990427_26. 9922 


.C12 


Gene No. 


30710 




Strand 






Start 


4 62 




End 


741 




Name 


OJ990427 26.9922.C12. 


ol. ts 


Method 


TBLASTX : Soybean 





15125 




o care 


A 69 


tinu 


/ 


p t 

bl 


none 


Score 


ICQ 

1 JO 


Exons 


469 "71 "3 466 "7 11 6flQ *7^Q 
ft . . /I J/ ft 00 . . / -LI/ Dtjy . . f J? f 


/ UD . . / JO 




Seq. No. 


14359 


Seq. ID 


OJ990427_26.9922.C12 


Gene No. 


30710 


Strand 




o car x. 


ft • - 


ona 


/ ft 1 


Name 


Pi TQ 00/19*7 96 QQ9 9 P1 9 ol -Hu 

ujyyuftz/ z o . y y . u iz . oi . tw 


TvjI /"\ 4* r\ /""l 

necnoa 


1 ts iiAo i a : w n e a l 


otart 


R 9 T 


tjna 


"7/11 

/ 4 1 


P T 


none 


Score 


jl / 


Exons 


ROT T /I 1 COC 1 A C\ 






oeq. no. 


1 fi j oU 


oeq. iu 


nTQQO/l 91 96 QQ99 fl Q 

uuyyufiz/ ZD.yyzz.uio 


P O Tl O Mo 


30711 


jli aliu 




Start 


1490 


End 


1758 


Name 


OJ990427_26. 9922.C13.ol.gp 


Method 


AAT/GAP 


O Ldlt 


1 A Qfi 


_na. 


1 TtQ 
1 / JO 


P T 


4UDyo i.Kiuof* 


Score 


4 D U 


Exons 


l fi y u . . J. / Do 






GI Descrip. 


i i yD / / emo i aid y u i i uhudaa i . ue 


-1U4 Kice 


complete chloroplast 




genome 1 






oeq . ino . 


14 jDU 


oeq . l u 


OTQQH497 96 QQ99 PI 7 

ujyyufiz/ ZD.yyzz.uiD 


Gene No. 


30712 


Strand 




Start 


2352 


End 


3598 


Name 


OJ990427 26.9922.C13.o2.gp 


Method 


AAT/GAP 


Start 


2352 


End 


3598 


GI 


uC-osflcyp08 6a01al 


Score 


851 


Exons 


2352.. 2542, 3353.-3598 







GI Descrip. ' 133806/sp | P25875 | RR16_H0RVU . 5 . Oe-37 CHLOROPLAST 30S RIBOSOMAL 



PROTEIN S16 >gi_282999__pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA36973_ (X52765) ribosomal 
protein rpsl6 [Hordeum vulgare] 1 



Seq. No. 


14360 






Seq. ID 


OJ990427_26. 9922.C13 


Gene No. 


30713 






Strand 




Start 


3679 






End 


4129 


Name 


OJ990427 


26.9922.C13 


.o2 . ts 


Method 


TBLASTX : Soybean 


Start 


27 






End 


474 " . 


GI 


none 






Score 


57 


Exons 


27. .116, 


28. .276, 29 


..238, 168. .287, 281. .427, 291. .434, 




298. .435, 


325. .468, 


418. .474 






Seq. No. 


14360 






Seq. ID 


OJ990427_26.9922.C13 


Gene No. 


30713 






Strand 




Start 


3679 






End 


4129 


Name 


OJ990427 


26.9922.C13 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


203 






End 


684 


GI 


none 






Score 


.7 8 


Exons 


203. .358, 


204. .365, 


353. .421, 


356. .421 


, 363. .422, 437. .670, 




440. . 679, 


492. .683, 


505. . 684, 


613. .684 




Seq. No. 


14360 






Seq. ID 


OJ990427_26.9922.C13 


Gene No. 


30713 






Strand 




Start 


3679 






End 


4129 


Name 


OJ990427 


26.9922.C13 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


242 






End 


622 



15126 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
242. .622, 243. .521, 245. .622 



387 



14360 
30713 
3679 

OJ990427_26.9922.C13.ol.ts 

497 

none 



Seq. ID OJ990427_26.9922.C13 
Strand 

End 4129 

Method TBLASTX : Soybean 

End 1043 

Score 97 



497. .694, 506. .673, 511. .687, 701. .775, 708. .761, 764. .895, 
766. .897, 790. .900, 912. .1043 



Seq. No. 14360 

Gene No. 30713 

Start 3679 

Name OJ990427_2 6 . 9922 . C13 . 06 . tc 

Start 690 

GI none 
Exons 



Seq. ID OJ990427_26.9922.C13 
Strand 

End 4129 

Method TBLASTX : Cress 

End 1043 

Score 4 9 



690. .755, 701. .769, 743. .895, 771. .893, 790. .900, 791. .898, 
928. .1041, 929. .1042, 930. .1043, 930. .1043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14360 
30713 
3679 

OJ990427_2 6. 9922 .C13.o2.tc 

1230 

none 

1230.. 1280, 1235.. 1282, 1242. 
1285. .1329, 1295. .1330, 1414, 
1430. .1522, 1434. .1547, 1529. 
1613. .1639, 1626. .1769, 1628. 

14360 
30713 
3679 

OJ990427_26. 9922.C13.o4 . tm 

1482 

none 

1482. .1505, 1494. .1571, 1502. 
1590. .1742 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 26.9922.C13 



4129 

TBLASTX: Cress 
1777 
49 

.1283, 1284. .1325, 1284. .1322, 
.1506, 1423. .1506, 1424. .1510, 
.1573, 1598.. 1639, 1599.. 1637, 
.1777, 1628. .1768 

Seq. ID OJ990427_26.9922.C13 
Strand 

End 4129 
Method , TBLASTX: Maize 
End 1742 
Score 122 

.1597, 1542. .1742, 1562. .1741, 



Seq. No. 14360 
Gene No. 30713 
Start 3679 

Name OJ990427_26 . 9922 . C13 . 06 . tm 

Start 1743 
GI none 

Exons 1743.. 1784, 1743.. 1784, 1744. 

1782.. 1823, 1783.. 1848, 1837. 
1851.. 1889, 1862.. 1939, 1863. 
1961. .2059, 1971. .2066, 1972. 



Seq. ID OJ990427_26. 9922.C13 
Strand 

End 4129 

Method TBLASTX: Maize 

End 2117 

Score 4 9 

.1785, 1745. .1786, 1782. .1841, 
.1875, 1840. .1878, 1844. .1906, 
.1943, 1879. .1938, 1937. .1981, 
.2067, 2008. .2067, 2064. .2117 



Seq. No. 14360 Seq. ID 

Gene No. 30713 Strand 

Start 3679 End 

Name OJ990427_26 . 9922 . C13 . o3 . ts Method 

Start 2346 End 



OJ990427_26. 9922.C13 
4129 

TBLASTX : Soybean 
3469 



15127 




GI 


none 








Score 


251 




Exons 


j4d. . iDOD , 


O *3 A "7 

2o4 / . 


O P. "7 /t 


234 / . 


.2618, 2552.. 2644, 


ZOOD. . £ bO 4 , 




2o 14 . . 2o bl , 




. 2yuy , 


2o b / . 


.2908, 2912.. 2944, 


000 "3 1 £ Q 

jUdz . . j i b y , 




jUo J . . Jlo4 , 


"3 1 Q "7 


. J223, 


j i o y . 


.3227, 3238.. 3300, 


oo/it *3*3nn 
o24 / . . joUU , 




T)T t "3 "3 *3 /I 


j2o y . 


*3 *5 ^3 Q 


*3 *3 *3 1 


.3405, 3331.. 3420, 


O A A E. Oyl C C 

044D. .J4bD, 




"3 vl /I C "3 /l £ Q 

j 4 4 b . . o4 by 














Seq. No. 


14360 








Seq. ID 


OJ990427 


_26. 9922.C13 


Gene No. 


30713 








Strand 






Start 










End 


4129 




Name 


OJ990427 26 


. 9922 . 


C13 . 04 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2421 








End 


2608 




GI 


none 








Score 


134 




Exons 


2421 . . 2bUb, 


O /I O 1 

2421. 


o cnn 
. 2 bUU , 


O A O O 

2 4 22. 


.2607, 2513.. 2608 




Seq. No. 


1 A "3 H f\ 

14360 








Seq. ID 


OJ990427 


O C QQOO r" i q 
2 O . y y22 . Llo 


Gene No. 


30713 








Strand 






Start 


3679 








End 


4129 




Name 


OJ990427_26 


. 9922. 


C13.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2 y 4 y 








End 


3578 




GI 


none 








Score 


100 




Exons 


2y4 y . . 3U2y , 


2y 4 y . 


. 3U4 4 , 


2 y du . 


.3033, 3036.. 3179, 








*3 n Q Q 


. J22 b , 


JlUJ . 


.3237, 3199. .3477, 


"3 O 1 1 "3/1*71 

o2 1 1 . . o 4 / 1 , 




oooc *3 vi *7 n 

3225 . .34 / y , 


34 9U . 


. 3o31 , 


o c n i 
3oUl . 


.3533, 3528.. 3575, 


*3C:*3vl "3 C *7 Q 


Seq. No. 


14360 








Seq. ID 


OJ990427 


2 b . y y22 . LlJ 


bene ino . 


30713 








Strand 






Start 


3679 








End 


4129 




Name 


OJ990427 26 


.9922. 


C13.o3 


.gp 


Method 


AAT/GAP 




Start 


3679 








End 


4129 




GI 


uC-osf IcypOi 


B6a01bl 




Score 


902 




Exons 


3679. .4129 














GI Descrip. 


' 11957/emb|X15901 


. ICHOSXX l.Oe- 


-135 Rice 


complete 


chloroplast 




genome 1 














Seq. No. 


14360 








Seq. ID 


OJ990427 


QQOO pi I 

2b . yy22 . bij 


Gene No. 


30714 








Strand 






Start 


•4 64 9 








End 


5695 




Name 


OJ990427 26 


.9922. 


C13.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4649 








End 


5214 




GI 


none 








Score 


198 




Exons 


4649. .4777, 


4656. 


.4802, 


4657. 


.4806, 4795.. 5109, 


4 o U U . . OlUo, 




4922. .5113, 


5112. 


.5177, 


5113. 


.5175, 5114.. 5176, 


olio . .01//, 




5163. .5213, 


5163. 


.5213, 


5179. 


.5214 






Seq. No. 


14360 








Seq. ID 


OJ990427 


_26.9922.C13 


Gene No. 


30714 








Strand 






Start 


4649 








End 


5695 




Name 


OJ990427 26 


.9922..C13.o3 


.tw 


Method 


TBLASTX: 


wneat 


Start 


4685 








End 


4958 




C T 


none 








Score 


391 




Exons 


4685. .4957, 


4686. 


.4958, 


4686. 


.4958 






Seq. No. 


14360 








Seq. ID 


OJ990427 


_26. 9922.C13 


Gene No. 


30714 








Strand 






Start 


4649 








End 


5695 




Name 


OJ990427 26 


.9922. 


C13.o4 


. ts 


Method 


TBLASTX: 


Soybean 



15128 




o tar l. 


A ft 97 








End 


5695 




PT 


none 








Score 


279 




DXOilb 


40^ / . . JU f O/ 


d ft r fi 

4 O J D 


Rn fi9 

• • J U DZ , 


Rd 9 Q 

J 4 Z -3 . 


.5557, 5430. .5558, 


J4 JU. . JJJJ, 




Jl Jl . • JJJ"/ 


sfinn 

JDUU 


RfiQR 
. i JOjJ 










Seq. No. 


14360 








Seq. ID 


OJ990427 


_26. 9922.C13 


Gene No. 


30714 








Strand 






OLdi I 


4 fid Q 








End 


5695 




Name 


nTQQnd97 9fi 
L , U:?:7U4Z / ZD. 


QQ9 9 
i?y Z Z 


PI ^ 
• LI J • Oj < 




Method 


TBLASTX : 


Cres s 


OLaiL 


dft^"} ~ 
4 O J J 








End 


5085 




PT 


none 








Score 


237 




Exons 


/I ft c; "3 cnfiS 
4 0 J J . . OUD J , 


d ft fin 

4 O O U 


^n ft 4 

. . J U 0 4 , 


4 ft fi7 
4 0 D / . 


.5085, 4869. .5084 




Seq. No. 


14360 








Seq. ID 


OJ990427 


_26.9922.C13 


Gene No. 


30714 








Strand 






O La i L 


4 fid Q 
4 D4 _? 








End 


5695 




Name 


Pi TQ QO 4 9 7 OCs 
\J\Jyy\jH£i ZD. 


QQ99 


PI 7 r\ R 
• LI j i Oj , 


. LIU 


Method 


TBLASTX : 


LYiai ze 


o tar u 


S91 4' 








End 


5422 




P T 


none 








Score 


90 




Exons 


S91 4 R9ft9 
Jill . . JZOZ/ 


S9 1 R 

JlI J 


R9ft fi 

. . J Z 0 D / 


R9 ft ^ 
J Z 0 J . 


.5420, 5285. .5422, 


R 9 ft R Rd 99 

J Z O J . . J 4 Z Z 


Seq. No. 


14360 








Seq. ID 


OJ990427 


_26.9922.C13 


Gene No. 


30714 








Strand 






Of a y-+- 

o tar l 


4 fid Q 
4 D4 17 








End 


5695 




Name 


Pi TQ QO 4 01 0 fi 
L'U:7:7U4Z/ ZD. 


Q Q 9 9 

:? :7 Z Z 


. LI J . Oj , 


•4- 

. T_C 


Method 


TBLASTX: 


Cr es s 


or_a JTT_ 


c/i c — 
J 4 X J 








End 


5695 




P T 


none 








Score 


215 




IT* v y\ 


en c ccco 


R 4 9 ft 
J 4 Z O 


^71 
. . j j / 1 / 


R 4 9 ft 
J 4 Z 0 . 


.5571, 5669. .5695, 


c. £ £ Q C C Q c 
jODj. . j D :? j 


beq . rsio . 


i 4 *3 fin 

X 4 j DU 








Seq. ID 


OJ990427 


9 £ QQ99 Pi "3 
ZD * i?i?ZZ ,L1j 


Gene No . 


om i c; 

jU / 1 j 








Strand 






Of 2 -y-4- 


R7 fi7 
J / O / 








End 


6437 




Name 


OJ990427 26. 


9922 


.C13.o3, 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5767 








End 


6195 




PT 


none 








Score 


95 




IT" V AM o 

EjXOIio 


R7fi7 Rft^9 

J f O / • • JO J6 r 


R7 fift 
J / DO 


^ft ^ 

. . JO JJ, 


R7 fiQ 
J / D y . 


.5834, 5818. .5877, 


jOJ.i?. .JO f D f 




COQ7 


Sft 94 
3 0 Z 4 


. , i J _? z o , 


J Z7 U J • 


.5932, 5933.. 6049, 


RQO/t fin71 
J^j4. . DU '1/ 




qq;i fi07^ 

JJjl . . DU / J; 


fin9 q 

D U Z .7 


fin qi 


fin9 q 

O U Z .7 . 


.6091, 6098. .6193, 


finQft fii 7ft 




fii nn fii qr 


fii nn 

D1UU 


fii 

. . O J. .7 J 










Crt A KT A 

oeq. in o . 


i 4 ^ fin 

11 jDU 








Seq. ID 


OJ990427 


9fi QQ99 P1^ 

z d . yyzz . LI j 


P ^ t"i A XT a 

uene iNO . 


jU f 1j 








Strand 






btdl L 


c 7 c 7 
J / D / 








End 


6437 




Name 


OJ990427 26. 


9922 


.C13.o2. 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5872 








End 


6379 




PT 


none 








Score 


57 




Exons 


ROTO CQOI 
JO / Z . . J7Jl, 


jrl/j 


R Q^9 

. . J .7 J Z / 


R Q9 1 


.6013, 5926.. 6012, 


cqt/i finid 

0 y j4 . . DU 1 4 , 




Q Q T 4 cm 7 
J Jj't . . DU1 / , 


CQOQ 


fin r q 

. . D U J Z7 , 


fin n fi 


.6047, 6008. .6097, 


^nnn fin^R 

DUUO . . DU JO , 




DU 1 / .-. du y ± , 


fin ^ ^ 

DUjj 


fi i n/t 

. . D 1 U4 , 


^n q fi 


.6221, 6098.. 6211, 


£i an fi "57 q 

ol y U . . DO /Of 




(rofift ' fi^fi^ 
DZUO. . DjDj; 


dz u y 


fi^7 Q 
. . Dj / y 










Seq. No. 


14360 








Seq. ID 


OJ990427 


_26.9922.C13 


Gene No. 


30715 








Strand 






Start 


5767 








End 


6437 




Name 


OJ990427 26. 


9922 


.C13.o7. 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6197 








End 


6437 




GI 


none 








Score 


154 





15129 




Exons 


fil Q7 fi'^d fiOHft fi*}'}'} 


fi90 fl 


6336, 6338.. 6382, 6341.. 6391, 




fi'}'}*} fi4*}7 

Q J^J . .040/ 








beq . wo . 


i a *} fin 




Seq. ID 


OJ990427_26.9922.C13 


bene ino . 


*}H71 fi 




Strand 




Start 


6384 




End 


6619 


Name 


OJ990427- 26.9922.C13.o4 


. tw 


Method 


TBLASTX: Wheat 


OLdi L. 


fi*}fi 4 




End 


6619 


PT 

K3± 


none 




Score 


59 


Exons 


fi*}Q/l C/1 /I Q C^QH fi/1/1fi 


conn 

d oyz . . 


6448, 6395. .6460, 6436. .6471, 




yi q fi/l"7Q fi/lfil fi^9Q 
Oft fl y . .04 / O , 0 40 X . . DJ^O, 


D4 O D . . 


6529, 6486.. 6530, 6517.. 6543, 




OOZZ . . Dj J / , DJiO . . DDI /, 


oozy . . 


6618, 6530.. 6619 


oeq . ino . 


1 /I *} fi 1 




Seq. ID 


OJ990427_26.9922.C14 


Vjtriltr IN (J. 


*}H7 1 7 




Strand 


- 


Start 


1 




End 


100 


Name 


OJ990427_26. 9922.C14.ol 


.gp 


Method 


AAT/GAP 


Of -a v-+- 

o tare 


1 

X 




End 


100 


oX 


L1DJ4 O X U 4 O irX ]\X o4 




Score 


193 


Exons 


1 1 nn 

1 . . XUU 








oi uescrxp. 


1 fi7 1 7 4 n /qttiK 1 Pfl ZX C; Q9 1 Q I £ 

0 / x / fi u / emu i ^hho yzio | 0 


.Oe-41 


(X84730) 


ribulose-bisphosphate 




CaiDOxyiase LsynLnecxc 


construct] 1 




Seq. No. 


14361 




Seq. ID 


OJ990427_26. 9922.C14 


Gene No. 


30718 




Strand 




C4-3 yf 


1 

X 




End 


94 


Name 


PiTQQPl/197 9fi QQOO pi /l ^1 

ujyyu4z/ z 0 . y yzz . ux 4 . ox 


4- T T 

. tw 


Method 


TBLASTX: Wheat 


Of 2 V- f 


1 ~ 
X 




End 


94 


p t 
VjX 


none 




Score 


160 




1 Q*} 9 QA 

1 . . jj/ z . . y 4 








Seq. No. 


14362 




Seq. ID 


OJ990427_26.9922.C15 


Gene No. 


30719 




Strand 




Of 3 y-f 
OLdX L 


706 




End 


1196 


Name 


PiTQQn/197 9fi QQ99 PI R 

vj»jyyu4^/ ^ 0 • y y z z • l, x 3 . ox 


. tc 


Method 


TBLASTX: Cress 


Of 3 y.f 

o car u 


7 n fi — 




End 


1196 


P T 


none 




Score 


222 


Exons 


70fi Qfi*} 707 QQ4 QRH 
/ u d . . y 0.0 / /u/..yy4, you 


. .1192, 


950.. 1189, 951.. 1196 


Seq. No. 


14362 




Seq. ID 


OJ990427_26.9922.C15 


Gene No. 


30719 




Strand 




Of a v-f 


7 n fi 




End 


1196 


Name 


PiTQQfl^97 9fi QQ99 PI ^ 

ujyyu^z/ z 0 . y yzz . uxo . ox 


.ts 


Method 


TBLASTX: Soybean 


Of a v-f 


/ yj> 




End 


1034 


P T 


none 




Score 


190 


TP /*\ r^k c 1 


7QO Qfi*} 7Q4 QQ/1 P^R 


. .968, 


950. .1030, 951. .1034, 952. .1032 


oeq . no . 


1 /I *} fi9 
1 fi O OZ 




Seq. ID 


OJ990427_26.9922.C15 


Gene No. 


30720 




Strand 




Start 


1275 




End 


1658 


Name 


OJ990427 26. 9922.C15.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


127 5 




End 


1658 


GI 


none 




Score 


327 


Exons 


1275. .1640, 1276. .1569, 


1294. . 


1569, 1322.. 1570, 1572.. 1658, 




1572. .1658 








Seq. No. 


14362 




Seq. ID 


OJ990427_26.9922.C15 



15130 




Gene No. 


30720 


Strand 




start 


1Z /O 


End 


1658 


Name 


OJ9904 27_^b . 99zz.Clo.Oz.tS 


Method 


TBLASTX: Soybean 


Start 


1401 


End 


1658 


GI 


none 


Score 


155 


Exons 


14Ul..lb4U, 14Uz..loby, lo/z. 


.1658, 1572. .1658 


Seq. No. 


14363 


Seq. ID 


OJ990427_26. 9922.C16 


Gene No. 


30721 


Strand 




Start 


ton 


End 


930 


Name 


OJ9904z / z b . y yzz . CI b . Ol . ts 


Method 


TBLASTX: Soybean 


Start 




End 


930 


GI 


none 


Score 


72 


Exons 


o39../zo, o4U..o/b, /zb..9Zo, 


733. . 927, 


736. .930 


Seq. No. 


"\ A 1 £1 A 

14 Jb4 


Seq. ID 


OJ990427_26.9922.C17 


bene wo . 


jU / ZZ 


Strand 


+ 


Start 


7781 


End 


8002 


Name 


OJ990427 26.9922.C17.o2.gp 


Method 


AAT/GAP 


Start 


7781 


End 


8002 


GI 


LIB34 31-005-P1-N1-A5 


Score 


380 


Exons 


7781. .8002 






GI Descrip. 


1 131251/sp| P12094 | PSBA ORYSA 1 


3.0e-56 PHOTOSYSTEM Q(B) PROTEIN 



(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
'[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15' 



Seq. No. 


14364 




Seq. ID 


OJ990427_26.9922 


.C17 


Gene No. 


30723 




Strand 






Start 


5628 




End 


7980 




Name 


OJ990427 


26. 9922.C17.o5.ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


249 




GI 


none 




Score 


58 




Exons 


1..45, 1. 


.123, 2. .247, 3. .248, 


165. .248, 166. .249 




Seq. No. 


14364 




Seq. ID 


OJ990427_26.9922 


.C17 


Gene No. 


30723 




Strand 






Start 


5628 




End 


7980 




Name 


OJ990427 


26.9922.C17.o6.tc 


Method 


TBLASTX: Cress 




Start 


20 




End 


250 




GI 


none 




Score 


374 




Exons 


20. .250, 


21. .248, 68. .250 








Seq. No. 


14364 




Seq. ID 


OJ990427_26.9922 


.C17 


Gene No. 


30723 




Strand 






Start 


5628 




End 


7980 




Name 


OJ990427 


26:9922. C17.o2.tm 


Method 


TBLASTX: Maize 




Start 


394 




End 


845 




GI 


none 




Score 


585 




Exons 


394. .843, 


421. .843, 690. .845 








Seq. No. 


14364 




Seq. ID 


OJ990427_26. 9922 


.C17 


Gene No. 


30723 




Strand 






Start 


5628 




End 


7980 





15131 



Method 

End 

Score 



Name OJ990427_26 . 9922 . C17 . o3 . tc 

Start 466 

GI none 

Exons 466.. 924, 569.. 922 

Seq. No. 14364 

Gene No. 30723 

Start 5628 

Name OJ990427_26 . 9922 .C17 . o7 . ts 

Start 511 

GI none 

Exons 511. .747, 514. .765, 519. .749, 575. .763 



TBLASTX: Cress 

924 

349 



Seq. ID OJ990427_26. 9922.C17 
Strand 

End 7980 

Method TBLASTX : Soybean 

End 7 65 

Score 219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

f Seq. No. 

i Gene No. 

I Start 

! Name 

* Start 

! GI 

| Exons 



14364 
30723 
5628 

OJ990427_26. 9922.C17.o7 .tc 
976 
none 

976. .1149, 977. .1156, 1021. .1215, 1043. .1156, 1153. .1305, 
1156. .1308, 1158. .1307 



Seq. ID OJ990427_26.9922.C17 
Strand 

End 7980 

Method TBLASTX : Cress 

End 1308 

Score 130 



14364 
30723 
5628 

OJ990427_26. 9922.C17.o4.ts 

1045 

none 



Seq. ID OJ990427_26.9922.C17 
Strand 

End 7 980 

Method TBLASTX : Soybean 

End' 154 5 

Score 82 



1045. .1155, 1045. .1215, 1156. .1545, 1157. .1384, 1158. .1544 



Seq. No. 


14364 








Gene No. 


30723 








Start 


5628 








Name 


OJ990427 26. 


9922. 


.C17.o3 


. tm 


Start 


1152 








GI 


none 








Exons 


1152. .1304, 


1398. 


. .1592, 


1399 


Seq. No. 


14364 








Gene No. 


30723 








Start 


5628 








Name 


OJ990427 26. 


9922, 


,C17.o5 


.tc 


Start 


1310 








GI 


none 








Exons 


1310. .1540, 


1311. 


. .1676, 


1312 




1676. .1789, 


1683. 


. .1796, 


1722 


Seq. No. 


14364 








Gene No. 


30723 








Start 


5628 








Name 


OJ990427 26. 


9922. 


,C17.o9 


. ts 


Start 


1546 








GI 


none 








Exons 


1546. .1821, 


1547. 


, .1642, 


1578 



Seq. ID OJ990427_26.9922.C17 
Strand 

End 7 980 

Method TBLASTX : Mai ze 

End 1592 

Score 63 



Seq. ID OJ990427_26.9922.C17 
Strand 

End 7 980 

Method TBLASTX : Cress 

End 1796 

Score 125 



Seq. ID OJ990427_26. 9922.C17 
Strand 

End 7980 

Method TBLASTX : Soybean 

End 1821 

Score 291' 



Seq. No. 
Gene No. 



14364 
30723 



Seq. ID OJ990427_26. 9922.C17 
Strand 



15132 




Start 


5628 








End 


7980 




Name 


OJ990427_26. 


9922, 


.C17.o3, 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1822 








End 


3324 




GI 


none 








Score 


106 




Exons 


1822 . . 1965, 


i o o o 

1828 , 


. . 1962, 


T O O O 

1839 . 


.1964, 1964. .2005, 


1965 . . 2009, 




2047 . .2325, 


2057 , 


o o o o 

. . 2338, 


aac n 

2058 . 


.2360, 2398. .2451, 


2401 . .2445, 




O >1 O O O C 1 O 

2478 . . 2513, 


O O O 1 

2771 , 


OTTO 

. .3112,. 


2772 . 


.3113, 2890.. 3123, 


3253 . . 3324 


Seq. No. 


1 A O C A 

14364 








Seq. ID 


OJ990427 


26 . 9922 . CI / 


Gene No. 


30723 








Strand 






Start 


5628 








End 


7980 




Name 


OJ990427 2d. 


o o o o 

9922 , 


. CI / . 04 , 


. tc 


Method 


TBLASTX : 


Cress 


Start 


1822 








End 


2339 




GI 


none 








Score 


158 




Exons 


1822 . . 1965, 


1824 , 


, . 1964 , 


1965 . 


.1982, 2052. .2141, 


2063 . .2140, 




a 1 i r O O O O 

2135 . . 2338, 


2136 < 


o o o n 

. .2339, 


o i o r 

2136 . 


.2339 






Seq. No. 


14364 








Seq. ID 


OJ990427 


_26.9922.C17 


Gene No. 


30723 








Strand 






Start 


5628 








End 


7980 




Name 


OJ990427 26. 


n o o 

9922 , 


. C17 . ol , 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2129 








End 


4421 




GI 


none 








Score 


610 




Exons 


2129. . 2188 , 


2159 , 


. . 257 5," 


2160. 


.2576, 2160.. 2576, 


4 368 . .4 421 


Seq. No. 


14364 








Seq. ID 


OJ990427 


o /- or\oo /^to 

2 6 . 9922 . C17 


Gene No. 


30723 








Strand 






Start 


5628 . 








End 


7980 




Name 


OJ990427_26. 


9922. 


,C17.ol, 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


O O >i /" 

2346 








End 


2582 




GI 


none 








Score 


65 




Exons 


2346 . . 2390, 


A A i| /- 

234 6 , 


. . 2390, 


2389 . 


.2442, 2390. .2443, 


OOOjI o a a a 

2394 . .2444, 




2400 . .244 7, 


2456 , 


o c o >i 

. . 2524 , 


2459 . 


.2524, 2531. .2581, 


2531 . .2581, 




O C O C o c o o 

2535 . .2582 














Seq. No. 


14364 








Seq. ID 


OJ990427 


_26.9922.C17 


Gene No. 


30723 








Strand 






Start 


5628 








End 


7980 




Name 


OJ990427 26. 


9922 . 


. C17 . 08 , 


. tc . 


Method 


TBLASTX: 


Cress 


Start 


2789 








End 


3114 




GI 


none 








Score 


309 




Exons 


O O O fl O "1 1 O 

2789 . . 3112, 


2789 . 


. . 2824 , 


A T A A 

2790 . 


.3113, 21 


J84. .3114, 


2890 . . 3114 


Seq. No. 


14364 








Seq. ID 


OJ990427 


_26. 9922.C17 


Gene No. 


30723 








Strand 






Start 


c f o a 

5628 








End 


7980 




Name 


OJ990427 26. 


9922 . 


. C17 . o9 . 


. tc 


Method 


TBLASTX : 


Cress 


Start 


3259 








End 


3484 




GI 


none 








Score 


187 




Exons 


3259 . .3483, 


3280 . 


. .3483, 


3287 . 


.3484 






Seq. No. 


14364 








Seq. ID 


OJ990427 


_26.9922.C17 


Gene No. 


30723 








Strand 






Start 


5628 








End 


7980 




Name 


OJ990427 26. 


9922. 


.C17.o8. 


,ts 


Method 


TBLASTX : 


Soybean 


Start 


3432 








End 


3693 




GI 


none 








Score 


81 





15133 




Exons 


34 32 . . Joy J, 


34 33 


. Jolb , 


A * A * 

34 34 . 


.3601, 3598.. 3693, 3599.. 3691 


Seq. No. 


14 364 








Seq. ID 


OJ990427_26. 9922.C17 


Gene No. 


30723 








Strand 




Start 


5628 








End 


7980 


Name 


OJ990427 26, 


a a h a 

9922 


CI / . Ob . 


ts 


Method 


TBLASTX : Soybean 


Start 


4 152 








End 


4401 


GI 


none 








Score 


128 


Exons 


4152 . . 4277 , 


4152 


. 4277 , 


A 1 C A 

4 154 . 


.4285, 4163. .4285, 4276. .4401, 




4278 . .4400 












Seq. No. 


14364 








Seq. ID 


OJ990427__26. 9922.C17 


Gene No. 


30723 








Strand 




Start 


5628 








End 


7980 


Name 


OJ990427 26. 


9922 


C17 . olC 


. ts 


Method 


TBLASTX : Soybean 


Start 


4 402 








End 


4595 


GI 


none 








Score 


201 


Exons 


4402 . . 4593, 


yi » A A 

4 4 04 


. 4 595, 


A A A A 

4 4 U4 . 


.4592 




Seq. No. 


14364 








Seq. ID 


OJ990427_26.9922.C17 


Gene No. 


30723 








Strand 




Start 


5628 








End 


7980 


Name 


OJ990427 26, 


9922 


C17.ol. 


tc 


Method 


TBLASTX: Cress 


Start- 


4504 








End 


6909 


GI 


none 








Score 


137 


Exons 


4504 . . 4632, 


4504 


. . 4 623, 


4 506. 


.4679, 4697. .4897, 4700. .4891, 




4735 . . 4932, 


4884 


. . 5102 , 


4889 . 


.5227, 41 


390. .5234, 4891. .5229, 




4891 . . 5235, 


5157 


. . 5237 , 


6205 . 


.6429, 6224. .6631, 6225.-6683, 




6685 . .6786, 


66o7 


r A A o 
. . 6908 , 


DDO / . 


.6908, 6766. .6909 


Seq. No. 


14364 








Seq. ID 


OJ990427_26. 9922.C17 


Gene No. 


30723 








Strand 




Start 


5628 








End 


7980 


Name 


OJ990427 26 


9922 


,C17.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4692 








End 


6222 


GI 


none 








Score 


306 


Exons 


4 692 . . 5114 , 


4 694 


. . 5236, 


4 694 . 


.5314, 4717. .5328, 4735.-5334, 




[T A "7 A c o a a 

5270 . . 5329, 


5409 


. .5444, 


5445. 


.5480, 5496. .5534, 5692. .5775, 




5698 . . 5772 , 


5867 


. . 5935, 


c A f A 

5869 . 


.5901, 5967. .5999, 5969. .6004, 




6052 . . 6114 , 


6053 


. . 6091, 


6099 . 


.6149, 6100. .6222 


Seq. No. 


14 364 








Seq. ID 


OJ990427_26.9922.C17 


Gene No. 


30723 








Strand 




Start 


5628 








End 


7980 


Name 


OJ990427 26 


9922 


. CI / . ol . 


gp 


Method 


AAT/GAP 


Start 


5628 








End 


5830 


GI 


6012822 








Score 


337 


Exons 


5628. .5830 












GI Descrip. 


11957/emb|X15901 


CHOSXX 


1 . Oe- 


52 Rice complete chloroplast qenome 


Seq. No. 


14364 








Seq. ID 


OJ990427_26. 9922.C17 


Gene No. 


30723 








Strand 




Start 


5628 








End 


7980 


Name 


OJ990427 26 


9922 


.C17.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6300 








End 


7980 


GI 


none 








Score 


405 


Exons 


6300. . 6683, 


6302 


. .6631, 


6373. 


.6678, 6679.-6786, 6689. .6784, 



15134 



6690.. 7967, 6718.. 7980 



Seq. No. 14364 Seq. ID 

Gene No. 30723 Strand 

Start 5628 End 

Name OJ990427_26 . 9922 . C17 . o2 . tc Method 

Start 7020 End 

GI none Score 
Exons 



OJ990427_26. 9922 ,C17 
7980 

TBLASTX : Cress 

7475 

138 



7020. .7175, 7023. .7400, 7027. .7401, 7411. .7473, 7413. .7475 



OJ990427_26.9922.C18 
+ 

372 

AAT/GAP 

372 

712 



Seq. No. 14365 Seq. ID 

Gene No. 30724 Strand 

Start 1 End 

Name OJ990427_26. 9922 .C18 .ol .gp Method 

Start 1 End 

GI LIB3431-005-P1-N1-A5 Score 

Exons 1..372 

GI Descrip. 1 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 ? 



Seq. No. 


14365 




Seq. ID 


OJ990427_26.9922.C18 


Gene No. 


30725 




Strand 




Start 


519 




End 


953 


Name 


OJ990427 26.9922.C18 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1 




End 


562 


GI 


none 




Score 


243 


Exons 


1..180, 2. .181, 319. 


.543, 320 


..550, 326. .562 


Seq. No. 


14365 




Seq. ID 


OJ990427_26.9922.C18 


Gene No. 


30725 




Strand 




Start 


519 




End 


953 


Name 


OJ990427 26.9922.C18 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


•138 




End 


422 


GI 


none 




Score 


53 


Exons 


138. .179, 139. .195, 


139. .180, 


140. .184, 


191. .217, 192. .218, 




213. .278, 221. .259, 


230. .295, 


235. .300, 


292. .384, 306. .422, 




311. .421, 312. .422 








Seq. No. 


14365 




Seq. ID 


OJ990427_26.9922.C18 


Gene No. 


30725 




Strand 




Start 


519 




End 


953 


Name 


OJ990427 26. 9922. C18 


. o2 . gp 


Method 


AAT/GAP 


Start 


519 




End 


953 


GI 


5886 1.R1084 




Score 


840 


Exons 


519. . 953 








GI Descrip. 


! 11957/emb|X15901|CHOSXX 0.0e+00 Rice complete chloroplast 




genome 1 








Seq. No. 


14365 




Seq. ID 


OJ990427_26.9922.C18 


Gene No. 


30725 




Strand 




Start 


519 




End 


953 


Name 


OJ990427 26.9922.C18 


. o3 . tm 


Method 


TBLASTX: Maize 



15135 



Start 
GI 

Exons 



633 End 903 

none Score 107 

633. .692, 633. .692, 634 693, 681. .902, 682. .903, 734. 

734. .781, 790. .903 



.784, 



Seq. No. 14365 

Gene No. 30726 

Start 2343 

Name OJ990427_26 . 9922 . C18 . o2 . ts 

Start 2343 

GI none 

Exons 2343.. 2426, 2345.. 2425, 
2432.. 2521, 2614.. 2664, 



Seq. ID OJ990427_26. 9922.C18 
Strand 

End 2666 
Method TBLASTX : Soybean 
End 2666 
Score 79 
2429. .2515, 2430. .2516, 2430. .2519, 
2616. .2666, 2616.. 2666 



Seq. No. 14365 

Gene No. 30726 

Start 2343 

Name OJ990427_26 . 9922 . C18 . o2 . tm 

Start 2357 

GI none 

Exons 2357.. 2431, 2358.. 2429, 2358, 
2410. .2637, 2411. .2635, 2428, 



Seq. ID OJ990427_26.9922.C18 
Strand 

End 2666 

Method TBLASTX : Mai ze 

End 2637 

Score 104 

.2432, 2359.. 2430, 2399.-2635, 
.2637 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14365 
30727 
2598 

OJ990427_26. 9922.C18.ol.tc 

2598 

none 

2598. .2654, 2600. .2653, 2601. 
2747. .2926, 2749.-2925, 2750. 
2927.. 3004, 3056.. 3103, 3065. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 26.9922.C18 



3103 

TBLASTX: Cress 
3103 
76 

.2675, 2663.. 2713, 2664, 
.2944, 2901. .3008, 2901, 
.3103 



,2714, 
,2993, 



Seq. No. 14365 

Gene No. 30728 

Start 3040 

Name OJ990427_26 . 9922 . C18 . ol . tm 

Start 3040 

GI none 

Exons 3040.. 3255, 3045.. 3254, 
3253. .3351, 3317 .. 3352 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_26.9922.C18 
3352 

TBLASTX: Maize 

3352 

338 



3056.. 3337, 3246.. 3350, 3252.. 3350, 



Seq. No. 14365 Seq. ID 

Gene No. 30728 Strand 

Start 3040 End 

Name OJ990427_26 . 9922 . C18 . ol . tw Method 

Start 3051 End 

GI none Score 

Exons v " 3051.. 3269, 3051.. 3269, 3052.. 3270 



OJ990427_26.9922.C18 
3352 

TBLASTX: Wheat 

3270 

325 



Seq. No. 14366 Seq. ID 

Gene No. 30729 Strand 

Start 1 End 

Name OJ990427_26 . 9922 . C19 . ol . gp Method 

Start 1 End 

GI 1629_2.R1084 Score 

Exons 1 . . 357 



OJ990427_26.9922.C19 
+ 

357 

AAT/GAP 

357 

555 



15136 




GI Descrip. 1 12 4 521 7 /gb I U4 9840 IOSU4 9840 1.0e-170 Oryza sativa subsp. indica 
large ribosomal RNA gene, chloroplast gene encoding chloroplast 
rRNA, partial sequence 1 



beq. no. 


1 ft ODO 


beq. id 


wjyyufiz/ zd. yyzz .Liy 


Gene No. 


jU / JU 


Strand 




b rare 


/ oy 






Name 


ATQQn/10"7 9£ GQ99 fl Q +- r« 


K/I 4— V\ /-\ 

rietnoa 


TRT a CTY • Pro e e 

i DL1H.0 ia . tress 


Start 




hna 


'DC') 

JJ J 




none 


Score 


9 a 

6JU 


Exons 


3. .167, 7. .171, 8. .172, 157.. 


240, 163. 


.327, 173.. 325, 282.. 329 




332.. 352, 333.. 353 






beq. no. 


14 Job 


beq . i u 


PiTQQn/l9*7 9C QQ99 PI Q 

vjjyyufiz/ ZD. yyzz .Liy 


Gene No. 


jU / JU 


b trana 




Start 


Ten 

/by 


bna 




Name 


ujyyu^z/ ZD.yyzz.Liy.oi.LS 


Metnou 


1 nj_if\b 1 a . ooyoean 


btart 




bna 


"5 *; *7 


GI 


none 


Score 


9 t n 

z / u 


Exons 


3. .167, 7. .171, 8. .172, 157.. 


240, 163. 


otq ITT 9QQ m ' 9 Q £ 

. z / y , i/j. ,zoy ; 1 / / . . zyb 




232. .357, 270. .356, 292. .357 






Seq. No. 


14366 


Seq. ID 


PiTQQfl/19'7 OC QQ99 pi Q 

ujyyu4z/ zb.yyzz.uiy 


Gene No. 


30730 


Strand 




Start 


759 


End 


1Z / O 


Name 


OJ990427 26.9922.C19.ol.tw 


„ Method 


1 bijAb 1 a : wneatr. 


btarc 


66 


End 


1 9 n 9 
izuo 




none 


Score 


C Q 

o y 


Exons 


66. .119, 279. .332, 758. .790, 


759. .791, 


759. .797, 764. .1036, 




765. .1037, 766. .1038, 788. .1039, 839.. 


883, 840. .884, 1108. .120 




1109. .1201, 1111. .1203 






Seq. No. 


14366 


Seq. ID 


Pi TQQD/1 0*7 9 £*. QQ99 P1 Q 

ujyyu^z/ zo.yyzz.uiy 


Gene No. 


30730 


Strand 




btart 


759 


End 


1Z / D 


Name 


OJ990427 26.9922.C19.o2.tm 


Method 


rp o T 7\ CPV . M-i •! r-, ^ 

i biiAb i A : Mai ze 


Start 


129 


End 


357 


GI 


none 


Score 


160 


Exons 


129. .221, 130. .357, 131. .355, 


267. .356 


9 Q9 9 

, z y z . . jj / 


beq. No. 


14366 


Seq. ID 


ATQQn/l Ol 9 £ QQ99 pi Q 

ujyyu4z/ zo.yyzz.uiy 


Gene No. 


30730 


Strand 




Start 


759 


End 


1Z / b 


Name 


OJ990427 26.9922.C19.ol.tm 


Method 


1 BLAb 1 A : Mai ze 


Start 


758 


End 


1 n 9 q 


(IT 


none 


Score 


486 


Exons 


758. .1036, 759. .1037, 760. .1038, 761.. 


1039, 839. .883, 840. .884 


Seq. No. 


14366 


Seq. ID 


OJ990427_26.9922.C19 


Gene No. 


30730 : 


Strand 




Start 


759 


End 


1276 


Name 


OJ990427 26.9922.C19.o2.gp 


Method 


AAT/GAP 


Start 


759 


End 


1276 


GI 


306 9.R1084 


Score 


744 


Exons 


759. .1038, 1109. .1276 






GI Descrip. 


'287391/dbj ID13111 IRICMT15 1. 


0e-178 Oryza sativa mitochondrial 



rpoB pseudogene' 



15137 



Seq. No. 


14366 


Seq. ID 


OJ990427_26.9922 


-C19 


Gene No. 


30730 


Strand 






OtaiL 


759 


End 


197 6 




Name 


OJ990427 26.9922.C19.o2.tc 


Method 


1 DLirlO lA.LiICoo 






939 


End 


197 6 
X £. f D 




C T 
LrX 


none 


Score 






C VAT*1 O 

tiXons 


939. .968, 960. .1019, 975. .1037, 1108.. 


19?^ 1 1 flQ 1940 






i oin 197S 1911 1976 1911 


1276 






Seq. No. 




Seq. ID 


OJ990427_26.9922 


.C19 


n o 1*1 ^ m o 


30730 


Strand 








759 


End 


1276 




Name 


OJ990427 26.9922.C19.o3.tm 


Method 


TBLASTX: Maize 






1108 


End 


1259 




r; t 
VjX 


none 


Score 


188 




Lxons 


1108. .1233, 1109. .1240, 1210.. 


1257, 1211. .1258, 1212. .1259 


Seq. No. 


14367 


Seq. ID 


OJ990407_11.9922 


.CI 


Gene No. 


30731 


Strand 


+ 




olait 


1 


End 


429 




Name 


OJ990407 11. 9922.Cl.ol.np 


Method 


AAT/NAP 




o tart 


1 


End 


429 




■ssr (jX 


6721512 


Score 


126 




I "t IT" v ^ yi e» 

•t_; tiXons 


1..364, 407. .429 








iji (jjI uescrxp. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


14367 


Seq. ID 


OJ990407_11.9922 


.CI 


, . bene ino . 


30732 


Strand 








280 


End 


427 




\A Name 


OJ990407 11. 9922.Cl.ol.gs 


Method 


GENSCAN 




j U oLdirt. 


280 


End 


427 




PT 

OX 


none 


Score 


.73 




C von c 

U 


280. .427 








Con Mn 


14368 


Seq. ID 


OJ990407_11.9922 


.C2 


M< Gene No. 


30733 


Strand 


+ 




Start 


1 


End 


410 




Name 


OJ990407 11.9922.C2.ol.np 


Method 


AAT/NAP 




<SSi OLax L 


1 


End 


410 




i : 

kjX 


100210 


Score 


104 




XjXCJI 1 o 


1. .410 








oX UcbOlip. 


extensin precursor (clone Tom 


L-4) - tomato gi 1170444 (M76671) 




extensin (class II) [Lycopersicon esculentum] 




oeq. ino * 


14369 


Seq. ID 


OJ990407 11.9922 


.C3 


Gene No. 


30734 


Strand 


+ 




Start 


1 


End 


5552 




Name 


OJ990407 11.9922.C3.ol.np 


Method 


AAT/NAP 




ot art 


1 


End 


5552 




GI 


4938491 


Score 


1004 




Exons 


1..748, 912. .1108, 1145. .2177, 


2367. .2668, 3319. .3703, 






3752. .4150, 4238. .4385, 4413.. 


5001, 5534. .5552 




GI Descrip. 


(AL0784 64) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


14369 


Seq. ID 


OJ990407_11.9922- 


.C3 


Gene No. 


30734 


Strand 


+ 





15138 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

•I GI 

Exons 

ii 

f| Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



OJ990407JL1. 9922.C3.ol.gs 

107 

none 



End 

Method 

End 

Score 



5552 
GENSCAN 
4997 
.62 



107. .602, 913. .1286, 1695. .1850, 2067. .2177, 2367. .2668, 
3319. .4997 



Seq. ID OJ990407_11.9922.C3 
Strand + 

5552 
AAT/GAP 
2114 
1028 



14369 
30734 
1 

OJ990407_11. 9922.C3.ol.gp 
1599 

53041_1.R1084 
1599. .2114 

, 4938491/emb|CAB43850.1| 1.0e-10 (AL078464) hypothetical protein 
[Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



14369 
30734 
1 

OJ990407_11. 9922.C3.o2. tm 

3753 
none 



Seq. ID OJ990407_11.9922.C3 

Strand + 

End 5552 

Method TBLASTX : Mai ze 

End 3951 

Score 225 



3753. .3938, 3754. .3951, 3755. .3949 



14369 
30734 
1 

OJ990407_11. 9922.C3.ol.tm 

4375 

none 

4375. .4641, 4376. .4639 



Seq. ID OJ990407_11.9922.C3 

Strand + 

End 5552 

Method TBLASTX : Maize 

End 4 641 

Score 288 



14370 
30735 
1 

OJ990407_11.9922.C4.ol.np 
1 

4938491 

1..412, 459. .665, 1091. .1187 

(AL0784 64) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990407_11. 9922.C4 

Strand + 

End 1383 

Method AAT/NAP 

End 1187 

Score 347 



14370 
30735 
1 

OJ990407_11.9922.C4.ol.gs 

219 
none 



Seq. ID OJ990407_11.9922.C4 

Strand + 

End 1383 

Method GENSCAN 

End 1383 

Score .44 



219. .412, 503. .584, 917. .1020, 1091. .1182, 1307. .1383 



14370 
30736 
1308 

OJ990407_11.9922.C4.ol.gp 
1308 

55483JL.R1084 

1308. .1558, 1633. .1901 



Seq. ID OJ990407_11.9922.C4 

Strand + 

End 1901 

Method AAT/GAP 

End 1901 

Score 980 



15139 




GI Descrip. 1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 





Seq. No. 


14371 


Seq. ID 


OJ990407 11 


. 9922 


.C5 




Gene No. 


30737 


Strand 


+ 








Start 


32 


End 


3746 








Name 


OJ990407 11 . 9922 . C5 . ol . gs 


Method 


GENSCAN 








Start 


32 


End 


374 6 








GI 


none 


Score 


.63 








Exons 


32. .244, 3089. .3267, 3290.. 


3492, 3531. 


.3596, 3721. 


.3746 






Seq. No. 


14372 


Seq. ID 


OJ990407 11 


. 9922 . 


. C6 




Gene No. 


30738 


Strand 


+ 








Start 


725 


End 


2386 








Name 


OJ990407 11 . 9922 . C6 . ol . gs 


Method 


GENSCAN 








Start 


725 


End 


2386 








GI 


none 


Score 


. 61 








Exons 


725. .868, 1333.. 1456, 2241. 


.2386 










Seq. No. 


14372 


Seq. ID 


OJ990407_11 


.9922. 


.C6 




Gene No. 


30739 


Strand 


+ 








Start 


8319 


End 


9365 








Name 


OJ9904 07_11 . 9922 . C6.o2.. gp 


Method 


AAT/GAP 








Start 


8319 


. End 


8766 








GI 


5038970 


Score 


811 








Exons 


8319. . 8766 










m 


GI Descrip. 


4 4 68813/emb | CAB38214 | 2 . Oe- 


10 (AL035601) putative ] 


protein 






[Arabidopsis thaliana] 












Seq. No. 


14372 


Seq. ID 


OJ990407_11 


.9922, 


.C6 




Gene No. 


30739 


Strand 


+ 






r Li 


Start 


8319 


End 


9365 








Name 


OJ9904 07_11 . 9922.C6.o3.np 


Method 


AAT/NAP 








Start 


8474 


End 


9365 






□ 


GI 


6223644 


Score 


987 








Exons 


8474. .8847, 8939. .9365 












GI Descrip. 


(AC011698) unknown protein 


[Arabidopsis thaliana] 






: 

CA 


Seq. No. 


14372 


Seq. ID 


OJ990407_11 


. 9922. 


.C6 




Gene No. 


30740 


Strand 


+ 






Q 


Start 


9392 


End 


9711 








Name 


OJ9904 07_11 . 9922 . C6 . o3 . gp 


Method 


AAT/GAP 








Start 


9392 


End 


9711 








GI 


5038584 


Score 


586 








Exons 


9392. .9711 












Seq. No. 


14372 


Seq. ID 


OJ990407_11 


. 9922. 


.C6 




Gene No. 


30741 


Strand 










Start 


s 3929 


End 


7111 








Name 


OJ990407 11.9922.C6.o2.gs 


Method 


GENSCAN 








Start 


3929 


End 


7111 








GI 


none 


Score 


.88 








Exons 


3929. .3984, 5313. .6281, 6631. .7111 










Seq. No. 


14372 


Seq. ID 


OJ990407_11 


. 9922. 


X6 




Gene No. 


30741 


Strand 










Start 


3929 


End 


7111 







15140 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990407_11 . 9922 . C6 . ol . gp Method AAT/GAP 

4504 End 4566 

LIB3432-007-P1-K1-E2 Score 104 

4504. .4566 

1 4 4 68813/emb | CAB38214 | 2.0e-10 (AL035601) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 14372 

Gene No. 30742 

Start 9697 

Name OJ990407_11 . 9922 ,C6 . o5 . tm 

Start 3832 

GI none Score 

Exons 3832. .3903, 3926. .4114, 3934. .4122 



Seq. ID OJ990407_11.9922.C6 
Strand 

End 9855 
Method TBLASTX : Maize 
End 4122 
109 



Seq. No. 14372 

Gene No. 30742 

Start 9697 

Name OJ990407_11 . 9922 .C6 . ol . 

Start 4201 

GI none 

Exons 4201.. 4563, 4318.. 4566 



tw 



Seq. ID OJ990407_11. 9922.C6 
Strand 

End 9855 

Method TBLASTX : Wheat 

End 4566 

Score 78 



Seq. No. 14372 

Gene No. 30742 

Start 9697 

Name OJ990407_11 . 9922 . C6 . o3 . 

Start 4294 

GI none 

Exons 4294.. 4380, 4298.. 4375, 



tm 



Seq. ID OJ990407_11. 9922.C6 
Strand 

End 9855 

Method TBLASTX : Mai ze 

End 4765 

Score 73 



4393. .4764, 4616. .4765 



Seq. No. 14372 

Gene No. 30742 

Start 9697 

Name OJ990407_11 . 9922 . C6 . o4 . 

Start 4663 

GI none 

Exons 4663.. 4779, 4807.. 4845, 



Seq. ID OJ990407_11. 9922.C6 
Strand 

End 9855 

tw Method TBLASTX: Wheat 

End 5214 

Score 60 
4852. .5214, 4906. .5067 



Seq. No. 14372 

Gene No. 30742 

Start 9697 

Name OJ990407_11 . 9922 . C6 . o2 . 

Start 4837 

GI none 

Exons 4837.. 5001, 5011.. 5364, 



End 

ts Method 
End 
Score 
5039. .5248 



Seq. ID OJ990407_11. 9922.C6 
Strand 

9855 

TBLASTX: Soybean 
5364 
113 



Seq. No. 14372 

•Gene No. 30742 

Start 9697 

Name OJ9904 07_11 . 9922 . C6 . o2 . 

Start 4970 

GI none 

Exons 4970.. 5236, 5014.. 5931, 



Seq. ID OJ990407_11. 9922.C6 
Strand 

End 9855 

tm Method TBLASTX : Maize 

End 5931 

Score 95 
5309. .5446, 5521. .5892, 5528. .5908 



Seq. No. 
Gene No. 



14372 
30742 



Seq. ID OJ990407_11. 9922.C6 
Strand 



15141 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



9697 

OJ990407_11. 

5221 
none 

5221. .5301, 

14372 
30742 
9697 

OJ990407_11. 

5569 

none 

5569. .5880, 

14372 
30742 
9697 

OJ990407_11. 

6068 

none 

6068. .6130, 
6590. .6778, 

14372 
30742 
9697 

OJ990407_11, 

6208 

none 

6208. .6549, 

14372 
30742 
9697 

OJ990407_11. 

6826 

none 

6826. .7053, 

14372 
30742 
9697 

OJ990407_11 
8470 
none 

8470. .8649, 

14372 
30742 
9697 

OJ990407_11. 
8470 
none 

8470. .8649, 

14372 
30742 



9922.C6.o7.tw 



5293. .5445, 5455. 



9922.C6.o3.tw 



5606. .5845 



9922.C6.o4.tm 



6070.. 6168, 6124. 
6591. . 6779 



9922.C6.o2.tw 



6209. . 6421 



9922.C6.o5.tw 



End 

Method 
End 
Score 
.5568 



9855 

TBLASTX: Wheat 

5568 

99 



Seq. ID OJ990407_11.9922..Ce 
Strand 

End 9855 

Method TBLASTX : Wheat 

End 5880 

Score 187 



Seq. ID OJ990407_11.9922.C6 
Strand 

End 9855 

Method TBLASTX : Mai ze 

End 6779 

Score 58 

.6315, 6136. .6225, 6289. .6471, 



Seq. ID OJ990407_11.9922.C6 
Strand 

End 9855 

Method TBLASTX : Wheat 

End 6549 

Score 100 



Seq. ID OJ990407_11.9922.C6 
Strand 

End 9855 

Method TBLASTX : Wheat 

End 7196 

Score 61 



6842. .7069, 7062. .7196, 7063. .7140 



.9922.C6.ol.tm 
8486..8863, 8743. 

9922.C6.o6.tw 
8486. .8662 



Seq. ID OJ990407_11.9922.C6 
Strand 

End 9855 

Method TBLASTX : Mai ze 

End 9266 

Score 454 

.8862, 8936.. 9265, 8937.. 9266 

Seq. ID OJ990407_11.9922.C6 
Strand 

End 9855 

Method TBLASTX : Wheat 

End 8662 

Score 210 



Seq. ID OJ990407_11.9922.C6 
Strand 



15142 





start 


yby / 


End 


9855 




Name 


ujyyufiu/ 1 1 . y yzz . Go . 01 . tc 


Method 


TBLASTX: Cress 




bt art 


Q A Q Q 


End 


9122 




GI 


none 


Score 


215 




Exons 


Q/IQQ QCOfl QT-JC QQC1 Q "7 A "i 


.8844, 8937.. 9089, 9069.. 9122 




Seq. No. 


14372 


Seq. ID 


OJ990407_11. 9922.C6 




Gene No: 


30742 


Strand 






C4- -1 v- +- 

btart 


yby / 


End 


9855 




Name 


ujyyu^u/ l i . y yzz . Go . oi . ts 


Method 


TBLASTX: Soybean 




Start 


o4 o y 


End 


9329 




GI 


none 


Score 


397 




Exons 


Q/iOQ ppci qcci QC/1Q OlylQ 


.8844, 8937. .9329, 8984. .9301 




Seq. No. 


14372 


Seq. ID 


OJ990407 11. 9922. C6 




Gene No. 


30742 


Strand 


- 




C * 1 t-4- 

oLart 


QCQ7 

yoy/ 


End 


9855 




Name 


ujyyufiu/ 1 1 . y y ^ *i . go . oz . tc 


Method 


rpDT A CTV • P-apo 

1 oLiAb 1 a : Gress 




Start 


y 1^ j 


End 


9329 




GI 


none 


Score 


241 




Exons 


yi^ j . .yjzy, yi^o. .yjui 






.3 S j 


Seq. No. 


14372 


Seq. ID 


OJ990407_11. 9922.C6 




Gene No. 


30742 


Strand 


- 




btart 


yoy / 


End 


9855 


: : F: 


Name 


ujyyu4U/ 1 1 . yyzz . Go . 04 . gs 


Method 


GENSCAN 


i U 


Start 


yby / 


End 


9855 




GI 


none 


Score 


.96 




Exons 


y by / . . yo do 








Seq. No. 


14373 


Seq. ID 


OJ990407_11. 9922.C8 


1 b? 


Gene No. 


30743 


Strand 


+ 


i: 


04- — 4- 

btart 




End 


762 




Name 


ujyyufiu/ 1 1 . y yz z . Go . 01 . qs 


Method 


GENSCAN 


'is! 


Start 




End 


762 


-t 


GI 


none 


Score 


.63 


j: s: 


Exons 


IU1 . . Z f Q f 00 / . . / bz 






; s=! 


beq. No. 


14 j / j 


Seq. ID 


OJ990407_11.9922.C8 




Gene No . 


inn /\ a 


Strand 


+ 




bt art 


5982 


End 


11759 




Name 


OJ990407 11.9922.C8.ol.np 


Method 


AAT/NAP 




Start 


5982 


End 


11576 




GI 


3335060 


Score 


3935 




Exons 


5982. .6158, 7707. .7778, 7887. 


.9818, 9903.. 10061, 10274 .. 10445, 






10810. .11108, 1134 0. .11576 








GI Descrip. 


(AF025842) plasma membrane-type calcium ATPase [Arabidopsis 






thaliana] gi | 4 4 6898 9 | emb | CAB38303 | (AL035605) plasma 






membrane-type calcium ATPase 


(ACA2) [Arabidopsis thaliana] 




beq . no . 


14373 


Seq. ID 


OJ990407_11.9922.C8 




Gene No. 


30744 


Strand 


+ 




Start 


5982 


End 


11759 




Name 


OJ990407 11.9922.C8.o3.gs 


Method 


GENSCAN 




Start 


5982 


End 


11759 




GI 


none 


Score 


.62 




Exons 


5982. .6198, 7669. .7761, 7867. 


.9842, 9903. .10061, 10274 .. 104 4 5, 



15143 




10810. .11108, 11340. .11574, 11731. .11759 



064* LM O . 


14373 












1 1 QQOO PQ 
XX. .^O 


P NT 

bene lno . 


30745 








0 C X alia. 








13436 








TTr»H 

i^na 


X H U X J 




Name 


OJ990407 11. 


9922 


pft ni 


9P 


L v je LIlOQ 


rirt 1 / unr 






13436 














p t 


4715133 








Score 






Exons 


13436. .14013 












Seq. No. 


14373 








Seq. ID 


OJ990407 


_11.9922.C8 


bene lno . 


30746 








Strand 






0 car l 


12659 








End 


16757 




Name 


OJ990407 11. 


9922, 


. bo . Oh * 


LIU 


Method 


TBLASTX: 


Lxia ize 


0 cart 


5976 








End 


7912 




P T 
bX 


none 








Score 


196 




Exons 


5976. . 6104, 


5978, 


£ 1 4 ft 

. . O X 4 O , 


S Q7 P. 
D y / O . 


.6160, 5982. .6155, 


7 706 77 R 




7707. .7766, 


7868, 


7 Q1 9 


7 P. £Q 


.7910 






beq. lno. 


14373 








Seq. ID 


OJ990407 


_11. 9922.C8 


Gene No. 


30746 








Strand 






Start 


12659 








End 


16757 




Name 


OJ990407 11. 


9922, 


.C8.01. 


tc 


Method 


TBLASTX : 


Cress 




5978 








■ End 


11573 




bl 


none 








Score 


235 




Exons 


5978.\6154, 


5982, 


. .6158, 


7690-. 


.7788, 7704 . .7817, 


7878. .9821; 




7880. .9853, 


9896, 


..10063, 9900 


. . 10064, 


9902. .10063, 10265. .1 




10271. .10453, 10273. .10452, 1074 6 11 111 , 10772 


. . 11110, 




10818. .11120 


, 11318. .11572, 11322. .11573 




Seq. No. 


14373 








Seq. ID 


OJ990407 


_11. 9922.C8 


bene ino . 


30746 








Strand 








12659 








End 


16757 




Name 


OJ990407 11. 


9922, 


.C8.o4. 


ts 


Method 


TBLASTX: 


Soybean 




5978 








End 


7922 




P T 


none 








Score 


46 




iiixons 


5978. . 6007, 


5979, 


. .6008, 


6014. 


.6148, 6015. .6158, 


7704 . .7778, 




: 7881. .7922 














oeq . lno . 


14373 








Seq. ID 


OJ990407 


_11. 9922.C8 


bene lno . 


■ 30746 








Strand 






0 uar u 


12659 








End 


16757 




Name 


OJ990407 11. 


9922, 


.C8.o3. 


tm 


Method 


TBLASTX : 


Maize 


olaiL 


7914 








End 


8189 




P T 
bl 


none 








Score 


339 




Exons 


7914. .8042, 


7922. 


. .8188, 


7923. 


.8189 






0 e q . ln 0 . 


14373 








Seq. ID 


OJ990407 


_11.9922.C8 


Gene No. 


30746 








Strand 






Start 


12659 








End 


16757 




Name 


OJ990407 11. 


9922. 


,C8.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7923 








End 


8390 




GI 


none 








Score 


304 




Exons 


7923. .8390, 


8078, 


. .8359 










Seq. No. 


14373 








Seq. ID 


OJ990407 


_11.9922.C8 


Gene No. 


30746 








Strand 







15144 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

3 Seq. No. 

a \ Gene No. 

;j Start 

I: Name 

Lf Start 

:i gi 

i! Exons 



12659 End 

OJ990407_1 1 . 9922 . C8 . o2 . tm Method 

8342 End 

none Score 
8342. .9145, 8343. .9146 

14373 
30746 
12659 

OJ990407_11.9922.C8.o2.ts 
8484 
none 

8484. .9197, 8489. .8758, 8792. 

14373 Seq. ID 

30746 Strand 

12659 End 
OJ990407_11 . 9922 . C8 . ol . tw . : Method 

8918 End 

none Score 

8918. .9262, 8919. .9263 



16757 

TBLASTX: Maize 

9146 

1125 



Seq. ID OJ990407_11.9922.C8 
Strand 
End 

Method 
End 
Score 
. 9196 



16757 

TBLASTX : Soybean 

9197 

949 



OJ990407_11.9922.C8 
16757 

TBLASTX: Wheat 

9263 

418 



OJ990407 11. 9922. C8 



14373 Seq. ID 

3074 6 Strand 
12 659 End 
OJ9904 07_11. 9922.C8.ol.tm Method 
9150 End 
none Score 
9150. .9821, 9152. .9853, 9361. .9822, 9900. .10064, 9900. .10064, 
9902. .10078, 10271. .10453, 10273 .. 104 52 , 1074 6 .. 11111 , 
10772. .11110, 10809. . 11120, 11325 .. 11390, 11325 .. 11390, 
11326. .11391 



16757 

TBLASTX: Maize 

11391 

1019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



14373 
30746 
12659 

OJ990407_11 . 9922 . C8 . ol . ts 
9197 



9856, 9198. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9821, 9893.. 10063, 



10453, 10273. .10452, 
11014, 10827. . 11018, 
11573, 11337. .11570, 



none 
9197. . 
10271. 
10772. 
11325. 

14373 
30746 
12659 

OJ990407_11.9922.C8.o5.tm 
11391 
none 

11391. .11564, 11393. . 11578, 11394. .11573 



OJ990407 11. 9922. C8 



16757 

TBLASTX : Soybean 
11573 ■ 
813 

9900.. 10064, 10256. 



10447, 



10543. .10575, 1074 6. .11111, 
10951. .11109, 11063. .11110, 
11339. . 11572 



Seq. ID OJ990407_11.9922.C8 
Strand 
End 

Method 
End 
Score 



16757 

TBLASTX: Maize 
11578 
213 



14373 Seq. ID 

30746 Strand 

12659 End 

OJ990407_11 . 9922 . C8 . o4 . gs Method 

12659 End 



OJ990407_11.9922.C8 

16757 

GENSCAN 

15605 



15145 



GI 

Exons 



none Score .87 

12659. .12864, 1334 6 13377 , 14 128 .. 14309, 14421 14915, 

14973. .15134, 15279.. 15605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14373 
30746 
12659 

OJ990407_11 . 9922 . C8 . o2 . np 

12762 

3915637 



Seq. ID OJ990407__11.9922.C8 
Strand 

End 16757 

Method AAT/NAP 

End 16757 

Score 135 



12762. .12862, 14697 .. 14915, 15048 .. 15134 , 15279 .. 15329, 
16657. .16757 

CYCLIN DELTA- 3 gi | 2995134 | emb | CAA58287 | (X83371) cyclin delta-3 
[Arabidopsis thaliana] 



Seq. ID OJ990407_11. 9922. CIO 
Strand 

End 3719 

Method GENSCAN 

End 3719 

Score .45 

4. .136, 150. .253, 258.-437, 460. .510, 762. .833, 1424. .1559, 
3473.. 3719 



14374 
30747 
4 

OJ9904 07_11 . 9922 . C10 . ol . gs 
4 

none 



Hi 

i * 

■asr 

Li 



Seq. No. 14375 

Gene No. 30748 

Start 1178 

Name OJ9904 07_11 . 9922 . Cll . ol . gs 

Start 1178 

GI none 

Exons 1178.. 1263, 1341.. 1797 



Seq. ID OJ990407JL1. 9.922. Cll 

Strand + 

End 17 97 

Method GENSCAN 

End 1797 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gi' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14376 
30749 
1 

OJ9904 07_11. 9922.C12.ol.np 
1 

6503010 
1..41, 131. .340, 756. .852 

(AF174427) formin-like protein AHF1 [Arabidopsis thaliana] 



Seq. ID OJ990407_11.9922.C12 

Strand + 

End 852 

Method AAT/NAP 

End 852 

Score 178 



14376 
30749 
1 

OJ990407_11.9922.C12.ol.tc 

1 

none 



Seq. ID OJ990407_11.9922.C12 

Strand + 

End 852 

Method TBLASTX : Cress 

End 338 

Score 59 



1..45, 71. .160, 126. .338, 236. .337 



14376 
30749 
1 

OJ9904 07__ll.9922.C12.ol.gs 

131 

none 

131.. 336 



Seq. ID OJ990407_11.9922.C12 

Strand + 

End 852 

Method GENSCAN 

End 336 

Score .91 



15146 



! ! I 



\ 3Z i 



Seq. No. 


14 377 


Seq. ID 


OJyy0407 11.9922 


pin 

C13 


Gene No. 


30750 


Strand 


+ 




Start 


1 


End 


1874 




Name 


OJ990407 11.9922.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1551 




GI 


6503010 


Score 


910 




Exons 


1..52, 384. .628, 730. .1551 








GI Descrip. 


(AF174427) formin-like protein AHF1 [Arabidopsis thaliana] 


Seq. No. 


14377 


Seq. ID 


OJ990407_11 . 9922 


C13 


Gene No. 


30750 


Strand 


+ 




Start 


1 


End 


1874 




Name 


OJ990407 11. 9922.C13.ol.gs 


Method 


GENSCAN 




Start 


434 


End 


1512 




GI 


none 


Score 


.87 




Exons 


434. .628, 730. .1512 








Seq. No. 


14377 


Seq. ID 


OJ990407_11.9922 


C13 


Gene No. 


30750 


Strand 


+ 




Start 


1 


End 


1874 




Name 


OJ990407 11. 9922.C13.ol.gp 


Method 


AAT/GAP 




Start 


1299 


End 


1874 




GI 


none 


Score 


1085 




Exons 


1299.. 1874 ' 








Seq. No. 


14377 


Seq. ID 


OJ990407_il. 9922 


C13 


Gene No. 


30751 


Strand 


+ 




Start 


13599 


End 


13980 




Name 


OJ990407 11. 9922.C13.o3.gp 


Method 


AAT/GAP 




Start 


13599 


End 


13980 




GI 


uC-osflM202056c07al 


Score 


709 




Exons 


13599. .13980 








GI Descrip. 


1 40994 36/gb | U87250 | MVU87250 


4.0e-57 Mustela vison GT 






dinucleotide repeat, chromosome 2,3,5 


and 7 centromeric 




Seq. No. 


14377 


Seq. ID 


OJ990407_11.9922 


C13 


Gene No. 


30752 


Strand 






Start 


2168 


End 


3546 




Name 


OJ990407 11. 9922.C13.o2.gs 


Method 


GENSCAN 




Start 


2168 


End 


3546 




GI 


none 


Score 


.75 




Exons 


2168.. 2287, 2414.. 2513, 351* 


I . .3546 






Seq. No. 


14377 


Seq. ID 


OJ990407_11. 9922 


C13 


Gene No. 


30753 


Strand' 






Start 


3856 


End 


4325 




Name 


OJ990407 11. 9922.C13.o3.gs 


Method 


GENSCAN 




Start 


3856 


End 


4325 




GI 


none 


Score 


.84 




Exons 


3856.. 3970, 4282.. 4325 








Seq. No. 


14377 


Seq. ID 


OJ990407_11. 9922 


C13 


Gene No. 


30754 


Strand 






Start 


6957 


End 


7687 




Name 


OJ990407 11.9922.C13.o2.gp 


Method 


AAT/GAP 




Start 


6332 


End 


7349 




GI 


6547 2.R1084 


Score 


1564 





15147 




Exons 6332.. 7349 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 6.0e-30 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14377 Seq. ID 

30754 Strand 

6957 End 
OJ990407_11. 9922.C13.o2.np Method 

6536 End 

6907106 Score 

6536.-6723, 6798. .7028, 7057. .7175, 



OJ990407_11.9922.C13 

7687 
AAT/NAP 
7687 
400 
7395. .7687 



(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



14377 Seq. ID 

30754 Strand 

6957 End 
OJ990407_11. 9922.C13.o4 .gs Method 

6957 End 

none Score 
6957. .7616 



OJ990407_11.9922.C13 

7687 
GENSCAN 
7616 
.84 



c:i 


Seq. No. 


14377 




Seq. ID 


OJ990407_11.9922 


.C13 


hi) 


Gene No. ,• 


30755 




Strand 






.zs: 


Start 


13793 




End 


14536 




\.\ I 


Name 


OJ990407 11.9922.C13.o2 


.ts 


Method 


TBLASTX : Soybean 




rii 


Start 


357 




End 


627 






GI 


none 




Score 


59 




w 


Exons 


357. .458, 386. .484, 491 


. .625, 


493. .627, 


532. .627 




a 

ft! 


Seq. No. 


14377 




Seq. ID 


OJ990407_11.9922 


.C13 




Gene No. 


30755 




Strand 








Start 


13793 




End 


14536 




a 


Name 


OJ990407 11.9922.C13.ol 


.tc 


Method 


TBLASTX: Cress 




y 


Start 


367 




End 


1026 






GI 


none 




Score 


100 




i" " 


Exons 


367. .444, 371. .484, 491 


. .628, 


493. .627, 


502. .636, 518.. 


628, 


.1 s; 




720. .1016, 721. .1026 










u 


Seq. No. 


14377 




Seq. ID 


OJ990407_11.9922 


.C13 




Gene No. 


30755 




Strand 








Start 


13793 




End 


14536 






Name 


OJ990407 11.9922.C13.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


393 




End 


966 






GI 


none 




Score 


137 






Exons 


393..57S, 400.. 627, 401 


. .628, 


403. .636, 


477. .632, 721.. 


966, 



729. .938 



Seq. No. 14377 

Gene No. 30755 

Start 13793 

Name OJ9904 07_11 . 9922 . C13 . ol . ts 

Start 723 

GI none 
Exons 



Seq. ID OJ990407_11.9922.C13 
Strand 
End 

Method 
End 
Score 



14536 

TBLASTX : Soybean 

1146 

65 



723. .818, 723. .947, 733. .963, 999. .1061, 1000. .1146 



Seq. No. 14377 Seq. ID OJ9904 07_11 . 9922 . C13 

15148 



Gene No. 


30755 








Start 


t *3 n n o 

i o / y o 








Name 


OJ990407_11 . 


9922 


,C13.o3. 


tm 


Start 


1162 








GI - 


none 








Exons 


1162 . . 138b, 


117 6 


. . 14 00 




Seq. No. 


14377 








Gene No. 


30755 








Start 


13793 








Name 


OJ990407 11. 


9922 


.C13.o3. 


ts 


Start 


1165 








GI 


none 








Exons 


lloO . . 1 380, 


116 / 


I *D O O 

. . 1382 , 


1401 . 


Seq. No. 


14 377 








Gene No. 


30755 








Start 


13793 








Name 


ojyyu4u/ li. 


y 922 


. C13 . o2 . 


tm 


Start 


6633 








GI 


none 








Exons 


6633 . . 6689, 


6634 


. . 6726, 


6700 . 




*7 T O /"OCT 

6772 . . 6951 , 


68 60 


. . 6982, 


6861 . 


Seq. No. 


14377 








Gene No. 


30755 








Start 


13793 








Name 


OJ990407 11. 


9922 


.C13.o4 . 


ts 


Start 


12154 








GI 


none 









Strand 
End 

Method 

End 

Score 



14536 

TBLASTX: Maize 

1400 

217 



Seq. ID OJ990407_11.9922.C13 
Strand 
End 

Method 
End 
Score 



14536 

TBLASTX : Soybean 

1482 

185 



Exons 



Seq. ID OJ990407_11.9922,C13 
Strand 

End 14536 
Method TBLASTX: Maize 
End 7007 
Score 92 

.6780, 6747. .6878, 6748. .6984, 
.7007, 6930. .6983 

Seq. ID OJ990407_11.9922.C13 
Strand 

End 14536 

Method TBLASTX : Soybean 

End 12429 

Score 98 

12154. .12261, 12158. .12259, 12343. .12390, 12345. .12389, 
12394. .12429, 12395. .12427 



Seq. No. 14377 

Gene No. ■ 30755 

Start 13793 

Name OJ990407_11 . 9922 . C13 . o3 . np 

Start 12155 

GI 5678827 

Exons 12155. .12258, 
GI Descrip. (AF151646) PC 



Seq. ID 
Strand 

End 14536 
Method AAT/NAP 
End 14274 
Score 180 
12345. .12435, 1314 1 .. 13211 , 14161 
MYB1 [Arabidopsis thaliana] 



OJ990407 11.9922.C13 



14274 



gi|5915721|gb|AAD53110.2|AF176005_l (AF176005) putative 
c-myb-like transcription factor [Arabidopsis thaliana] 



Seq. No. 


14377 








Seq. ID 


OJ990407 


Gene No. 


30755 








Strand 




Start 


13793 








End 


14536 


Name 


OJ990407 11. 


9922. C13 


. o5 . gs 


Method 


GENSCAN 


Start 


13793 








End 


14536 


GI 


none 








Score 


.84 


Exons 


13793. 


. 14084 


, 14176. 


.14209, 


14272. .14536 


Seq. No. 


14378 








Seq. ID 


OJ990407 


Gene No. 


30756 








Strand 


+ 


Start 


1788 








End 


4005 


Name 


OJ990^ 


07_11. 


9922. C14 


. o3.np 


Method 


AAT/NAP 


Start 


1788 








End 


4005 



15149 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3249093 Score 66 

1788. .1964, 3971. .4005 

(AC004473) Contains similarity to heat shock transcription 
factor homolog from A. thaliana chromosome 4 contig gb|Z97 335, 
[Arabidopsis thaliana] 



14378 Seq. ID 

30757 Strand 

265 End 
OJ990407_11 . 9922 . C14 .ol .gs Method 

265 End 

none Score 

265. .744, 1880. .2009, 4536. .4678 



OJ990407_11. 9922.C14 

4678 
GEN SCAN 
4678 
.59 



Seq. No. 14378 Seq. ID OJ9904 07_1 1 . 9922 . C14 

Gene No. 30757 Strand 

Start 265 End 4678 

Name OJ990407_11 . 9922 . C14 . ol . np Method AAT/NAP 

Start 319 End 472 

GI 4895194 Score 98 

Exons 319.. 472 

GI Descrip. (AC007661) putative peptide/amino acid transporter [Arabidopsis 
thaliana] 

Seq. No. 14378 _ Seq. ID OJ990407_1 1 . 9922 . C14 

Gene No. 30757 " Strand 

Start 265 End 4678 

Name OJ990407_11 . 9922 . C14 . o2 . np Method AAT/NAP 

Start 319 End 2219 

GI 4895194 Score 118 

Exons 319.. 468, 2130.. 2219 

GI Descrip. (AC007661) putative peptide/amino acid transporter [Arabidopsis 
thaliana] 

Seq. No. 14379 Seq. ID OJ990407_11 . 9922 . C15 

Gene No. 30758 Strand 

Start 176 End 3438 

Name OJ990407_11 . 9922 . C15 . ol . gs Method GENSCAN 

Start 176 End 3426 

GI none Score .79 

Exons 176.. 214, 365.. 628, 1134.. 1441, 1521.. 2459, 3396.. 3426 

Seq. No. 14379 Seq. ID OJ990407_1 1 . 9922 . C15 

Gene No. 30758 Strand 

Start 176 End 3438 

Name OJ990407_11 . 9922 . C15 . ol . np Method AAT/NAP 

Start 1096 End 3438 

GI 6693023 Score 749 

Exons 1096.. 1355, 1506.. 2040, 2082.. 2459, 3396.. 3438 

GI Descrip. (AC012375) T22C5.20 [Arabidopsis thaliana] 

Seq. No. 14380 Seq. ID OJ9904 07_11 . 9922 . C17 

Gene No. 30759 Strand 

Start 1 End 8235 

Name OJ990407_11 . 9922 . C17 . ol . np Method AAT/NAP 

Start 1 End 8235 

GI 6693023 Score 322 



15150 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..124, 215. .277, 1092. .1199, 1505. .1635, 2325. .2469, 8212. .8235 
(AC012375) T22C5.20 [Arabidopsis thaliana] 



14380 
30759 
1 

OJ990407_11 . 9922 . C17 . ol . gp 
23 

none 

23. .124, 215. .277, 801. .921 



Seq. ID OJ990407_11.9922.C17 
Strand 

End 8235 

Method AAT/GAP 

End ■ 921 

Score 394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



14380 
30759 
1 

OJ9904 07JL1.9922.C17.ol.gs 

1235 

none 



Seq. ID OJ990407_11.9922.C17 
Strand 

End 8235 

Method GENSCAN 

End 2721 

Score .41 



1235. .1248, 1300. .1361, 1476. .1635, 2325. .2721 



14380 
30759 
1 

OJ990407_11.9922.C17.o2.gp 
5363 

42235 1.R1084 



Seq. ID OJ990407_11.9922.C17 
Strand 

End 8235 

Method AAT/GAP 

End 8046 

Score 904 



5363. .5488, 6614. .6679, 6777. .6849, 6922. .6979, 7822. .8046 
, 4468985/emb|CAB38299| 2.0e-10 (AL035605) hypothetical protein 
[Arabidopsis thaliana] 1 



14380 
30759 
1 

OJ990407_ll.9922.C17.o2.gs 

5806 
none 



Seq. ID OJ990407JL1. 9922.C17 
Strand 

End 8235 

Method GENSCAN 

End 8041 

Score . 9 



5806. .5961, 6614. .6679, 6777. .6887, 7937. .8041 



14380 
30759 
1 

OJ9904 07_11.9922.C17.ol.tm 

6614 

none 



Seq. ID OJ9904 07_11. 9922.C17 
Strand 

End 8235 

Method TBLASTX : Mai ze 

End 6857 

Score . 116 



6614. .6685, 6615. .668 6, 6774. .684 8, 6774. .6857, 6775. .6852 



14381 
30760 
1 

OJ990407_11.9922.C18.ol.np 
1 

5852180 
1. .560 

(AL117265) zhbOOOlO.l [Oryza sativa 



Seq. ID OJ990407JL1 . 9922 .C18 

Strand + 

End 560 

Method AAT/NAP 

End 560 

Score 254 



14381 
30760 
1 



Seq. ID OJ9904 07_11 . 9922. C18 
Strand + 
End 560 



15151 



Name 

Start 

GI 

Exons 



OJ990407 
58 

none 
58. .311 



11. 9922.C18.ol.gs 



Method 

End 

Score 



GENSCAN 

311 

.45 



U 



h ! 
"'I 



'z-J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14381 Seq. ID 

30761 Strand 

1122 End 

OJ990407_11 . 9922 . C18 . o2 . gs Method 

1122 End 

none Score 



OJ990407_11. 9922.C18 

2043 
GENSCAN 
1957 
.99 



1122. .1220, 1332. .1397, 1511. .1576, 1661. .1957 



14381 
30761 
1122 

OJ9904 07_11. 9922.C18.o2.np 

1143 

3297812 



Seq. ID OJ990407_11.9922.C18 
Strand 

End 2043 

Method AAT/NAP 

End 2043 

Score 279 



1143. .1220, 1332. .1397, 1511. .1576, 1661. .1924, 2017. .2043 
(AL031032) putative protein [Arabidopsis thaliana] 



14382 Seq. ID 

30762 Strand 

22 End ' 
OJ9904 07_11. 9922.C19.ol.gs Method 

22 End 
none . Score 
22. .363 



OJ990407_11.9922.C19 
+ 

363 

GENSCAN 

363 

.7 



OJ990407 
+ 

5294 
AAT/GAP 
5294 
228 



11. 9922.C20 



14383 Seq. ID 

30763 Strand 

5161 End 
OJ9904 07_11. 9922.C20.o2.gp Method 

5161 End 

LIB34 74-009-P1-K1-F11 Score 
5161. .5294 

, 4455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



14383 
30764 
9658 

OJ990407 
9658 
6321697 
9658. .10019, 
homolog of xe 
copuf urif ies 
cycle regulat 
(different ci 
gi | 131811 | sp | 
gi | 83443 | pir | 
cerevisiae) g 

14384 ■ 
30765 



11. 9922.C20.ol.np 



Seq. ID OJ990407_11.9922.C20 
Strand + 
End 10706 
Method AAT/NAP 
End 10706 
Score 272 

10648. .10706 

roderma pigmentosum group G (XPG) 
with transcription factor, TFIIH, 
ed and induced by DNA damage and by meiosis 
s-sites utilized in damage and me... 
P07 27 6 | RAD2_YEAST DNA REPAIR PROTEIN RAD2 
IA29839 RAD2 protein - yeast ( Saccharomyces 
i|172329 (M10275) 

Seq. ID OJ990407_11.9922.C21 
Strand + 



protein, 
mRNA is cell 



15152 




Start 


238 




End 


908 




Name 


OJ990407 11 . 9922 .C21 .ol . 


gs 


Method 


GENSCAN 




Start 


238 




End 


908 




GI 


none 




Score 


. 85 




Exons 


238.-446, 526. .661, 831. 


. 908 








Seq. No. 


14385 




Seq. ID 


OJ990407_11.9922 


.C23 


Gene No. 


30766 




Strand 


+ 




Start 


6 




End 


40 




Name 


OJ990407 11. 9922 .C23.ol. 


gs 


Method 


GENSCAN 




Start 


6 




End 


40 




GI 


none 




Score 


. 88 




Exons 


6. . 40 










Seq. No. 


14386 




Seq. ID 


OJ990407_11.9922 


.C24 


Gene No. 


30767 




Strand 


+ 




Start 


249 




End 


347 




Name 


OJ990407 11 . 9922 .C24 .ol . 


gs 


Method 


GENSCAN 




Start 


249 




End 


347 




GI 


none 




Score 


. 99 




Exons 


249. .347 










Seq. No. 


14387 




Seq. ID 


OJ990407_11 . 9922 


. C25 


Gene No. 


30768 




Strand 






Start 


"1 




End 


661 




Name 


OJ990407 11. 9922.C25.ol. 


,np 


Method 


AAT/NAP 




Start 


1 




End 


282 




GI 


5712619 




Score 


46 




Exons 


1..29, 144. .282 










GI Descrip. 


(AF125578) DNA repair endonuclease [Drosophila melanogaster 


Seq. No. 


14387 




Seq. ID 


OJ990407_11.9922 


.C25 


Gene No. 


30768 




Strand 






Start 


1 




End 


661 




Name 


OJ990407 11. 9922.C25.ol. 


.tc 


Method 


TBLASTX: Cress 




Start 


131 




End 


271 




GI 


none 




Score 


123 




Exons - 


131. .271, 145. .270 










Seq. No. 


14387 




Seq. ID 


OJ990407_11.9922 


.C25 


Gene No. 


30768 




Strand 






Start 


1 




End 


661 




Name 


OJ990407 11. 9922.C25.ol. 


>ts 


Method 


TBLASTX: Soybean 




Start 


145 




End 


661 




GI 


none 




Score 


124 




Exons 


145. .282, 164. .283, 519. 


. .659, 


553. .660, 


567. .659, 572.. 


661 


Seq. No. 


14387 




Seq. ID 


OJ990407_11.9922 


.C25 


Gene No. 


30768 




Strand 






Start 


1 




End 


661 




Name 


OJ990407 11. 9922.C25.ol. 


.gs 


Method 


GENSCAN 




Start 


146 




End 


548 




GI 


none 




Score 


.82 




Exons 


146. .282, 393. .548 










Seq. No. 


14388 




Seq. ID 


OJ990407_11.9922 


.C27 


Gene No. 


30769 




Strand 


+ 





15153 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 
.2460, 2579.. 



3047 
AAT/NAP 
3047 
246 
2664, 2973. 



OJ990407_11. 9922.C27.ol.np 
1 

267421 

1..21, 2005. .2134, 2266. 

DNA-REPAIR PROTEIN COMPLEMENTING XP-G CELLS HOMOLOG 
PIGMENTOSUM GROUP G COMPLEMENTING PROTEIN HOMOLOG) 
gi|422627|pir| | S3 5 994 DNA repair protein XPGC - African clawed 
frog gi|312433|emb|CAA49597| (X69977) XP-G related factor 
[Xenopus laevis] 



3047 

(XERODERMA 



14388 
30769 
1 

OJ990407_11.9922.C27.ol.gs 
2 

none 



Seq. ID OJ990407_11.9922.C27 

Strand + 

End 3047 

Method GENSCAN 

End 2664 

Score .93 



2. .40, 226. .410, 541. .2134, 2266. .2460, 2513. .2664 



14388 Seq. ID 

30769 Strand 

1 End 

OJ990407_11. 9922.C27.ol.tw Method 

683 End 

none Score 



OJ990407_11.9922.C27 
+ 

3047 

TBLASTX: Wheat 

1090 

397 



683. 
980. 



,982, 683. 
,1090 



,811, 763. .978, 768. .983, 953. .1090, 975. .1076, 



Seq. No. 14388 

Gene No. 30769 

Start 1 

Name OJ9904 07_11 . 9922 . C27 . ol . ts 

Start 2018 

GI none 

Exons 2018.. 2146, 2062.. 2145, 2230. 

Seq. No. 14389 

Gene No. 30770 

Start 192 

Name OJ9904 07_11 . 9922 . C28 . ol . gs 

Start 192 

GI none 

Exons 192.. 266 



Seq. ID OJ990407_11.9922.C27 

Strand + 

End 3047 

Method TBLASTX : Soybean 

End 2385 

Score 114 

.2385, 2263.. 2340, 2264.. 2383 

Seq. ID OJ990407_11.9922.C28 
Strand 

End 266 

Method GENSCAN 

End 266 

Score .7 



Seq. No. 14390 Seq. ID 

Gene No. 30771 Strand 

Start 290 End 

Name OJ990407_11 . 9922 . C30 . ol . gs Method 

Start 290 End 

GI none Score 

Exons 290.. 555 



OJ990407_11.9922.C30 
+ 

555 

.GENSCAN 
555 
1 



Seq. No. 14391 Seq. ID 

Gene No. 30772 Strand 

Start 116 End 

Name OJ9904 07_11 . 9922 . C31 . ol . gs Method 

Start 116 End 



OJ990407_11. 9922.C31 
+ 

801 

GENSCAN 
801 



15154 



GI 

Exons 



none 

116.. 125, 231.. 463, 721.. 801 



Score 



,48 



Seq. No. 14392 Seq. ID 

Gene No. 30773 Strand 

Start 112 End 

Name OJ990407_11 . 9922 .C32 . ol . gs Method 

.Start 112 End 

GI none Score 

Exons 112.. 120, 172.. 198 

Seq. No. 14392 Seq. ID 

Gene No. 30774 Strand 

Start 550 End 

Name OJ990407_11 . 9922 . C32 . o2 . gs Method 

Start 550 End 

GI none Score 

Exons 550.. 634, 773.. 831 

Seq. No. 14393 Seq. ID 

Gene No. 30775 Strand 

Start 205 End 

Name OJ990407_11 . 9922 . C33 . ol . gs Method 

Start 205 End 

GI none Score 

Exons 205. .322 



OJ990407_11.9922.C32 
+ 

198 

GEN SCAN 

198 

.69 



OJ990407_11.9922.C32 
831 

GENSCAN 

831 

.62 



OJ990407_11.9922.C33 
322 

GENSCAN 

322 

.72 



Seq. No. 14394 

Gene No. 30776 

Start 105 

Name OJ990407_11 . 9922 . C35 . ol . gs 

Start 105 

GI none 

Exons 105.. 134, 248.. 358 



Seq. ID OJ990407_11, 

Strand + 

End 358 

Method GENSCAN 

End 358 

Score .48 



9922. C35 



Seq. No. 14394 Seq. ID 

Gene No. 30777 Strand 

Start 406 End 

Name OJ990407_11 . 9922 . C35 . ol . gp Method 

Start 406 End 

GI 4715133 Score 

Exons 406.. 714 



OJ990407_11. 
+ 

714 

AAT/GAP 

714 

583 



9922. C35 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



14395 Seq. ID 

30778 Strand 

1 End 602 
OJ990407_11. 9922.C36.ol.np Method AAT/NAP 

1 End 602 

6693023 Score 114 
1..279, 578. .602 

(AC012375) T22C5.20 [Arabidopsis thaliana] 



OJ990407 11.9922.C36 



14395 
30778 
1 

OJ990407_11. 9922 .C36.ol.gs 
82 



Seq. ID OJ990407_11, 
Strand 

End 602 

Method GENSCAN 

End 276 



9922. C36 



15155 



GI none Score .73 

Exons 82.. 27 6 



Seq. No. 14396 Seq. ID 

Gene No. 30779 Strand 

S.tart 103 End 

Name OJ990427_10 1 9927 . CI . ol . gs Method 

Start 103 End 

GI none Score 

Exons 103.. 297 



OJ990427_10.9927.C1 
297 

GEN SCAN 

297 

.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14397 
30780 
452 

OJ990427 
452 
none 
452. .664 



10.9927.C2.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_10.9927.C2 
664 

GENSCAN 

664 

.64 



Seq. No. 14398 Seq. ID 

Gene No. 30781 Strand 

Start 43 End 

Name OJ990427_10 . 9927 . C3 . ol . gs Method 

Start 4 3 End 

GI none Score 

Exons 43.. 441 



OJ990427_10.9927.C3 
441 

GENSCAN 

441 

.52 



Seq. No. 


14399 








Seq. ID 


OJ990427_10.9927 


Gene No. 


30782 








Strand 


+ 


Start 


53 








End 


197 


Name 


OJ990427 


J.0. 


9927.C5.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


34 








End 


197 


GI 


none 








Score 


125 


Exons 


34. .168, 


47. 


.193, 51.. 


197 






Seq. No. 


14399 








Seq. ID 


OJ990427_10.9927 


Gene No. 


30782 








Strand 


+ 


Start 


53 








End 


197 


Name 


OJ990427 


_10. 


9927.C5.ol 


.gs 


Method 


GENSCAN 


Start 


53 








End 


179 


GI 


none 








Score 


.53 


Exons 


53. .179 













Seq. No. 14400 Seq. ID OJ990427_10 . 9927 . C8 

Gene No. 30783 Strand 

Start 155 End 663 

Name OJ990427_10 . 9927 . C8 . ol . gp Method AAT/GAP 

Start 155 End 663 

GI 24051_2.R1084 Score 937 

Exons 155 . . 663 

GI Descrip. ' 27 3921 9/emb | CAAO 4565 | 2.0e-20 (AJ001161) rpS28 [Hordeum 
vulgare] 1 



Seq. No. 14400 Seq. ID OJ990427_10 . 9927 . C8 

Gene No. 30783 Strand 

Start 155 End 663 

Name OJ990427 10 . 9927 . C8 . ol . tc Method TBLASTX : Cress 



15156 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



428 
none 



End 
Score 



656 
88 



428. .553, 491. .547, 530. .655, 548.-646, 549. .656 



14400 
30783 
155 

OJ990427_10. 9927.C8.ol.tm 

430 

none 



Seq. ID OJ990427_10.9927.C8 
Strand 

End 663 

Method TBLASTX: Maize 

End 647 

Score 309 



430. .486, 434. .646, 491. .646, 534. .647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14400 
30783 
155 

OJ990427 

439 

none 



10. 9927.C8.ol.ts 



Seq. ID OJ990427_10.9927.C8 



Strand 
End 

Method 

End 

Score 



663 

TBLASTX : Soybean 

647 

145 



439. .486, 440. .643, 486. .647, 491. .643, 534. .647 



Seq. No. 


14400 






Seq. ID 


OJ990427_10.9927 


.C8 


Gene No. 


30783 






Strand 






Start 


155 






End 


663 




Name 


OJ990427 


10. 9927. C8 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


445 






End 


654 




GI 


none 






Score 


246 




Exons 


445. .486, 


449. .646, 


486. .650, 


491. . 646, 


534. .650, 556.. 


654 


Seq. No. 


14400 






Seq. ID 


OJ990427_10. 9927 


.C8 


Gene No. 


30783 






Strand 






Start 


155 






End 


663 




Name 


OJ990427 


10. 9927. C8 


. ol . gs 


Method 


GEN SCAN 




Start 


446 






End 


643 




GI 


none 






Score 


.76 




Exons 


446. . 643 












Seq. No. , 


14400 






Seq. ID 


OJ990427_10. 9927 


.C8 


Gene No. 


30783 






Strand 






Start 


155 






End 


663 




Name 


OJ990427 


10. 9927. C8 


. o 1 . np 


Method 


AAT/NAP 




Start 


449 






End 


643 




GI 


2739219 






Score 


303 




Exons 


449. . 643 













GI Descrip. (AJ001161) rpS28 [Hordeum vulgare] 



Seq. No. 


14401 






Seq. ID 


OJ990427 


Gene No. 


30784 






Strand 




Start 


16 






End 


305 


Name 


OJ990427 


_10. 


9927.C9.ol.gs 


Method 


GENSCAN 


Start 


16 






End 


305 


GI 


none 






Score 


.96 


Exons 


16. .194, 


293 


. .305 






'Seq. No. 


14402 






Seq. ID 


OJ990427 


Gene No. 


30785 






Strand 




Start 


9 






End 


460 


Name 


OJ990427 


_10. 


9927. C10. ol.gs 


Method 


GENSCAN 



15157 






Start 


y 


End 


4 bU 








CjI 


none 


Score 


Q A 








Exons 


Q "7 "3 ICO OTC A C\1 A C.C\ 












Seq. No. 


14403 


Seq. ID 


OJ990427_10 


.9927 


.Cll 




Gene No. 


30786 


Strand 










otart 




17 _ -J 


jUj 








Name 


ujyyu^z/ iu . y yz / . ci i . oi . gs 


Metnoa 


OLNbLAN 








Start 


Old 

zlo 


End 


c r\ a 
DUD 








GI 


none 


Score 


. y J 








Exons 














Seq. No. 


14404 


Seq. ID 


OJ990427_10 


.9927 


.C12 




Gene No. 


30787 


Strand 


+ 








Start 


418 


End 


t c n ~* 
1 DUO 








Name 


OJ990427 10. 9927.C12.ol.gs 


Method 


GENSCAN 








Start 


418 


End 


1 C C\ o 

1 o(J3 








bl 


none 


Score 


. DD 








Exons 


418. .604, 953. .1128, 1271. .1603 










Seq. No. 


14404 


Seq. ID 


OJ990427_10 


.9927 


.C12 




Gene No. 


30788 


Strand 










Start 


5396 


End 


7330 






ri 

'tzr 


Name 


OJ990427 10. 9927.C12.o2.gs 


Method 


GENSCAN 






"zzi 


Start 


5396 


End 


7258 








GI 


none 


Score 


.87 






I'll 


Exons 


5396.. 5713', 5796.. 5927, 6799 


. .6939, 7082. .7258 






.: c; 

i ■ : 


Seq. No. 


14404 


Seq. ID 


OJ990427_10 


. 9927 


. C12 


i : t 


Gene No. 


30788 


Strand 










Start 


5396 


End 


7330 






i s | I 

i b? 


Name 


OJ990427 10. 9927.C12.ol.np 


Method 


AAT/NAP 








Start 


6633 


End 


7330 










5091616 


Score 


90 








Exons 


6633.. 6706, 6799.. 6905, 7072 


. .7330 










GI Descrip. 


(AC007454) F23M19.3 [Arabidopsis thaliana] 






s; 
!. ! 
; cr 


beq. No. 


14405 


Seq. ID 


OJ990427_10 


n n o t 


. C13 


■s s*. 


Gene No. 


30789 


Strand 










Start 


1 


End 


4080 








Name 


OJ990427 10. 9927.C13.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


3331 








x 


5091616 


Score 


191 








Exons 


1..339, 423. .563, 613. .692, 


1173. .1412, 3288. .3331 








GI Descrip. 


(AC007454) F23M19.3 [Arabidopsis thaliana] 








Seq. No. 


14405 


Seq. ID 


OJ990427_10 


.9927 


.C13 




Gene No. 


30789 


Strand 










Start 


1 


: End 


4080 








Name 


OJ990427 10. 9927.C13.ol.gs 


Method 


GENSCAN 








Start 


121 


End 


3535 








GI 


none 


Score 


.73 








Exons 


121. .339, 767. .884, 1203. .1669, 3204.. 


3357, 3447..; 


3535 






Seq. No. 


14405 


Seq. ID 


OJ990427_10 


.9927 


.C13 




Gene No. 


30789 


Strand 










Start 


1 


End 


4080 







15158 



Name 

Start 

GI 

Exons 



OJ9904 27_10 . 9927 . C13 . o2 . tm Method TBLASTX : Maize 
1026 End 1387 

none Score 65 

1026. .1121, 1026. .1121, 1033. .1146, 1199. .1387, 1202. .1384 



Seq. No. 14405 

Gene No. 30789 

Start 1 

Name OJ990427_10 . 9927 . C13 . o2 . ts 

Start 1026 

GI none 
Exons 



Seq. ID OJ990427_10.9927.C13 
Strand 

End 4080 

Method TBLASTX : Soybean 

End 1406 

Score 66 



1026. .1121, 1033. .1143, 1199. .1384, 1202. .1405, 1314. .1406 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14405 
30789 
1 

OJ990427_10.9927 .C13.o2.np 

1691 

4530126 



Seq. ID OJ990427_10. 9927.C13 
Strand 

End 4080 

Method AAT/NAP 

End 4077 

Score 312 



1691. .1714, 2973. .3138, 3211. .3357, 3447. .3669, 3807. .3874, 
3926. .4077 

(AF078082) receptor-like protein kinase homolog RK20-1 
[Phaseolus vulgaris] 



Seq. No. 14405 ' 

Gene No. 30789 

Start 1 

Name OJ990427_10 . 9927 .C13 . ol . tm 

Start 2963 

GI none 
Exons 



Seq. ID OJ990427_10. 9927.C13 
Strand 

End 4080' 

Method TBLASTX: Maize 

End 3658 

Score 78 



2963. .3118, 2978. .3118, 3246. .3356, 3247. .3357, 3248. .3358, 
3442. .3633, 3446. .3649, 3447. .3650, 3447. .3650, 3448. .3654, 
3494. .3658 



Seq. No. 14405 

Gene No. 30789 

Start 1 

Name OJ9904 27_10 . 9927 .C13 . ol . ts 

Start 2981 

GI none 
Exons 



Seq. ID OJ990427_10.9927.C13 
Strand 

End 4080 

Method TBLASTX : Soybean 

End 4080 

Score 67 



2981. .3073, 3107. .3130, 3252. .3356, 3253. .3357, 3449. .3592, 
3450. .3584, 3581. .3658, 3585. .3638, 3820. .3885, 3913. .4080 



Seq. No. 14405 

Gene No. 30789 

Start 1 

Name OJ990427_10 . 9927 . C13 . ol . tw 

Start 3232 

GI none 
Exons 



Seq. ID OJ990427_10. 9927.C13 
Strand 

End 4080 

Method TBLASTX : Wheat 

End 3614 

Score 96 



3232. .3357, 3246. .3356, 3273. .3365, 3449. .3613, 3450. .3614 



Seq. No. 14405 

Gene No. 30789 

Start 1 

Name OJ9904 27_10 . 9927 . CI 3 . ol . tc 

Start 3252 

GI none 



Seq. ID OJ990427_10. 9927.C13 
Strand 

End 4080 

Method TBLASTX : Cress 

End 4080 

Score 65 



15159 



Exons 3252.-3353, 3253.-3345, 3449.. 3583, 3450.. 3584, 3581.. 3658, 

3820.. 3885, 3913.. 4080 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14406 
30790 
1 

OJ990427 
1 

none 
1. .135 



10.9927.C14.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_10.9927.C14 
135 

AAT/GAP 

135 

266 



Seq. No. 14406 Seq. ID 

Gene No. 30790 Strand 

Start 1 End 

Name OJ990427_10 . 9927 . CI 4 . ol . gs Method 

Start 18 End 

GI none Score 

Exons 18. .104 



OJ990427_10.9927.C14 
135 

GENSCAN 

104 

.91 





Seq. No. 


14407 








Seq. ID 


OJ990427 


_10. 


.9927 


-C16 




Gene No. 


30791 








Strand 


+ 










Start 


3477 








End 


5827 










Name 


OJ990427 10. 


9927 


.C16.o2 


.gs 


Method 


GENSCAN 








a 


Start 


3477 








End 


5827 










GI - 


none ' 








Score 


.55 








Hi 


Exons 


3477. .3540, 


4375 


. .4405, 


4766. 


.4896, 5331. .5827 








m 


Seq. No. 


14407 








Seq. ID 


OJ990427 


_10. 


,9927 


.C16 




Gene No. 


30792 








Strand 












Start 


1684 








End 


5997 










Name 


OJ990427 10. 


9927 


.C16.ol 


.gs 


Method 


GENSCAN 








fii 


Start 


1684 








End 


2251 








ii 

u 


GI 


none 








Score 


.99 








Exons 


1684. .1922, 


1924 


. .2251 














''4 

i i 


Seq. No. 


14407 








Seq. ID 


OJ990427 


_10, 


.9927 


.C16 


l'" 


Gene No. 


30792 . 








Strand 












Start 


1684 








End 


5997 










Name 


OJ990427 10. 


9927 


,C16.ol 


.np 


Method 


AAT/NAP 








ill 


Start 


1709 








End 


5997 










GI 


4835767 








Score 


410 










Exons 


1709. .2233, 


5311 


. .5997 















GI Descrip. (AC007202) T8K14.16 [Arabidopsis thaliana] 



Seq. No. 14407 Seq. ID 

Gene No. 30792 Strand 

Start 1684 End 

Name OJ990427_10 . 9927 . C16 . ol . tm Method 

Start 1759 End 

GI none Score 
Exons 



OJ990427_10.9927.C16 
5997 

TBLASTX: Maize 

2239 

102 



1759. .1875, 1760. .1876, 1838. .1900, 1928 1996, ' 1932 1997, 
1997. .2107, 2000. .2239, 2004. .2237 



Seq. No. 14407 Seq. ID 

Gene No. 30792 Strand 

Start 1684 End 

Name OJ990427 10 . 9927 . C16 . ol . ts Method 



OJ990427_10.9927.C16 
5997 

TBLASTX : Soybean 



15160 






Of a -r f- 


1 1 R Q 
J. / 3 y 








End 


2125 








none 








Score 


81 






Exons 


X / 33. . J. O fi O , 


1 1 fin 


1 ft A Q 
. . x 0 ft y / 


1 Q9ft 
1 y z 0 . 


.2125, 1944. .2105 






oeq. NO. 


± fl fl U f 








Seq. ID 


OJ990427 


1 u . y yz / .lid 




bene no . 


jU / y Z 








Strand 








Start 


1684 








End 


5997. 






Name 


OJ990427_10 


. 9927 


.C16.o2 


. tm 


Method 


TBLASTX: 


Maize 




otdrt 










End 


5949 






P T 
bJ. 


none 








Score 


66 






Exons . 


C/lyll C/1 Q1 


R A A 1 


R/l Q 1 


jjjI . 


.5593, 5532. .5594, 


jjuj . . jOjI, 






jjo^ . . 0 o jo , 




. . ODD 1 , 


COT 


.5652, 5756. .5848, 


D 1 y U . . JOOO, 






oyift. . o y fi y 
















Seq. No. 


14408 








Seq. ID 


ojy yu4 z / 


_10.9927.C17 




Gene No. 


30793 








ot rana 


+ 






Of a r-f- 










_na 


A q n Q 

4 buy 






Name 


r\ TQQfi / on in 
UJ y y u ft z / iu 


. y y Z / 


.bl / .01 


.gs 


Metnoa 


b_NbLAlN 






Cf a v 4- 


J / lj 








Lna 


a 0 n q 

4 bu y 








none 








Score 


.46 






Exons 


J / 1 J • . ooz / , 


fl H u / 


. . fl DjD , 


a fi on 
h o y u . 


.4809 








Seq. No. 


14408 








Seq. ID 


OJ990427 


_10.9927.C17 


1. J 


Gene No. 


30794 








Strand 


+'- 




'i =t 


Cf a v- f- 


jjU / 








End 


9052 






Name 


uj y y u fl z / iu 


. yyz / 


. Li / . OZ 


.gs 


Method 


GENSCAN 




i s i i 


C f- -3 v+- 

b tare 


jjU / 








End 


8981 




X fe? 


bl 


none 








Score 


.44 




h ! 


Exons 


corn coQi 


jOj / 


. . 0 / / y , 


/ D /U . 


.8981 






'a _E 


beq. no. 


1 A A n Q 
1 4 41 U O 








Seq. ID 


OJ990427 


iu . y yz / . Li / 


! bf 


Gene No. 


30794 








Strand 


+ 






Start 


5307 








End 


9052 






Name 


OJ990427 10 


. 9927 


.C17.ol 


.np 


Method 


AAT/NAP 




Q 


Cf- =s yf 


6317 








End 


9052 ■ 






P T 


4680203 








Score 


1178 






Exons 


6317. .6352, 


7572 


. .9052 










St 


\jL uescrip . 


(AF114171) TNP2- 


like protein 


[Sorghum bicolor] 






Seq. No. 


14408 








Seq. ID 


OJ990427 


_10.9927.C17 




Gene No. 


30794 








Strand 


+ 






Qf arf 


5307 








End 


9052 






Name 


OJ990427 10 


. 9927 


.C17.ol 


tw 


Method 


TBLASTX: Wheat 




ouar u 


7929 








End 


8609 






bjX 


none 








Score 


247 






Exons 


7929. .8345, 


8018 


. .8218, 


8354. 


.8464, 8358. .8477, 


8484 . .8609 




Seq. No. 


14408 








Seq. ID 


OJ990427 


_10. 9927.C17 




Gene No.--, 


30794 








Strand 


+ 






Cf- a >-f- 


5307 








End 


9052 






Name 


OJ990427 10 


. 9927 


.C17.ol 


ts 


Method 


TBLASTX: 


Soybean 




Start 


8001 








End 


8338 






GI 


none 








Score 


47 






Exons 


8001. .8048, 


8006 


. .8056, 


8054. 


.8338, 8055. .8336 






Seq. No. 


14408 








Seq. ID 


OJ990427 


_10.9927.C17 




Gene No. 


30794 








Strand 


+ 





15161 




otart 










Lnu 


one; 0 
y uoz 






Name 


uj y yu4 z / ±u 


. yyz / . 


bl / . Oz 


.ts 


Ma 4- kn^ 

iyietnoa 


mrjT 7A CTY • 
1 BliAb i A . 


Soybean 




Of -5V.4- 


Q "5 c: n 








Lnu 


ft CO A 
O bZ 4 






bl 


none 








Score 


0 O C 

zz b 






Exons 


ojj/. .odUj, 


QOC1 


Q CO /l 
. O DZ 4 , 


Q ^Q 0 
O OOZ . 


. 0 bU b 








Seq. No. 


14408 








Seq. ID 


OJ990427 


_10. 9927 


.C17 


Gene No. 


30794 








Strand 


+ 






bcart 


OOU / 








LnQ 


y uoz 






Name 


UJ y yU4z / 1U 


. yyz / . 


bl / . Ol 


. tc 


Method 


T D T 7\ O TV * 


Cress 




O 4- -» ■»»+- 

btart 


O JDO 










0 /uo 






bl 


none 








Score 


"3 T A 






Exons 


qocq on C\c. 
OJJO . . 0 / UO/ 


O jDj . 


QC1 O 

. O 0 1 Z , 


Q t; cl 0 
0 OOZ . 


Q "7 n yl 
. 0 / U 4 








Seq. No. 


14408 








Seq. ID 


OJ990427 


_10.9927 


.C17 


Gene No. 


30794 








Strand 


+ 






btart 


jjU / 








End 


9052 






Name 


TQQH/I 0"7 10 

uj yyu4z / iu 


Q Q O "7 

. yyz / . 


bl / . Ol 




Method 


TBLASTX: 


Maize 




btart 


Q £ A A 
fcf04 4 








End 


8993 






bl 


none 








Score 


230 






Exons 


QCL A A QC1C 


q c; A Q 

o 0 4 y . 


Q71£ 

. o / / b, 


OOOU . 


.8792, 8774. .8977, 


8799. .8993 


Seq. No. 


14408 








Seq. ID 


OJ990427 


_10. 9927 


.C17 


Gene No. 


30794 








Strand 


+ 






Start 


com 








End 


9052 






Name 


/^\TQQn/io'7 in 
UJ yyu4 z / 1U 


. yyz / . 


bl / . Oz 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


DDlj 








End 


8954 






bi 


none 








Score 


49 






Exons 


ODIJ. . O b4 0 , 


ODJO. 


Q "7 C O 

.0 / oo, 


O O du . 


.8755, 8705. .8953, 


8799. .8954 


Seq. No. 


14408 








Seq. ID 


OJ990427 


_10. 9927 


.C17 


Gene No. 


30794 








Strand 


+ 






btart 


com 
OoU / 








End 


9052 






Name 


uj y y U4 z / iu 


. yyz / . 


bl / . OO 


. ts 


Method 


TBLASTX: 


Soybean 




btart 


QQOQ 

o o zo 








End 


9050 






C T 

bl 


none 








Score 


211 






Exons 


QQOQ QQQQ 

oozo . . o yb y , 


QQOQ 

oozy. 


on t; n 

. yuou, 


0 0 0 O . 


.9050 








beq. no. 


1 A a n Q 

1 4 4 uy 








Seq. ID 


OJ990427 


_10. 9927 


.C18 


Gene No. 


30795 








Strand 


+ 






Start 


1 








End 


1415 






Name 


c\ TQQn/i oi in 
uj yyu4 z / iu 


.9927. 


C18.01 


.np 


Method 


AAT/NAP 






brarr 


1 








End 


1240 






C T 
bl 


b / 4 z / z y 








Score 


990 






Exons 


i i Oji n 
1 . . 1Z4 U 
















GI Descrip. 


/ A TT1 O 1 1 "3 Q \ 

(At iz 1 1 o y j 


RIM2 protein 


[Oryza sativa] 








Seq. No. 


14409 








Seq. ID 


OJ990427 


_10.9927 


.C18 


Gene No. 


30795 








Strand 


+ 






Start 


1 








End 


1415 






Name 


OJ990427 10 


.9927. 


C18.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


57 








End 


272 






GI 


none 








Score 


229 






Exons 


57. .257, 81 


. .272, 


83. .271 










Seq. No. 


14409 








Seq. ID 


OJ990427 


_10. 9927 


.C18 


Gene No. 


30795 








Strand 


+ 







15162 






Start 


1 




End 


1415 






Name 


OJ990427 10.9927.C18.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


77 




End 


281 






GI 


none 




Score 


167 






Exons 


77. .193, 78. .197, 78. .194, 198 


[..281, 209. .250 






Seq. No. 


14409 




Seq. ID 


OJ990427_10.9927. 


C18 




Gene No. 


30795 




Strand 


+ 






Start 


1 




End 


1415 






Name 


OJ990427 10.9927.C18.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


369 




End 


752 






GI 


none 




Score 


85 






Exons 


369. .497, 507. .752, 626. 


.751 










Seq. No. 


14409 




Seq. ID 


OJ990427_10.9927. 


, C18 




Gene No . 


30795 




Strand 


+ 






Start 


1 




End 


1415 






Name 


OJ990427 10.9927.C18.ol, 


, tw 


Method 


TBLASTX: Wheat 






Start 


408 




End 


1415 






GI 


none 




Score 


509 






Exons 


408. .950, 452. .952, 957, 


. .1157, 


1010. .1147, 1155. .1295, 








1169. .1294, 1311. .1361, 


1318. . 


1362, 1362.. 1415 






Seq. No. 


14409 




Seq. ID 


OJ990427_10.9927. 


.C18 


Q* 


Gene No. 


30795 




Strand 


+ 






Start 


1- 




End 


1415 




ry 


Name 


OJ990427 10.9927.C18.ol. 


. tm 


Method 


TBLASTX: Maize 






Start 


449 




End 


764 




Q 


GI 


none 




Score 


298 






Exons 


449. .745, 450. .764 










^1 

i s | ! 
t 


Seq. No. 


14409 




Seq. ID 


OJ990427_10.9927. 


.C18 




Gene No. 


30795 




Strand 


+ 




•3 

: ! = l 


Start 


1 




End 


1415 






Name 


OJ990427 10. 9927 .CI 8 .ol , 


. tc 


Method 


TBLASTX: Cress 






Start 


695 




End 


1121 




t* 


GI 


none 




Score 


238 






Exons 


695. .952, 699. .950, 957, 


. .1121, 


, 1010. .1117 




q 


Seq. No. 


14410 




Seq. ID 


OJ990427_10.9927 


.C19 




Gene No. 


30796 




Strand 


+ 






Start 


416 




End 


540 






Name 


OJ990427_10. 9927.C19.ol, 


.gs 


Method 


GENSCAN 






Start 


416 




End 


540 






GI 


none 




Score 


. 6 






Exons 


416. .540 












Seq. No. 


14411 




Seq. ID 


OJ990427_10. 9927 


. C20 




Gene No. 


30797 




Strand 


+ 






Start 


4195 




End 


5866 






Name 


OJ990427 10. 9927.C20.ol 


.np 


Method 


AAT/NAP 






Start 


4195 




End 


5866 






GI 


6907086 




Score 


1191 






Exons 


4195. .4964, 5022. .5177, 


5412. . 


.5866 








GI Descrip. 


(AP00112 9) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


14411 




Seq. ID 


OJ990427_10.9927 


.C20 



15163 



Gene No. 


30798 








Start 


4526 








Name 


OJ990427 10, 


9927 


.C20.o2 


gs 


Start 


4526 








GI 


none 








Exons 


4526. .4732, 


4822 


. . 4947, 


5555 . 


Seq. No. 


14412 








Gene No. 


30799 








Start 


91 








Name 


OJ990427 10 


9927 


.C21.ol 


gs 


Start 


91 








GI 


none 








Exons 


91 . . 596 








Seq* No. 


14412 








Gene No. 


30800 








Start 


3229 








Name 


OJ990427 10 


9927 


.C21.o2 


.gs 


Start 


3229 








GI 


none 








Exons 


3229. .3331, 


4268 


. . 4780, 


5000. 


Seq. No. 


14412 








Gene No. 


30801 








Start 


7151 








Name 


OJ990427 10 


9927 


.C21.ol 


■ gp 


Start 


6396 








GI 


none 








Exons 


6396. . 6607, 


7040 


. . 7392 




Seq. No. 


14412 








Gene No. 


30801 








Start 


7151 








Name 


OJ990427 10 


.9927 


.C21.o3 


.gs 


Start 


7151 








GI 


none 








Exons 


7151. .7641, 


7771 


. .7968, 


8451. 



Strand 
End 

Method 
End 
Score 
.5686 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5686 
GENSCAN 
5686 
.54 



OJ990427_10. 9927.C21 
+ 

596 

GENSCAN 

596 

.52 



OJ990427_10. 9927.C21 
+ 

5058 
GENSCAN 
5058 
.52 



OJ990427_10.9927.C21 

+ 

11906 
AAT/GAP 
7392 
1076 



OJ990427_10. 9927.C21 
+ 

11906 
GENSCAN 
11906 
.79 



9305.. 10035, 10930. .11161, 11745.. 11906 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14412 



Seq. ID OJ990427_10.9927.C21 



30801 Strand + 

7151 - End 11906 

OJ990427_10 . 9927 . C21 . ol . np Method AAT/NAP 
7553 End 10009 

3688186 Score 846 

7553. .7641, 7771. .7885, 8114. .8179, 8269. .8357, 8451. 
8660. .8806, 8923. .9015, 9093. .9194, 9659. .10009 
(AL031804) putative protein [Arabidopsis thaliana] 



.8541, 



14412 Seq. ID 

30802 Strand 

10610 End 

OJ990427_10 . 9927 . C21 . o4 . tm Method 

403 End 

none Score 



OJ990427_10.9927.C21 
11903 

TBLASTX: Maize 

9907 

37 



403. .441, 568. .648, 9737. .9898, 9739. .9900, 9742. .9903, 



15164 




9743. .9907 



Seq. No. 


14412 








Seq. ID 


OJ990427 


_10.9927.C21 


Gene No. 


30802 








Strand 






Start 


10610 








End 


11903 




Name 


OJ990427 10. 


9927 . 


,C21 . o2 


. tc - 


Method 


TBLASTX: 


Cress 


Start 


7541 








End 


8493 




GI 


none 








Score 


122 




Exons 


7541 . . 7642, 


7552 . 


, . 7644 , 


7553 . 


.7645, 7759.. 7887, 


/ / bo. . /oocf , 




8109. . 8177, 


8113 . 


. . 8178, 


8114 . 


.8182, 8268. .8363, 






8452 . . 8493 














Seq. No. 


14412 








Seq. ID 


OJ990427 


10 . 9927 . C2 1 


Gene No. 


30802 








Strand 






Start 


10610 








End 


11903 




Name 


OJ990427_10. 


9927. 


,C21.ol 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


7552 








End 


9898 




GI 


none 








Score 


125 




Exons 


7552 . .7644, 


7553 . 


. .7645, 


7759 . 


.7887, 7763. .7888, 


8113 . .ol/o, 




8114 . . 8182, 


8268 . 


. .8363, 


8269. 


.8364, 8451. .8486, 


84 52. . 84 90, 




8487 . . 8540, 


8488 , 


. .8541, 


8659 . 


.8712, 8660.. 8752, 


8756 . . ooUd, 




8920 . . 9024, 


8925, 


. . 9005, 


9081 . 


.9206, 9090.. 9191, 


974 3. . 9898 , 




9811 . . 9897 














Seq. No. 


14412 








Seq. ID. 


OJ9904 27 


_10.9927.C21 


Gene No. 


30802 








Strand 






Start 


10610 








End 


11903 




Name 


OJ990427_10 . 


9927 , 


. C21 . o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


8114 








End 


8516 




GI 


none 








Score 


116 




Exons 


8114 . .8182, 


8116 , 


. .8178, 


8268 . 


.8363, 8269.. 8364, 


844 6. . 8508 , 




8451 . .8516, 


8452 , 


. . 8508 










Seq. No. 


14412 








Seq. ID 


OJ990427 


_10.9927.C21 


Gene No. 


30802 








Strand 






Start 


10610 








End 


11903 




Name 


OJ990427_10 . 


9927 


. C21 . o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


8134 








End 


8695 




GI 


none 








Score 


51 




Exons 


8134 . .8175, 


8135 


. . 8182, 


8268 . 


.8363, 8269. .8364, 


84 51. . 8540 , 




8452 . .8541, 


8660 


. . 8695 










Seq. No. 


14412 








Seq. ID 


OJ990427 


_10.9927.C21 


Gene No. 


30802 








Strand 






Start 


10610 








End 


11903 




Name 


OJ990427_10 . 


9927 


.C21 .ol 


. tc 


Method 


TBLASTX : 


Cress 


Start 


8714 








End 


9197 




GI 


none 








Score 


85 




Exons 


8714 . . 8806, 


8717 


. .8812, 


8920 . 


.9024, 8922.. 9014, 


9090 . . 9191, 




9099. . 9197 














Seq. No. 


14412 








Seq. ID 


OJ990427 


10. 9927.C21 


Gene No. 


30802 








Strand 






Start 


10610 








End 


11903 




Name 


OJ990427 10. 


9927 


.C21.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


8783 








End 


9351 




GI 


none 








Score 


45 





15165 






Exons 


8783. 


.8806, 8920.. 9024, 8922 


:..9011, 9090. .9197, 


9092. .9199, 






9304. 


.9351, 9305.. 9346 












Seq. No. 


14412 






Seq. ID 


OJ990427 


_10.9927 


.C21 




Gene No . 


30802 






Strand 










Start 


10610 






End 


11903 








Name 


OJ990427 10.9927.C21 


. o2 . gp 


Method 


AAT/GAP 








Start 


10610 






End 


11903 








GI 


24051 


2.R1084 




Score 


1096 








Exons 


10610" 


..11099, 11809. 


.11903 












GI Descrip. 


, 2739219/emb|CAA04565| 2.0e- 


20 (AJ001161) rpS28 


[Hordeum 






vulgare] ' 














Seq. No. 


14412 






Seq. ID 


OJ990427 


_10 . 9927 


.C21 




Gene No. 


30802 






Strand 










Start 


10610 






End 


11903 








Name 


OJ990427 10.9927.C21, 


. o3 . tc 


Method 


TBLASTX; 


Cress 






Start 


10883 






End 


11137 








GI 


none 






Score 


88 








Exons 


10883 


..11008, 10946., 


.11002, 


10985. .11137, 11004 


. .11135 






Seq. No. 


14412 






Seq. ID 


OJ990427 


_10 . 9927 


. C21 




Gene No. 


30802 






Strand 








Q 


Start 


10610 






End 


11903 








Name . 


OJ990427 10.9927.C21, 


. o3 . tm 


Method 


TBLASTX: 


Maize 




U \ 


Start ' 


10885 






End 


11102 






t ; t 


GI 


none 






Score 


274 






; tr 
f.ll 


Exons 


10885 


..10941, 10887., 


.11102, 


10946. . 11101 






i , I 


Seq. No. 


14412 






Seq. ID 


OJ990427 


_10 . 9927 


. C21 




Gene No. 


30802 






Strand 








: 15 


Start 


10610 






End 


11903 








Name 


OJ990427 10.9927.C21, 


, o2 . ts 


Method 


TBLASTX: 


Soybean 




is 

.3 Ci 


Start 


10894 






End 


11102 






! S3 i 


GI 


none 






Score 


108 








Exons 


10894 


..10941, 10895., 


.11023, 


10941. . 11102, 10946 


. . 11098 




: ~! 
'is: 


Seq. No. 


14412 






Seq. ID 


OJ990427 


10 . 9927 


. C21 




Gene No. 


30802 






Strand 








Q 


Start 


10610 






End 


11903 








Name 


OJ990427 10.9927.C21. 


. ol . tw 


Method 


TBLASTX: 


Wheat 






Start 


10900 






End 


11109 








GI 


none 






Score 


159 








Exons 


10900 


..10941, 10904., 


.11020, 


10941. . 11105, 10946 


. .11101, 








10989 


..11105, 11011., 


.11109 












Seq. No. 


14413 






Seq. ID 


OJ990427 


_10. 9927 


.C22 




Gene No. 


30803 






Strand 










Start 


895 






End 


1004 








Name 


OJ990427 10.9927.C22, 


, ol .gs 


Method 


GENSCAN 








Start 


895 






End 


1004 








GI 


none 






Score 


.94 








Exons 


895. .1004 














Seq. No. 


14414 






Seq. ID 


OJ990427 


_10.9927 


.C24 




Gene No. 


30804 






Strand 


+ 








Start 


5153 






End 


5737 







15166 




Name 


OJ990427 10.9927.C24.ol.np 


Method 


AAT/NAP 


Start 


5153 


End 


5585 


GI 


5758304 


Score 


502 


Exons 


5153. .5585 






GI Descrip. 


(AF161704) 40S ribosomal protein S17 [Lycopersicon esculentum] 


Seq. No. 


14414 


Seq. ID 


OJ990427_10.9927.C24 


Gene No. 


30804 


Strand 


+ 


Start 


5153 


End 


5737 


Name 


OJ990427_10 . 9927 . C24 . o2 . gs 


Method 


GENSCAN 


Start 


5153 


End 


5737 


GI 


none 


Score 


.44 


Exons 


5153. .5518, 5660. .5737 






Seq. No. 


14414 


Seq. ID 


OJ990427_10. 9927 .C24 


Gene No. 


30805 


Strand 




Start 


702 


End 


4799 


Name 


OJ990427 10.9927.C24.ol.gs 


Method 


GENSCAN 


Start 


702 


End 


4799 


GI 


none 


Score 


.53 


Exons 


702. .842, 1518. .1579, 2124.. 


2188, 2277. 


,.2350, 2522.. 2599, 




2812.. 2972, 3153.. 3239, 3330 


..3508, 4494..4624, 4662. .4799 


Seq. No. 


14414 


Seq. ID 


OJ990427_10 . 9927 .C24 


Gene No. 


30806 


Strand 




Start 


5043 


End 


5881 


Name 


OJ990427 10.9927.C24.ol.gp 


Method 


AAT/GAP 


Start 


5043 


End 


5881 


GI 


5461 1.R1084 


Score 


1578 


Exons 


5043. .5881 






GI Descrip. 


'4587611/gb|AAD25839.1|AC006951 18 3.0e-5'3 (AC006951) putative 




4 OS ribosomal protein S17 [Arabidopsis 


thaliana] 1 


Seq. No. 


14414 


Seq. ID 


OJ990427_10.9927.C24 


Gene No. 


30807 


Strand 




Start 


6895 


End 


10831 


Name 


OJ990427 10.9927.C24.o3.gs 


Method 


GENSCAN 


Start 


6895 


End 


10831 


GI 


none ~ •'. 


Score 


.5 


Exons 


6895..74S8, 7651... 7811, 8054 


..8184, 8645. .8816, 8999. .9092, 




9650. .9794, 10740. .10831 






Seq. No. 


14414 


Seq. ID 


OJ990427_10.9927.C24 


Gene No. 


30808 


Strand 




Start 


17498 


End 


18647 


Name 


OJ990427 10.9927.C24.ol.tm 


Method 


TBLASTX: Maize" 


Start 


4996 


End 


5580 


GI 


none 


Score 


608 


Exons 


"4996. .'5037, 5150.. 5224, 5152 


..5523, 5153. .5527, 5522. .5578, 




5527. .5580 






Seq. No. 


14414 


Seq. ID 


OJ990427_10.9927.C24 


Gene No. 


30808 


Strand 




Start 


17498 


End 


18647 


Name 


OJ990427 10.9927.C24.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5144 


End 


5524 


GI 


none 


Score 


509 



15167 




DAUilO 


5144. . 


5485, 5152. .5499, 5153 


5S?4 








Seq. No. 


14414 






Seq. ID 


OJ990427 


_10.9927 


.C24 


Gene No. 


30808 






Strand 








OLai L 


17498 






End 


18647 






IN a ill C 


OJ990427 10.9927.C24 


. ol . tw 


Method 


TBLASTX: 


Wheat 




OLai I. 


- 5147 






End 


5464 








none 






Score 


211 








5147. . 


5224, 5149.. 5310, 5152 


..5409, 5153. .5464, 


5270. .5464 


Seq. No. 


14414 






Seq. ID 


OJ990427 


_10.9927 


.C24 


Gene No. 


30808 






Strand 


- 






jtal I 


17498 






End 


18647 






Name 


OJ990427 10.9927.C24 


. ol . tc 


Method 


TBLASTX: 


Cress 




C-(- a >-+- 


5152 






End 


5527 








none 






Score 


517 






Exons 


5152. . 


5499, 5153.. 5527 










Seq. No. 


14414 






Seq. ID 


OJ990427 


_10.9927 


.C24 


Gene No. 


3.0808 






Strand 








^t a rt 

O Lai L 


17498 






End 


18647 






Name 


OJ990427 10.9927.C24 


. o2 . gp 


Method 


AAT/GAP 






c -j- -> -r f- 
O Lai L 


17219 






End 


17683 








3767869 




Score 


857 








17219. 


.17683 












oeq. ino . 


14414 






Seq. ID 


OJ990427 


_10.9927 


.C24 




30808 






Strand 








Start 


17498 






End 


18647 






Name 


OJ990427 10.9927.C24 


.o2 . tm 


Method 


TBLASTX: 


Maize 




OLqI l 


17357 






End 


18274 








none 






Score 


43 






£j A. i 1 0 


17357. 


.17398, 17370. 


17420, 


17516. . 17794, 17526 


. .17804, 






17987. 


.18115, 18005. 


18112, 


18016. . 18123, 18206 


. .18274, 






18208. 


.18273 












JC^i ViKJ • 


14414 






Seq. ID 


OJ990427 


_10.9927 


.C24 


uCJIC LN(J • 


30808 






Strand 








O Lai L 


17498 






End 


18647 






Name 


OJ990427 10.9927.C24 


o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


17497 






End 


18390 






GI 


none 






Score 


211 








17497. 


.17688, 17507. 


17701, 


17511. .17726, 17703 


. .17795, 






17705. 


.17809, 17705. 


17794, 


17740. .17811, 18016 


. .18114, 






18017. 


.18118, 18041.' 


18118, 


18208. .18387, 18224 


. .18388, 






18239. 


.18388, 18244. 


18390 










Seq. No. 


14414 






. Seq. ID 


OJ990427 


JL0.9927 


.C24 


Gene No. 


30808 






Strand 








OLdl L 


17498 






End 


18647 






Name 


OJ990427 10.9927.C24 


o5 . gs 


Method 


GENSCAN 






Start 


17498 






End 


18428 






GI 


none 






Score 


.85 






Exons 


17498. 


.17798, 18005.. 


18111, 


18208. .18428 






Seq. No. 


14414 






Seq. ID 


OJ990427 


_10.9927 


.C24 


Gene No . 


30808 






Strand 









15168 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17498 End 18647 

OJ990427_10 . 9927 . C24 . o2 . np Method AAT/NAP 
17977 End 18647 

5080816 Score 462 

17977. .18111, 18208.. 18647 

(AC007258) Putative ATPase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427 10.9927.C24 



14414 
30808 
17498 

OJ990427_10. 9927 .C24 ,o3.gp 
17990 

16650_1.R1084 
17990. .18111, 18208. ,18531 

, 5080816/gb|AAD39325.1|AC007258_14 2.0e-77 (AC007258) Putative 
ATPase [Arabidopsis thaliana] 1 



18647 
AAT/GAP 
18531 
791 



Seq. No. 14414 

Gene No. 30808 

Start 17498 

Name OJ990427_10 . 9927 . C24 . o3 . tm 

Start 18381 

Ii GI none 

^ Exons 18381. . 18461, 18382 .. 18531 , 

S 18388.. 18531 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_10.9927.C24 
18647 

TBLASTX: Maize 

18531 

151 



18383. . 18526, 18387. .18527, 



Seq. No. 14415 Seq. ID 

Q Gene No. 30809 Strand 

Lt! Start 156 End 

: '=; Name OJ990427_10 . 9927 . C27 . ol . gs Method 

Start 156 End 

! h} GI none Score 

;i Exons 156.. 217 



OJ990427_10.9927.C27 
-f 

217 

GENSCAN 

217 

.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14415 Seq. ID 

30810 Strand 

1 End 
OJ990427_10 . 9927 . C27 . ol .np Method 

1 End 

6693020 Score 
1. .245 

(AC012375) T22C5.14 [Arabidopsis thaliana] 



OJ990427_10.9927.C27 
245 

AAT/NAP 
245 
162 



14416 Seq. ID 

30811 Strand 

135 End 
OJ990427_10. 9927.C29.ol.gs Method 

135 End 

none Score 
135. .208 



OJ990427_10.9927.C29 
+ 

208 

GENSCAN 

208 

.99 



Seq. No. 14416 Seq. ID 

Gene No. 30812 Strand 

Start 55 End 

Name OJ9904 27_10 . 9927 . C29 . ol . gp Method 

Start 55 End 

GI 38782 1.R1084 Score 



OJ990427_10.9927.C29 
475 

AAT/GAP 

475 

685 



15169 




Exons 55 . .475 

GI Descrip. ' 6069643/dbj I AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 





Seq. No. 


14416 






Seq. ID 


OJ990427_10. 


9927. C29 




Gene No. 


30813 






Strand 


~ 






Start 


530 






End 


685 






• Name 


OJ990427 10. 9927. C2 9 


.o2 


.gs 


Method 


GEN SCAN 






Start 


530 






End 


685 






GI 


none 






Score 


.83 






Exons 


530. . 685 














Seq. No. 


14417 






Seq. ID 


OJ990427_10. 


9927. C32 




Gene No. 


30814 






Strand 


+ 






Start 


1371 






End 


1578 






Name 


OJ990427 10 . 9927 .C32 


.ol 


.gp 


Method 


AAT/GAP 






Start 


1371 






End 


1578 






GI 


none 






Score 


430 






Exons 


1371 . . 1578 














Seq. No. 


14417 






Seq. ID 


OJ990427_10. 


9927. C32 




Gene No. 


30814 






Strand 


+ 




i.-i 


Start 


1371 






End 


157 8 




31 


Name 


OJ990427 10.9927.C32 


.ol 


.gs 


Method 


GENSCAN 




: 


Start 


1402 






End 


1578 




ff\ 

;*i i 


GI 


none 






Score 


.74 




Exons 


1402. . 1578 












Uj 


Seq. No. 


14418 






Seq. ID 


OJ990427_10. 


9927 .C33 




Gene No. 


30815 






Strand 


+ 




: =| 
;a; : 


Start 


114 






End 


2661 




: B ? 


Name 


OJ990427 10 . 9927 .C33 


.ol 


.gp 


Method 


AAT/GAP 






Start 


114 






End 


1131 




':ai 


GI 


none 






Score 


712 






Exons 


114. .321, 429. .524, 


873 


. .928, 


1104. .1131 




M, 


Seq. No. 


14418 






Seq. ID 


OJ990427_10. 


9927 .C33 


: =sf ■■ 


Gene No. 


30815 






Strand 


+ 




r s i 
! I 
• : « r 


Start 


114 






End 


2661 




! s= : 


Name 


OJ9904 27_10 . 9927 .C33 


.ol 


. gs 


Method 


GENSCAN 






Start 


145 






End 


2457 






GI 


none 






Score 


.78 






Exons 


1/1C 001 /ion co^ 

145. .32.1, 429. .DZ4, 


644 


. .669, 


873. .928 


, 1561. .1740, 


2133. .2204, 






2339. .2457 














Seq. No. 


14418 






Seq. ID 


OJ990427_10. 


9927. C33 




Gene No. 


30815 






Strand 


+ 






Start" 


114 






End - : 


2661 






Name 


OJ990427 10.9927.C33 


.o2 


.gp 


Method 


AAT/GAP 






Start 


2330 






End 


2661 






GI 


57980 1.R1084 






Score 


487 






Exons 


2330. .2661 














GI Descrip. 


'5714761/gb|AF173881 


.1IAF173881 1.0e-117 Oryza sativa subsp. 



indica serine/threonine protein phosphatase PP2A-4 catalytic 
subunit (PP2A) gene, complete cds 1 



Seq. No. 14418 Seq. ID OJ990427_10 . 9927 . C33 



15170 




Gene No. 


30816 




Strand 


+ 




OLalt 


11898 




End 


16533 




Name 


OJ990427 10.9927 


. C33. o4 . gs 


Method 


GENSCAN 






11898 




End 


13651 




C T 
ox 


none 




Score 


.75 




Exons 


118*98. .12130, 12198. .12358, 


12549. .12670, 12815 


. . lOOOl 


Crtrt Ma 

oeq . no . 


14418 




Seq. ID 


OJ990427 


iu . y y_ / . loo 


Gene No. 


30816 




Strand 


+ 




Start 


11898 




End 


16533 




Name 


OJ990427 10.9927, 


.C33.o2.np 


Method 


AAT/NAP 




Cf -> >~f- 


13479 




End 


16533 






4206306 




Score 


2005 




T «r t*\ 

Lxons 


134 79. .13565, 138 98. .16533 








ui uescnp. 


(Aru^yiiU) prpo_ 


[ Zea mays] 








oeq . no . 


14418 




Seq. ID 


OJ990427 


iu . y y_ / . uoo 


Gene No . 


30817 




Strand 






Start 


3437 




■ End 


8054 




Name 


OJ990427 10.9927, 


.C33.o2.gs 


Method 


GENSCAN 






3437 




End 


8054 




bl 


none 




Score 


.88 




Exons 


3437. .3463, 3816. 


..3923, 4262 


..4351, 4441. .4632, 


com cocq 




5540. .5580, 5784. 


..5855, 6098 


..6169, 6267.. 6350, 


/4oU . . /oUo, 




7959. .8054 










G A A Ma 

oeq. no. 


14418 




Seq. ID 


OJ990427 


iu . y y_ / . coo 


Gene No . 


30"817 




Strand 






Cf -, V-f 

o tart. 


3437 




End 


8054 




Name 


OJ990427 10.9927. 


. C33 . ol . np 


Method 


AAT/NAP 




Start 


3514 




End 


8054 




GI 


5714762 




Score 


1375 




TT 1 ■»» An o 


3514. .3576, 3816. 


..3923, 4262 


..4351, 4441. .4632, 


oouo . . Dooy , 




5540. .5580, 5784, 


..5855, 6098 


. .6169, 6267. .6350, 


/40U . . / oUo, 




7959. .8054 










ui uescrip. 


(AF173881) serine/threonine 


protein phosphatase 


rrZ/\-4 cata. 




subunit [Oryza sativa subsp. 


indica], 






C a a* Ma 

oeq . NO . 


14418 




Seq. ID 


OJ990427 


_10.9927.C33 


Gene No. 


30818 




Strand 






Start 


8923 




End 


11800 




Name 


OJ990427 10.9927. 


,C33.o4 .tm 


Method 


TBLASTX : ! 


Maize 


Of -i-yf 

otart 


205 




End 


1248 




PT 


none 




Score 


171 




Exons 


205. .324, 210. .323, 426. .524 


, 428. .523 


, 872. .928, 873. .926, 




1085. .1219, 1098. 


,.1244, 1102 


. .1248 






O a a Ma 

oeq . no . 


14418 




Seq. ID 


OJ990427 


_10.9927.C33 


Gene No. 


30818 




Strand 






Start 


8923 




End 


11800 




Name 


OJ990427 10.9927. 


,C33.ol. ts 


Method 


TBLASTX : 1 


Soybean 


Start 


3469 




End 


4639 




GI 


none 




Score 


114 




Exons 


3469. .3585, 3488. 


.3586, 3816 


..3941, 3816. .3929, 


4262. .4354, 




4266.. 4352, 4420. 


.4632, 4434 


..4634, 44 


39. .4639 




Seq. No. 


14418 




Seq. ID 


OJ990427_ 


_10.9927.C33 



15171 



Gene No. 30818 Strand 

Start 8923 End 

Name OJ990427_10 . 9927 . C33 . ol . tc Method 

Start 3511 End 

GI none Score 

Exons 3511.. 3585, 3515.. 3577, 3816.. 3929, 3820 

4266. .4355, 4420. .4632, 4445. .4633, 5291 

5539. .5583, 5748. .5855, 5788. .5856, 6090 

6096.. 6170, 6100.. 6183, 6270.. 6356, 6271 

7451. .7507, 7950. .8012 



11800 

TBLASTX: Cress 
8012 
98 

3924, 4262. .4354, 
5371, 5301.. 5369, 
6161, 6095.. 6169, 
6351, 7450.. 7509, 



Seq. No. 14418 
Gene No. 30818 
Start 8923 

Name OJ990427_10 . 9927 . C33 . ol . tm 

Start 3511 
GI none 

Exons 3511.. 3585, 3515.. 3577, 3816. 

4266. .4352, 4420. .4632, 4441. 
5301. .5369, 5516. .5584, 5539. 
6095. .6172, 6096. .6173, 6098. 
7450. .7509, 7451. .7507, 7950. 



Seq. ID OJ990427_10.9927.C33 
Strand 

End 11800 
Method TBLASTX: Maize 
End 8012 
Score 98 

.3929, 3835.. 3924, 4262.. 4354, 
.4617, 4445. .4633, 5291. .5371, 
.5583, 5748. .5855, 5785. .5856, 
.6196, 6267. .6356, 6268. .6351, 
.8012, 7951. .8010 



ft 



Seq. No. 14418 

Gene No. 30818 

Start 8923 

Name *OJ990427_10 . 9927 . C33 . o2 . tw 

Start 3816 

GI none 

Exons 3816.. 3929, 3841.. 3930, 4260, 
4420. .4632, 4445. .4615, 5300, 



Seq. ID OJ990427_10.9927.C33 
Strand 

End 11800 
Method TBLASTX : Wheat 
End 5371 
Score 90 

.4352, 4265. .4354, 4268. .4354, 
.5368, 5300. .5371, 5307.. 5369 



Seq. No. 

Gene No. 
»| Start 
4 Name 
u Start 
=| GI 
l\ Exons 

:i 



14418 
30818 
8923 

OJ990427_10. 9927.C33.o2.ts 

5300 

none 

5300.. 5371, 5301.. 5369, 5302, 
5748.. 5855, 5788.. 5856, 6095. 
6121.. 6186, 6211.. 6333, 6267. 
7450. .7509, 7454. .7507, 7956, 



Seq. ID OJ990427_10.9927.C33 
Strand 

End 11800 

Method TBLASTX : Soybean 

End 8012 

Score 98 

.5370, 5516. .5581, 5539. .5583, 
.6172, 6096. .6173, 6101. .6193, 
.6335, 6267.. 6356, 6268.. 6351, 
.8012 



Seq. No. 14418 

Gene No. 30818 

Start 8923 

Name OJ990427_10 . 9927 . C33 . o7 

Start 5516 

GL ... none 

Exons 5516.. 5584,' 5516.. 5584, 
5784. .5855, 5785. .5856, 
6267. .6341, 6267. .6344, 

Seq. No. 14418 

Gene No. 30818 

Start 8923 

Name OJ990427 10 . 9927 . C33 . o3 



Seq. ID OJ990427_10.9927.C33 
Strand 

End 11800 

tw Method TBLASTX : Wheat 

End 6344 

Score 90 
5523. .5603, 5548. .5607, 5748. .5855, 
6117. .6161, 6119. .6166, 6123. .6167, 
6268. .6342 

Seq. ID OJ990427_10.9927.C33 
Strand 

End 11800 

gs Method GEN SCAN 



15172 



Start 
GI 

Exons 



8923 End 11800 

none Score .78 

8923.. 8986, 9128.. 9356, 10883 .. 10999, 11587.. 11800 



Seq. No. 14418 Seq. ID 

Gene No. 30819 Strand 

Start 12836 End 

Name OJ990427_10 . 9927 . C33 . 06 . tw Method 

Start 12836 * End 

GI none Score 

Exons 12836. .13210 



OJ990427_10.9927.C33 
13210 

TBLASTX: Wheat 

13210 

190 



Seq. No. 14418 Seq. ID 

Gene No. 30819 Strand 

Start 12836 End 

Name OJ990427_10 . 9927 . C33 . o5 . tm Method 

Start 12854 End 

GI none Score 

Exons 12854 . .13123 



OJ990427_10. 9927.C33 
13210 

TBLASTX: Maize 

13123 

187 



Seq. No. 14418 Seq. ID 

Gene No. 30820 Strand 

Start 14057 End 

Name OJ990427_10 . 9927 . C33 . o5 . tw Method 

Start 14057 End 

GI none Score 
Exons 



OJ990427_10.9927.C33 
14416 

TBLASTX: Wheat 

14416 

86 



14057. .14188, 14195. .14416, 14215. .14415 



Seq. No. 14418 Seq. ID 

Gene No. 30821 Strand 

Start 14648 End 

Name OJ990427_10 . 9927 . C33 . o4 . tw Method 

Start 14648 End 

GI none Score 

Exons 14648. .14974, 14680. .14973 



OJ990427_10. 9927.C33 
15517 

TBLASTX: Wheat 

14974 

309 



Seq. No. 14418 Seq. ID 

Gene No. 30821 v Strand 

Start 14648 ~ End 

Name OJ990427_10 . 9927 . C33 . o3 . tm Method 

Start 14749 End 

GI none Score 

Exons 14749. .15105, 14819.. 15106 



OJ990427_10.9927.C33 
15517 

TBLASTX: Maize 

15106 

362 



Seq. No. 14418 Seq. ID 

Gene No. 30821 Strand 

Start 14648 End 

Name OJ990427_10 . 9927 . C33 . ol . tw Method 

Start * ' 14 975 End 

GI none Score 
Exons 



OJ990427_10. 9927.C33 
15517 

TBLASTX: Wheat 
15394 
461 

14 975. .15394, 14 977. .1514 4, 14 987. .15391, 15178. .15393 



Seq. No. 14418 

Gene No. 30821 

Start 14648 

Name OJ990427_10 . 9927 . C33 . o2 . tm 

Start 15134 



Seq. ID OJ990427_10. 9927. 
Strand 

End 15517 

Method TBLASTX : Mai ze 

End 15517 



C33 



15173 






GI 


none 




Score 


373 








Exons 


15134. .15517, 15155. 


. 15406, 


15181. . 15504 








Seq. No. 


14418 




Seq. ID 


OJ990427 


_10.9927 


.C33 




Gene No. 


30821 




Strand 










Start 


14648 




End 


15517 








Name 


V T rt rt rt A /*\ *^ t rt rt rt rt —1 s~% rt *"» 

OJ990427 10 . 9927 . C33 


.o3.ts 


Method 


TBLASTX: 


Soybean 






Start 


15164 




End 


15403 








GI 


none 




Score 


218 








Exons 


15164. .15403, 15187. 


. 15393 












Seq. No. 


14418 




Seq. ID 


OJ990427 


JL0.9927 


.C33 




Gene No. 


30822 




Strand 










Start 


15885 




End 


16312 








Name 


y-^, -r rt rt rt j| rt ^ -* rt rt rt rt ^ rt rt 

OJ9904 27_10 .9927 .C33 


. o4 . ts 


Method 


TBLASTX : 


Soybean 






Start 


15885 




End 


16252 








GI 


none 




Score 


212 








Exons 


15885. .16244, 16025. 


. 16252 












Seq. No. 


14418 




Seq. ID 


OJ990427 


_10.9927 


.C33 




Gene No. 


30822 




Strand 










Start 


15885 




End 


16312 








Name 


OJ990427_10 . 9927 . C33 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




': = ? 


Start 


15887 




End 


16312 






5 :=? 


GI 


none 




Score 


315 . 






-•• r : 

i a !l 


Exons 


15887 . . 16000, 15888 . 


.16310, 


16028. .16312 






: 


Seq. No. 


14419 




Seq. ID 


OJ990427 


_10 . 9927 


. C34 




Gene No. 


30823 




Strand 


+ 






U! 


Start 


1 




End 


2011 






's = ? 


Name 


OJ990427 10.9927.C34 


. ol . np 


Method 


AAT/NAP 






i L§ 


Start 


1 




End 


2011 








GI 


4206306 




Score 


1624 






: 3 3 ; 


Exons 


1. .2011 














GI Descrip. 


(AF049110) prpol [Zea mays] 










ii is 


Seq. No. 


14419 




Seq. ID 


OJ990427 


_10.9927 


.C34 


:, s j 


Gene No. 


30823 




Strand 


+ 






i"l 


Start 


1 




End 


2011 






S7 
si 


Name 


OJ990427 10.9927.C34 


.ol. ts 


Method 


TBLASTX: 


Soybean 




i | 
•t =? 


'Start 


155 




End 


522 








GI 


none 




Score 


212 








Exons 


155. .514, 295. .522 














Seq. No. 


14419 




Seq. ID 


OJ990427 


_10.9927 


.C34 




Gene No. 


30823 




Strand 


+ 








Start 


1 




End 


2011 








Name 


OJ990427 10.9927.C34 


. ol . tw 


Method 


TBLASTX: 


Wheat 






Start 


157 




End 


582 








GI 


none 




Score 


315 








Exons 


157.. 270, 158-. .580, , 


298. .582 












Seq. No. 


14419 




Seq. ID 


OJ990427 


_10.9927 


.C34 




Gene No. 


30823 




Strand 


+ 








Start 


1 




End 


2011 








Name 


OJ990427 10.9927.C34 


. o4 . tm 


Method 


TBLASTX: 


Maize 






Start 


524 




End 


760 







15174 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

524. .760 

14419 
30823 
1 

OJ990427_10. 9927.C34 .o2. tm 

791 

none 

791. .1057, 898. .1056 

14419 
30823 
1 

OJ990427_10.9927.C34 .o2 .tw 

899 

none 

899. .1288, 1165. .1206 

14419 
30823 
1 

OJ990427_10.9927.C34 .ol.tm 

1058 

none 

1058. .1420, 1150. .1419 

14419 
30823 
1 

OJ990427_10.9927.C34 .o2 .ts 
1061 

none y 

1061.. 1204, 1090.. 1203, 1210. 

14419 
30823 
1 

OJ990427_10. 9927 .C34 .o3.tw 

1406 

none 

1406.. 1525, 1535.. 1597, 1552. 
1877. .2002 

14419 
30823 
1 

OJ990427_10. 9927.C34 .o3.tm 

1451 

none 

1451.. 1693, 1456.. 1500, 1546. 

14420 
30824 
65 

OJ990427_10. 9927 .C35.ol.gs 
65 



Score 178 



Seq. ID OJ990427_10.9927.C34 

Strand + 

End 2011 

Method TBLASTX : Mai ze 

End 1057 

Score 215 



Seq. ID OJ990427_10. 9927.C34 

Strand + 

End 2011 

Method TBLASTX : Wheat 

End 1288 

Score 255 



Seq. ID OJ990427_10.9927.C34 

Strand + 

End 2011 

Method TBLASTX : Maize 

End 1420 

Score 377 



Seq. ID OJ990427_10.9927.C34 

Strand + 

End 2011 

Method TBLASTX : Soybean 

End 1435 

Score 94 
.1428, 1211-. .1435 

Seq. ID OJ990427_10.9927.C34 

Strand + 

End 2011 

Method TBLASTX : Wheat 

End 2002 

Score 98 

.1683, 1553. .1750, 1876. .1995, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1692 

Seq. ID 

Strand 

End 

Method 
End 



OJ990427_10.9927.C34 
+ 

2011 

TBLASTX: Maize 

1693 

191 



OJ990427 10.9927.C35 



1264 
GEN SCAN 
1264 



15175 




GI 


none 






Score 


.83 




Exons 


65. .154, 449. .1264 










Seq. No. 


14421 






Seq. ID 


OJ990427 


_09.9924.C1 


Gene No. 


30825 






Strand 


+ 




Start 


164 






End 


491 




Name 


OJ990427 09. 


,9924. CI. ol. 


gs 


Method 


GENSCAN 




Start 


164 






End 


491 




GI 


none 






Score 


.82 




Exons 


164. .236, 241. .491 










Seq. No. 


14422 






Seq. ID 


OJ990427 


_09.9924.C2 


Gene No. 


30826 






Strand 


+ 




Start 


458 






End 


627 




Name 


OJ990427 09. 


, 9924 . C2 . ol . 


gs 


Method 


GENSCAN 




Start 


4 58 






End 


627 




GI 


none 






Score 


.78 




Exons 


4 58.. 627 












Seq. No. 


14423 






Seq. ID 


OJ990427 


_09.9924.C3 


Gene No. 


30827 






Strand 






Start 


1981 






End 


11120 




Name 


OJ990427_09 . 


9924 .C3 .ol . 


gp 


Method 


AAT/GAP 




Start 


1763 






End 


1992 




GI 


3760905 






Score 


421 




Exons 


1763 . . 1992 












Seq. No. 


14 423 






Seq. ID 


OJ990427 


_09.9924.C3 


Gene No. 


o r\ o o i 

30827 






Strand 






Start 


1981 






End 


11120 




Name 


OJ990427 09. 


9924 .C3.ol. 


gs 


Method 


GENSCAN 




Start 


1981 






End 


11120 




GI 


none 






Score 


.83 




Exons 


1981. .2316, 


2443. .2535, 


3564. 


.3638, 3772.. 3942, 


4317. .4417, 




5367. .5523, 


5624 . .5893, 


6350. 


.6463, 67 


89. .6875, 


6897. .7064, 




7206. .7355, 


8492. . 9004, 


10225 


. .10444, 


11014. .11120 


Seq. No. 


14423 






Seq. ID 


OJ990427_ 


_09.9924.C3 


Gene No. 


30827 






Strand 






Start 


1981' 






End 


11120 




Name 


OJ990427 09. 


9924 .C3.ol. 


np 


Method 


AAT/NAP 




Start 


1987 






End 


8914 




GI 


6730751 






Score 


1144 




Exons 


1987. .2310, 


2401. .2535, 


3564. 


.3638, 3772.. 3942, 


4317. .4417, 




4955. .5032, 


5367. .5523, 


5624. 


.5892, 63 


46. .6465, 


6702. .6788, 




6890. .7109, 


7206. .7355, 


8492. 


.8782, 88 


25. .8914 




GI Descrip. 


(AC016529) hypothetical 


protein [Arabidopsis thaliana] 



Seq. No. 14423 

Gene No. 30827 

Start 1981 

Name OJ990427_09 . 9924 . C3 . ol . tc 

Start 1987 

GI ' none 

Exons 1987.. 2169, 1988.. 2185, 2092. 
3558. .3620 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_09. 9924 .C3 
11120 

TBLASTX: Cress 

3620 

93 



.2313, 2141. .2269, 2446. .2538, 



15176 



Seq. No. 14423 

Gene No. 30827 

Start 1981 

Name OJ990427_09 . 9924 . C3 . o3 . tm 

Start 1993 

GI none 

Exons 1993.. 2253, 1994. ..2254, 
2281. .2319, 2470. .2538 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_09.9924.C3 
11120 

TBLASTX: Maize 

2538 

300 



2176.. 2259, 2278.. 2322, 2279.. 2317, 



Seq. No. 14423 
Gene No. 30827 
Start 1981 

Name OJ990427_09 . 9924 .C3 . ol . ts 

Start 1997 
GI none 

Exons 1997.. 2194, 1999.. 2178, 3558. 

4314. .4412, 4959. .5024, 4959. 
5366. .5524, 5618. .5893, 5733. 
6365.-6463, 6700. .6798, 6704. 
6894. .7112, 7203. .7301, 7204. 
8492. .8764, 8493. .8747, 8864. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_09.9924.C3 
11120 

TBLASTX : Soybean 

8902 

130 



.3638, 3769.. 3948, 3782.. 3928, 

.5033, 4960.. 5037, 5362.. 5523, 

.5903, 6354. .6443, 6361. .6447, 

.6766, 6886.. 7107, 6891.. 7151, 

.7251, 7284. .7355, 7312. .7359, 
.8902 



Seq. No. 14423 

Gene No. 30827 

Start 1981 

Name OJ990427_09 . 9924 . C3 . o2 . gp 

Start 3550 

GI 286763 

Exons 3550.. 3638, 3772.. 3942, 4317. 



Seq. ID OJ990427_09.9924.C3 
Strand 

End 11120 

Method AAT/GAP 

End 4 384 

Score 583 
.4384 



Seq. No. 14423 
Gene No. 30827 
Start 1981 

Name OJ990427_09 . 9924 . C3 . ol . tm 

Start 4314 
GI none 

Exons 4314. .4364, 4314. .4364, 4365. 

4957. .5034, 4957. .5055, 5362, 
5624.. 5896, 5625.. 5897, 5697, 
6349. .6483, 6699. .6749, 6704, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 09. 9924. C3 



11120 

TBLASTX: Maize 
6751 
70 

4415, 4366. .4416, 4950. 
5526, 5366. .5524, 5603. 
5894, 6347. .6463, 6348. 
6751, 6704. .6751 



5033, 
5893, 
6482, 



Seq. No. 14423 

Gene No. 30827 

Start 1981 

Name OJ990427_09 . 9924 . C3 . o2 . tc 

Start 5699 

GI none 

Exons 5699.. 5890, 
6897.. 7046, 



5733.'. 5888, 5760, 
6910. .7047 



Seq. ID OJ990427_09. 9924. C3 
Strand 

End 11120 

Method TBLASTX: Cress 

End 7047 

Score 128 

.5894, 6365.-6457, 6700. .6798, 



Seq. No. 14423 

Gene No. 30827 

Start 1981 

Name OJ990427_09 . 9924 . C3 . o2 . tm 

Start 6889 

GI none 

Exons 6889.. 7107, 6894.. 7112, 6897. 



OJ990427_09. 9924 .C3 
11120 

TBLASTX: Maize 

7378 

266 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7112, 7203.. 7355, 7213. ,7365, 



15177 




7307. .7378 



Seq. No. 


14423 


Seq. ID 


OJ990427 09.9924 


.C3 


Gene No . 


30827 


Strand 






Start 


1981 


End 


11120 




Name 


OJ990427 09. 9924 .C3.o4 .tm 


Method 


TBLASTX: Maize 




Start 


8600 ~ 


End 


8908 




GI 


none 


Score 


188 




Exons 


8600.. 8773, 8601.. 8744, 8864. 


.8908 






Seq. No. 


14424 


Seq. ID 


OJ990427 09.9924 


.C4 




30828 


Strand 


+ 




Start 


56 


End 


501 




Name 


OJ990427 09.9924.C4.ol.gs 


Method 


GENSCAN 




Start 


56 ~~ 


End 


501 




GI 


none 


Score 


.89 




Exons 


56. .501 








Seq. No. 


14424 


Seq. ID 


OJ990427 09.9924 


.C4 


Gene No . 


30829 


Strand 


+ — 




Start 


1092 


End 


1354 




Name 


OJ990427 09 . 9924 . C4 .o2 . gs 


Method 


GENSCAN 




Start 


1092 ~ 


End 


1354 






none 


Score 


.73 




i — 1 X\ \y 1 1 O 

en 


1092. .1165, 117=7. .1354 








!'LI Seq. No. 


14425 


Seq. ID 


OJ990427_09.9924 


.C5 


j"| Gene No. 


30830 


Strand 


+ 




\"l Start 


1 


End 


3580 




Name 


OJ990427 09.9924.C5.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1483 




I'll GI 


22513 1.R1084 


Score 


505 




;s Exons 


1..46, 182. .273, 362. .443, 1413. .1483 






r s i GI Descrip. 


, 4521193/dbj | AB0134 50 . 1 | AB0134 50 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 1 








Seq. No. 


14425 


Seq. ID 


OJ990427_09.9924 


.C5 


W Gene No. 


30830 


Strand 


+ 




Start 


1 


End 


3580 




} SB i Name 


OJ990427 09.9924.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3580 




GI 


4539545 


Score 


416 




Exons 


1..46, 182. .273, 359. .443, 1413. .1509, 


1942.. 2000, 2107 


. .2192, 




2435.-2525, 3165. .3229, 3495. 


.3580 






GI Descrip. 


(Y16644) PRCI [Nicotiana tabacum] 






Seq. No. 


14425 


Seq. ID 


OJ990427_09.9924 


.C5 




30830 


Strand 


+ 




Start 


1 


End 


3580 




Name 


OJ990427 09. 9924 .C5.ol.gs 


Method 


GENSCAN 




Start 


182 


End 


2201 




GI 


none 


Score 


. 62 




Exons 


182. .273, 362. .443, 477. .607, 


1413. .1509, 1942. .2000, 2107. .2201 


Seq. No. 


14425 


Seq. ID 


OJ990427_09. 9924 


.C5 


Gene No. 


30831 


Strand 






Start 


3788 


End 


5159 





15178 






Name 


OJ990427 09.9924. 


C5.o2.gp 


Method 


AAT/GAP 






Start 


3429 




End 


4310 






GI 


3776 1.R1084 




Score • 


1530 






F. von <=; 


3429.. 4090, 4180. 


.4 310 










HT Hpsr tit*> 

VJ -X. 1— ' w J- -1- ■ 


'3894193 2.0e-09 


(AC005662) putative 


strictosidine synthase 






[Arabidopsis thaliana] 1 










Seq. No. 


14425 




Seq. ID 


OJ990427 


\J Zs • Z7 Z7 £.H . _J 




Gene No. 


30831 




Strand 








Start 


3788 




End 


5159 






Name 


OJ990427 09 9924 


PS n9 a<3 


Method 


GENSCAN 








3788 




End 


5159 








none 




Score 


.65 






pynn 0 


3788.. 3891, 3950. 


.4179, 4737. 


.4973, 5089.. 5159 






O . LNU • 


14425 




Seq. ID 


OJ990427 


_09.9924.C5 




Gene No. 


30831 




Strand 








Start 


3788 




End 


5159 






Name 


OJ990427 09.9924. 


C5.o2.np 


Method 


AAT/NAP 






Start 


^ft n^ 




End 


4985 






GI 


6572063 




Score 


219 






F! von s 


3803. .4093, 4180. 


.4312, 4737. 


.4985 






.: si 

U 


f^T Dp^pt"! n 


(AL133452) mucin- 


like protein 


[Arabidopsis thaliana] 




Q&n No 


14425 




Seq. ID 


OJ990427 


_09.9924.C5 


m 


Gene No. 


30831 




Strand 






1 1.1 


Start 


3788 




End 


5159 




V "*! 


Name 


OJ990427 09.9924. 


C5.ol.ts 


Method 


TBLASTX: 


Soybean 


•: cr 
! :! 


Start 


JOt J 




End 


4976 




! ; Ht 


GI 


none 




Score 


129 






F v on q 


3825. .4055, 3830. 


.4111, 4171. 


.4314, 4187. .4309, 


4734. .4976, 


! U 




4736. .4975 












Sea No 


14425 




Seq. ID 


OJ990427 


_09.9924.C5 




Gene No. 


30831 




Strand 






"'"4 


Start: 


3788 




End 


5159 






Name 


v/U -7 Zs \J M c* f \J Zs * Z/ ^ ^ . 


r S ol tm 


Method 


TBLASTX.: 


Maize 


si 
*s 5? 


Start 


4211 




End 


•4 910 '■' 




,s s* 

y 


GI 


none 




Score 


49 








4211. .4246, 4213. 


.4248, 4237. 


.4314, 4249. .4314, 


4250. .4315, 






4736. .4819, 4736. 


.4840, 4737. 


.4841, 4832. .4909, 


4833. .4910 




Seq. No. 


14426 




Seq. ID 


OJ990427 


_09.9924.C6 




Gene No. 


30832 




Strand 








Start 


1 




End 


414 






Name 


OJ990427 09.9924. 


C6. ol . gp 


Method 


AAT/GAP 






J Lai L 


1 




End 


414 






GI 


none 




Score 


601 






Rynn 5 ; 


1..111, 195. .414 












Sea No 


14426 




Seq. ID 


OJ990427 


_09.9924.C6 




Gene No. 


30832 




Strand 








Start 


1 




End 


414 






Name 


OJ990427 09.9924. 


C6. ol . gs 


Method 


GENSCAN 






Start 


17 




End 


338 






GI 


none 




Score 


.72 






Exons 


17. .111, 195. .338 











15179 






Seq. No. 


14427 


Seq. ID 


OJ990427_09.9924 . 


C9 




^pnp No 


30833 


Strand 


+ 






Start 


606 


End 


2732 






Name 


O.T990427 09 99?4 C9 ol ns 


Ma f- hnH 

L JC L11UU 








Start 


606 _ 


End 


1529 






GI 


none 


Score 


1 








606 611 711 798 973 


1529 








Seq. No. 


14427 


Seq. ID 


OJ990427_09.9924. 


C9 




Gene No. 


30833 


Strand 


+ 






Start 


606 


End 


2732 






Name 


OJ990427 09. 9924 .C9.ol.np 


Method 


AAT/NAP 






OLCtl L 


673 


End 


2289 






\j x 


6730752 


Score 


165 








673.. 812, 985.. 1226, 1287 


..1558, 2002. 


.2289 






VJX L/GOOX ^ • 


(AC016529) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


14427 


Seq. ID 


OJ990427_09. 9924 . 


C9 




(^pnp No 


30833 


Strand 


+ 






Start 


606 


End 


2732 








OJ990427 09. 9924.C9.o2.gs 


Method 


GEN SCAN 




1* ~l 
i : 


Start 


2014 


End 


2732 




;. "j 


O X 


none 


r .. Score 


.58 




i.: 1 




2014. .2188, 2608. .2732 








ril 


Seq. No. 


14427 


Seq. ID 


OJ990427_09.9924. 


C9 


!"! 


Gene No. 


30834 


Strand 








Start 


3115 


End 


6620 






Name 


OJ990427 09. 9924 .C9.o3.np 


Method 


AAT/NAP 




; 5 1 t 


Start 


3115 


End 


6620 






GI 


6730751 


Score 


118 






P. von ^ 


3115. .3142, 5372. .5465, 6012. .6089, 6424. .6620 




!- -! 




(AC016529) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


14427 


Seq. ID 


OJ990427_09.9924. 


C9 




Gene No. 


30834 


Strand 






_! 


Start 


3115 


End 


6620 




u 


Name 


OJ990427 09. 9924.C9.o2.gp 


Method 


AAT/GAP 






Start 


5122 


End 


5921 






GI 


159 2.R1084 


Score 


724 






Fynri q 


5122. .5376, 5770. .5921 










VL7 X O ^ J_ _1_ k-' . 


T 1084457/pir | IS41086 3 . Oe 


-44 elongation factor 1-beta - 


Rice 






>gi_4 3 2 3 6 8_dbj _BAA0 4 9 0 3_ 


(D23674) elongation factor 1 beta 






[Oryza sativa] 1 










Seq. No. 


14427 


Seq. ID 


OJ990427_09.9924. 


C9 






30834 


Strand 








u Lai L 


3115 


End 


6620 






Name 


OJ990427 09. 9924 .C9.ol.tc 


Method 


TBLASTX: Cress 






Start 


5762 


End 


5918 






GI 


none 


Score 


155 






Exons 


5762. .5917, 5763. .5918 










Seq. No. 


14427 


Seq. ID 


OJ990427_09. 9924 . 


C9 




Gene No. 


30834 


Strand 








Start 


3115 


End 


6620 





15180 



Name 

Start 

GI 

Exons 



OJ990427_09. 9924 ,C9.ol .tw 

5767 

none 

5767. .5904, 5769. .5831, 5771. 



Method TBLASTX : Wheat 
End 5918 
Score 98 
.5917, 5772. .5918 



Seq. No. 14427 Seq. ID 

Gene No. 30834 Strand 

Start 3115 End 

Name OJ990427_09 . 9924 . C9 . ol . ts Method 

Start 5771 End 

GI none Score 

Exons 5771.. 5917, 5772.. 5918 



OJ990427_09. 9924.C9 
6620 

TBLASTX: Soybean 

5918 

159 



Seq. No. 14427 Seq. ID 

Gene No. 30834 Strand 

Start 3115 End 

Name OJ990427_09 . 9924 . C9 . o2 . tm Method 

Start 5771 End 

GI none Score 

Exons 5771.. 5917, 5771.. 5917 



OJ990427_09. 9924.C9 
6620 

TBLASTX: Maize 

5917 

163 



Seq. No. 14427 
Gene No. 30834 
Start 3115 

Name OJ990427_09 . 9924 . C9 . o2 . np 

Start 5771 

GI 6166140 

Exons 5771.. 5941, 6567.. 

GI Descrip. ELONGATION FACTOR 
elongation factor 
elongation factor 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 09. 9924. C9 



6620 
AAT/NAP 
6620 
211 

6620 

1-BETA (EF-1-BETA) gi | 108 4 457 | pir | | S4 108 6 
1-beta - Rice gi | 432368 | dbj | BAA04 903 | (D23674) 
1 beta [Oryza sativa] 



Seq. No. 


14427 










Seq. ID 


OJ990427 


_09. 9924.C9 


Gene No. 


30834 










Strand 






Start 


3115 










End 


6620 




Name 


OJ990427 09. 


9924 


.C9.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


6007 










End 


6591 t 




GI 


none 










Score 


106 




Exons 


6007. 


.6090, 


6014 


. .6091, 


6014. 


.6112, 6419. .6583, 


6423. .6581, 




6424 . 


.6591 














Seq. No. 


14428 










Seq. ID 


OJ990427 


_09.9924.C11 


Gene No. 


30835 










Strand 


+ 




Start 


295 










End 


328 




Name 


OJ990427 09. 


9924 


.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


295 










End 


328 




GI 


none 










Score 


.7 




Exons 


295. .: 


328 














Seq. No. 


1442*9 










Seq. ID 


OJ990427 


_09.9924.C12 


Gene No. 


30836 










Strand 






Start 


40 










End 


589 




Name 


OJ990427 09. 


9924 


.C12.ol 


.gp 


Method 


AAT/GAP 




Start 


40 










End 


589 




GI 


none 










Score 


1003 




Exons 


40. .589 















15181 




Seq. No. 


14429 


Seq. ID 


OJ990427_09. 


9924. C12 


Gene No. 


30836 


Strand 






Start 


40 


End 


589 




Name 


OJ990497 09 99?4 PI? ol n«? 


Mf* t" h or! 






^t a rt* 


?4 9 _ 


FnH 

Ejl 1U 






GI 


none 






- 


Pvnn c 

LlAVl I O 


24 9 548 








Seq. No. 


14430 


Seq. ID 


OJ990427_09. 


9924. C13 


Gene No. 


30837 


Strand 






Start 


103 


End 


Z. -J -J 






0,7990427 09 99?4 CI ^ ol rre; 




O Hj IN O ^rt.L\ 




O t_ Cl J_ l_ 


10^ — 

i u J 


Pnd 


t jj 




GI 


none 




4 5 




DAUll J 


10^ 








Clon Mo 


14431 




O.T990497 09 


9994 P1 A 

J Zf c. 4 • U14 


Gene No. 


30838 


Strand 


+ _ 




Start 


1 


End 


1240 




Name 


OJ990427 09.9924.C14.ol.np 


Method 


AAT/NAP 




O L.C11 L 


1 


End 


526 




rzj 


2213608 


Score 


203 




l_j A \-/ 1 1 o 


1..526 










(AC000103) F21J9.2 [Arabidopsis thaliana] 






14431 


Seq. ID 


OJ990427_09. 


9994 n 4 

Zf Zf t-'-i • ^ J. *± 


Gpne No 


30838 


Strand 


+ 




Start 


1 


End 


1240 




Name 


OJ990427 09.9924.C14.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


625 




GI 


6587849 


Score 


204 




TT von c; 


1. .625 










(AC006551) Very similar to retrotransposon reverse 






[Arabidopsis thaliana] 








Seq. No. 


14431 


Seq. ID 


OJ990427_09. 


9924 .C14 


Gene No. 


30838 


Strand 


+ 




Start 


1 


End 


1240 




Name 


OJ990427 09. 9924 .C14 .ol.gs 


Method 


GENSCAN 




Start 


35 


End 


1240 




GI 


none 


Score 


.79 




F" von ^ 


35. . 1240 








Sea No 


14432 


Seq. ID 


OJ990427_09. 


9994 PI R 


Gene No. 


30839 


Strand 






Start 


1 


End 


3554 




Name 


OJ990427 09. 9924 .C15.ol.np 


Method 


AAT/NAP 




o Lai L 


1 


End 


1493 




(IT 


5295955 


Score 


213 




TT v O fl Q 


1. .88, 766. .880, 1424 . .1493 








GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 








Seq. No. 


14432 


Seq. ID 


OJ990427JD9. 


9924. C15 


Gene No. 


30839 


Strand 






Start 


1 


End 


3554 




Name 


OJ990427 09. 9924 .C15. ol.gs 


Method 


GENSCAN 





15182 



Start 
GI 

Exons 



193 End 3554 

none Score .61 

193. .345, 757. .921, 1356. .1493, 2346. .2421, 2537. .2687, 

3085.. 3205, 3513.. 3554 



Seq. No. 14433 Seq. ID 

Gene No. 30840 Strand 

Start 1 End 

Name OJ990427_09 . 9924 . C16 . ol .np Method 

Start 1 End 

GI 6907106 Score 

Exons 1. .602, 676. .881 

GI Descrip. (AP001129) EST AU068291 (C12960 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990427JD9. 9924. C16 
+ 

881 

AAT/NAP 

881 

420 



Seq. No. 14433 

Gene No. 30840 

Start 1 

Name OJ990427_09 . 9924 . CI 6 . ol . tm 

Start 435 

GI none 

Exons 435.. 647, 436.. 555, 450. .635, 
737. .784 



Seq. ID OJ990427_09. 9924 .C16 

Strand + 

End 881 

Method TBLASTX : Maize 

End 785 

Score 97 

612. .713, 651. .785, 652. .699, 



Seq. No. 14434 Seq. ID 

Gene No. 30841 Strand 

Start 96 " End 

Name OJ990427_09 . 9924 . C17 . ol . gs Method 

Start 96 End 

GI none Score 

Exons 96.. 384 



OJ990427_09. 9924.C17 
+ 

384 

GEN SCAN ' 

384 

. 67 



Seq. No. 14435 Seq. ID 

Gene No. 30842 Strand 

Start 14 6 End 

Name OJ990427_09 . 9924 . C20 . ol . gs Method 

Start 14 6 End 

GI none Score 

Exons * 146.. 156, 305.. 399, 410.. 492 



OJ990427_09.9924.C20 
4 92 

GENSCAN 
492 % . 
.58 



Seq. No. 14436 

Gene No. 30843 

Start 110 

Name OJ990427_09 . 9924 . C22 . ol . gs 

Start 110 

GI none 

Exons 110. .247, 354. .539, 1406. .1792 



Seq. ID OJ990427_09. 9924 .C22 

Strand + 

End 1866 

Method GENSCAN 

End 1792 

Score . 9 



Seq. No. 14436 Seq. ID OJ990427_09 . 9924 . C22 

Gene No. 30843 Strand + 

Start 110 End 1866 

Name OJ990427_09 . 9924 . C22 . ol . np Method AAT/NAP 

Start 165 End 1866 

GI 4587556 - Score 696 

Exons 165. .247, 354. .539, 1406. .1866 

GI Descrip. (AC006577) Similar to gi 11653162 (p)ppGpp 3-pyrophosphohydrolase 
from Synechocystis sp genome gb|D90911. EST gb|W43807 comes 



15183 




from this gene. [Arabidopsis thaliana] 





Seq. No. 


14436 


Seq. ID 


OJ990427_09. 9924 .C22 






30843 


Strand 


4. 




C 4- 2 7-+- 

o car t. 


110 


End 


1 ft 66 
±000 




Name 


OJ990427 09.9924.C22.ol.tc 


Method 


TRT a^TY • Prpc:q 
l.D_HO 1 A . ^*rcoo 




OLdl t 


351 


End 


171ft 
i f IO 




P T 


none 


Score 


i 7 n 




Exons 


351. .542, 351. .539, 1384. .1683, 1406.. 


1 £ft 7 1 d ^n 1711 

-LOO / , 14 jU . • 1 / J. J. , 






1400 1 71 p 

l4oi. .1/10 








Seq. No. 


14436 


Seq. ID 


OJ990427_09.9924.C22 




f2 csno NT o 
ucUc LNQ . 


30843 


Strand 


+ 






1 1 n 

11U 


End 


1866 




Name 


n7QQPl497 HQ QQ94 COO <->1 he 


Method 


TBLASTX : Soybean 




OtalL 




End 


1861 




C T 


none 


Score 


95 




Exons 


*5Qri t/O *5Q'5 ^"3Q c:/11 


1384. .1683, 1406. .1687, 






141ft 1 ftfil 1 R^fi 1170 1^79 


.1859, 1751. .1861 




o e q . in o . 


14436 


Seq. ID 


OJ990427_09. 9924 .C22 




bene ino . 


30843 


Strand 


+ 




o car l 


110. 


End 


1866 


it si 


Name 


OJ990427" 09. 9924 .C22.ol.tm 


Method 


TBLASTX: Maize 




o car l 


1405 


End 


1717 


iifi 


C T 

V3JL 


none 


Score 


355 


rii 


Exons 


1405. ..1683, 1406.. 1687, 1421. 


.1717 




0 


Cppt Kip, 


14437 


Seq. ID 


OJ990427_09.9924.C23 




Gene No. 


30844 


Strand 


+ 




Start 


1 


End 


2478 




Name 


OJ990427 09.9924.C23.ol.np 


Method 


AAT/NAP 


i b? 


C -1- -j r-f- 
otail 


1 


End 


971 


is 




4587556 


Score 


539 


!"! 

=: 


Exons 


1..165, 246. .600, 709. .971 






'* J 


ui uescnp. 


(AC006577) Similar to gi 11653162 (p)ppGpp 3-pyrophosphohydrolase 






from Synechocystis sp genome 


gb| D90911 


. EST gb|W43807 comes 


: i = f 




from' this gene. [Arabidopsis 


thaliana] 




i s "i 
= ? 


Oct]. LN O • 


14437 


Seq. ID 


OJ990427_09. 9924 .C23 


I s *i 


(~* r~\ t"i t~\ NT f~\ 

oene ino . 


30844 


Strand 


+ 




o car t, 


1 


End 


2478 




Name 


OJ990427 09. 9924.C23.ol.gs 


Method 


GENSCAN 




C -j- -j r~ +- 


20 


End 


2478 






none 


Score 


.44 




iiiXons 


20. .165, 246. .600, 709. .917, 


2250.. 2478 




Sea No 


14437 


Seq. ID 


OJ990427_09.9924.C23 




Gene No. 


30844 


Strand 


+ 




Start 


1 


End 


2478 




Name 


OJ990427 09.9924.C23.ol.gp 


Method 


AAT/GAP 




Start 


734 


End 


1195 




GI 


95527 1.R1084 


Score 


869 




Exons 


734. .1195 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 l.Oe 


-39 (AF114171) TNP2-like 






protein [Sorghum bicolor] ' 







15184 




Con M/-v 
JC^ . vt\J • 


14 4^7 




Seq. ID 


OJ990427_09.9924 . 


pot 


Gene No. 


30845 




Strand 


+ 




Start 


10596 




End 


14077 




Name 


0,7990497 OQ QQ94 P9^ 


* o j . gs 


Method 


GENSCAN 




O Lai L 






End 


14077 




\j 1 


none 




Score 


.93 




LiAUl 1 O 




1 1 7 "38 


11994. .12089, 12517. .12617, 






1 "307 ^ 1 ^1 ft 1 1^411 

X J VJ / J . • UlOlf 1^*111 • 


1 ^SS7 


13598. .14077 




Seq. No. 


14437 




Seq. ID 


OJ990427JD9.9924 . 


C23 


Gene No. 


30846 




Strand 






Of- v-+- 

jLait 


1 7ft 7 1 
1 / O / 1 




End 


19342 




Name 


O.TQQ0497 HQ QQ94 r9"3 


.ol.ts 


Method 


TBLASTX : Soybean 




O Car L. 


E, 
J 




End 


765 






none 




Score 


174 




Exons 


S Ififi 7 1 fift 94 6 
J . . 1DD/ ;D. . 1DO; £ flu 


..458, 247. .459, 502. .603, 706. .765 




O C . lvU. 


14 4^7 

144 J / 




Seq. ID 


OJ990427_09.9924 . 




Gene No. 


30846 




Strand 






Start 


17871 




End 


19342 




Name 


O.7QQ0497 0Q QQ94 P97 


. o2. tm 


Method 


TBLASTX: Maize 




O t a. 17 1. 


71 ~ 

/ X 




End 


457 




ol 


none 




Score 


174 




Exons 


71 1 fi^ 71 1 79 7 ^ 


..168, 243. .425, 244. .426, 427. .453, 






4 9ft 4 R7 

4 ^ O . ■ 4 J / 










O c CJ . Ln O . 


14437 




Seq. ID 


OJ990427_09.9924 . 


C23 


bene wo . 


30846 




Strand 






Start 


17871 




End 


19342 




Name 


OJ990427 09.9924.C23 


.ol.tc 


Method 


TBLASTX: Cress 




°.t- 3 T" t~ 


74 




End 


864 




PT 
Vjl 


none 




Score 


110 






74. .166, 109. .168, 245. .445, 


245. .457, 


246. .458, 246. .458, 




247. .468, 499. .603, ! 


501. .599 


, 706. .762 


, 708. .761, 781. .£ 


164, 




783. .863 










Seq. No. 


14437 




Seq. ID 


OJ990427JD9. 9924 . 


C23 


Gene No. 


30846 




Strand 








17871 




End 


19342 




Name 


OJ990427 09.9924.C23 


. o3 . tm 


Method 


TBLASTX: Maize 




q+- v-+- 


4203 




End 


6880 






none 




Score 


239 






4203. .4436, 4203. .4409, 4283 


..4435, 6716. .6880 




Can Ma 


14437 




Seq. ID 


OJ990427_09.9924. 


C23 


Gene No. 


30846 




Strand 






Start 


17871 




End 


19342 




Name 


OJ990427 09.9924.C23 


. ol . tm 


Method 


TBLASTX: Maize 




Otdll 


10592 




End 


11192 




PT 
\3X 


none 




Score 


198 




Exons 


10592. .10759, 10602. 


.10739, 


10727. .10873, 10728 11045, 






10976. .11044, 11046. 


.11168, 


11050. . 11073, 11109. .11192 




Seq. No. 


14437 




Seq. ID 


OJ990427_09. 9924 . 


C23 


Gene No. 


30846 




Strand 






Start 


17871 




End 


19342 




Name 


OJ990427 09.9924.C23 


.o2. ts 


Method 


TBLASTX: Soybean 





15185 






Start 


10 1 2.1 






End 


11045 








GI 


none 






Score 


161 








Exons 


10722. . 


10886, 10745. 


. 10807 , 


10974. .11045 








Seq. No. 


14437 






. Seq. ID 


OJ990427 


__09 . 9924 


o n 

. C23 




Gene No. 


30846 




- 


Strand 










Start 


17871 






End 


19342 








Name 


OJ990427 09.9924.C23 


. Ol . tc 


Method 


TBLASTX: 


Cress 






Start 


10755 






End 


11147 








GI 


none 






Score 


156 








Exons 


10755. . 


10877, 10757. 


. 10795 , 


10974. .11018, 10976 


. . 11011 , 








11029. . 


11061, 11034. 


T 1 1 A "7 

.1114 7 












Seq. No. 


14437 






Seq. ID 


OJ990427 


_09 . 9924 


. C23 




Gene No. 


30846 






Strand 










Start 


17871 






End 


19342 








Name 


OJ990427 09.9924.C23 


. o4 . tm 


Method 


TBLASTX : i 


Maize 






Start 


11991 * 






End 


17289 








GI 


none 






Score 


102 








Exons 


11991. . 


12092, 11993. 


. 12091 , 


12183. .12260, 12185 


. . 12253, 








12383. . 


12505, 12404., 


. 12505 , 


12405. .12506, 16519 


. . 16551 , 








16557. . 


16616, 16561. 


. 16623, 


16716. .16739, 16721 


. . 16738 , 








-16735. . 


16788, 16738. 


. i o / y 4 , 


17188. .17289 






's sr 


Seq. No. 


14437 






Seq. ID 


OJ990427 


_09.9924, 


.C23 


.3 3 j 


Gene No. 


30846 






Strand 








rii 


Start 


17871 






End 


19342 






Name 


OJ990427 09.9924.C23, 


. o5 . gs 


Method 


GENSCAN 








Start 


17871 






End 


19342 






| , ; 
: i "it 


GI 


none 






Score 


. 94 






: ==; 


Exons 


17871. . 


17914, 18000., 


. lo 14 o , 


18564 . .19342 






ru 


Seq. No. 


14438 






Seq. ID 


OJ990427 


_09.9924, 


.C24 




Gene No. 


30847 






Strand 








r j 


Start 


500 






End 


685 








Name 


OJ990427 09.9924.C24, 


. ol . gs 


Method 


GENSCAN 






H' 


Start 


500 






End 


685 






i "i 


GI 


none 






Score 


.48 






'is* 


Exons 


500. .601, 621. .685 












□ 


Seq. No. 


14439 






Seq. ID 


OJ990427 


_09.9924, 


.C25 




Gene No. 


30848 






Strand 










Start 


342 






End 


469 








Name 


OJ990427 09.9924.C25, 


. ol . gs 


Method 


GENSCAN 








Start 


342 






End 


469 








GI 


none 






Score 


.97 








Exons 


342. .469 














Seq. No. 


14440 






Seq. ID 


OJ990427 


_09. 9924 , 


>C27 




Gene No. 


30849 






Strand 


+ 








Start 


1 






End 


638 








Name 


OJ990427 09.9924.C27. 


, ol . np 


Method 


AAT/NAP 








Start 


1 






End 


638 








GI 


1176181 






Score 


891 








Exons 


1. .638 















GI Descrip. PUTATIVE PROTEASE HI0419 gi | 107394 9 | pir | | G64 066 collagenase 
(prtC) homolog - Haemophilus influenzae (strain Rd KW20) 



15186 



gi 1 1573393 (U32725) protease, putative [Haemophilus influenzae 
Rd] 



Seq. No. 14440 Seq. ID 

Gene No. 3084 9 Strand 

Start 1 End 

Name OJ990427_09 . 9924 . C27 . ol . gs Method 

Start 23 End 

GI none Score 

Exons 23.. 542 



OJ990427_09.9924 .C27 
+ 

638 

GEN SCAN 

542 

.97 



Seq. No. 14441 Seq. ID 

Gene No. 30850 Strand 

Start 70 End 

Name OJ990427_09. 9924 .C28 .ol.gs Method 

Start 70 End 

GI none Score 

Exons 70.. 261 



OJ990427_09.9924.C28 
+ 

261 

GENSCAN 

261 

.58 



Seq. No. 14442 Seq. ID OJ990427_09 . 9924 . C29 

Gene No. 30851 Strand + 

Start 1 End 279 

Name OJ990427_09 . 9924 . C29 . ol . np Method AAT/NAP 

Start 1 End 279 

GI 1176189 Score 146 

Exons 1..279 

GI Descrip. HYPOTHETICAL 15.2 KD PROTEIN IN RPLM-HHOA INTERGENIC REGION 

(0134) gi|606172|gb|AAA58035.1| (U18997) ORF_ol34 [Escherichia 
coli] gi | 1789628 (AE000402) orf, hypothetical protein 
[Escherichia coli] 



Seq. No. 


14443 




Seq. ID 


OJ990427_09. 


9924. C32 


Gene No. 


30852 




Strand 


+ 




Start 


1 




End 


2784 




Name 


OJ990427 09.9924. 


C32.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2784 




GI 


5852093 




Score 


44 




Exons 


1..66, 928. .1037, 


2756. .278 


4 






GI Descrip. 


(AL117264) zwhl6. 


1 [Oryza sativa] 






Seq. No. 


14443 




Seq. ID 


OJ990427_09. 


9924. C32 


Gene No. 


30853 




Strand 






Start 


1229 




End 


9128 




Name 


OJ990427 09.9924. 


C32.o2.np 


Method 


AAT/NAP 




Start 


1229 




End 


9128 




GI 


5852093 




Score 


94 




Exons 


1229. .1356, 9093. 


. 9128 








GI Descrip. 


(AL117264) zwhl6. 


1 [Oryza sativa] 






Seq. No. 


14443 




Seq. ID 


OJ990427_09. 


9924. C32 


Gene No. 


30853 




Strand 






Start 


1229 




End 


9128 




Name 


OJ990427 09.9924. 


C32.ol.gp 


Method 


AAT/GAP 




Start 


5886 




End 


6573 




GI 


19595 1.R1084 




Score 


1319 




Exons 


5886. . 6573 










GI Descrip. 


'3608481 2.0e-49 


(AF088913) 


ribosomal 


protein L27a 


[ Petunia 



15187 




hybrida] ' 





1 4 4 4^ 

i. 1 4 4 J 








Seq. ID 


OJ990427_09.9924.C32 




^fift 

JUO JJ 








Strand 






1 99Q 








End 


9128 


Name 


n.TQQD497 DQ 


QQ94 


• tJi . OX 


f- O 

. Lo 


Method 


TBLASTX: Soybean 


JLdi L 


UUl J 








End 


6538 


\j x 


none 








Score 


69 


Exons 


DUlJ . . DU / 1/ 


£i ^n 

01 JU 


£ 1 ft 
. .0100/ 




..6187, 6172.. 6537, 6173.. 6538 


Seq. No. 


14443 








Seq. ID 


OJ990427_09.9924.C32 




JUO JJ 








Strand 




OLaiL 


1 99Q 
1 Z £ y 








End 


9128 


Name 


OTQQH497 flQ 


QQ94 
. y ;? Z 4 


P^9 o1 
. tJZ . Ol 


. LW 


Method 


TBLASTX: Wheat 




DUZD 








End 


6561 


ol 


none 








Score 


159 


Exons 


f;n?fi ^9^p 


6i ^n 


C94Q 

. . O Z fi Z? , 


61 QO 


..6240, 6289. .6546, 6293. .6556, 




DjjO . . DJDl 












Seq. No. 


14443 








Seq. ID 


OJ990427_09.9924.C32 


belle 1NO . 










Strand 






1 99Q 








End 


9128 


Name 


O TQQH4 97 HQ 


.9924, 


.C32.o3 


.np 


Method 


AAT/NAP 


C 4- 2 v+- 


D1UU 








End 


6537 




^ Cflft 4 ft 1 








Score 


615 


CjXons 


D1UU . . Djj / 












ox uescnp * 


[ t\C U O o y 1 3 ) 


ribosomal protein 


L27a [Petunia x hybrida] 


Seq. No. 


14443 








Seq. ID 


OJ990427_09.9924.C32 


Otii It; InvJ . 


TOP R ^ 








Strand 




OLal L 


1 99Q 








End 


9128 


Name 


H 7QQD4 97 D Q 


. 9924 , 


.C32.ol 


. tc 


Method 


TBLASTX: Cress 


C -f- -3 y-f- 


ci — 

DlJU 








End 


6550 


\J X 


none 








Score 


65 




DlOU . . DIOD/ 


6131. 


. . 6184, 


6185. 


,.6238, 6187. .6249, 6289. .6549, 




6293. . 6550 












Cqz-t Ma 
O C . Vi • 


1 44 4^ 

X *i *i *i _) 








Seq. ID 


OJ990427_09.9924.C32 


belle 1NU . 


Tflft ^ ^ 
OUO J J 








Strand 




oLdlL 


1 99Q 








End 


9128 


LN cllLLC 


O.TQQ0497 DQ 


.9924. 


.C32.ol 


. tm 


Method 


TBLASTX: Maize 


OLdlL 


ci on ~ 








End 


6585 


r* t 

\J 1 


none 








Score 


557 


Exons 


6130. .6585, 


6131, 


. .6556 








Seq. No. 


14444 








Seq. ID 


OJ990427_09.9924.C33 


Gene No. 


30854 








Strand 


+ 


Start 


1 








End 


9775 


Name 


OJ990427 09 


.9924, 


,C33.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


6275 ' 


GI 


6648172 








Score 


1680 


Exons 


1..1257, 1343. .1438, 1522. .1611, 1703. 


.1807, 1994.. 2053, 




2161. .2223, 


2307. 


. .2402, 


3212. 


.3376, 4334.. 4507, 4786. ."4884, 



5944 . . 6275 

GI Descrip. (AC010926) putative exportin, tRNA (nuclear export receptor for 
tRNAs) [Arabidopsis thaliana] 



15188 




iJC^ i LN \J . 


14444 


Seq. ID 


O.T9904 27 

vU Zf zf \J *i 1 


09 9924 P^ 

\J Zf . Zf Zf £.*i . _) 




30854 


Strand 


+ 




Start 


1 


End 


9775 




Name 


OJ990427 09.9924.C33.ol.gs 


Method 


GENSCAN 




J Lai L 


98 


End 


9775 






none 


Score 


.76 






98. .316, 469. .1257, 1522. .1611, 1703.. 


1807, 1994 


: . . £. \J U J , 




2161 2223 3212 3376 4334 


..4507, 4617. .4682, 


4 7ft ft 4884 




S944 6087 7200 7264 7S57 


..7647, 9363. .9440, 


9638 977S 

z? \j J o • . z? f i *j 


Qon Mo 


14444 


Seq. ID 


OJ990427_ 


\J Zf • ZfZfC.H . V/JJ 


Gene No. 


^08 

J W O -J J 


Strand 


+ 




Start 


1 4 8 S9 


End 


21876 






OJ990427 09.9924 .C33.o3.gs 


Method 


GENSCAN 




O Lai L 


14859 


End 


21876 






none 


Score 


.76 






14RS9 1 Si1 4 16494 1 6629 


17794 . . 17930, 18669. 


1 9^S2 




19782 1 99SS 20041 2022S 


21028. .21040, 21733. 


7 1 87fi 


c 0 n Mo 


1 4 4 4 4 

X *i *a *i *i 


Seq. ID 


OJ990427_ 


09 Q99d P^ 

\J Zf . ZfZfC.H .UJJ 


Gene No. 


JUO J J 


Strand 


+ 




Start 


148^9 

X 1 Q «J J 


End 


21876 




Mamci 

LNdlLLC 


OJ990427 09.9924.C33.o2.np 


Method 


AAT/NAP 




Oldl L 


14919 


End 


19367 




ox 


4006829 


Score 


1076 




TT von q 


14919. .15314, 16494 . .16629, 


17794. .17930, 18669. 


1 9^67 

• X Z) J \J I 




(AC005970) putative protein 


kinase" [Arabidopsis 


4- Vi -a 1 \ anal 


Cpn Mn 


14444 


Seq. ID 


OJ990427_ 


09 9994 P^? 

\J Zf * Zf Zf ^.H iV/JJ 


Gene No. 


30856 


Strand 


+ 




Start 


23951 


End 


25196 




Name 


OJ990427 09.9924 .C33.o3.np 


Method 


AAT/NAP 




C+- a *-+- 

O LCLi. U 


23951 


End 


25196 




PT 


6721543 


Score 


118 






23951. .24081, 25118. .25196 










(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


14444 


Seq. ID 


OJ990427_ 


09.9924.C33 


Gene No. 


30857 


Strand 






Qf arf 


12566 


End 


13486 






OJ990427 09.9924 .C33.o2.gs 


Method 


GENSCAN 




Q-|- a r +- 
O L.QI L 


12566 


End 


13486 




PT 

w X 


none 


Score 


.49 




TT von Q 


12566. .12654, 13052 .. 13179, 


13428. .13486 




Corr Mo 


14444 


Seq. ID 


OJ990427_ 


09.9924.C33 


Gene No. 


30858 


Strand 






Start. 


23825 


End 


25559 




Name 


OJ990427 09. 9924 .C33.o2.tm 


Method 


TBLASTX: Maize 


oLdl L 


1993 


End 


3268 




PT 

ox 


none 


Score 


92 




Exons 


1993. .2070, 1994. .2071, 2158 


..2253, 2160. .2228, 


2304 . .2447, 




2304.. 2399, 2309.. 2458, 3209 


. .3268 






Seq. No. 


14444 


Seq. ID 


OJ990427_ 


09.9924.C33 


Gene No. 


30858 


Strand 






Start 


23825 


End 


25559 





15189 



Name 

Start 

GI 

Exons 



OJ990427_09.9924.C33.o2.tw 
15062 : 
none 

15062. .15286, 15087 .. 15281, 



Method TBLASTX : Wheat 
End 15290 
Score 192 
15114. .15290 



Seq. No. 14444 
Gene No. 30858 
Start 23825 

Name OJ990427_09 . 9924 . C33 . ol . ts 

Start 15087 
GI none 

Exons 15087. .15314, 15089 .. 15319, 

17802. . 17930, 18668 18904 , 
19102. . 19137 



Seq. ID 
Strand. 
End 

Method 
End 
Score 

16497 

18669 



OJ990427 09.9924.C33 



25559 

TBLASTX: Soybean * 
19137 
281 

16631, 17801. .17950, 
19001, 19024. .19089, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14444 
30858 
23825 

OJ990427_09. 9924.C33.ol.tc 

15105 

none 



Seq. ID OJ990427_09.9924.C33 
Strand 
End 

Method 
End 
Score 



25559 * 
TBLASTX: Cress 
19089 
97 



15105. .15230, 15261. .15314, 164 94 .. 16631, 17807 .. 17929, 
17808. .17930, 18669 .. 18983, 18671 .. 18904 , 19024. .19089 



Seq. No. 14444 

Gene No. 30858 

Start 23825 

Name OJ990427_09 . 9924 . C33 . o3 . tm 

Start 15165 

GI none 

Exons 15165. .15251, 1517 6 .. 15250, 
16494 . . 16631 



Seq. ID 

Strand 

End 

Method " 

End 

Score 



OJ990427_09. 9924.C33 
25559 

TBLASTX: Maize 

16631 

109 



15245. .15319, 1524 9 .. 15314 , 



Seq. No. 14444 

Gene No. 30858 

Start 23825 

Name OJ990427_09 . 9924 . C33 . ol . tm 

Start 17808 

GI none 

Exons 17808. .17930, 17810 .. 17926, 
19024. .19083 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_09.9924.C33 
25559 

TBLASTX: Maize 

19083 

152 



18668. .18904, 18 669. .19001, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14444 
30858 
23825 

OJ990427_09.9924 .C33.ol.tw 

18716 

none 



Seq. ID OJ990427_09.9924.C33 
Strand 

End 25559 

Method TBLASTX : Wheat 

End 19128 

Score 376 



18716. .18904, 18717. .,19001, 19024. .19128 

14444 Seq. ID OJ990427_09 . 9924 . C33 

30858 Strand 

23825 End 25559 

OJ990427_09. 9924 .C33.o4 . gs Method GENSCAN 

23825 End 25417 

none Score . 4 

23825. .24043, 24 600 .. 24 7 66, 24902. .25417 



15190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30858 
23825 

OJ990427_09.9924 .C33.o4.np 

24885 

5441880 



OJ990427 09.9924.C33 



Seq. ID 
Strand 

End 25559 
Method AAT/NAP 
End 25559 
Score 583 
24885. .25119, 25235 .. 25372 , 25538.. 25559 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 14445 

Gene No. 30859 

Start 57 

Name OJ990427JD9 . 9924 . C34 . ol . gs 

Start 57 

GI none 
Exons 



Seq. ID OJ990427_09. 9924 .C34 
Strand 

End 3830 

Method GENSCAN 

End 3785 

Score . 7 



57. .84, 175. .272, 382. .426, 519. .592, 618. .778, 855. .1153, 
1243. .1653, 1828. .2074, 2180. .2330, 2834. .3009, 3211. .3785 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990427 09.9924.C34 



14445 
30859 
57 

OJ990427_09. 9924 .C34.ol.np 
162 

5441880 

162.. 272, 519.. 778, 855. 
2834. .3149, 3408. .3463 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3830 
AAT/NAP 
3463 
2384 



1153, 1738. .2074, 2180. .2330, 



OJ990427 09.9924.C34 



14445 
30859 
57 

OJ990427_09. 9924 .C34 .ol . gp 
527 

LIB3475-007-P1-K1-G8 
527. .778, 855. .1027 

'5441880/dbj |BAA82378.1| 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3830 
AAT/GAP 
1027 
786 



Seq. No. 


14445 








Seq. ID 


OJ990427_09. 9924 


.C34 


Gene No. 


30859 








Strand 






Start 


57 








End 


3830 




Name 


OJ990427 09, 


.9924, 


.C34.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


3633 








End 


3830 




GI 


none 








Score 


82 




Exons 


3633. .3830, 


3715, 


. .3813 










Seq. No. 


14446 








Seq. ID 


OJ990427_09. 9924 


.C35 


Gene No. 


30860 








Strand 






Start 


1 








End 


1116 




Name 


OJ990427 09. 


.9924 , 


,C35.ol, 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1116 





15191 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5441880 Score 1763 

1..66, 111. .1116 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427 09.9924.C35 



14446 
30860 
1 

OJ990427_09.9924.C35.ol.gp 
81 

5701669 
81. .512 

5441880/dbj |BAA82378.1| 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



1116 
AAT/GAP 
512 
853 



Seq. No. 


14446 


Seq. ID 


OJ990427_09.9924 


.C35 


Gene No. 


30861 


Strand 






Start 


1129 


End 


2187 




Name 


OJ990427 09.9924.C35.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


555 




GI 


none 


Score 


151 






1.-30, 94. .393, 155. .376, 427. .555, 449. .547 




Serr ' No 


14446 


Seq. ID 


OJ990427_09.9924 


, o *j 


Gene No . 


30861 


Strand 






Start 


1129 


End 


2187 




Name 


OJ990427 09. 9924 .C35.ol.tw 


Method 


TBLASTX : Wheat 




Start 


1 


End 


261 




GI 


none 


Score 


43 




P von ^ 


1..57, 5. .61, 55..2S2, 67.. 


261 






k_J G VJ ■ LN \J • 


14446 


Seq. ID 


OJ990427_09.9924 


.C35 


Gene No. 


30861 


Strand 






Start 


1129 


End 


2187 




Name 


OJ990427 09.9924 .C35.o2.np 


Method - 


AAT/NAP 




Start 


1129 


End 


2187 




GI 


6721543 


Score 


125 




Exons 


1129. .1244, 2057. .2187 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


14446 


Seq. ID 


OJ990427JD9.9924 


.C35 


Gene No. 


30861 


Strand 






Start 


1129 


End 


2187 




Name 


OJ990427 09.9924.C35.o2.gp 


Method 


AAT/GAP 




Start 


2021 


End 


2173 




GI 


7406 1.R1084 


Score 


226 




Exons 


2021. .2173 








GI Descrip. 


' 1122315/emb|CAA63901 | 7 . Oe 


-10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] 1 








Seq. No. 


14447 


Seq. ID 


OJ990427_09.9924 


C36 


Gene No. 


30862 


Strand 


+ 




Start 


1868 


End 


2508 




Name 


OJ990427 09. 9924 .C36.o2.gs 


Method 


GENSCAN 




Start 


1868 


End 


2508 





15192 






none 




Score 


. OJ 


Exons 










beq. NO. 


1 /l d /I "7 
_L ** fi ft / 




oeq . lu 




Gene No. 


30863 




Strand 




Start 


1 




End 


1569 


Name 


OJ990427 09.9924.C36.ol. 


.np 


Method 


t\t\ 1 / LNric 


C" 4- — , v- 4- 


1 




End 


±00:7 


-r 

Gi 


4678270 




Score 


1U j 


Exons 


1..19, 1482. .1569 








GI Descrip. 


(AL049660) protein kinase-like protein 


[AraDiaopsis tnaiiana j 


Seq. No. 


14447 




Seq. ID 


OJ990427_09.9924.C36 


Gene No. 


30863 




Strand 




btart. 


1 




End 




Name 


OJ990427 09.9924.C36.ol. 


.gs 


Method 


C TT M Q C Zi M 


Start 


41 




End 


QA 1 
/ 


GI 


none 




Score 




Exons 


41. .201, 880. .947 








beq. wo. 


14448 




Seq. ID 


nTQQfl497 HQ QQ94 P^7 


Gene No. 


30864 




Strand 


+ ~~ 


Start 


1 




End 


1122 


Name 


OJ990427 09.9924 ,C37.ol. 


.np 


Method 


AAT/NAP 


b tar t 


1 




End 


1122 


GI 


2583130 




Score 


747 


Exons 


1. .1122 








GI- Descrip. 


(ACUUzoo/) putative non- 


-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


14448 




Seq. ID 


OJ990427_09. 9924.C37 


Gene No. 


30864 




Strand 


+ 


C 4 1 >- +- 


1 




End 


1122 


Name 


OJ990427 09.9924 .C37.ol. 


.gs 


Method 


GENSCAN 


otart 


13 




End 


957 


bl 


none 




Score 


.76 


Exons 


13. .957 








Seq. No. 


14448 




Seq. ID 


OJ990427_09.9924.C37 


Gene No. 


30864 




Strand 


+ 


O 4- — i >- 4- 

b tar l 


1 




End 


1122 


Name 


OJ990427 09.9924 .C37.o2. 


.tw 


Method 


TBLASTX: Wheat 


Start 


229 




End 


471 


/— x 

GI 


none 




Score 


217 


Exons 


229. .471, 360. .470 








Seq. No. 


14448 




Seq. ID 


OJ990427_09. 9924.C37 


Gene No. 


30864 




Strand 


+ 


•otart 


1 




End 


1122 


Name 


OJ990427 09.9924 .C37.o2. 


. ts 


Method 


TBLASTX: Soybean 


Start 


276 




End 


501 


GI 


none 




Score 


182 


Exons 


276. .473, 277. .501 








Seq. No. 


14448 




Seq. ID 


OJ990427_09. 9924 .C37 


Gene No. 


30864 




Strand 


+ 


Start 


1 




End 


1122 



15193 



Name 

Start 

GI 

Exons 



OJ990427_09 . 9924 . C37 . ol . tm Method 

376 End 

none Score 
376. .534, 562. .846 



Seq. No. 14448 Seq. ID 

Gene No. 30864 Strand 

Start 1 End 

Name OJ990427_09 . 9924 . C37 . ol . tw Method 

Start 472 End 

GI none Score 

Exons 472. .897, 487. .894, 711. .896 



TBLASTX: Maize 

846 

95 



OJ990427_09.9924.C37 
+ 

1122 

TBLASTX: Wheat 

897 

392 



Seq. No. 14448 Seq. ID 

Gene No. 30864 Strand 

Start 1 End 

Name OJ9904 27_09 . 9924 . C37 . ol . t s Method 

Start 550 End 

GI none Score 

Exons 550.. 849, 588.. 791 

Seq. No. 14449 Seq. ID 

Gene No. 30865 Strand 

Start 397 End 

Name OJ990427_09 . 9924 . C38 . ol . gs Method 

Start 397 End 

GI none Score 

Exons 397.. 468 



OJ990427_09. 9924 .C37 
+ 

1122 

TBLASTX : Soybean 

849 

204 



OJ990427_09. 9924 .C38 
468 

GENSCAN 

468 

.5 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



14450 
30866 
1 

OJ990427_09. 9924 .C4 0.ol.np 
1 

4206306 

1..50, 433. .903 

(AF049110) prpol [Zea mays] 

14450 
30866 
1 

OJ990427_09. 9924 .C4 0.ol.gs 

245 

none 

245. .265, 467. .666, 738. .843 

14450 
30866 
1 

OJ990427_09. 9924 .C40.ol. ts 

434 

none 

434. .532, 486. .533, 547. .762, 

14450 
30866 
1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_09. 9924 .C40 
903 

AAT/NAP 

903 

385 



Seq. ID OJ990427_09.9924.C40 
Strand 

End 903 

Method GENSCAN 

End 843 

Score .81 



Seq. ID OJ990427J39. 9924 .C40 
Strand 

End 903 

Method TBLASTX : Soybean 

End 7 62 

Score 41 
635. .760 

Seq. ID OJ990427_09. 9924 .C40 
Strand 

End 903 



15194 






Name 


OJ990427 09 9924 C40 ol tw 


M^t hod 


TBLASTX * Wheat 




Start 


458 ~~ 


End 


872 






none 


Score 


105 




R von 


458 544 547 765. 556 765. 


560 775- 


768 872. 786 869 




Seq. No. 


14450 


Seq. ID 


OJ990427_09.9924 .C40 




Gene No. 


30866 


Strand 






Start 


1 


End 


903 




Name 


OJ990427 09 9924 C40 ol tm 


Me»t hod 


TBLASTX • Mai ze 




Cf art 

J Lai u 


547 ~~ 


End 


902 




(IT 

\J X 


n on o 


S core 


124 




R von ^ 


547 765 560 766. 703 882 


761 898. 


768 . . 902 




Seq. No. 


14451 


Seq. ID 


OJ990427_09.9924 .C42 




Gene No. 


30867 


Strand 


+ 




Start 


135 


End 


692 




Name 


OJ990427 09 9924 C42 ol as 


Mpr hod 


GRNSCAN 




Start 


135 ~ 


End 


692 




\J X 


none 


Score 


. 74 




R von q 


135 476 557 692 








Seq. No. 


14452 


Seq. ID 


OJ990427 09 9924 C43 




Gene No . 


30868 


Strand 


+ _ 




Start 


1 


.End 


2694 


3*. 
i. E 

: =: 


Name 


OJ990427 09.9924.C43.ol.np 


Method 


AAT/NAP 


rfi 


^t a rt 


x 


End 


2694 


" i ! 




j ^ *j ^ j *j 


Score 


169 


: a? 


R v on c 










(~l T npQprin 

OX UCO L<J L L/ • 


fAR02629S^ Similar to Rn^fpin- 

^ nu \J \J Z/ ~J ) OXlllXXCLX U ^ u^O 


-Barr virus (EBV) genome. (V01555 


Ul 




f O T" \7 "7 3 ^ P 1~ 1 1 

L wx y a 00.1 — l v 0 j 






: 


Seq. No. 


14452 


Seq. ID 


OJ990427_09.9924.C43 




Gene No. 


30869 


Strand 






Start 


1332 


End 


2071 


hl\ 


Name 


OJ990427 09.9924.C43.o2.np 


Method 


AAT/NAP 


"it 


9t a rt 


1332 


End 


2071 


u 


VJ X 


6815052 


Score 


501 


: C 5 
':s; 


R von 


1332.. 1450, 1732.. 1806, 1888. 


.2071 




.asi 
; : 
; n z'f 


GI Desrrio 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


14453 


Seq. ID 


OJ990427_09.9924 .C45 




Gene No. 


30870 


Strand 


+ 




Start 


72 


End 


418 




Name 


OJ990427 09.9924.C45.ol.gs 


Method 


GEN SCAN 




O L- dx u 


72 


End 


418 




GI 


none 


Score 


.42 




R von q 


72. .418 








Cpn No 


14454 


Seq. ID 


OJ990427JD9.9924 .C52 




Gene No . 


30871 


Strand 


+ 




Start 


1 


End 


445 




Name 


OJ990427 09.9924.C52.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


445 




GI 


4544372 


Score 


188 




Exons 


1. .445 








GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 



thaliana] 



15195 



Seq. No. 


14454 




Seq. ID 


OJ990427 


_09. 


9924. C52 


Gene no. 






C 4- r2nr l 

oLIallu 








btart 


O 0 






9 R7 






Name 


ujyyu^z / uy.yy^4.uoz.oi 


.gs 


L v lc LilOU 


\j Cj IN O ^MIN 






Start 


O 0 






9 R7 






Vjl 


none 




OLUl c 








Exons 


0 3. . £D / 












Seq. No. 


14455 




Seq. ID 


OJ990427 


_09. 


9924 .C53 


Gene No. 


jUO / J 




C f- y- -3 n/ -l 

jLI a. I Id 








Start 


"2 




Dna 


Oft 

0 u 






Name 


r\TQan/tOT no QQ9/1 r>i 


. gs 


Mo +■ V\ 

necnou 


U Cj Vi O OrtlN 






Start 


J 




Lna 


ft n 
0 u 






bl 


none 




Score 








Exons 


^ ft n 












Seq. No. 


14456 




Seq. ID 


OJ990427 


_09. 


9924. C54 


Gene No. 


"5 ClQ "J A 
jUo / f! 




C 4- r- a nH 


+ 






Start 


I/O 

14 8 




Hina 


9 1 n 






Name 


r^TQQH/197 HQ QQOyl pC/| —1 

ujyyu4z/ u y . y y z 4 . uoy . 01 


.gs 


ixis inou 


0 Hi IN O L/i-ilN 






Start 


1 A Q 
1 4 0 






9 1 n 

c. 1 U 






GI 


none 




Score 


.04 






Exons 


l A Q 01 n 
1 4 0 . . £ 1U 












Con Nir\ 


14456 




Seq. ID 


OJ990427 


09 . 


9924 C54 




30875 




Strand 








Start 


1 




End 


392 






Name 


OJ990427 09.9924.C54.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


392 






GI 


6523547 




Score 


121 






Exons 


1. .392 












GI Descrip. 


(AJ24254 0) hydroxyproline- 


rich glycoprotein DZ- 


HRGF 


* [Volvox 




carteri f. nagariensis] 













Seq. No. 14457 Seq. ID OJ990427_09 . 9924 . C55 

Gene No. 30876 Strand + 

Start 1 End 4 09 - 

Name OJ990427_09 . 9924 . C55 . ol . np Method AAT/NAP 

Start 1 End 409 

GI 4544372 Score 178 

Exons 1. .409 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 14457 

Gene No. 30877 

Start 179 

Name OJ990427JD9 . 9924 . C55 . ol . tw 

Start 172 

GI none 
Exons 



Seq. ID OJ990427_09. 9924.C55 
Strand 

End 409 

Method TBLASTX : Wheat 

End 4 08 

Score 81 



172. .228, 177. .218, 223. .408, 230. .397, 231. .407 



Seq. No. 14457 

Gene No. 30877 

Start 179 

Name OJ9904 27_09 . 9924 . C55 . ol . gs 



Seq. ID OJ990427_09. 9924 .C55 
Strand 

End 409 

Method GEN SCAN 



15196 






Start 


179 


End 


408 




VJ J. 


none 


Score 


. 65 




R von ^ 


179 21 4 279 40R 








Seq. No. 


14457 


Seq. ID 


OJ990427_09.9924.C55 




Gene No. 


30877 


Strand 






Start 


179 

X f ^ 


End 


409 






O.T990427 HQ 9924 PSS ol 


Mp t" h oH 








226 ~ 


End 


4 09 




\D X 


n ono 


^ OO 


229 




R von q 

ill AUllO 


22fi 402 2?1 4m 2^S 40? 


251 409 






Seq. No. 


14458 


Seq. ID 


OJ990427_09.9924.C58 




Gene No. 


30878 


Strand 


+ 




Start 


29 


End 


569 




inch lie 


O.7990427 HQ 9924 PS8 ol rrc: 


M<u +" hnrl 

L IC L. i HJvX 






O Lai L 


9 G ~~ 


End 


569 




(IT 
\J X 


none 




. 68 




R von *=; 


29 72 423 569 








Seq. No. 


14459 


Seq. ID 


OJ990427_09.9924.C59 




Gene No. 


30879 


Strand 


+ 




Start 


211 


End 


528 




LMCliUC 


0.7990427 09 9924 P^9 ol a«5 


Mcaf K o*H 




i. " ! 


O Lai L. ■ 


21 1 _ 

£. X X 


End 


S2R 

■J o 


Cri 


\J X 


n on ^ 
nunc 


O ^ W -L C 


7R 


rif 




211 ^41 4 00 S2R 






i" 


Seq. No. 


14460 


Seq. ID 


OJ990427_09. 9924 .C60 


Ui 


Gene No. 


30880 


Strand 






Start 


117 


End 


209 


r LI 


LN dlUC 


O.7990427 09 9924 PfiO ol n<i 


Mpt" h oH 

11*3 L, 1 1 VJH 






Cf art* 


117 _ 

XX/ 


Rno* 


209 

c \J zj 






none 




94 




R von ^ 


117 209 








Seq. No. 


14461 


Seq. ID 


OJ990517_02.9927.C1 




Gene No. 


30881 


Strand 






Start 


192 


End 


405 




INdlLLG 


O.T990S1 7 02 9927 PI ol 

y y\j *j x / \j ■ y y / . ^ x * \j jl . y o 


L it! L, 1 1UU 


O H» LN O ^rtlN 


!!i 


Cfarf 


1 9? _ 


RnH 


4 OS 
*4 VJ J 




GI 


none 


S co re 


. 72 




R von ^ 


192 405 








Q^rr Mo 

O C ^ • LN KJ • 


144 62 


Cpn T D 

OCl^t X u 


O.T990S1 7 02 9927 C\ 




rjpnp Mn 


30882 


Strand 


+ ~ 




Start 


335 


End 


719 




Name 


OJ990517 02.9927.C3.ol.np 


Method 


AAT/NAP 




Start 


335 


End 


719 




yj x 


6907087 


Score . 


268 




Exons 


335. .719 








GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 






region of the predicted gene. 


; hypothetical protein [Oryza 






sativa] 








Seq. No. 


14463 


Seq. ID 


OJ990517_02.9927.C4 




Gene No. 


30883 


Strand 


+ 



15197 




Start 


662 End 


1043 








Name 


OJ990517_02 . 9927 . C4 . ol . gp Method 


AAT/GAP 








btart 


ooi Lna 


IVJH D 










osiicypUjjau^Di bcore 


coy 








Exons 












GI Descrip. 




oy uryza 


sativa genomic 




una, enromosome i, clone . ru / i xbiu 










beg. no. 


I 3 3 DJ ^^Pi * U 


uj y yuo i / 


02 . 


yy27 . 


. C4 


Gene No. 


30884 Strand 










Start 


595 End 


2120 








Name 


ujyyuDi / . y y z / . ufi . 01 . np wetnoa 


AA1 / NAr 








Start 












GI 


4boUiob bcore 










Exons 


enc TQc onto 01 on 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


■ 

. indica] 








Seq. No. 


144b4 beq. 1U 


cjjyyuoi / 


_02. 


9927, 


.C5 


Gene No. 


juoo j btrana 


_L 

I 








Start 


134 End 


515 








Name 


OJ990517_02 . 9927 . C5 . ol . gp Method 


AAT/GAP 








Start 


ion bna 


CI c 
DID 








GI • 


uo-osricypu Joau4Di bcore 


COT 








Exons 


1 J4 . . d lb 










GI Descrip. 


DUloo4o/aD] lArUUUo/U.I|ArUUUo/U o . ue- 


oy uryza 


sativa genomic 




UNA, enromosome I, clone : rU / llhiu 










Seq. No. 


"\ A A d A Cn« TH 

14404 beq. 1U 


uj y yuo i / 


_02. 


9927. 


,C5 


Gene No. 


30886 Strand 










Start 


67 End 


1161 








Name 


OJ990517 02. 9927.C5.ol.np Method 


AAT/NAP 








Start 


67 End 


1161 








GI 


4680186 Score 


356 








Exons 


67. .267, 1105. .1161 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. indica] 








Seq. No. 


14465 Seq. ID 


OJ990517 


_02. 


9927. 


,C6 


Gene No. 


30887 .• Strand 










Of „f 

ctart 


220 End 


537 








Name 


OJ990517 02.9927.C6.ol.gs Method 


GENSCAN 








Start 


220 End 


537 








bl 


none Score 


.97 








Exons 


220. .537 










beq. No. 


14466 Seq. ID 


OJ990517 


_02. 


9927. 


.C8 


Gene No. 


30888 Strand 










Start 


1 End 


489 








Name 


OJ990517 02.9927.C8.ol.np Method 


AAT/NAP 








Start 


1 End 


489 








GI 


4680179 Score 


362 








P, von s 


1. .489 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


14466 Seq. ID 


OJ990517 


_02. 


9927, 


,C8 


Gene No. 


30888 Strand 










Start 


1 End 


489 








Name 


OJ990517 02. 9927.C8.ol.gs Method 


GENSCAN 









15198 




Start 


Z / 


End 


411 






GI 


none 


Score 


. 8 






Exons 


2 1 . .411 










Seq. No. 


14466 


Seq. ID 


OJ990517 


_02. 9927. 


C8 


Gene No. 


30888 


Strand 








Start 


1 


End 


/on 

489 






Name 


OJ990517 02 . 9927 . C8 . ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


14 8 


End 


484 






GI 


none 


Score 


99 






Exons 


148 . .483, 305 . . 484 










Seq. No. 


14466 


Seq. ID 


OJ990517 


_02.9927. 


C8 


Gene No. 


30888 


Strand 








Start 


1 


End 


/i o a 

4 89 






Name 


OJ990517 02 . 9927 . Co . ol . tm 


Method 


TBLASTX : 


Maize 




Start 


193 


End 


484 






GI 


none 


Score 


A o 

92 






Exons 


193. .483, 368. .484, 425. .484 










Seq. No. 


1 A A H 1 

14 4 6/ 


Seq. ID 


OJ990517 


AO A A O "7 

02 . 9927 . 


C9 


Gene No. 


30889 


Strand 








Start 


1 


End 


351 






Name 


OJ990517 02.9927.C9.ol.np 


Method 


Tl TV m / V 7 Ti T*l 

AAT/NAP 






Start 


1 


End 


351 






GI v. 


6705984 


Score 


317 






Exons 


1..351 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


14467 


Seq. ID 


OJ990517 


_02. 9927. 


C9 


Gene No. 


30889 


Strand 


- 






Start 


1 


End 


351 






Name 


OJ990517 02.9927.C9.ol.tw 


Method 


TBLASTX : 


Wheat 




Start 


2 


End 


34 3 






GI 


none 


Score 


58 






Exons 


2. .67, 6. .68, 25. .69, 25. .69, 


68. .292, 


71 . .343, 


231. .329 


Seq. No. 


14467 


Seq. ID 


OJ990517 


_02.9927. 


C9 


Gene No. 


30889 


Strand 








Start 


1 


End 


351 






Name 


OJ990517 02.9927.C9.ol.gs 


Method 


GENSCAN 






Start 


206 


End 


271 






GI 


none 


Score 


. 92 






Exons 


206. .271 










Seq. No. 


14468 


Seq. ID 


OJ990517 


_02.9927. 


C10 


Gene No. 


30890 


Strand 








Start 


3228 


End 


34 78 






Name 


OJ990517 02.9927.C10.o2.gs 


Method- • 


■ GENSCAN 






Start 


3228 


End 


3478 






(IT 


none 


Score 


d 1 






Exons 


3228. .3381, 3417. .3478 










Seq. No. 


14468 


Seq. ID 


OJ990517 


_02.9927. 


C10 


Gene No. 


30891 


Strand 


+ 






Start 


4188 


End 


4312 






Name 


OJ990517 02. 9927.C10.ol.np 


Method 


AAT/NAP 







15199 




Start 


3977 




End 


4 9S8 

*i ^ JO 




GI 


4 680203 




O L- W x c 


74 




UAVl I O 


3977 4258 










C^T Dpirri n 

\J J_ L/C O J. L>r a 


f AF1 14171 } 

\ r\L X X *1 X r X / 


1. \M H £- 11 JVC ±J X U L C 11 1 


(_ jui y i 1 uiii 


V-\ t r*r\ 1 1 




Seq. No. 


14468 




Seq. ID 


OJ990517_02.9927 


.C10 


Gene No. 


30891 




Strand 


+ 




Start 


4188 




End 


4 312 

T Jit. 




Name 


OJ990517 02 


9927 CIO o3 as 


l 1C C l IKJSJL 








4 1 R8 ~~ 

*i X O O 




FnH 






VJX 


none 




OL.U1 c 


R7 




FvAn e 


4188 4312 










Seq. No. 


14468 




Seq. ID 


OJ990517_02.9927 


.C10 


Gene No. 


30892 




Strand 






Start 


144 ■ 




End 


64 7 




Name 


OJ990517 02 


.9927. C10. ol.gs 


Mot - Vi i^/H 


PFN9PAN 




Start 


144 




p nr | 


64 7 




GI 


none 




Score 


^3 

• JO 




i_J A 1IO 


144. .260, 423. .647 








Seq. No. 


14469 




Seq. ID 


OJ990517_02.9927 


.Cll 


Gene No. 


30893 




Strand 


+ 




Start 


609 




End 


3072 




Name 


OJ990517 02 


.9927.Cll.ol.gs 


Method 


Vj £j LN O V^rtLN 




u Lai L 


609 




End 


9Q1 4 

£ y x H. 




(IT 
\D X 


none 




Score 






pvon Q 


609. .722, 795. .853, 1139. .1795, 1843.. 


1 Q1 fi 93/lft 9Q1 A 




uCLJ i LN VJ • 


14469 




Seq. ID 


D,TQQnS17 09 QQ97 


PI 1 


Gene No. 


30893 




Strand 


+ ~~ 




Start 


609 




End 


3072 




Name 


OJ990517 02 


. 9927.Cll.ol.np 


Method 


AAT /NAP 




Start 


1139 




End 


3D79 




GI 


4680203 




Score 


x ji. u u 




Exon s 


1139. .2703, 


2746. .2838, 2992. 


.3072 








(AF114171) 


TNP2-like protein 


[Sorghum 


UIOUIUI j 




Seq. No. 


14469 




Seq. ID 


OJ990517_02.9927 


.Cll 


Gene No. 


30893 




Strand 


+ 




Start 


609 




End 


3072 




Name 


OJ990517 02 


.9927.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1493 




End 


2043 




GI 


none 




Score 


152 




Ex on ^ 


1493. .1837, 


1732.. 1830, 1843. 


.1890, 1938.. 2033, 1939.. 2043 




14469 




Seq. ID 


OJ990517_02.9927 


.Cll 


Gene No. 


30893 




Strand 


+ 




Start 


609 




End 


3072 




Name 


OJ990517 02 


.9927.Cll.o2.ts 


Method 


TBLASTX : Soybean 




C-f- a 

O Lai L, 


1772 




End 


2189 




GI 


none 




Score 


95 




Exons 


1772. . 1837, 


1774. .1836, 1842. 


.1892, 1941. .2096, 1942. .2088, 




2100. .2189 










Seq. No. 


14469 




Seq. ID 


OJ990517_02.9927 


.Cll 


Gene No. 


30893 




Strand 


+ 





15200 



Start 
Name 
Start 
GI 

Exons 



609 

OJ990517_02 . 9927 . Cll . ol , 

1938 

none 

1938. .2075, 1939. .2085, 
2192. .2266 



tc 



End 

Method 

End 

Score 



3072 

TBLASTX: Cress 

2267 

119 



2103. .2267, 2111. .2170, 2121. .2225, 



Seq. No. 14469 

Gene No. 30893 

Start 609 

Name OJ990517_02 . 9927 .Cll . ol , 

Start 2056 

GI none 

Exons 2056.. 2112, 2064.. 2111, 
2214. .2330, 2218. .2316, 



tw 



2109. 
2222. 



Seq. ID OJ990517_02. 9927. Cll 

Strand + 

End 3072 

Method TBLASTX : Wheat 

End 2513 

Score 40 

.2213, 2120. .2206, 2205. .2315, 
.2389, 2343. .2513, 2347. .2508 



Seq. No. 14469 Seq. ID 

Gene No. 308.93 Strand 

Start 609 End 

Name OJ990517_02 . 9927 . Cll . ol . tm Method 

Start 2112 End 

GI none Score 

Exons 2112.. 2357, 2162.. 2353, 2392.. 2547 



OJ990517_02. 9927. Cll 
+ 

3072 

TBLASTX: Maize 

2547 

229 



Seq. No. 14469 Seq. ID 

Gene No. -30893 Strand 

Start 609 End 

Name OJ990517_02 . 9927 . Cll . ol . ts Method 

Start 2391 End 

GI none Score 

Exons 2391.. 2537, 2392.. 2607 

Seq. No. 14469 Seq. ID 

Gene No. 30893 Strand 

Start 609 End 

Name OJ990517_02 . 9927 . CI 1 . o3 . tw Method 

Start 2733 End 

GI none Score 

Exons 2733.-2888, 2784.. 2951, 

Seq. No. 14469 Seq. ID 

Gene No. 30893 Strand 

Start 609 End 

Name OJ990517_02 . 9927 . Cll . o2 . tm Method 

Start 2761 End 

GI none Score 

Exons 2761.. 2907, 2790.. 2897, 2914.. 2976 



OJ990517_02. 9927. Cll 
+ 

3072 

TBLASTX : Soybean 

2607 

233 



OJ990517_02. 9927. Cll 
+ 

3072 

TBLASTX: Wheat 

3052 

7 3 



2785. .3012, 3022. .3051, 3023. .3052 



OJ990517_02. 9927. Cll 
+ 

3072 

TBLASTX: Maize 

2976 

166 



Seq. No. 14470 

Gene No. 30894 

Start 105 

Name OJ990517J32 . 9927 . C12 . ol . 

Start 105 

GI none 

Exons 105.. 452, 553.. 1089 



gs 



Seq. ID OJ990517_02.9927.C12 

Strand + 

End 1227 

Method GENSCAN 

End 1089 

Score . 67 



Seq. No. 



14470 



Seq. ID OJ990517 02.9927.C12 



15201 



Gene No. 


30894 


Strand 


+ 


Start 


105 


End 


1227 


Name 


OJ990517 02.9927.C12.ol.gp 


Method 


AAT/GAP 


Start 


156 


End 


1227 


GI 


5002953 


Score 


1033 


Exons 


156.. 566, 1046.. 1227 






GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 






Seq. No. 


14470 


Seq. ID 


OJ990517 02.9927.C12 


Gene No. 


30894 


Strand 


+ 


Start 


105 


End 


1227 


Name 


OJ990517 02. 9927.C12.ol.np 


Method 


AAT/NAP 


Start 


171 


End 


1113 


GI 


4680203 


Score 


524 


Exons 


171. .1113 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


14470 


Seq. ID 


OJ990517_02.9927.C12 


Gene No. 


30895 


Strand 




Start 


1409 


End 


1556 


Name 


OJ990517 02.9927.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3 


End 


1002 


GI 


none 


Score 


303 


Exons 


3. .323, 11. .271, 342. .494, 359. .406, 508. .699, 543.-683, 




688..73S, 739. .780, 742. .780, 


804. .881 


, 805 . . 909, 910 . . 1002 


Seq. No. 


14470 


Seq. ID 


OJ990517_02.9927.C12 


Gene No. 


30895 


Strand 




Start 


1409 


End 


1556 


Name 


OJ990517 02.9927.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


68 


End 


494 


GI 


none 


Score 


209 


Exons 


68. .271, 72. .323, 342. .494, 359. .406 




Seq. No. 


14470 


Seq. ID 


OJ990517_02.9927.C12 


Gene No. 


30895 


Strand 




Start 


1409 


End 


1556 


Name 


OJ990517 02.9927.C12.o2.gs 


Method 


GENSCAN 


Start 


1409 


End 


1556 


GI 


none 


Score 


.82 


Exons 


1409. .1455, 1499. .1556 






Seq. No. 


14471 


Seq. ID 


OJ990517_02.9927.C13 


Gene No. 


30896 


Strand 


+ 


Start 


1335 


End 


1867 


Name 


OJ990517 02.9927.C13.ol.gs 


Method 


GENSCAN 


Start 


1335 


End 


1867 


GI 


none 


Score 


;99 


Exons 


1335. .1464, 1553. .1676, 1702. 


.1867 




Seq. No. 


14472 


Seq. ID 


OJ990517_02.9927.C15 


Gene No. 


30897 


Strand 




Start 


212 


End 


336 


Name 


OJ990517 02.9927.C15.ol.gs 


Method 


GENSCAN 


Start 


212 


End 


336 


GI 


none 


Score 


. 97 



15202 



Exons 



212. .336 



Seq. No. 


14473 




Seq. ID 


OJ990517 


02 . 


, 9927 


.C16 


Gpne No 


30898 




Strand 


+ 








Start 


71 




End 


697 








Name 


OJ990517 02 9927 C16 ol 


as 


Method 


GENSCAN 








Start 


71 ~ 




End 


697 








GI 


none 




Score 


. 71 








Exons 


71. .204, 274. .333, 404.. 


.517, 


602 . . 697 










Seq. No. 


14474 




Seq. ID 


OJ990517 


_02, 


,9927 


.C18 


Gene No. 


30899 




Strand 


+ 








Start 


1 




End 


384 








Name 


OJ990517 02.9927.C18.ol, 


.np 


Method 


AAT/NAP 








Start 


1 




End 


381 








GI 


6907087 




Score 


132 








Exons 


1..35, 280. .381 















GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215) correspond to a 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Qprr M n 


14474 














> Zt Zf 1 


n ft 


Cpnp Mo 
UCUC L > • 


^OR 

~J \J O J Zs 








Cf rand 


-j- 








JLai L 










End 


. ?R4 
«J o *± 








Name 


OJ990517 


02. 9927.C18 


.ol 


.gs 


Method 


GENSCAN 








Start 


280 








End 


384 








GI 


none 








Score 


. 7 1 










2R0 ?R4 


















Seq. No. 


14475 








Seq. ID 


OJ990517 


02, 


, 9927 


-C19 


Gene No. 


30900 








Strand 


+ 








Start 


392 








End 


525 








Name 


OJ990517 


02.9927.C19 


.ol, 


.gs 


Method 


GENSCAN 








Start 


392 








End 


525 








GI 


none 








Score 


.49 








Exons 


392. .525 


















Seq. No. 


14476 ' 








Seq. ID 


OJ990517 


_02. 


.9927 


.C20 


Gene No. 


30901 








■ Strand 


+ 








Start 


113 








End 


765 








Name 


OJ990517 


02.9927.C20 


.ol, 


.gs 


Method 


GENSCAN 








Start 


113 








End 


765 








GI 


none 








Score 


.5 








Exons 


113. .167, 


176. .284, 


741. 


. .765 












Seq. No. 


14477 








Seq. ID 


OJ990517_ 


_02. 


,9927 


-C21 


Gene No. 


30902 








Strand 


+ 








Start 


442 








End 


1473 








Name 


OJ990517 


02.9927.C21 


.ol. 


.gs 


Method 


GENSCAN 








Start 


442 








End 


1473 








GI 


none 








Score 


.83 








Exons 


442. .522, 


1002. .1106 


, 1393.. 


1473 










Seq. No. 


14478 








Seq. ID 


OJ990517_ 


_02. 


9927 


.C22 


Gene No. 


30903 








Strand 










Start 


392 








End 


5402 








Name 


OJ990517 


02.9927.C22 


.ol. 


,gs 


Method 


GENSCAN 









15203 






Start 


392 


End 


3852 






GI 


none 


Score 


.62 






Exons 


392..S23, 1303.. 1327, 1885. .1965, 2859 


..3022, 3232.. 3333, 






3753. .3852 










Seq. No. 


14478 


Seq. ID 


OJ990517 02.9927 


.C22 




Gene No. 


30903 


Strand 








Start 


392 


End 


5402 






Name 


OJ990517 02.9927.C22.o2.np 


Method 


AAT/NAP 






Start 


2829 


End 


4409 






GI 


5042447 


Score 


1589 






Exons 


2829.. 3520, 3550.. 4409 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


14478 


Seq. ID 


OJ990517_02.9927 


.C22 




Gene No. 


30903 


Strand 








Start 


392 


End 


5402 






Name 


OJ990517 02.9927.C22.ol.np 


Method 


AAT/NAP 






Start 


2832 


End 


4428 






GI 


4680179 


Score 


1632 






Exons 


2832.. 3520, 3550.. 4428 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




CI 

I' 

5? 


Seq. No. 


14478 


Seq. ID 


OJ990517_02.9927 


. C22 


<i 


Gene No. 


30903 ■ 


Strand 






fl 


Start 


392 


End 


5402 






Name 


OJ990517 02. 9927.C22.o2.tw 


Method 


TBLASTX: Wheat 




y 


Start 


2880 


End 


3198 




= : 
_t 


GI 


none 


Score 


56 




i ! 


Exons 


2880. .3188, 3094. .3198 








-1 
I 
sr 


Seq. No. 


14478 


Seq. ID 


OJ990517JD2. 9927 


.C22 




Gene No. 


30903 


Strand 








Start 


392 


End 


5402 




J 


Name 


OJ990517 02. 9927.C22.o3.np 


Method 


AAT/NAP 






Start 


3545 


End 


5402 




31 


GI 


5042448 


Score 


531 






Exons 


3545. .3587, 4756. .5402 










GI -Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 




3 

3 




retrotransposon [Oryza sativa] 










Seq. No. 


14478 


Seq. ID 


OJ990517_02.9927 


.C22 




Gene No. 


30903 


Strand 








Start 


392 


End 


5402 






Name 


OJ990517 02.9927.C22.ol.tm 


Method 


TBLASTX: Maize 






Start 


3628 


End 


3927 






GI 


none 


Score 


88 






Exons 


3628. .3927, 3743.. 3916 










Seq. No. 


14478 


Seq. ID 


OJ990517_02.9927 


.C22 




Gene No. 


30903 


Strand 








Start 


392 


End 


5402 






Name 


OJ990517 02.9927.C22.ol.tw 


Method 


TBLASTX: Wheat 






Start 


3634 


End 


3933 






GI 


none 


Score 


150 






Exons 


3634.. 3933, 3722.. 3928, 3727.. 


3933 







15204 




Seq. No. 


14479 








Seq. ID 


OJ990517_02.9927 


,C23 


Gene No. 


30904 








Strand 






Start 


1055 








End 


3164 




Name 


OJ990517 02 


. 9927 


.C23.ol 


. as 


Method 


GENSCAN 




Start 


1055 ~~ 








End 


2827 




GI 


none 








Score 


. 66 




Exons 


1055. .1115, 


1834 


. .2017, 


2635. 


.282.7 






Seq. No. 


14479 








Seq. ID 


OJ990517_02.9927 


.C23 


Gene No . 


30904 








Strand 






Start 


1055 








End 


3164 




Name 


OJ990517 02 


.9927 


.C23.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


1515 








End 


1952 




GI 


none 








Score 


69 




Exons 


1515 1613. 


1517 


. . 1615, 


1529. 


.1717, 1593. .1715, 1594. .1716, 




1650 . . 1838, 


1730 


. . 1837, 


1828 . 


.1920, 1828. .1920, 1836. .1931, 




1836 1952. 


1838 


. . 1939 










Sea No 


14479 








Seq. ID 


OJ990517 02 9927 


. C23 


Gene No. 


30904 








Strand 






Start 


1055 








End 


3164 




Name 


OJ990517 02 


. 9927 


.C23.ol, 


.np 


Method 


AAT /NAP 




Start 


2181 _ 








End 


3164 




GI 


6705984 








Score 


1292 




Exons 


2181 3164 














GI DescriD . 


(AB033235) 


gag-pol polyprotein [Oryza 


sat i va ] 




Seq. No. 


14479 








Seq. ID 


OJ990517_02.9927 


.C23 


Gene No. 


30904 








Strand 






Start 


1055 








End 


3164 




Name 


OJ990517 02 


. 9927 


.C23.o2, 


.tm 


Method 


TBLASTX : Maize 




Start 


2332 _ 








End 


2602 




GI 


none 








Score 


186 




Exons 


2332 . .2601, 


2333 


. .2602 










Seq. No. 


14479 








Seq. ID 


OJ990517_02.9927 


.C23 


Gene No. 


30904 








Strand - 






Start 


1055 








End 


3164 , . 




Name 


OJ990517 02 


.9927 


.C23.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


2371 ~ 








End 


2769 




GI 


none 








Score 


329 




Exons 


2371 . . 2769, 


2381 


. .2767 










Seq. No. 


14479 








Seq. ID 


OJ990517_02. 9927 


.C23 


Gene No. 


30904 








Strand 






Start 


1055 








End 


3164 




Name 


OJ990517 02 


.9927, 


,C23.o2. 


. tw 


Method 


TBLASTX: Wheat 




Start 


2843 ~~ 








End 


3163 




GI 


none 








Score 


229 




Exon s 


2843 3163 


2844, 


. .3158 










Seq. No. 


14479 








Seq. ID 


OJ990517_02.9927 


.C23 


Gene No. 


30904 








Strand 






Start 


1055 








End 


3164 




Name 


OJ990517 02 


.9927, 


,C23.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2908 








End 


3161 




GI 


none 








Score 


136 





15205 



•ssr 
: *\ 



Hi 



CI 



Exons 


2908 . . 3156. 


2911 


3156, 


2912 . 


.3160, 2919.. 3161 


Seq. No. 


14479 








Seq. ID 


OJ990517_02.9927 


Gene No. 


30904 








Strand 


- 


Start 


1055 








End 


3164 


Name 


OJ990517 02 


. 9927 . 


.C23 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2975 ~ 








End 


3158 


GI 


none - 








Score 


180 


Exons 


2975. .3154, 


2976, 


. . 3158 








Seq. No. 


14480 








Seq. ID 


OJ990517_02.9927 


Gene No. 


30905 








Strand 


+ 


Start 


1100 








End 


1607 


Name 


OJ990517 02 


. 9927 , 


.C24 . ol 


crs 


Method 


GEN SCAN 


Start 


1100 — 








End 


1607 


GI 


none 








Score 


.88 


Exons 


1100 . . 1202, 


1489. 


. . 1607 








Sea No 


14480 








Seq. ID 


OJ990517_02. 9927 


Gene No. 


30906 








Strand 


+ 


Start 


4795 








End 


12829 


Name 


OJ990517 02 


.9927. 


.C24.ol 


.np 


Method 


AAT/NAP 


Start 


4795 ~ 








End 


9455 


GI 


4836930 








Score 


297 


Exons 


4795 5166. 


5523. 


. .5911, 


9399. 


.94 5,5 




f^T Dp qrrin 

V_J J. i — ' C O ^ J. -I_ kj* • 


f AC006085) 


Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


14480 








Seq. ID 


OJ990517_02.9927 


Gene No. 


30906 








Strand 


+ 


Start 


4795 








End 


12829 


Name 


OJ990517 02 


.9927, 


,C24.o2 


.np 


Method 


AAT/NAP 


Start 


7669 








End 


12719 


GI 


4325357 








Score 


384 


Exons 


7669. .8308, 


9233. 


, . 9311, 


12105 


. .12719 





Q GI Descrip. 



(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14480 
30906 
4795 

OJ990517_02 . 9927 .C24 . o4 . gs 

8381 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8381. .8508, 9220. .9352, 9815. .9995, 10930 11028 , 11420 .. 11511 , 
11580. .11784, 11892. .12829 



OJ990517_02.9927.C24 
+ 

12829 
GENSCAN 
12829 
.82 



14480 
30907 
13688 

OJ990517_02.9927.C24.o5.gs 

13688 

none 

13688. .13751, 14294. .14381, 
15521.. 15903 



Seq. ID OJ990517_02.9927.C24 

Strand + 

End 15903 

Method GENSCAN 

End 15903 

Score . 6 
14 680. .14 758, 14881. . 15019, 



Seq. No. 



14480 



Seq. ID OJ990517 02.9927.C24 



15206 




Gene No. 30908 Strand 

Start 6878 End 8188 

Name OJ990517_02 . 9927 . C24 . ol . gp Method AAT/GAP 

Start 6673 End 7241 

GI 4879016 Score 840 

Exons 6673.. 7241 

GI Descrip. 604 1757/gb | AC011806 . 1 1 AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Sea No 


14480 








Seq. ID 


OJ990517_02.9927.C24 


Rpnp No 


30908 








Strand 




Start 


6878 








End 


8188 


Name 


OJ990517 02 


. 9927 


. C24 . o3 




Method 


GENS CAN 


Start 


6878 ~ 








End 


8188 


GI 


none 








Score 


.44 


p.vnn ^ 


6878 6976. 


7542 


7672, 


7713 . 


.7910, 7924. .8188 


Seq. No. 


14480 








Seq. ID 


OJ990517_02.9927.C24 


Gone No 


30909 








Strand 




Start 


17129 








End 


19336 


Name 


OJ990517 02 


. 9927 


. C24 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


5513 ' ~~ 








End 


5863 


GI 


none 








Score 


125 


Exons • 


5513. .5737, 


5744 


5863 








Seq. No. 


14480 








Seq. ID 


OJ990517_02. 9927.C24 


Gene No. 


30909 








Strand 




Start 


17129 








End 


19336 


Name 


OJ990517 02 


. 9927 


.C24 .ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5675 








End 


5953 


GI 


none 








Score 


76 


Exons 


5675. .5731, 


5689 


. .5721, 


5724. 


.5849, 5726. .5869, 5734. .5841, 




5735. .5869, 


5864 


. .5944, 


5870. 


.5953 




Seq. No. 


14480 








Seq. ID 


OJ990517_02.9927.C24 


Gene No. 


30909 








Strand 




Start 


17129 








End 


19336 


Name 


OJ990517 02 


. 9927 


.C24.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5729 








End 


5953 


GI 


none 








Score 


183 


Exons 


5729. .5869, 


5734 


. .,5841, 


5864. 


.5953, 5867. .5953 



Seq. No. 14480 Seq. ID 

Gene No. 30909 Strand 

Start 17129 End 

Name OJ990517_02 . 9927 . C24 . o3 . tw Method 

Start 7931 End 

"GI none Score 

Exons 7931.. 8005, 8021.. 8236, 15230 .. 15586 



OJ990517_02.9927.C24 
19336 

TBLASTX: Wheat 

15586 

69 



Seq. No. 14480 Seq. ID OJ990517_02 . 9927 . C24 

Gene No. 30909 Strand 

Start 17129 End 19336 

Name OJ990517_02 . 9927 . C24 . ol . tc Method TBLASTX : Cress 

Start 8036 End 8329 

GI none Score 195 



15207 




Exons 


Q H "3 C Q *3 9 Q 














Seq. No. 


14480 






Seq. ID 


OJ990517 


_02.9927 


.C24 


Gene No. 


30909 






Strand 








otart 


17129 






End 


19336 






Name 


OJ990517 02. 


9927. C24 


. OZ . tW 


Method 


TBLASTX: 


wnea u 




btart 


11999 






End 


12400 








none 






Score 


113 






Exons 


11999. .12172, 12215. 


1 9 A no 


12286. .12399 






Seq. No. 


1 A A o n 






Seq. ID 


OJ990517 


J32.9927 


.C24 


Gene No. 


30909 






Strand 








otart 


17129 






End 


19336 






Name 


OJ990517 02. 


9927. C24 


. o6 . gs 


Method 


GENSCAN 






Start 


17129 






End 


19336 








none 






Score 


.55 






Exons 


17129. .17227 


, 18796. 


. 1 0 O J ft , 


19169. .19336 






beq. No. 


14481 






Seq. ID 


OJ990517 


no qqoi 

uz . y yz / 


r* o r 


Gene No. 


30910 






Strand 


+ 






Start 


6303 






End 


9421 






Name 


OJ990517 02. 


9927. C25 


. o2 .gs 


Method 


GENSCAN 






btart 


6303 






End 


9421 






GI 


none 






Score 


.66 






Exons 


6303. .6353, 


7158.. 7925, 8007 


..8193, 8222. .8433, 


QC A-J Q 

o jU J . . o 


c; a o 
0 DZ , 




8633. .8746, 


8831. .9421 










beq. no. 


14481 






Seq. ID 


OJ990517 


no Q Q 0*7 


pot; 

. UZ 0 


Gene No. 


30911 






Strand 








Start 


1 






End 


2508 






Name 


OJ990517 02. 


9927. C25 


. o2 . np 


Method 


AAT/NAP 






Start 


1 






End 


2508 






GI 


2129618 






Score 


246 






Exons 


1..101, 1851 


. .2508 













GI Descrip. hypothetical protein 1 - Arabidopsis thaliana retrotransposon 
Athila gi|806535|emb|CAA57397| (X81801) Athila ORF 1 
[Arabidopsis thaliana] 



Seq. No. 14481 Seq. ID 

Gene No. 30911 Strand 

Start 1 End 

Name OJ990517_02 . 9927 . C25 . ol . tc Method 

Start 1967 End 

GI none Score 

Exons 1967.. 2275 



OJ990517_02.9927.C25 
2508 

TBLASTX : Cress 

2275 

185 



Seq. No. 14481 Seq. ID 

Gene No. 30911 Strand 

Start 1 End 

Name OJ990517_02 . 9927 . C25 . ol . tw Method 

Start 2069 End 

GI none Score 

Exons 2069.. 2290, 2306.. 2422 



OJ990517_02.9927.C25 
2508 

TBLASTX: Wheat 

2422 

61 



Seq. No. 
Gene No. 
Start 



14481 
30912 
9879 



Seq. ID 

Strand 

End 



OJ990517 02.9927.C25 



10306 



15208 




Name 


OJ990517 02.9927.C25 


. o4 . ts 


Method 


TOT ACfV. C/MrU^in 

i oitAb i a t boyoean 




btarc 


9879 






End 






bl 


none 






Score 


Q"7 

y / 




Exons 


9879. . 


.10001, 9986.. 10123, 10002.. 10121 






Seq. No. 


14481 






Seq. ID 


OJ990517_02.9927 


.C25 


Gene No. 


30912 






Strand 








9879 






End 


IUjUD 




Name 


OJ990517 02.9927.C25 


.o2.tw 


Method 


i dJjAo i a : wneat 




O +- -, v~ 4- 

otart 


9906 






ijna. 


i c\ *3 c\ a 




bl 


none 






Score 


IDO 




Exons 


9906. . 


10007, 9989. .10306 








Seq. No. 


14481 






Seq. ID 


OJ990517_02. 9927 


.C25 


Gene No. 


30913 






Strand 






Of -i >-+- 

o tart 


10634 






End 






Name 


OJ990517 02.9927.C25 


. o3 . tw 


Method 


i dLiAo i a . wneat 




o tar t 


10634 






i^na 






bl 


none 






Score 


1 1 r> 

1 f U 




Exons 


10634. 


.10690, 10721. 


.11023 








Seq. No. 


14481 






Seq. ID 


OJ990517_02.9927 


.C25 


Gene No. 


30913 






Strand 






otart 


10634 






End 


1 1 uz y 




Name 


OJ990517 02.9927.C25 


.o2.ts 


• Method 


i BiiAb 1 a : boyoean 




btart 


10667 












bl 


none 






Score 


yz 




Exons 


10667. 


.10948, 10668. 


.10880 








Seq. No. 


14481 






Seq. ID 


OJ990517_02.9927 


.C25 


Gene No. 


30913 






Strand 






otart 


10634 






End 


i iuz y 




Name 


OJ990517 02.9927.C25 


.o2. tm 


Method 


i dJjAo i a : Maize 




btart 


10697 






bnu 


i iuzy 




bl 


none 






Score 


Z ID 




Exons 


10697. 


.11029 










Seq. No. 


14481 






Seq. ID 


OJ990517_02. 9927 


.C25 


Gene No. 


30914 






Strand 






ol art 


11285 






End 


11790 

1 1 / Z o 




Name 


OJ990517 02.9927.C25 


. o4 . tw 


Method 


1 0L1A0 1 a : wneat 




bt art 


11285 






End 


1 1 ^QT 




f T 

bl 


none 






Score 


11 




Exons 


11285. 


.11554, 11564. 


.11683 








Seq. No. 


14481 






Seq. ID 


OJ990517_02. 9927 


.C25 


Gene No. 


30914 






Strand 






btart 


11285 






End 


11728 




Name 


OJ990517 02.9927.C25 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


11318 






End 


11728 




GI 


none 






Score 


82 




Exons 


11318. 


.11557, 11403. 


.11570, 


11591. .11728, 11592. .1172 6 




Seq. No. 


14481 






Seq. ID 


OJ990517_02. 9927 


.C25 


Gene No. 


30915 






Strand 






Start 


11879 






End 


12323 




Name 


OJ990517_02. 9927.C25 


. o3 . ts 


Method 


TBLASTX : Soybean 





15209 



Start 
GI 

Exons 



11879 
none 



End 
Score 



12313 
76. 



11879. .12067, 11886. .12023, 12068 .. 12145, 12215 12313, 
12243. .12311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14481 
30915 
11879 

OJ990517_02. 9927.C25.ol.tm 

12038 

none 



Seq. ID OJ990517_02, 9.927. C25 
Strand 

End 12323 

Method TBLASTX : Mai ze 

End 12323 

Score 8 6 



12038. .12157, 12039. .12179, 122 15 12322 , 12243.. 12323 



Seq. No. 14482 

Gene No. 30916 

Start 1 

Name OJ 990517 _0 2. 9927. C 2 6 . o 1 . np 

Start 1 

GI 4544372 

Exons 1. . 690 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990517_02.9927.C26 
Strand 

End 690 

Method AAT/NAP 

End 690 

Score 267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



14482 
30916 
1 

OJ990517_02 . 9927 . C26 . ol . tm 
3 

none 

3. .260, 34 . .201, 66. .236 

14482 
30916 
1 

OJ990517_02 . 9927.C2 6.ol.tw 
3 

none 

3. .392, 40. .204 

14482 
30916 
1 

OJ990517_02 . 9927 .C26.ol. ts 
39 

none 

39. .122, 129. .353 

14482 
30916 
1 

OJ990517_02.9927.C26.ol.gs 
45 

none 

45. .151, 458. .593 

14483 
30917 



Seq. ID OJ990517_02.9927.C26 
Strand 

End 690 

Method TBLASTX : Mai ze 

End 260 

Score 119 



Seq. ID OJ990517_02.9927.C26 
Strand 

End 690 

Method TBLASTX : Wheat 

End 392 

Score 78 



Seq. ID OJ990517_02. 9927.C26 
Strand 

End 690 

Method TBLASTX : Soybean 

End 353 

Score 137 



Seq. ID OJ990517_02.9927.C26 

Strand - 

End 690 

Method GENSCAN 

End 593 

Score .52 



Seq. ID OJ990517_02.9927.C29 
Strand + 



15210 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method . 
End 
Score 



459 

AAT/NAP 
459 
388 



OJ990517_02.9927.C29.ol.np 
1 

6907087 
1. .459 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 14483 Seq. ID 

Gene No. 30917 Strand 

Start 1 End 

Name OJ990517_02 . 9927 . C29 . ol . gs Method 

Start 67 End 

GI none Score 

Exons 67 . .439 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



14484 Seq. ID 

30918 Strand 

1 End 

OJ990517JD2 . 9927 . C32 . ol . np Method 

1 End 

4206306 Score 
1..731 

(AF04 9110) prpol [Zea mays] 

14484 Seq. ID 

30918 Strand 

1 End 

OJ990517_02. 9927.C32.ol.tw Method 

41 End 

none Score 
41. .67, 42. .68, 66. .137, 67. 
240. .296, 241. .327 

14484 Seq. ID 

30918 Strand 

1 End - ' 

OJ990517_02 .-9927 . C32 . o2 . tm Method 

41 End 

none Score 
41. .67, 42. .68, 66. .137, 67. 

14484 Seq. ID 

30918 Strand 

1 End 

OJ990517_02 . 9927 . C32 . ol . gs Method 

52 End 

none Score 
52. .215, 245. .668 

14484 Seq. ID 

30918 Strand 

1 End 

OJ990517JD2 . 9927 . C32 . ol . tm Method 

211 End 

none Score 



OJ990517_02.9927.C29 
+ 

459 

GENSCAN 

439 

.9 



OJ990517_02.9927.C32 
+ 

731 

AAT/NAP 

731 

375 



OJ990517_02.9927.C32 
+ 

731 

TBLASTX: Wheat 

341 

54 



234, 73. .243, 93. .242, 231. .341, 



OJ990517_02.9927.C32 
+ 

731 

TBLASTX: Maize 

210 

54 



210, 73. .192 



OJ990517_02.9927.C32 
+ 

731 

GENSCAN 

668 

.69 



OJ990517_02.9927.C32 
+ 

731 

TBLASTX: Maize 

668 

47 



15211 






911 94^ 9^1 4Q1 9^6 


9QR 


359. .463, 527. .667, 549.. 


6^ft 

D OO 


Seq. No. 


14484 




Seq. ID 


OJ990517_02.9927 


.C32 


Gene No. 


30918 




Strand 


+ 




O L. CI i. t_ 






End 


731 




Name 


O.TQQ0M7 09 QQ97 P?9 nl 


+- Q 


Method 


TBLASTX : Soybean 




Of a r f 


9R S _ 

O ~J 




End 


491 




O -L 


none 




Score 


200 




F yon o 


9RS 4Q1 ^QS 4fi? 










Seq. No. 


14485 




Seq. ID 


OJ990517_02.9927 


.C34 


Gene No. 


30919 




Strand 


+ 




OLdl L 


61 

O 1 




End 


109 




Name 


DJQQn^n 09 QQ97 P*34 nl 


gs 


Method 


GENSCAN 




Oi- a -ri- 
ot cliL 


61 ~~ 

D 1 




End 


109 




r;T 


i lUlic 




Score 


.55 




IT v n q 


61 1 HQ 










Seq. No. 


14486 




Seq. ID 


OJ990517_02.9927 


.C35 


Gene No. 


30920 




Strand 


+ 




o Lai L 


i on 




End 


459 




Name 


O.TQQ0S17 09 QQ97 P^tS ol 


gs 


Method 


GENSCAN 




Of a -rf- 


inn — 

1UU 




End 


459 






none 




Score 


.89 




ill AL>I lb 


inn a r q 

1UU . • 4 3 3 










Seq. No. 


14487 




Seq. ID 


OJ990517_02.9927 


.C36 


Gene No. 


30921 




Strand 


- 




Qf 3 Y-t- 


9ft 




End 


505 




Name 


Pj.TQQOR^ 09 QQ97 P76 nl 

Jl / v £ . 7 7^ / .LJU>U1> 


gs 


Method 


GENSCAN 




Of 3 r*f- 
o Lai L 


o p ~ 

<L O 




End 


505 




pt 

\D X 






Score 


.65 






9ft 11^ 494 44ft 4Q4 

60 . • 11 J/ 4£4..44Q, 4 74 • . 












1 4 4 ft ft 

11400 




Seq. ID 


OJ990517JD2.9927 










Strand 






Start 


494 




End 


4120 




Name 


OJ990517 02.9927.C38.ol. 


np 


Method 


AAT/NAP 




Start 


494 




End 


4120 




O J. 


4582459 




Score 


560 




IT von c 


494. .665, 753. .882, 1738 


..1896, 2096.. 


2250, 2323.. 2471, 






4099. .4120 










P.T cpri o 


(AC007071) putative importin 


(nuclear 


transport factor 


} proLcin 




[Arabidopsis thaliana] 










Ocy. IN O . 


14488 




Seq. ID 


OJ990517_02.9927 




P- O T"l o M O 

oclltr INO . 


30922 




Strand 






Start 


494 




End 


4120 




Name 


OJ990517 02.9927.C38.ol. 


tm 


Method 


TBLASTX: Maize 




Of a r f 
OLdl L. 


511 




End 


2448 




P T 
ol 


none 




Score 


121 




Exons 


511. .675, 515. .673, 740. 


.811, 


742. .816 


, 866. .883, 1748. 


. 1804, 




1828-. .1896, 1828. .1920, ■ 


2096. 


.2230, 2096. .2233, 2097. .2231, 




2097.. 2237, 2098.. 2238, 


2328. 


.2423, 2331. .2447, 2332. .2448 - 


Seq. No. 


14488 




Seq. ID 


OJ990517_02.9927 


.C38 


Gene No. 


30922 




Strand 







15212 






Start 


494 




End 


4120 








Name 


OJ990517 02.9927.C38.ol 


• gs 


Method 


GENSCAN 








otaiL 


514 




End 


3943 








PT 

ox 


none 




Score 


.91 








Exons 


514. .665, 753. .882, 1742. .1893, 2096.. 


2235, 2332.. 2471, 








"3?fift ^469 *3Rftfi "394^ 














Seq. No. 


1 4 4 ft 8 

14400 






O.T990 SI 7 

\JKJ Zf ZskJ -J X f 


_02.9927 


.C38 




Gene No. 


30922 

J U Z/ c 














C +- ar f 
OLdlt 


4 94 

*i Z? *l 




FnH 


4190 

*4 X \J 








Name 


OJ990517 02.9927.C38.o2 


. tc 


Method 


TBLASTX: 


Cress 






C +- -5 
OLa.it. 


520 




End 


816 








C T 


none 






\j 0 










S90 fifi? S7S 664 740 


ftii 

. ■ O X X , 


7 S4 ft 1 










Seq. No. 


14 4 88 




Seq. ID 


O.T990S1 7 


09 9997 


.C38 




Gene No. 


30922 




O L X ai iLl 










OLaJ. L 


4 94 

*i _7 *i 




FnH 


4190 








Name 


O.7990S17 09 QQ97 r^ft o9 


1- c 
• Lo 


Method 


TBLASTX: 


Soybean 






otail 


520 




End 


816 








none 




Score 


77 








Exons 


S90 fifi? 7S4 R1 7Sft 

JtU 1 t UOJ/ / J4 . .OlO/ /.JO 


ft 1 1 












oeq. no. 


1 4 4 ft ft 




Seq. ID 


OJ990517 


_02. 992-7 


.C38 


,.3 


Gene No. 


^0999 




Strand 










Start 


4 94 




End 


4120 








Name 


O.T990S17 09 9997 P^ff nl 


• L 0 


Method 


TBLASTX: 


Soybean 






Of 2 v- 4- 


2097 




End 


2472 








C T 


none 




Score 


71 






! ! : 
■a vt 


Exons 


2097 2234 2097 2237 


909R 


.2238, 2331.. 2465, 


2331. .2471, 


*! 




9^9 9479 












; 3 t ! 
i fc? 


Seq. No. 


14488 




Seq. ID 


OJ990517 


_02.9927 


.C38 




Gene No. 


30922 




Strand 










O Lax L 


4 94 




End 


4120 








Name 


OJ990517 02.9927.C38.ol 


.tc 


Method 


TBLASTX: 


Cress 






OLalL 


2154 




End 


2471 










none 




Score 


92 






g 

.: c: 


LAUilO 


91 ^4 99^7 91 99^ft 


9^1 


.2471, 2332. .2436 






iiii 


Seq. No. 


1 4 4 ft Q 




Seq. ID 


OJ990517 


_02.9927 


.C39 




Gene No. 


30923 




Strand 


+ 








O Lai L 


1 1 91 7 
1171/ 




End 


12204 








Name 


OJ990517 02.9927.C39.o2 


. gs 


Method 


GENSCAN 








D Lai L 


11917 




End 


12204 










none 




Score 


.8 








EjAUIIO 


11917. .12204 














Seq. No .j 


14489 




Seq. ID 


OJ990517 


_02.9927 


.C39 




Gene No. 


30924 




Strand 


+ 








Start 


14715 




End 


17448 








Name 


OJ990517 02.9927.C39.o3 


.gs 


Method 


GENSCAN 








Start 


14715 




End 


17448 








GI 


none 




Score 


.48 








Exons 


14715. .14722, 1 6004 .. 16113, 1 6642 .. 1 6928 , 17035 


. . 17448 






Seq. No. 


14489 




Seq. ID 


OJ990517 


_02.9927 


.C39 



15213 



Gene No. 30925 Strand + 

Start 21654 End 24454 

Name OJ990517_02 . 9927 . C39 . o2 . np Method AAT/NAP 

Start 21654 End 24454 

GI 6850312 Score 636 

Exons 21654. .21741, 22319 .. 224 69, 

23649.-23873, 24380.. 24454 
GI Descrip. (AC009999) Contains similarity to nucellin from Hordeum vulgare 

gb|U87148. ESTs gb|T22068, gb|F14251, gb|F14237, gb|F14242 come 

from this gene. [Arabidopsis thaliana] 



22567. .22696, 22782 .. 23029, 



Seq. No. 14489 Seq. ID 

Gene No. 30925 Strand 

Start 21654 End 

Name OJ990517_02 . 9927 . C39 . ol . gp Method 

Start 21905 End 

GI uC-osrocyp015e06bl Score 

Exons 21905. .22439 

GI Descrip. ' 604 1757 /gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence ' 



OJ990517_02.9927.C39 
+ 

24454 
AAT/GAP 
22439 
991 



Seq. No. 14489 

Gene No. 30925 

Start 21654 , . 

Name OJ990517_02 . 9927 . C39 . o5 . gs 

Start 22210 
GI - none 

Exons 22210. .22696, 22735 .. 23029, 23649.-23873 



Seq. ID OJ990517_02.9927.C39 



Strand 
End 

Method 

End 

Score 



+ 

24454 
GENSCAN 
23873 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517 02.9927.C39 



10478 
AAT/NAP 
10478 
2536 



14489 
30926 
1 

OJ990517_02. 9927.C39.ol. 
1 

4582459 

1..25, 1248. .1437, 1561. 
3720. .3838, 4042. .4201, 
6318. .6491, 6557. .6741, 
8461. .8579, 10389. .10478 

(AC007071) putative importin (nuclear transport factor ) protein 
[Arabidopsis thaliana] 



,.1641, 2788..2924, 3441. .3639, 
5305. .5485, 5566. .5689, 5820. .5965, 
6811. .6973, 7361. .7513, 8287. .8432, 



Seq. No. 14489 

Gene No. 30926 

Start 1 

Name OJ990517_02 . 9927 . C39 . ol . gs 

Start 1258 

GI none 

Exons 1258.. 1437, 1538.. 1641, 2793. 

4042.. 4201, 5305.. 5485, 5566. 



Seq. ID OJ990517_02.9927.C39 



Strand 
End 

Method 

End 

Score 



10478 
GENSCAN 
10478 
.89 



,2924, 3441.. 3639, 3720.. 3838, 

,5689, 5820. .5965, 6318. .6491, 

6608. .6741, 6811. .6973, 7361. .7513, 8287. .8374, 8444. .8579, 
10389. .10478 



Seq. No. 
Gene No. 
Start 



14489 
30927 
19023 



Seq. . ID 

Strand 

End 



OJ990517 02.9927.C39 



21316 



15214 



Name 

Start 

GI 

Exons 



OJ990517_02.9927 .C39.o3.tm 

1252 

none 

1252.. 1434, 1253. .1432, 1255. 
1535.. 1642, 1547. .1654, 1668. 
2791.. 2925, 2792.. 2926, 3436. 



Method TBLASTX : Mai ze 
End 3580 
Score 207 

.1437, 1277. .1438, 1533. .1640, 
.1700, 2789.. 2926, 2790.. 2927, 
.3579, 3438.. 3578, 3446.. 3580 



Seq. No. - 14489" 
Gene No. 30927 
Start 19023 

Name OJ990517_02 . 9927 . C39 . ol . ts 

Start 1255 
GI none 

Exons 1255.. 1437, 1258.. 1437, 1277. 

1535.. 1642, 1537. .1656, 2789. 
3436. .3489 



Seq. ID OJ990517_02.9927.C39 
Strand 

End 21316 

Method TBLASTX : Soybean 

End 3489 

Score 154 

.1438, 1527. .1640, 1535. .1654, 
.2926, 2790.. 2915, 2797.. 2925, 



'Mi 
| 11 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14489 
30927 
19023 

OJ990517_02. 9927.C39.o2.tc 

1255 

none 

1255. .1437, 1289. .1423, 1530. 
2797. .2904 

14489 
30927 
19023 

OJ990517_02. 9927.C39.o3.ts 

3556 

none 

3556.. 3639, 3559.. 3630, 3718. 
3721. .3849, 3897. .3953 

14489 
30927 
19023 

OJ990517_02 . 9927 . C39 . o2 .tin 

3580 

none 

3580.. 3639, 3583.. 3630, 3588. 
3719. .3844, 3720. .3845, 3720. 
4010. .4204, 4043. .4201, 4044. 
5306. .5458 



Seq. ID OJ990517_02.9927.C39 
Strand 

End 21316 

Method TBLASTX : Cress 

End 2904 

Score 87 

.1640, 1541. .1642, 2786... 2902, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_02.9927.C39 
21316 

TBLASTX : Soybean 

3953 

62 



,3837, 3720.. 3845, 3720.. 3848, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3668, 3599 
.3848, 3721 



OJ990517 02.9927.C39 



21316 

TBLASTX: Maize 
5460 
59 

3640, 3719.. 3844, 
3849, 3897.. 3971, 



,4244, 5303. .5458, 5305. .5460, 



Seq. No. 14489 Seq. ID 

Gene No. 30927 Strand 

Start 19023 End 

Name OJ990517_02 . 9927 . C39 . o2 . ts Method 

Start 5380 End 

GI none Score 

Exons 5380.. 5505, 



OJ990517_02.9927.C39 
21316 

TBLASTX: Soybean 

5976 

117 



5381. .5506, 5383. .5511, 5548. .5691, 5561. .5686, 
5562. .5705, 5562. .5690, 5810. .5968, 5814. .5948, 5821. .5976 



Seq. No. 
Gene No. 



14489 
30927 



Seq. ID 
Strand 



OJ990517 02.9927.C39 



15215 




Start 19023 

Name OJ990517_02 . 9927 . C39 . o4 

Start 5662 

GI none 

Exons 5662.. 5691, 5664.. 5690, 
6320. . 6466, 6351. .6473 

Seq. No. 14489 

Gene No. 30927 

Start 19023 

Name OJ990517_02 . 9927 . C39 . ol 

Start 5830 

GI none 

Exons 5830.. 5967, 5830.. 5976, 
6538. . 6687, 6539. .6688 

Seq. No. 14489 

Gene No. 30927 

Start 19023 

Name OJ990517_02 . 9927 . C39 . o5 

Start 6688 

GI none 

Exons 6688.. 6747, 6808.. 6972, 
7360. .7476, 7361. .7483 

Seq. No. 14489 

Gene No. 30927 

Start 19023 

Name OJ990517JD2 . 9927 . C39 . 06 

Start 6754 

GI none 

Exons 6754.. 6972, 6809.. 6973, 

Seq. No. 14489 

Gene No. 30927 

Start 19023 

Name OJ990517_02 . 9927 . C39 . o5 

Start 7420 

GI none 

Exons 7420.. 7521, 7424.. 7504, 

Seq. No. 14489 

Gene No. 30927 

Start 19023 

Name OJ990517_02 . 9927 . C39 . o4 

Start 19023 

GI none 

Exons 19023. .19133, 20710.. 20 

Seq. No. 14489 
Gene No. - 30928 

Start 22384 

Name OJ990517_02 . 9927 . C39 . ol 

Start 22384 

GI none 

Exons 22384. .22470, 22529.-22 
22782. .23030, 22782.. 23 




End 21316 
.tm Method TBLASTX : Maize 
End 64 7 3 

Score 47 
5810. .5968, 5821. .5967, 6306. .64 67, 



Seq. ID OJ990517_02.9927.C39 
Strand 

End 21316 

,tc Method TBLASTX: Cress 

End 6688 

Score 129 
6318. .6491, 6320. .6493, 6329. .6493, 



Seq. ID OJ990517_02.9927.C39 
Strand 

End 21316 

.tm Method TBLASTX : Maize 

End 7483 

Score 135 
6815. .6970, 6823.-6972, 7360. .7473, 



Seq. ID OJ990517_02.9927.C39 
Strand 

End 21316 

.ts Method TBLASTX : Soybean 

End 7410 

Score 133 
6815. .6976, 7360. .7410 

Seq. ID OJ990517_02. 9927.C39 
Strand 

End 21316 

.tc Method TBLASTX : Cress 

End . 8582 

Score 72 
8286. .8384, 8454. .8582, 8455. .8571 

Seq. ID OJ990517_02. 9927.C39 
Strand 

End 21316 

.gs Method GEN SCAN 

End 21316 

Score .84 
821, 21117. .21316 

Seq. ID OJ990517_02.9927.C39 
Strand 

End 23888 
.tm Method TBLASTX : Maize 

End 23869 

Score 104 
696, 22568.-22699, 22781 .. 23029, 
030, 22891. .23031, 23637 .. 23861, 



15216 



23638. .23862, 23642 .. 23863, 23724 .. 23864 , 23783.. 23869 



Seq. No. 


14489 


Seq. ID 


OJ990517_02.9927 


.C39 


Gene No . 


30928 


Strand 






Start 


22384 


End 


23888 




Nam© 


OJ990517 02 . 9927 .C39.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


22384 ~~ 


End 


22865 




GI 


none 


Score 


76 




Exons 


22384. .22470, 22568.-22699, 


22570. .22695, 22782.. 22865 




Seq. No. 


14489 


Seq. ID 


OJ990517_02.9927 


.C39 




30928 


Strand 






Start 


22384 


End 


23888 




Name 


OJ990517 02 9927 .C39.o4 . tc 


Method 


TBLASTX: Cress 




Start 


22664 ~ 


End 


23030 




GI 


none 


Score 


47 




Exons 


22664. .22699, 22782 .. 23030, 


22808. .23029 




Seq. No. 


14489 


Seq. ID 


OJ990517_02.9927 


.C39 


Gone No . 


30928 


Strand 






Start 


22384 


End 


23888 




Name 


OJ990517 02. 9927 .C39.o3. tc 


Method 


TBLASTX: Cress 




Start 


23638 ~~ 


End 


23865 




GI 


none 


Score 


272 




F von 


23638 23865 23649 23858 








Seq. No. 


14489 


Seq. ID 


OJ990517_02. 9927 


.C39 


Cpnp No 


30928 


Strand 






Start 


22384 


End 


23888 




Name 


OJ990517 02 9927 C39 o5 ts 


Method 


TBLASTX : Soybean 




Start 


23649 ~ 


End 


23888 




GI 


none 


Score 


54 




Exons 


23649. .23708, 23650. .23691, 


23659. .23871, 23689 .. 23859, 






23691. .23867, 23700.. 23888 








Seq. No. 


14490 


Seq. ID 


OJ990517_02.9927 


.C40 


Gene No. 


30929 


Strand 


•f 




Start 


1 


End 


3168 




Name 


OJ990517 02.9927.C40.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3168 




GI 


6850312 


Score 


196 




Exons 


1..23, 2353. .2553, 2658. .2716, 3069. .3168 




GI De^criD. 

\J -L. LS LJ -L- -Z_ k** * 


(AC009999) Contains similarity to nucellin from Hordeum vulc 




gb|U87148. ESTs gb|T22068, 


gb|F14251, 


gb|F14237, gb|F14242 




from this gene. [Arabidopsis 


thaliana] 






Sea No 


14490 


Seq. ID 


OJ990517_02.9927 


.C40 




30930 


Strand 






O Lai L 


1139 


End 


1360 




Name 


OJ990517 02.9927.C40.ol.gs 


Method 


GENSCAN 




Start 


1139 


End 


1360 




GI 


none 


Score 


.46 




Exons 


1139. .1360 








Seq. No. 


14490 


Seq. ID 


OJ990517_02. 9927 


.C40 


Gene No. 


30931 


Strand 






Start 


2382 


End 


3160 





15217 



Name 

Start 

GI 

Exons 



OJ990517_02 . 9927 . C40 . ol . tm Method TBLASTX: Maize 
2382 End 3160 

none Score 24 3 

2382. .2558, 2392. .2547, 2395. .2565, 2645. .2716, 2646. .2714, 
3066.. 3158, 3070.. 3159, 3074.. 3160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14491 
30932 
1 

OJ990517_02 . 9927 . C4 1 . ol . np 
1 

6728988 



Seq. ID OJ990517_02.9927.C41 

Strand + 

End 3476 

Method AAT/NAP 

End 34 7 6 

Score 166 



1..46, 2734. .2812, 2922. .2993, 3328. .3476 

(AC018363) putative aspartyl protease [Arabidopsis thaliana] 



Seq. No. 14491 

Gene No. 30932 

Start 1 

Name OJ990517_02 . 9927 . C41 . ol . gs 

Start 1123 

GI none 
Exons 



Seq. ID OJ990517_02. 9927 .C41 



Strand 
End 

Method 

End 

Score 



3476 
GEN SCAN 
3443 
.59 



1123. .1206, 2734. .2812, 2922. .2993, 3328. .3443 



Seq. No. 14491 
Gene No. 30933 
Start 3339 

Name OJ990517_02 . 9927 . C41 . ol . tm 

Start 2719 
GI none 

Exons 2719.. 2826, 2738.. 2827, 2745. 

2933.-2995, 3327.. 3467, 3330. 
3552. .3605 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 02.9927.C41 



3804 

TBLASTX: Maize 
3606 
110 

2825, 2909. .2995, 2919. .3005, 
3467, 3503.. 3538, 3520.. 3606, 



Seq. No. 14491 Seq. ID 

Gene No. 30933 Strand 

Start 3339 End 

Name OJ990517_02 . 9927 . C4 1 . ol . gp Method 

Start 3339 End 

GI none Score 

Exons 3339.. 3804 



OJ990517_02.9927.C41 

3804 
AAT/GAP 
3804 
897 



Seq. No. 14492 Seq. ID 

Gene No. 30934 Strand 

Start 730 End 

Name OJ990517_02 . 9927 . C42 . ol . gs Method 

Start 730 End 

GI none Score 

Exons 730.. 878, 2108. .2186 



OJ990517_02.9927.C42 

2186 
GEN SCAN 
2186 
.43 



Seq. No. 14493 Seq. ID 

Gene No. 30935 Strand 

Start 1227 End 

Name OJ990517_02 . 9927 . C43 . ol . gs Method 

Start 1227 End 

GI none Score 

Exons .1227.. 1354, 2257.. 2302 



OJ990517__02.9927.C43 

2302 
GENSCAN 
2302 
.4 



15218 




oeq . iMO . 


1 A A QA 

X *i *i ^fi 


. X U 


n.TQQHm 1 09 QQ97 


CA A 




*30936 


Strand 






O Lai L 


5030 


End 


5134 




Name 


OJ990517 02.9927.C44.ol.gp 


Method 


AAT/GAP 




Start 


5030 


End 


5134 






LIB34 77-003-P1-K1-E9 


Score 


145 






5030. .5134 








C X naor , >" i T** 
ul UcbCIip . 


, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




^ 1 PRFTTIR^OR (ClUY ^ T\ >rH 


_1173557 (U31771) Ory s 1 [Oryza 




bdLl Vd J 








Seq. No. 


1 A A Q R 
X fi fx .7 J 


Seq. ID 


OJ990517_02.9927 


CA f\ 


Gene No. 


30937 


Strand 






OLall 


630 


End 


1122 




Name 


OJ990517 02.9927.C46.ol.gs 


Method 


GENSCAN 




otar u 


630 


End 


1122 






none 


Score 


.67 






630. .776, 871. . 1122 








OcCJ . 1NO . 


14496 


Seq. ID 


OJ990517_02. 9927 


.C47 




30938 


Strand 






u Lai L 


292 


End 


2287 




Name 


OJ990517 02.9927.C47.ol.np 


Method 


AAT/NAP 




Cf art* 


184 


End 


2287 




GI 


5922620 


Score 


450 




Exons 


184. .313, 1700. .1784, 1821. 


.1997, 2116 


!. .2287 




<jx uescxvxp. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6016853 |dbj IBAA85196.1 | 


(AP000570) 


EST D15357 (C0514) 






corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


14496 


Seq. ID 


OJ990517_02. 9927 


.C47 


Gene No. 


30938 


Strand 






OLal L 


292 


End 


2287 




Name 


OJ990517 02.9927.C47.ol.gs 


Method 


GENSCAN 




OLalL 


292 


End 


1997 




VjX 


none 


Score 


.63 




Exons 


292. .472, 979. .1093, 1700.. 


1784, 1854. 


.1997 






14497 


Seq. ID 


OJ990517_02.9927 


.C48 




30939 


Strand 


+ 




Start 


4159 


End 


5233 




Name 


OJ990517 02.9927.C48.ol.np 


Method 


AAT/NAP 




OLdL L 


4159 


End 


5233 




CT 


5042448 


Score 


766 




Exons 


4159. .4926, 5144. .5233 








bi uesorip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 






beq . no . 


14497 


Seq. ID 


OJ990517_02.9927 


.C48 


Gene No. 


30940 


Strand 


+ 




Start 


6985 


End 


7117 




Name 


OJ990517 02.9927.C48.o2.np 


Method 


AAT/NAP 




Start 


6985 


End 


7117 




GI 


5922620 


Score 


102 




Exons 


6985. .7117 









15219 



GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853tdbj (BAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


14497 


Seq. ID 


OJ990517_02 


.9927 


.C48 




Gene No . 


30941 


Strand 


+ 








Start 


8788 


End 


13815 








Name 


OJ990517 02. 9927.C48 .o4 . np 


Method 


AAT/NAP 








Start 


8707 ~~ 


End 


13815 








GI 


6728988 


Score 


549 








Exons 


8707.. 8957, 9050.. 9179, 9339 


. .9568, 12251. .12476, 


13307, 


. .13468, 






13551. .13621, 13750.. 13815 












GI Descrip. 


(AC018363) outative asDartvl 


protease 


[Arabidopsis 


thaliana] 




Seq. No. 


14497 


Seq. ID 


OJ990517_02 


.9927. 


.C48 




Gene No. 


30941 


Strand 


+ 








Start 


8788 


End 


13815 








Name 


OJ990517 02 . 9927 . C4 8 . o4 . gs 


Method 


GENSCAN 








Start 


8788 


End 


13550 








GI 


none 


Score 


.71 








Exons 


8788.. 8957, 9050.. 9179, 9336 


..9568, 9980. .10077, 10221., 


. 10271, 






10348. .10421, 10577. .10690, 


1194 6. .11983, 12251. .12475, 








13303. .13550 










i E fl 


Seq. No. 


14497 


Seq. ID 




. 9927. 


,C48 




Gene No . 


30942 


Strand 








's=r 


Start 


261 


End 


2679 






i 


Name 


OJ990517 02.9927.C48.ol.gs 


Method 


GENSCAN 








Start 


261 


End 


2679 








GI 


none 


Score 


.69 






i sr 


Exons 


261. .449, 473.-556, 1284. .1376, 1670.. 


1822, 1913.. 


1948, 




:: 

l 3S E 




2677. .2679 










' ■:! 


Seq. No. 


14497 


Seq. ID 


OJ990517_02 


.9927, 


.C48 


M : 


Gene No . 


30943 


Strand 










Start 


6897 


End 


8579 






i. ! 


Name 


OJ990517 02/9927. C48.o3.gs 


Method 


GENSCAN 






,: st 


Start 


6897 


End 


8579 






.; a-. 


GI 


none 


Score 


.7 








Exons 


6897. .7087, 8381. .8579 












Sea No 


14497 


Seq. ID 


OJ990517_02 


.9927. 


.C48 




Gpnp No 


30943 


Strand 










Start 


6897 


End 


8579 








Name 


OJ990517 02. 9927.C48.o3.np 


Method 


AAT/NAP 








Start 


7255 


End 


7341 








GI 


6630699 


Sco.re 


94 








Exons 


7255. .7341 












GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 










gi| 6721536 | db j (BAA89566. 1 | (AP001073) 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


14497 


Seq. ID 


OJ990517_02 


.9927. 


C48 




Gene No. 


30944 


Strand 










Start 


8848 


End 


9176 







15220 






Name 


OJ990517 02 9927 C48 o2 tm 


Method 


TBLASTX: Maize 






8848 ~~ 


End 


9176 




ox 


n on 0 " 


Score 


49 




T* 1 von c: 


8848 8898 8889 8957 8898 

OOIO t . <J O 37 O , O O O 37 • « O 3* J / , O O 3* O 


..8957, 8899.. 8958, 9040.. 9171, 






9051 9176 9054 9170 








O C . INVJ . 


14 4 97 


Seq. ID 


OJ990517_02.9927.C48 




ftono Mo 

VJCllC LNVJ . 


"3094 5 


Strand 






Start 


9363 


End 


13619 




Name 


OJ990517 02.9927.C48.ol.tm 


Method 


TBLASTX: Maize 




Of- a rt 


9363 

37 J U .J 


End 


13619 




ox 


none 


Score 


133 




F 1 von q 


Q^fi^ 9569 9416 9571 9440 

• • ^JUy/ 3**aXU..37.J/X, ^1 


..9571, 9448. .9657, 9459. .9587, 






19950 19420 12251 12466 


12252. .12467, 12282. .12473, 






13310 13483 13318 13473 


13551. .13619 






14 4 97 


Seq. ID 


OJ990517_02.9927.C48 




Gene No. 


30945 


Strand 






Start 


9363 


End 


13619 




Name 


OJ990517 02 9927 C48 ol ts 


Method 


TBLASTX : Soybean 




JLdl L 


1 224 2 "~ 

1(.l4l 


End 


13432 




ox 


n on 0 


Score 


46 




T* 1 von q 


19249 19^04 19951 19^10 


12287. .12460, 12294. .12476, 


. 3 1 




13310 13432 

J. J -J X V . . 1 J4 JL 






U 


Seq. No. 


14497 


Seq. ID 


OJ990517_02.9927.C48 


Ui 


Gene No. 


30945 


Strand 




p* 


Start 


9363 


End 


13619 




Name 


O.T9 90 517 02 9927 P48 nl \ r 


Method 


TBLASTX: Cress 


! s is? 


O Lai l 


12251 _ 


End 


13472 


i. "i 


GI 


none 


Score 


258 


ill 


P" von q 


12251 12466 12252 12467 


13310. .134 62, 13323. .134 72 


:i 


O C vJ . LN v_; . 


14 4 98 


Seq. ID 


OJ990517_02. 9927.C49 


.: s; 
i i 
's ; ■ 


f^prK^ No 


30946 


Strand 


+ 




Start 


1 


End 


637 




Name 


OJ990517 02.9927.C49.ol.np • 


Method 


AAT/NAP 


i. s i 


Start 


1 


End 


637 


s 3: 


GI 


6850312 


Score 


76 




P von q 


1..22, 534. .637 






H 


OX UCDL/i L jw^ ■ 


(AC009999) Contains similarity to nucellin from Hordeum vulgare 






gb|U87148.. ESTs 951X22068, 


gb| F14251, 


gb|F14237, gb|F14242 com< 






from this gene. [Arabidopsis 


thaliana] 






uCU ■ IN . 


14498 


Seq. ID 


OJ990517_02. 9927.C49 




Gene No. 


30947 


Strand 


+ 




Start 


4340 


End 


4887 




Name 


OJ990517 02.9927.C49.o2.np 


Method 


AAT/NAP 




O Lai L 


4340 


End 


4887 




O X 


6728988 


Score 


52 




Exons 


4340. .4400, 4483. .4568, 4841 


. .4887 






GI Descrip. 


(AC018363) putative aspartyl 


protease 


[Arabidopsis thaliana] 




Seq. No. 


14499 


Seq. ID 


OJ990517_02. 9927.C52 




Gene No. 


30948 


Strand 






Start 


1 


End 


508 




Name 


OJ990517 02.9927.C52.ol.np 


Method 


AAT/NAP 



15221 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4582459 

1..216, 286. .508 

(AC007071) putative importin 

[Arabidopsis thaliana] 

14499 
'30948 
1 

OJ990517_02.9927.C52.ol.tc 
13 

none 

13. .162, 14. .163 

14499 
30948 
1 

OJ990517_02. 9927.C52.ol.gs 
83 

none 

83. .216, 286. .448 

14499 
30948 
1 

OJ990517_02 . 9927 . C52 . ol . tm 

163 

none 

163. .222, 283. .447, 290. .445, 

14499 
30948 
1 

OJ990517_02 . 9927.C52.ol.ts 

229 

none 

229. .447, 284. .448, 285. .452 

14500 
30949 
156 

OJ990517_02 . 9927 . C54 . ol . gs 

156 

none 

156. .294 



End 
Score 



508 
443 



(nuclear transport factor ) protein 



Seq. ID OJ990517_02.9927.C52 
Strand 

End 508 

Method TBLASTX : Cress 

End 163 

Score 170 



Seq. ID OJ990517_02.9927.C52 

Strand 

End 508 

Method GENSCAN 

End 4 48 

Score .68 



Seq. ID OJ990517_02.9927.C52 
Strand 

508 * 
TBLASTX: Maize 
447 
135 



End 

Method 
End 
Score 
298. .447 



Seq. ID OJ990517_02.9927.C52 
Strand 

End 508 

Method TBLASTX : Soybean 

End 452 

Score 133 



Seq. ID OJ990517_02.9927.C54 

Strand + 

End 294 

Method GENSCAN 

End 294 

Score .49 



Seq. No. 14501 

Gene No. 30950 

Start 351 

Name OJ990517_02 . 9927 . C55 . ol . gs 

Start 351 

GI none 

Exons 351 . . 467 



Seq. ID OJ990517_02.9927.C55 
Strand 

End .4 67 

Method GENSCAN 
End 4 67 

Score 1 



Seq. No. 
Gene No. 
Start 



14502 
30951 
2146 



Seq. ID OJ990517_02.9927.C56 
Strand + 
End 7188 



15222 




Name 


OJ990517 02.9927.C56.o3 


.np 


Method 


AAT/NAP 




Start 


2146 




End 


7188 




GI 


4680186 




Score 


372 




Exons 


2146. .2200, 6103. . 6151, 


6988. 


.7188 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica 1 




Seq. No. 


14502 




Seq. ID 


OJ990517 02 9927 


. C56 


Gene No. 


30952 




Strand 






Start 


288 




End 


7121 




Name 


OJ990517 02.9927.C56.ol 


-gs 


Method 


GENSCAN 




Start 


288 




End 


7023 




GI 


none 




Score 


. 54 




Exons 


288.. 407, 426.. 1082, 1215.. 1577, 1623. 


2972, 3060 4805 






504 7 . . 5131, 5161 .. 5855, 


6952 . 


.7023 






Sea No 


14502 




Seq. ID 


OJ990517 02 9927 


. C56 


Gene No. 


30952 




Strand 






Start 


288 




End 


7121 




Name 


OJ990517 02 . 9927 .C56 . ol 


. no 


Method 


AAT/NAP 




Start 


291 




End 


4802 




GI 


4680179 




Score 


5379 




Exons 


291. .369.5, 3729. .4802 










GI Descrio. 
Q uescri P- 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Q Seq. No. 


14502 




Seq. ID 


OJ990517_02.9927 


.C56 


rf| Gene No. 


30952 




Strand 






;=!] Start 


288 




End 


7121 




!ssj Name 


OJ990517 02.9927.C56.o6 


. tw 


Method 


TBLASTX: Wheat 




':"[ Start 


336 




End 


669 




Uj GI 


none 




Score 


133 




Exons 

mi 


336.. 668, 357.. 665, 400 


. . 669 








Seq. No. 


14502 




Seq. ID 


OJ990517_02. 9927 


.C56 


~ ; Gene No. 


30952 




Strand 






H Start 


288 




End 


7121 




Name 


OJ990517 02. 9927.C56.ol 


. tm 


Method 


TBLASTX: Maize 




H« Start 


516 




End 


1115 




: = i GI 


none 




Score 


111 




:==* Exons 


516. .956, 531. .794, 532 


. .957, 


954. .1115, 960. .1109, 961 


. .1113 


r B i 

Seq. No. 


14502 




Seq. ID 


OJ990517_02.9927 


.C56 


Gene No. 


30952 




Strand 






Start 


288 




End 


7121 




Name 


OJ990517 02. 9927.C56.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


669 




End 


1298 




GI 


none 




Score 


227 




Exons 


669. .1124, 670. .1122, 904. .1128, 953..: 


1129, 1149.. 1298 




Seq. No. 


14502 




Seq. ID 


OJ990517_02. 9927 


.C56 


Gene No. 


30952 




Strand 






Start 


288 




End 


7121 




Name 


OJ990517 02.9927.C56.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


1167 




End 


1459 




GI 


none 




Score 


208 




Exons 


1167. .1457, 1171. .1458, 


1298. . 


, 1459 






Seq. No. 


14502 




Seq. ID 


OJ990517_02.9927 


.C56 



15223 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30952 
288 

OJ990517_02, 

1257 

none 

1257. .1517, 

14502 
30952 
288 

OJ990517_02. 

1305 

none 

1305. .1841, 



9927.C56.o2.ts 



1258. .1512 



9927.C56.o2.tw 



1306. .1872 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7121 

TBLASTX : Soybean 

1517 

153 



OJ990517_02.9927.C56 
7121 

TBLASTX: Wheat 

1872 

343 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

is f[ Seq. No. 

hl\ Gene No. 

l!fl Start 

1=1 1 Name 

!»I Start 

h gi 

! "; Exons 

nj Seq. No. 

Gene No. 
|L Start 

Name 
s l Start- 
M : GI 
y Exons 

o 

j»j Seq; No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



14502 
30952 
288 

OJ990517_02. 

1872 

none 

1872. .2225, 

14502 
30952 
288 

OJ990517_02. 

1875 

none 

1875. .2297, 

14502 
30952 
288 

OJ990517_02. 

2046 

none 

2046. .2291, 

14502 
30952 
288 

OJ990517_02. 

2262 

none 

2262. .2576, 



9927.C56.o2.tm 



1876. .2226 



9927.C56.o3.tw 



1876. .2265 



9927.C56.o3.ts 



2047. .2274 



9927.C56.o3. tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_02. 9927.C56 
7121 

TBLASTX: Maize 

2226 

216 



OJ990517_02.9927.C56 
7121 

TBLASTX: Wheat 

2297 

364 



Seq. ID OJ990517_02. 9927. C56 
Strand 

End 7121 

Method TBLASTX : Soybean 

End 2291 

Score 95 



Seq. ID OJ990517_02.9927.C56 
Strand 

End 7121 

Method TBLASTX : Mai ze 

End 2762 

Score 50 



2305. .2355, 2383. .2436, 2583. .2762, 2608. .2754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



14502 
30952 
288 

OJ990517_02. 

2298 

none 

2298. .2600, 

14502 
30952 



9927.C56.o5.tw 



2314. .2598 



Seq. ID OJ990517_02. 9927.C56 
Strand 

End . 7121 

Method TBLASTX : Wheat 

End 2600 

Score 264 



Seq. ID OJ990517_02. 9927.C56 
Strand 



15224 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



288 

OJ990517_02. 

2313 

none 

2313. .2672, 

14502 
30952 
288 

OJ990517_02. 

2649 

none 

2649. .3026, 

14502 
30952 
288 

OJ990517_02. 

2685 

none 

2685. .3002 

14502 
30952 
288 

OJ990517_02. 

2775 

none 

2775. .3161, 

14502 
30952 
288 

OJ990517_02. 

-3246 

none 

3246. .3413, 

14502 
30952 
288 

OJ990517_02. 

3351 

none 

3351. .3704 

14502 
30952 
288 

OJ990517_02. 

3981 

none 

3981. .4331, 

14502 
30952 
288 



9927.C56.ol. ts 



End 7121 

Method TBLASTX : Soybean 

End 2708 

Score 182 



2314. .2604, 2632. .2670, 2676. .2708, 2677. .2706 



9927.C56.o4.tw 
2692.. 3027, 3081. 

9927.C56.o2.tc 



Seq. ID OJ990517_02.9927.C56 
Strand 

7121 

TBLASTX: Wheat 
3131 
225 



End 

Method 
End 
Score 
.3131 



Seq. ID OJ990517_02.9927.C56 
Strand 

End 7121 

Method TBLASTX : Cress 

End 3002 

Score 180 



9927.C56.o5.tm 



2833. .3159 



9927.C56.o8.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_02.9927.C56 
7121 

TBLASTX: Maize 

3161 

99 



OJ990517_02 . 9927 . C56 
7121 

TBLASTX: Wheat 

3668 

69 



3301. .3414, 3459. .3668, 3520. .3612 



9927.C56.o7.tm 



9927.C56.o7.tw 



4138. .4332 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990517_02.9927.C56 
7121 

TBLASTX: Maize 

3704 

185 



OJ990517_02.9927.C56 
7121 

TBLASTX: Wheat 

4332 

112 



OJ990517 02.9927.C56 



7121 



15225 




Name 


OJ990517 02 9927 C56 06 tm 


Mf=*t hod 


TBLASTX • Maize 




Start 


4026 ~~ 


End 


4331 




GI 


none 


Score 


90 




F. yon ^ 


4026 4331 4201 4317 








Seq. No. 


14502 


Seq. ID 


OJ990517_02.9927 


.C56 


Gene No. 


30952 


Strand . 






Start 


288 


End 


7121 




Name 


OJ99051702 9927 C56 o9 tw 


Mpf hod 


TBLASTX • Whpat 




Start 


4366 ~~ 


End 


4565 




GI 


none 


Score 


117 




F. von <=; 


4366 4563 4368 4565 








Seq . No . 


14 502 


Seq. ID 


OJ990517 02 9927 


. C56 


Gpnp No 


30952 


Strand 






Start 


288 


End 


7121 




Name 


OJ990517 02.9927.C56.ol.gp 


Method 


AAT/GAP 




Start 


6739 


End 


7121 ' 




GI 


uC-osflcyp033a04bl 


Score 


712 




F von q 


6739. .7121 








CI T Hp^ryi n 


'601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. ' No . 


14503 


Seq. ID 


\j yj ~j z/ \J %J J. i \j c + zt z? c i 


. C57 


Gene No. 


30953 


Strand 


-}- 






205 


End 


1 7 fi? 




Name 


OJ990517 02.9927.C57.ol.gs 


Method 


O Hi IN O \-rt\ L* 




Start 


205 


End 


1762 




GI 


none 


Score 


.51 




DAUJ1D 


205. .793, 872. .995, 1048. .1334, 1416.. 


1762 




Seq. No. 


14504 


Seq. ID 


OJ990517_02.9927 


.C61 


Gene No. 


30954 


Strand 


+ 




Start 


51 


End 


563 




Name 


OJ990517 02.9927.C61.ol.gs 


Method 


GENSCAN 




Start 


51 


End 


563 




GI 


none 


Score 


.81 




F von s 


51. .563 








Seq. No. 


14505 


Seq. ID 


OJ990427_04. 9922 


.CI 


Gene No. 


30955 


Strand 






Start 


171 


End 


678 




Name 


OJ990427 04 .9922.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


164 


End 


393 




GI 


none 


Score 


60 




F von ^ 


164. .229, 174. .224, 226. .393, 


228. .392 






Q prr Mo 


14.505 


Seq. ID 


OJ990427_04. 9922 


.CI 


Gene No. 


30955 


Strand 






Start 


171 


End 


678 




Name 


OJ990427 04 .9922.Cl.ol.np 


Method 


AAT/NAP 




Start 


171 


End 


678 




GI 


3096920 


Score 


334 




Exons 


171. .533, 649. .678 








GI Descrip. 


(AL023094) putative ketoacyl- 


CoA synthase [Arabidopsis 


thaliai 


Seq. No. 


14505 


Seq. ID 


OJ990427JD4.9922 


.CI 



15226 




Gene No. 


30955 




Strand 








171 




End 


678 




Name 


OJ990427 04 9922 CI 


ol . ts 


Mp t" hod 


TBLASTX * Sovbean 




Start 


174 _ 




End 


515 




GI 


none 




Score 


91 




pyonc 


174 515 189 509 


256 513 








Seq. No. 


14505 




Seq. ID 


OJ990427_04.9922 


.CI 


Gene No. 


30955 




Strand 






o u a J. l. 


171 




End 


678 




Name 


OJ990427 04 9922 CI 


ol . tc 


Mp1~ hod 


TBLASTX • Prpq-? 




O Lai L 


177 _ 




End 


513 




O X 


none 




Score 


193 






177 512 214 513 










Seq. No. 


14505 




Seq. ID 


OJ990427_04. 9922 


.CI 


Gene No. 


30955 




Strand 






Start 


171 




End 


678 




Name 


OJ990427 04 9922 CI 


o 1 tm 


Mp1~ hod 

L1CL 


TBLASTX • M^iT'p 

J. JJUriiJ X £\ . L i d -L, v3 




Start 


177 ~~ 




End 


515 




\J X 


none 




Score 


242 




■P 1 von q 


177 SIS 1 78 SI ^ 

X / / * . J X J ^ X / U . . J X J 












14 506 




Seq. ID 


OJ990427 04 9922 


. C4 


, Gene No. 


30956 




Strand* 






!«j Start 


1 




End 


1411 




* Name 


OJ990427 04. 9922. C4. 


ol . np 


Method 


AAT/NAP 




I U Start 


1 




End 


1411 




=• V3X 


5902445 




Score 


1467 






1. .1411 












(AB030283) GAG-POL precursor 


[Oryza sativa] 




lu Seq. No. 


14506 




Seq. ID 


OJ990427_04 . 9922 


.C4 


35 Gene No. 


30956 




Strand 






ill! Start 


1 




End 


1411 




i Name 


OJ990427 04. 9922. C4. 


o3 . tw 


Method 


TBLASTX: Wheat 




; ." start 


3 




End 


378 




GI 


none 




Score 


52 




= =•" JTyAnq 
u AUilO 


3. .143, 22. .114, 150 


..272, 151. .378, 


153. .377 




□ Seq. No. 


14506 




Seq. ID 


OJ990427JD4.9922 


.C4 


Gene No. 


30956 




Strand 






Start 


1 




End 


1411 




Name 


OJ990427 04. 9922. C4. 


ol . gs 


Method 


GENSCAN 




Start 


324 




End 


1274 




GI 


none 




Score 


.73 






324. .474, 673. .1274 










Seq. No. 


14506 




Seq. ID 


OJ990427_04.9922 


.C4 


Gene No. 


30956 




Strand 






Start 


1 




End 


1411 




Name 


OJ990427 04. 9922. C4. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


468 




End 


893 




GI 


none 




Score 


295 




Exons 


468. .893 










Seq. No. 


14506 




Seq. ID 


OJ990427_04 . 9922 


.C4 



15227 






Gene No. 


30956 




Strand 








C f a r f 
»_) L- a X L. 


1 




End 


1411 






Naiue 


OJ990427 04 . 9922.C4.o2. 


tw 


Mot" V") 


TRT.A°.TY • Whp^f 

J. DLinO 1 /v . rvi iCa L 






Cf a r f 
O Lai L 


528 




FnH 


Q4 7 








none 




OLUi c 


1 QS 
1 j j 








528. .947, 565. .837, 791. .907 










Seq. No. 


14506 




Seq. ID 


OJ990427_04 .9922 


.C4 




Gene No. 


30956 




Strand 








^•h ^ rt- 

OLal L 


1 






1411 

14 11 






Name 


OJ990427 04 . 9922iC4.o2. 


tm 


Mof H 

lit; L. 1 1 UU 


1 DiinO 1 /\ . L JCl X Z. 






Cj- -s r f 


621 




FnH 


i no4 






VjX 


none 




S core 


ft S 








621. .1004, 622. .837 












Seq. No. 


14506 




Seq. ID 


OJ990427_04 .9922 


.C4 




Gene No . 


30956 




Strand 








Cf arf 
0 Lai L 


\ 




End 


1411 






Name 


OJ990427 04.9922.C4.ol. 


tm 


Mpf hoH 


TRT.A9TY • M = i 70 

J. O -U/T.O 1 /\ . L i a. 1 Z, tl 






Cf a r +- 
ijlal I 


1032 




FnH 


x 0 0 0 






OX 


none 




S co re 


1 

X O J 








1032. .1334, 1032. .1388, 


1033 


1^4 7 






Q 


Seq. No. 


14506 




Seq. ID 


OJ990427_04 .9922 


C4 




Gene No. 


30956 




Strand 






'a:! 


Cf a r h 
0 Lai u 


1 




FnH 


1411 

X *i X X 






Name 


OJ990427 04.9922.C4.ol. 


tw 


Mof hnH 


TRT A9TY • Whoaf 






Cf -j r f 


1062 




FnH 

EjI 1H 


1 4 1 D 
It J.U 






\J X 


none 




Score 


^D4 








1062.. 1409, 1063.. 1410 










I s U 


Seq. No. 


14507 




Seq. ID 


OJ990427_04 .9922 


C5 


i t : 
: *r 


Gene No. 


30957 




Strand 








Cf a r f 
J Lai L 


237 




FnH 






3; 
x -tst 


Name 


OJ990427 04.9922.C5.ol. 


gs 


Mof Vi nH 






"'"A 


Cf a r f 


237 




FnH 


t JO 






\J X 


none 




Cpato 
OLUlc 


64 




i "J 
'ssf 


F v n c 


237. .298 










t 5 St 

i.-i 
*s sr 


O C CJ * IN U . 


14508 




Corr T Pi 


OTQQD497 D4 QQ99 


L^ D 




fZpno Mo 

uCllC LvU • 


30958 ' 




Strand 








Start 


1 




End 


268 






Name 


OJ990427 04.9922.C6.ol. 


gp 


Method 


AAT/GAP 






O L a. J. L- 


1 




End 


268 








38732 1.R1084 




Score 


449 








1. .268 












wX ucoLl 1JJ 1 


' 6094554/gb| AAF034 96. 1 | 


AC010676 6 2.0e 


-69 (AC010676) putative 






protein kinase [Arabidopsis 


thaliana] 1 










14508 




Seq. ID 


OJ990427_04.9922. 


C6 




Gene No. 


30959 




Strand 








Start 


1 




End 


1035 






Name 


OJ990427 04.9922.C6.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1035 






GI 


6094554 




Score 


282 






Exons 


1..265, 977. .1035 











GI Descrip. (AC010676) putative protein kinase [Arabidopsis thaliana] 



15228 



gi|6714459|gb|AAF26145.1|AC008261_2 (AC008261) putative protein 
kinase [Arabidopsis thaliana] 



n 

i :! 



,3 = 1 

U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14508 
30959 
1 • 

OJ990427_04 . 9922 . C6 . ol . tm 
1 

none 



Seq. ID OJ990427_04.9922.C6 
Strand 

End 1035 

Method - TBLASTX : Mai ze 

End 269 

Score 96 



1..99, 3. .98, 9. .233, 68. .232, 200. .262, 228. .263, 231. .269 



14508 
30959 
1 

OJ990427_04 . 9922 . C6 . ol . ts 
1 

none 

1..105, 1..105, 3. .98, 6. .98, 68. .232, 68. .166, 69. .233, 
69. .167, 230. .256, 231. .269 



Seq. ID OJ990427_04.9922.C6 
Strand 

End 1035 

Method TBLASTX : Soybean 

End 269 

Score 72 



14508 
30959 
1 

OJ990427_04 . 9922 . C'6 . ol . tc 
21 

none 



21. .98, 22. .99, 89. .232, 93. .233, 231 



Seq. ID OJ990427_04.9922.C6 
Strand 

End 1035 

Method TBLASTX: Cress 

End 269 

Score 60 
269 



14508 
30959 
1 

OJ990427_04. 9922.C6.ol.tw 

101 

none 



Seq. ID OJ990427_04.9922.C6 
Strand 

End 1035 

Method TBLASTX : Wheat 

End 274 

Score 116 



101. .232, 132. .230, 134. .232, 230. .274, 231. .269 



14509 
'30960 
72 

OJ990427_04 . 9922 . C7 . ol . gs 
72 

none 
72. .140 



Seq. ID OJ990427JD4 .9922.C7 

Strand + 

End 140 

Method GENSCAN 

End 140 

Score .48 



Seq. No. 14510 

Gene No. 30961 

Start 416 

Name OJ9904 27_04 . 9922 . C9 . ol . tw 

Start 409 

GI none 

Exons 409. .474, 419. .469, 471. .638, 

Seq. No. 14510 

Gene No. 30961 

Start 416 

Name OJ990427_04 . 9922 . C9 . ol . np 

Start 416 



Seq. ID OJ990427JD4 . 9922. C9 
Strand 

858 

TBLASTX: Wheat 
638 
60 



End 

Method 
End 
Score 
473. . 637 



Seq. ID OJ990427JD4 .9922.C9 

Strand 

End 858 

Method AAT/NAP 

End 858 



15229 




CT 


JU jO?tu 


Score 


324 




F V T"l C 


416 ft Rft 

1 ID . . O JO 








PT HocrTi n 

Ul O t-I- X£J • 




-CoA synthase [Arabidopsis 


f h ^ 1 "i ana 


Seq. No. 


14510 


Seq. ID 


OJ990427_04.9922 


.C9 


Gene No. 


30961 


Strand 


- 




Ol»CiX L 


4 1 fi 


End 


858 




Name 


O.TQQ0497 04 QQ99 PQ ol 1- 


Method 


TBLASTX: Soybean 




Cf -j -r f- 
OLdl L 


4 1 Q _ 


End 


760 




bi 


none 


Score 


ft Q 

0 7? 






41Q 7 fin 4^4 7S4 SOI 7S8 

*j 1 5 . • / \J\J f *i J *i • • / J *i / Jul i . /JO 








Seq. No. 


14510 


Seq. ID 


OJ990427JD4.9922 


.C9 


Gene No. 


30961 


Strand 


- 




oLalL 


4 1 fi 


End 


858 




Name 


D.TQQ0497 04 QQ99 rQ ol fr 


Method 


TBLASTX: Cress 




Of 3 y- 

o Lax L 


4 99 ~~ 

*i it £. 


End 


758 




PT 


none 


Score 


T O C 
1 O J 




Exons 


499 7S7 4SQ 7 SP. 








Seq. No. 


14510 


Seq. ID 


OJ990427_04.9922 


.C9 


Gene No. 


30961 


Strand 


- 






4 1 


End 


858 




Name 


P.TQQ0497 04 QQ99 PQ ol i-m 
UJ?jU4l / U4.:7_7ZZ.L^-7.(Jx.LUl 


Method 


TBLASTX: Maize 




Of 3 yf 


4 9 9 


End 


760 




ol 


none 


Score 


234 




C 1 V T^l O 

EjXOuS 


499 760 49^ 7n.fi 
fj Z Z . . / DU/ ft ^ J . • / JO 










1 4 R 1 1 

JL ft J X X 


Seq. ID 


OJ990427JD4 . 9922 


P1 1 

. L, X ± 


otrllc IN J . 


J VJ Z? \J 


Strand 


+ 




Start 


1 


End 


469 




Name 


OJ990427_04 . 9922 . Cll . ol . gp 


Method 


AAT/GAP 




Of- -a -r 4- 
OLalL 


1 

X 


End 


469 






60970 1 R1 Oft 4 

OUt / v X • I\X \J O *i 


Score 


870 




HAUilo 


1 4 M 

X • • *i O .7 








OX UcoLI -Li-* * 


! ^^4ft077 1 0*=>-^ fAF07ft0ft0l 


isochorismate synthase [Arabidopsis 




i"ha 1 i ^ris 1 ' 

Ullu J..LQUG J 








Seq. No. 


14511 


Seq. ID 


OJ990427_04.9922 


.Cll 


Gene No. 


30962 


Strand 


+ 




o Lax 1_ 


1 

-L 


End 


469 




Name 


HTQQ0497 04 QQ99 PI 1 ol rtcz 


Method 


GENSCAN 






4 6 ~~ 


End 


233 




oX 




Score 


1 




Exons 


4 6 9 ^ ^ 








Seq. No. 


14511 


Seq. ID 


OJ990427_04 .9922 


.Cll 


Gene No. 


30963 


Strand 


+ 




OLdlL 


6fift 9 


End 


7081 




Name 


O.TQQ0497 04 QQ99 PI 1 o4 rrr> 


Method 


AAT/GAP 




Of vf 

o tar u 


000 


End 


7081 




GI 


3106969 


Score 


372 




Exons 


6882. .7081 








Seq. No. 


14511 


Seq. ID 


OJ990427_04 . 9922 


.Cll 


Gene No. 


30964 


Strand 






Start 


1249 


End 


7138 





15230 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990427 04 .9922.Cll.o2.tm 



Method TBLASTX : Maize 



987 End 4796 

none Score 60 

987. .1073, 1176. .1196, 1325. .1387, 1449. .1511, 1468. .1512, 
4344. .4436, 4355. .4435, 4356.-4445, 4357. .4437, 4518. .4610, 
4519. .4611, 4520. .4612, 4736. .4795, 4737. .4796, 4738.-4794 



14511 
30964 ■ 
1249 

OJ990427_04 .9922 .Cll.o2.gs 

1249 

none 

1249. .1364, 1842. .1980, 2280, 
4737. .4834, 4971. .5055, 5214, 
6538. .6654, 6754. .6871 

14511 
30964 
1249 

OJ990427_04 . 9922 . Cll . ol . tc 

1467 

none 

1467. .1511, 1468. .1512, 4518, 
4738.-4836, 4975.. 5058, 5214, 
56S6..5763, 5972.. 6046, 5973. 
6310.. 6465, 6535.. 6618, 6548. 
6752. .6874 



Seq. ID OJ990427_04. 9922. Cll 
Strand 

End 7138 
Method . GENSCAN 
End 6871 
Score .74 

.2313, 3051. .3405, 4568. .4610, 
.5324, 6103. .6177, 6313. .6459, 



Seq. ID OJ990427_04. 9922. Cll 
Strand 

End 7138 
Method TBLASTX : Cress 
End 6874 
Score 61 

.4610, 4519. .4593, 4737. .4853, 
.5330, 5227.. 5322, 5469.. 5534, 
.6044, 6103.. 6180, 6113.. 6178, 
.6628, 6742.. 6849, 6751.. 6873, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14511 
30964 
1249 

OJ990427_04 . 9922 . Cll .ol . tm 
1672 



Seq. ID OJ990427_04 .9922. Cll 
Strand 

7138 

TBLASTX: Maize 
5730 
42 



End 

Method 
End 

none Score 
1672. .1746, 1864. .1887, 1885. .1911, 4797. .4835, 4798 
4971.. 5033, 4973.. 5056, 4975.. 5058, 4976.. 5056, 5214 
5216. .5326, 5227. .5334, 5455. .5529, 5458. .5526, 5466 
5645.-5728, 5646. .5729, 5656. .5730 



.4851, 
,5330, 
,5534, 



14511 Seq. ID 

30964 Strand 

1249 End 
OJ990427_04 . 9922 . Cll . ol . np Method 

4383 End 

3348077 Score 

4383. .4432, 4518. .4610, 4737. .4834, 4971 

5462. .5523, 5645. .5763, 5972. .6040, 6103 

6538*. .6654, 6754.. 6871, 7044.. 7138 



OJ990427 04. 9922. Cll 



7138 
AAT/NAP 
7138 
774 

5055, 5214.. 5320, 
6177, 6313. .6459, 



GI Descrip. (AF078080) isochorismate synthase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



14511 
30964 
1249 

OJ990427 

4627 

2427264 



04 . 9922. Cll. o3.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_04. 9922. Cll 

7138 
AAT/GAP 
5379 
824 



15231 



Exons 4627.. 4834, 4971.. 5055, 5214.. 5379 

GI Descrip. 3348077 1.0e-33 (AF078080) isochorismate synthase [Arabidopsis 
thaliana] 



Seq. No. 14512 

Gene No. 30965 

Start 138 

Name OJ9904 27_04 . 9922 . C12 . ol . gp 

Start 138 

GI 3106969 

Exons 138 . . 337 



Seq. ID OJ990427_04.9922.C12 

Strand + 

End 337 

Method AAT/GAP 

End 337 

Score 372 



Seq. No. 14512 Seq. ID 

Gene No. 30966 Strand 

Start 1 End 

Name OJ990427_04 . 9922 . C12 . ol . np Method 

Start 1 End 

GI 4127688 Score 

Exons 1..127, 1415.. 1448 

GI Descrip. (AJ006065) isochorismate synthase [Catharanthus roseus] 



OJ990427_04.9922.C12 

1448 
AAT/NAP 
1448 
146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14512 
30966 
1 

OJ990427 
10 

none 
10. . 127 



04.9922.C12.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_04.9922.C12 

1448 
GEN SCAN 
127 
.43 



Seq. No. 14513 Seq. ID 

Gene No. 30967 Strand 

Start 194 End 

Name OJ990427_04 . 9922 . C13 . ol . gs Method 

Start 194 End 

GI none Score 

Exons 194.. 314 



OJ990427_04. 9922.C13 
+ 

314 

GENSCAN 

314 

.57 



Seq. No. 14513 Seq. ID 

Gene No. 30968 Strand 

Start 652 End 

Name OJ990427_04 . 9922 . C13 . o2 . gs Method 

Start 652 End 

GI none Score 

Exons 652. . 669, .1474 .. 1747, 2392. .2600, 2688, 
4195. .4262, 4390. .4435 



OJ990427_04 .-9922. C13 

4580 
GENSCAN 
4435 
.77 

.2774, 3148.. 3258, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14513 
30968 
652 

OJ990427 
1434 
none 
1434 
1699 
2686 
4392 



04 .9922.C13.ol.ts 



1595, 
1746, 
2742, 
4430 



1436. .1690, 
2386. .2598, 
3145. .3258, 



1438, 
2388. 
4195, 



Seq. ID OJ990427_04.9922.C13 
Strand 

End 4580 

Method TBLASTX : Soybean 

End 4430 

Score 78 

.1722, 1448. .1690, 1670. .1747, 
.2603, 2391. .2597, 2685. .2768, 
.4269, 4212. .4262, 4391. .4429, 



15232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14513 
30968 
652 

OJ990427 
1440 
none 
1440 
2389 
2688 



04 .9922.C13.ol.tm 



.1586, 1442.. 1690, 1442, 
.2598, 2390.. 2599, 2391. 
.2744, 3145. .3291, 3149. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 1690, 



OJ990427 04.9922.C13 



4580 

TBLASTX: Maize 
4450 
342 

1444. .1758, 1701. 



.2597, 2685. 
,3259, 4193. 



.2774, 2686. 
.4261, 4194. 



.1748, 
.2742, 
.4262, 



4195. .4263, 4384. .4410, 4387. .4425, 4391. .4450, 4391. .4441 



Seq. No. 14513 

Gene No. 30968 

Start 652 

Name OJ990427_04 . 9922 . C13 . ol . tc 

Start 1442 

GI none 
Exons 



Seq. ID OJ990427_04 .9922.C13 
Strand 
End 

Method 
End 
Score 



4580 

TBLASTX: Cress 

4430 

243 



1442. .1690, 1444. .1713, 1444. .1767, 1703. .1747, 2386.-2598, 
2388. .2603, 2391. .2597, 2688. .2774, 2689. .2742, 3145. .3291, 
4195. .4269, 4212. .4265, 4383. .4430, 4391. .4429 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427 04.9922.C13 



4580 
AAT/NAP 
4435 
1003 



Seq. No. 14513 
Gene No. 30968 
Start 652 

Name. OJ990427JD4 . 9922 . C13 . ol . np 

Start 1447 
GI • 1172553 
Exons 1447.. 1747, 

4390. .4435 

GI Descrip. OUTER MITOCHONDRIAL MEMBRANE PROTEIN PORIN (VOLTAGE- DEPENDENT 

ANION-SELECTIVE CHANNEL PROTEIN) (VDAC) gi | 456672 | emb | CAA54788 | 
(X77733) voltage dependent anion channel (VDAC) [Triticum 
aestivum] 



2392..260G*, 2688. .2774, 3148. .3258, 4195. .4262, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14513 Seq. ID 

30968 Strand 

652 End 

OJ990427_04 . 9922 . C13 . ol . gp Method 

1542 End 

15680 2.R1084 Score 



OJ990427_04.9922.C13 

4580 
AAT/GAP 
4580 
1632 



1542. .1747, 2392. .2600, 2688. .2774, 3148. .3258, 4195. .4262, 
4390. .4580 



GI Descrip. ' 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



14514 
30969 
3855 

OJ990427_04 . 9922 . C14 . ol . gp 

3855 

none 

3855. .4589 



Seq. ID OJ990427_04.9922.C14 

Strand + 

End 4870 

Method AAT/GAP 

End 4589 

Score 1278 



Seq. No. 
Gene No. 
Start 
Name 



14514 
30969 
3855 

OJ990427 



04.9922.C14.ol.gs 



Seq. ID OJ990427_04.9922.C14 

Strand + 

End 4870 

Method GENSCAN 



15233 



Start 
GI 

Exons 



4070 
none 

4070. .4182, 4714. .4870 



End 
Score 



4870 
.8 



Seq. No. 14514 Seq. ID 

Gene No. 30969 Strand 

Start 3855 End 

Name OJ990427_04 : 9922 . C14 . o2 . gp Method 

Start 4504 End 

GI none Score 

Exons 4504 . .4844 



OJ990427_04 . 9922 . C14 
+ 

4870 
AAT/GAP 
4844 
630 



Seq. No. 14514 Seq. ID 

Gene No. 30970 Strand 

Start 5369 End 

Name OJ990427_04 . 9922 . C14 . o3 . gp Method 

Start 5369 End 

GI none Score 

Exons 5369. .5586 



OJ990427_04.9922.C14 
+ 

5586 
AAT/GAP 
5586 
296 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14514 
30971 
5641 

OJ990427_04 . 9922 . C14 . o2 . gs 
5641 
none 
5641. . 
8192. . 
12766. 
14862, 



5998, 6219. 
8322, 8385. 



.6319, 6395. 
.8488, 8987, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 04.9922.C14 



15114 
GENSCAN 
15114 
. 67 

6486, 6702.. 6822, 7035.. 7196, 
9117, 11235. .11596, 11636 .. 11731 , 



,12889, 12977, 
,15114 



,13113, 13305. . 13440, 1354 9 .. 1388 6, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14514 
30971 
5641 

OJ990427__04 . 9922 . C14 . ol . np 

5647 

3928150 



Seq. ID OJ990427_04. 9922.C14 



Strand 
End 

Method 

End 

Score 



15114 
AAT/NAP 
7223 
1124 



5647. .6005, 6223. .6319, 6395. .6486, 6702. .6822, 7035. .7223 
(AJ131049) hypothetical protein [Cicer arietinum] 



14514 
30971 
5641 

OJ990427_04 . 9922 . C14 . ol . ts 
5647 
none 

5647.. 6009, 5657.. 5935, 6221. 
6394.. 6468, 6394.. 6474, 6395. 
6682.. 6825, 6702 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 04.9922.C14 



15114 

TBLASTX : Soybean 
7226 
346 

6322, 6224.. 6319, 6225.. 6386, 
6487, 6453. .6494, 6676. .6822, 
6833, 7033. .7224, 7035. .7223, 7053. .7226 



14514 
30971 
5641 

OJ990427J34 . 9922 . C14 . o2 . tc 

5656 

none 



Seq. ID OJ990427_04 . 9922.C14 



Strand 
End 

Method 

End 

Score 



15114 

TBLASTX: Cress 

6304 

280 



5656. .6009, 5669.-5935, 6245. .6304, 6251. .6301 



15234 




Seq. No. 


14514 








Seq. ID 


OJ990427_04.9922.C14 




?nQ7 1 








Strand 






^£4 1 








End 


15114 


Name 


Pj.TQQ0497 04 


QQ99 
• y _7Z z . 


Pi 4 n? 


> Lill 


Method 


TBLASTX: Maize 


bLaiL 










End 


5996 


p t 


none 








Score 


71 


Exons . 


cccq S7 1 9 


JOJl?. 


, . D y .74 / 


S££0 


.5935, 5663.. 5995, 5979.. 5996 


Seq. No. 


14514 








Seq. ID 


OJ990427_04.9922.C14 


bene ino . 


^0Q7 1 

Jul? / J. 








Strand 




oUaiTu 


^£41 
J D 4 X 








End 


15114 


Name 


VJU yy\JH Z / U4 


QQ99 


PI 4 r> S 




Method 


TBLASTX: Wheat 


o tar L 


D f f U 








End 


5935 


p t 


none 








Score 


65 


Exons 


0/ / U . . JOZU, 


S7 7 1 
D / f X . 


9 1 

. . J 0 Z X / 


^771 
J / / X . 


.5830, 5812. .5934, 5822.-5935 


beq . ino . 


X 4 0 X 4 








Seq. ID 


OJ990427_04. 9922.C14 


Gene No. 


30971 








Strand 




Start 


5641 








End 


15114 


Name 


Pi.TQQ0497 04 
\JU:7_7U4Z / U4 


. y _7Z Z . 


PI 4 
. O X 4 . OJ . 


> LIU 


Method 


TBLASTX: Maize 












End 


7233 


p t 


none 








Score 


132 


Exons 


roo-i £*399 


£9 94 
OZ Z 4 < 




£99 ^ 
OZZ J . 


.6341, 6380.. 6487, 6394.. 6471, 




04 4 / . . 0 4 :? 4 , 


££7 £ 
DO 7D. 


£ft 99 
, . DO ZZ , 


£7 0> 
O / Uz . 


.6824, 6703.. 6825, 7033.. 7233, 




tatc; 79*59 
/UjO . . 












Seq. No. 


14514 








Seq. ID 


OJ990427_04.9922.C14 


Gene No. 


■■ 30971 








Strand 




Cf a y~+- 


S £4 1 








End 


15114 


Name 


PiTQQ0497 04 
J yyUH £ t U 4 


QQ9 9 
. .7 I?Z z . 


PI 4 n"3 




Method 


TBLASTX: Wheat 




DZZ1 








End 


6493 


PT 


none 








Score 


152 


Exons 


OZ Z X . . DJD1/ 


£994 

OZ Z 4 . 


£^1 Q 

, • O J X -7 , 


coot; 

OZ Z J . 


.6386, 6228.. 6320, 6380.. 6487, 




£4fi£ 


DJ1?J , 


£4 Q"^ 
. . O 4 y J 








Seq. No. 


14514 








Seq. ID 


OJ990427_04.9922.C14 


Gene No. 


30971 








Strand 




c -I- -a y-4- 


^£41 

J O 4 X 








End 


15114 


Name 


n.TQQ0497 04 


QQ99 

• _7 -7 Z Z < 


PI 4 r>S 




Method 


TBLASTX: Cress 




D J" J 








End 


7230 


PT 


none 








Score 


79 


Exons 


cqqc; £487 
Djjj . . 04 o / / 


££7 £ 
o o / o . 


£R99 

. . O 0 Z Z , 


£709 
o / uz . 


.6824, 6703. .6828, 7033. .7230, 




7 0 7 99"* 












Seq. No. 


14514 








Seq. ID 


OJ990427_04.9922.C14 


Gene No. 


30971 








Strand 






^£41 
J O 4 X 








End 


15114 


Name 


Pj TQQ04 97 04 
\J0 3? 13 U fi Z / U 4 


Q Q9 9 
. :? i?Z Z . 


PI 4 r^9 
. b X 4 , OZ , 


. T_ W 


Method 


TBLASTX: Wheat 


otart 


Doy o 








End 


7264 


GI 


none 








Score 


98 


Exons 


6698. . 6823, 


6703. 


. .6822, 


6705. 


.6824, 7033.. 7233, 7034.. 7264, 




7035. .7232 












Seq. No. 


14514 








Seq. ID 


OJ990427_04.9922.C14 


Gene No. 


30971 








Strand 




Start 


5641 








End 


15114 



15235 




Name 




. o 4 . t w 




1 Oiinu 1 A • rVllCa L. 




jLdl L 


Q1 7 _ 






-7 0\J O 






none 




Score 








Q1 7fi QSOR 










OcCJ . INO . 


J. *1 D X fi 




Seq. ID 


OJ990427_04.9922. 


PI 4 


UC11C IN^J • 


_} \y _7 / -L 




Strand 






Start 


5641 




End 


15114 




Name 


OJ990427 04.9922.C14 


.o4 .gp 


Method 


AAT/GAP 






10982 




End 


13011 






38732 1.R1084 




Score 


1724 




Exons 


10982. .11731, 12766. 


.12889, 


12977.. 13011 




L;i uescrip. 


1 6094554/gb|AAF03496 


.1|AC010676_6 2.0e 


-69 (AC010676) putative 




protein kinase [Arabidopsis 


thaliana] 1 






OcCJ. LNO . 


14514 




Seq. ID 


OJ990427_04.9922. 


PI A 


bene lno . 


30971 




Strand 






OlaLL 


5641 




End 


15114 




Name 


OJ990427 04.9922.C14 


. ol . tm 


Method 


TBLASTX: Maize 






10993 




End 


13716 




PT 


none 




Score 


42 




Exons 


10993. . 11046, 11125. 


.11202, 


11226. .11303, 11227. .11304, 






11299. .11334, 11342. 


.11728, 


11343. . 11669, 1134 3. . 11735, 






11344. .11724, 11345. 


.11728, 


12761. . 12889, • 127 63. . 128 91, 






12764. .12904, 12765. 


.12908, 


.12975. .13112, 12977. .13111, 






12986. .13114, 13300. 


.13434, 


13304.. .134 41, 13305. .134 42, 






13306. .13440, 13533. 


.13715, 


13548. . 13715, 1354 9 .. 137 1 6, 






13549. .13716 










Con KI r~\ 

oeq . wo . 


14514 




Seq. ID 


OJ990427_04.9922. 


C14 


ocllc 1NU > 


30971 




Strand 








5641 




End 


15114 




Name 


OJ990427 04.9922.C14 


.o2 .np 


Method 


AAT/NAP 




Start 


11217 




End 


15093 




GI 


6094554 




Score 


1377 




Exons 


11217. .11731, 12766. 


.12889, 


12977. .13113, 13305. .134 40, 






13549. .13847, 14829. 


.15093 








bl UcbOIip • 


(AC010676) putative 


protein 


kinase [Arabidopsis thaliana] 




gi|6714459|gb|AAF26145.1|AC008261 2 (AC008261) putative 


prote 




kinase [Arabidopsis' 


thaliana] 






Can Wri 


14514 




Seq. ID 


OJ990427JD4.9922. 


C14 


Gene No. 


30971 




Strand 






Start 


5641 




End 


15114 




Name 


OJ990427 04.9922.C14 


. o3 . ts 


Method 


TBLASTX : Soybean 




O Lex I. L 


11281 




End 


11735 




PT 


none 




Score 


40 




Exons 


11281. .11334, 11346. 


.11633, 


11364. .11735, 11379. .11657, 






11380. .11724, 11467. 


.11634 










14514 




Seq. ID 


OJ990427_04. 9922. 


C14 


Gene No. 


30971 




Strand 






Start 


5641 




End 


15114 




Name 


OJ990427 04.9922.C14 


,o3.tc 


Method 


TBLASTX: Cress 




Start 


11350 




End 


11717 




GI 


none 




Score 


169 




Exons 


11350. . 11670, 11385. 


.11717 









15236 



Seq. No. 14514 
Gene No. 30971 
Start 5641 

Name OJ990427_04 . 9922 . C14 . ol . tw 

Start 11568 
GI none 
Exons 11568. 

12765. 

13040. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



11735, 11600. .11740, 12761 .. 12889, 12764 
12905, 12975. .13028, 12977 .. 13033, 13040 
13108 



OJ990427_04.9922.C14 
15114 

TBLASTX: Wheat 

13108 

130 

12904, 
13096, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14514 
30971 
5641 

OJ9904 27_04 . 9922 . C14 . o4 . tc 

12761 

none 

12761. .12889, 12764 .. 12904 , 
12981. .13025, 13019. .13111, 

14514 
30971 
5641 

OJ990427_04 .9922.C14 .o2.ts 

12764 

none 

12764. .12904, 127 65. .12905, 
12§89. .13129, 13304 . .13441, 
13549. .13767, 13589.. 13765 

14514 
30971 
5641 

OJ990427_04 . 9922 . C14 . ol . tc 

13309 

none 

13309. . 13437, 13309 .. 13440, 
13554. .13709, 13589 .. 13759 

14515 
30972 
127 

OJ990427_04 . 9922 . C15 . ol . gs 

127 

none 

127. .217, 405. .576 

14515 
30973 
1863 

OJ990427_04 .9922 .C15.o2.gs 

1863 

none 

1863.. 2068, 3678.. 3856, 
4701. .4829, 5188. .5280, 
6743.. 6901, 6995.. 7119, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



12765. .12890, 12980 
13037. .13108 



OJ990427_04.9922.C14 
15114 

TBLASTX: Cress 

13111 

121 

13036, 



Seq. ID 
Strand 
End 

Method- 
End 
Score 



OJ990427 04.9922.C14 



15114 

TBLASTX : Soybean 
13767 
170 

12975. .13112, 12977. .13111, 
13306. .13440, 1354 8 13736, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_04.9922.C14 
15114 

TBLASTX: Cress 

13770 

100 



13313. .13441, 13549. .13770, 



Seq. ID OJ990427_04.9922.C15 

Strand + 

End 57 6 

Method GENSCAN 

End 57 6 

Score .97 



3923. 
5376. 
7377. 



8392. .8527, 8579. .8776, 8905. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4221, 
. 6028, 
.7544, 
.8943 



OJ990427_04.9922.C15 

8943 
GENSCAN 
8943 
.6 

4296. .4384, 4522. .4609, 
6106. .6189, 6445. .6637, 
7906. .7972, 8151. .8275, 



15237 




Seq. No. 


14515 






Seq. ID 


OJ990427_04.9922.C15 


Gene No. 


30973 






Strand 




Start 


1863 






End 


8943 


Name 


OJ990427 04 


.9922.C15.ol. 


np 


Method 


AAT/NAP 


Start 


3925 






End 


6670 


GI 


4741193 






Score 


1024 


Exons 


3925. .4221, 


4296. .4384, 


4504. 


.4609, 4701. .4829, 4992. .5101, 




5169. . 5280, 


5661. .6028, 


6638. 


.6670 




GI Descrip. 


(AL049746) 


ABC transporter-like protein [Arabidopsis thaliana] 


Seq. No. 


14515 






Seq. ID 


OJ990427_04.9922.C15 


Gene No. 


30973 






Strand 




Start 


1863 






End 


8943 


Name 


OJ990427_04 


.9922.C15.o2. 


np 


Method 


AAT/NAP 


Start 


3925 






End 


8743 


GI 


4741195 






Score 


2265 


Exons 


3925. .4221, 


4296. .4384, 


4504. 


.4609, 4701. .4829, 4992. .5076, 




5171; .5280, 


5376. .5576, 


5661. 


.6028, 6106. .6189, 6269. .6394, 




6475. . 6637, 


6743. .6901, 


6995. 


.7119, 7377. .7496, 7906. .8050, 




8310. .8743 










GI Descrip. 


(AL049746) 


ABC transporter-like protein [Arabidopsis thaliana] 


Seq. No. 


14515 






Seq. ID 


OJ9904 27_04 .9922.C15 


Gene No. 


30973 






Strand 




Start 


1863 






End 


8943 


Name 


OJ990427 04 


.9922.C15.ol. 


gp 


Method 


AAT/GAP 


Start 


6108 






End 


6803 


GI 


58331 1.R1084 




Score 


682 


Exons 


6108. .6189, 


6269. .6323, 


6445. 


.6637, 6743.. 6803 


GI Descrip. 


' 4741194/emb|CAB418 60. 1 | 


2.0e 


-36 (AL04974 6) ABC transporter-li 




protein [Arabidopsis thaliana] 1 




Seq. No. 


14515 






Seq. ID 


OJ990427_04.9922.C15 


Gene No. 


30974 






Strand 




Start 


10725 






End 


15288 


Name 


OJ990427 04 


.9922.C15.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3682 






End 


4624 


GI 


none 






Score 


181 


Exons 


3682. .3840, 


3683. .3841, 


3693. 


.3854, 3932. .4228, 3943. .4257, 




3943. .4224, 


4293. .4331, 


4294. 


.4338, 4344. .4397, 4505. .4624 


Seq. No. 


14515 






Seq. ID 


OJ990427_04.9922.C15 


Gene No. 


30974 






Strand 




Start 


10725 






End 


15288 


Name 


OJ990427 04 


.9922.C15.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3689 






End 


4104 


GI 


none 






Score 


141 


Exons 


3689. .3841, 


3691. .3840, 


3938. 


.4102, 3940. .4104 


Seq. No. 


14515 






Seq. ID 


OJ990427_04.9922.C15 


Gene No. 


30974 






Strand 




Start 


10725 






End 


15288 


Name 


OJ990427 04 


. 9922.C15.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4502 






End 


5202 


GI 


none 






Score 


120 


Exons 


4502. .4609, 


4503. .4610, 


4508. 


.4615, 4692. .4829, 4694. .4792, 



15238 






4696 4810 


4701 


4832, 


4992 . 


.5075, 5008.. 5076, 5164.. 5202, 




5171 5200 














14515 








Seq. ID 


OJ990427_04 . 9922 .C15 


Gene No. 


30974 








Strand 




Start 


10725 








End 


15288 


IN CHUG 


OJ990427 04 


. 9922 


. C15 . o3 


. tm 


Method 


TBLASTX: Maize 


91-^ rt 

OLOI t 


4 692 ~ 








End 


5271 


O J. 


none 








Score 


164 


P ynn q 

D Avl 1 0 


4692 4829 


4 693 


4830, 


4706. 


.4834, 4975.. 5076, 4991.. 5083, 




4992 5078. 


5164 


5271, 


5170 . 


.5271 




Seq. No. 


14515 








Seq. ID 


OJ990427_04.9922.C15 


Gene No. 


30974 








Strand 




Cf art 


10725 








End 


15288 


IN (UlllC 


O.T990427 04 


. 9922 


. C15 . o2 


. tc 


Method 


TBLASTX: Cress 


u Lai L 


5158 _ 








End 


5576 




none 








Score 


80 


F 1 von ^ 


5158 5262 


5373 


5576, 


5392 . 


.5514 




Cp/-r Mo 


14 515 

x *i .J x -J 








Seq. ID 


OJ990427_04. 9922.C15 


Cono Mo 


10Q74 








Strand 




Start 


10725 








End 


15288 


Name 


OJ990427 04 


.9922 


.C15.ol 


. tm 


Method 


TBLASTX: Maize 


J Lai L 


5475 








End 


6201 




none 








Score 


113 


F vnn c 
CjAUI lo 


^475 5576 


547 5 


558 5 


54 77. 


.5593, 5661. .5726, 5661. .6026, 




*J L> L> J . . w> O <J _> , 


5668 


6027 

• • U L* / , 


5808 


.6029, 6103. .6198, 6107. .6199, 




6108 6200. 


6109 


6201 








Seq. No. 


14515 








Seq. ' ID 


OJ990427_04.9922.C15 


Gene No. 


30974 








Strand 




iJlui L 


10725 








End 


15288 


Name 


OJ990427 04 


. 9922 


. C15 . ol 


. tw 


Method 


TBLASTX: Wheat 


O LCll L 


5660 ~ 








End 


6038 


O J. 


none 








Score 


62 


P von <? 


5660 5752 


5662 


5751, 


5767 . 


.6027, 5781. .6038 


Seq. No. 


14515 








Seq. ID 


OJ990427_04.9922.C15 


Gene No. 


30974 








Strand 




Start 


10725 








End 


15288 


Name 


OJ990427 04 


. 9922 


C15 o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


5799 ~ 








End 


6032 




none 








Score 


100 


Ry on s 


5799 ' 6032 . 


5800 


. . 6018 








Seq. No. 


14515 








Seq. ID 


OJ990427_04. 9922.C15 


Gene No. 


30974 








Strand 




O Lai L 


10725 








End 


15288 


IN Clil It: 


O.T990427 04 

\J \J Zf Z? L* *1 1 L>*4 


. 9922 


. C15 . ol 


. tc 


Method 


TBLASTX: Cress 


Olal L 


6DQ6 ~ 

t> VJ -7 U 








End 


6404 


GI 


none 








Score 


67 


Exons 


6096. .6173, 


6101 


. .6190, 


6267. 


.6404, 6268. .6402 


Seq. No. 


14515 








Seq. ID 


OJ990427_04.9922.C15 


Gene No. 


30974 








Strand 




Start 


10725 








End 


15288 



15239 






Name 


OJ9904P7 04 99?? PIS o4 tm 


Method 


TBLASTX: 


Ma i z e 






Start 


6276 _ 


End 


6601 








GI 


none 


Score 


75 








R von 


6276 6398 6277 6396 6473 


.6601, 6488.. 6577 








Seq. No. 


14515 


Seq. ID 


OJ990427 


f)4 QQ9? 


• \* X -J 




Gene No. 


30974 


Strand 










Start 


10725 


End 


15288 








Name 


OJ990427 04. 9922.C15.o3.gs 


Method 


GENSCAN 








Start 


10725 


End 


15288 








GI 


none 


Score 


.63 








Rvon s 

L-j s\ \y i x o 


10725. .10918, 11921. .11976, 13185 13267, 13727 


13777 








1414 4. .14 270, 15218. .15288 












Sen No 


14516 


Seq. ID 


OJ990427 


04 . 9922 


. C16 




Gene No. 


30975 


Strand 


+ 








Start 


1 


End 


3436 








Name 


OJ990427 04. 9922.C16.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2893 








GI 


5042454 


Score 


228 








Ry on s 

LlA WHO 


1..68, 2135. .2166, 2392. .2567 


, 2840.. 2893 








(IT Dp^rr i n 

\J J- I—/ O J- -I- K->r * 


(AC007789) putative polyprotein [Oryza 


sativa] 






St 
_! 


Seq. No. 


14516 


Seq. ID 


OJ990427 


_04.9922 


.C16 


l \ 


Gene No. 


30975 


Strand 


+ 






s; 


Start 


1 


End 


3436 






■ i 


Name 


OJ990427 04.9922.C16.ol.gs 


Method 


GENSCAN 






j.3 


Start 


2184 


End 


3436 






zf 


GI 


none 


Score 


.54 






; : 


R von ^ 


2184. .2252, 2478. .2567, 2840. 


.3010, 3338. .3436 






:\ 

■ E 


Seq. No. 


14516 


Seq. ID 


OJ990427 


_04.9922 


.C16 


fe? 


Gene No. 


30976 


Strand 










Start 


5302 


End 


5448 






S | 


Name 


OJ990427 04.9922.C16.o2.gs 


Method 


GENSCAN 






-I 


Start 


5302 


End 


5448 






! 


GI 


none 


Score 


.5 






?: 
= t 


Ry on s 


5302. .5448 










s ! 

5? 


k_J V> • KJ ■ 


14517 


Seq. ID 


OJ990427 


04 99?? 


n 7 


"t 

sF 


Gene No . 


30977 


Strand 


+ 








Start 


181 


End 


342 








Name 


OJ990427 04,9922. C17.ol.gp 


Method 


AAT/GAP 








Start 


181 


End 


342 








GI 


1340 1.R1084 


Score 


214 








R von ^ 


181. .342 












(~1 T npQrT"i n 

wX L^Co^i.-L^' . 


f 5670155/gb|AF161269.1 IAF161269 4.0e-86 Oryza sativa subsp. 






japonica BAC clone 34K24, complete sequence' 








Seq. No. 


14517 


Seq. ID 


OJ990427 


_04.9922 


.C17 




Gene No. 


30978 


Strand 










Start 


194 


End 


5620 








Name 


OJ990427 04 .9922.C17.ol.tm 


Method 


TBLASTX :Maize 






Start 


179 


End 


336 








GI 


none 


Score 


198 








Exons 


179. .319, 183. .320, 183. .320, 


193. .336 









15240 




Seq. No. 


14517 




Seq. ID 


OJ990427_04.9922 


.C17 


Gene No. 


30978 




Strand 






Start 


194 




End 


5620 




Name 


OJ990427 04 . 9922.C17 .ol . 


crs 

z) *-' 


Method 


GENSCAN 




Start 


194 




End 


5620 




GI 


none 




Score 


.5 




Exons 


194. .332, 554. .703, 929. 


. 975, 


4151.. 4284, 5500.. 5620 




Seq. No. 


14518 




Seq. ID 


OJ990427_04. 9922 


.C19 


Gene No. 


30979 




Strand 


+ 




Start 


1 




End 


1356 




Name 


OJ990427 04.9922.C19.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1123 




GI 


4091810 




Score 


562 




Exons 


1..56, 211. .1123 










GI Descrip. 


(AF053345) fatty acid elongase 3-ketoacyl-CoA synthase 


1 




[Arabidopsis thaliana] 










Seq. No. 


14518 




Seq. ID 


OJ990427_04.9922 


.C19 


Gene No. 


30979 




Strand 


+ 




Start 


1 




End 


1356 




Name 


OJ990427 04. 9922.C19.ol. 


as 


Method 


GENSCAN 




Start 


163 ~~ 




End 


1356 




GI 


none 




Score 


.95 




Exons 


163. . 1073, 1311. . 1356 










Seq. No. 


14518 




Seq. ID 


OJ990427_04.9922 


.C19 


Gene No. 


30979 




Strand 


+ 




Start 


1 




End 


1356 




Name 


OJ990427 04 . 9922.C19.ol . 


tc 


Method 


TBLASTX: Cress 




Start 


268 




End 


1064 




GI 


none 




Score 


266 




Exons 


268 . .711, 354 . .593, 645. 


. 695, 


697. .1056, 766. .879, 873. 


. 106 


Seq. No. 


14518 




Seq., ID 


OJ990427_04.9922 


.C19 


Gene No. 


30979 




Strand 


+ 




Start 


1 




End 


1356 




Name 


OJ990427 04.9922.C19.ol. 


tm 


•Method 


TBLASTX: Maize 




Start 


268 




End 


1064 




GI 


none 




Score 


95 




Exons 


268. .423, 354. .608, 466. 


.714, 


643. . 672 


, 645. .713, 730.. 


1059 




732. .818, 751. .882, 873. 


.1064 








Seq. No. 


14518 




Seq. ID 


OJ990427_04.9922 


.C19 


Gene No. 


30979 




Strand 


+ 




Start 


1 




End 


1356 




Name 


OJ990427 04 . 9922.C19.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


349 




End 


1064 




GI 


none 




Score 


260 




Exons 


349. .714, 351. . 608, - 645. 


. 695, 


697. .1059, 732. .815, 873. 


. 106 


Seq. No. 


14519 




Seq. ID 


OJ990427_04.9922 


.C20 


Gene No. 


30980 




Strand 


+ 




Start 


1 




End 


2316 




Name 


OJ990427 04.9922.C20.pl. 


np 


Method 


AAT/NAP 




Start 


1 




End 


2241 




GI 


3096920 




Score 


332 





15241 




Exons 


1..24, 1871. .2241 










GI Descrip. 


(AL023094) putative ketoacyl- 


•CoA synthase [Arabidopsis 


thai; 


Seq. No. 


14519 




Seq. ID 


OJ990427_04.9922 


.C20 


Gene No. 


30980 




Strand 


+ 




Start 


1 




End 


2316 




Name 


OJ990427 04.9922.C20.ol 


.gs 


Method 


GENSCAN 




Start 


1827 


End 


2316 




GI 


none 




Score 


.63 




Exons 


1827 1835 1882 2316 










Seq. No. 


14519 




Seq. ID 


OJ990427_04.9922 


.C20 


Gene No. 


30980 




Strand 


+ 




Start 


1 




End 


2316 




Name 


OJ990427 04.9922.C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1897 




End 


2235 




GI 


none 




Score 


361 




Exons 


1897 2235 1899 2234 










Seq. No. 


14519 - 




Seq. ID 


OJ990427_04.9922 


.C20 


Gene No. 


30980 




Strand 


+ 




Start 


1 




End 


2316 




Name 


OJ990427 04. 9922.C20.ol 


a tS 


Method 


TBLASTX: Soybean 




Start 


1897 




End 


2238 




GI 


none 




Score 


338 




Exons 


1897 2238 1899 2156 


J. Z> \J -J * 


2223 






Seq. No. 


14519 




Seq. ID 


OJ990427_04.9922 


.C20 


Gene No. 


30980 




Strand 


+ 




Start 


1 




End 


2316 




Name 


OJ990427 04.9922.C20.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1899 




End 


2235 




GI 


none 




Score 


357 




Exons 


1899 2198. 1900 2235 










Seq. No. 


14519 




Seq. ID 


OJ990427JD4 . 9.922 


.C20 


Gene No. 


30980 




Strand 


+ 




Start 


1 




End 


2316 




Name 


OJ990427 04. 9922.C20.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2019 




End 


2248 




GI 


none 




Score 


192 




Exons 


2019 2186 2020 2184 


2183 . 


224 8 21 i 


38 2238 




Seq. No. 


14520 




Seq. ID 


OJ990427_04 . 9922 


.C21 


Gene No. 


30981 




Strand 


+ 




Start 


942 




End 


1768 




Name 


OJ990427 04 . 9922.C21.ol 


.gs 


Method 


GENSCAN 




Start 


942 




End 


1768 




GI 


none 




Score 


.59 




Exon ^ 


942. .973, 1663. .1768 










Seq. No. 


14520 




Seq. ID 


OJ990427_04.9922 


.C21 


Gene No. 


30982 




Strand 






Start 


3069 




End 


7340 




Name 


OJ990427 04. 9922.C21.ol 


• gp 


Method 


AAT/GAP 




Start 


2745 




End 


7320 




GI 


8345 1.R1084 




Score 


1509 





15242 




P vnn q 


2745 3413 4893 4973 


7250 


. .7320 






fi T npcrri n 

O X UCO^ll^ • 


1 4538913/emb 1 CAB39650 11 


1.0e-16 (AL049482) putative protei; 




T AT"^hi rioo 6 ? i thalianal ' 

1 rli. u J>— ' J. Vi-vL/ t_J J. w U 11 U -X- -4- U 1 1 J 












1 4 S20 

X *i **. \J 




Seq. ID 


OJ990427 


_04 .9922.C21 




30982 




Strand 






Start 


3069 




End 


7340 




Name 


OJ990427 04.9922.C21.ol. 


tm 


Method 


TBLASTX : 


Mai ze 


Start 


2806 




End 


7340 




O X 


none 




Score 


48 




P von ^ 


2806 2838 2806 2838. 


2810 


..2839, 2866.. 2976, 


2867 2899, 




2928 3413 2969 3421 


3020 


..3415, 3022. .3417, 


4882 4950. 




4893 4973, 4893 4973. 


4894 


..4974, 7248. .7340, 


7250. .7339 


Seq. No. 


14520 




Seq. ID 


OJ990427 


04 9922 C21 


Gene No. 


30982 




Strand 






Start 


3069 




End 


7340 




LN dUlC 


OJ990427 04 9922 C21 o2 




Method 


GENSCAN 




O Lai L. 


30fiQ ~~ 

J \J \J J 




End 


7297 




r; T 


none 




Score 


.73 






3069 3413 4893 4973 


7250 


. .7297 






O C *J • Vi \J . 


14520 




Seq. ID 


OJ990427 


_04 .9922.C21 


Gene No. 


30982 




Strand 






Start " 


3069 




End 


7340 




LN QillC 


OJ990427 04.9922.C21.ol. 


np 


Method 


AAT/NAP 




O d X u 


3093 




End 


7340 




\J X 


4538913 




Score 


264 




P von q 


3093.. 3413, 4893.. 4973, 


7250 


. .7340 






OX UCOUll^i 


(AL049482) putative protein 


[Arabidopsis thaliana] 


C^rr No 


14521 




Seq. ID 


OJ990427 


_04.9922.C22 


Gene No. 


30983 




Strand 


+ 




Start 


1 




End 


2217 




Naiue 


OJ990427 04.9922.C22.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


2217 




VJJ x 


6721512 




Score 


122 




P von q 


1..144, 1242. .1355, 1383 


I. .1532, 2156.. 


2217 




GJ Dp^rri n 


(AP001072 ) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


14521 




Seq. ID 


OJ990427 


_04.9922.C22 


Gene No. 


30984 




Strand 






Start 


1141 




End 


1292 




Name 


OJ990427 04. 9922.C22.ol. 


gs 


Method 


GENSCAN 




Start 


1141 




End 


1292 




GI 


none 




Score 


.75 




P v on q 


1141. .1292 












14521 




Seq. ID 


OJ990427 


_04.9922.C22 


Gene No . 


30985 




Strand 






Start 


1842 




End 


2012 




Name 


OJ990427 04 . 9922.C22.ol. 


gp 


Method 


AAT/GAP 




Start . 


1842 




End 


2012 




GI 


LIB34 33-026-P1-K1-C1 




Score 


230 




Exons 


1842. .2012 










GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


44 Oryza 


sativa 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



15243 




Seq. No. 


14522 






Seq. ID 


OJ990427_04 .9922.C23 


fipne No . 


30986 






Strand 


+ 


Start 


397 






End 


496 


Name 


OJ990427 04, 


. 9922 C23 ol 




Method 


GENSCAN 


Start 


397 ~ 






End 


496 


GI 


none 


- 




Score * 


. 49 


Exons 


397 . . 4'96 










Cpn No 


14 S21 






Seq. ID 


OJ990427_04 .9922.C24 


Gene No. 


30987 






Strand 


+ 


Start 


12 






End 


2162 


Name 


OJ990427 04. 


,9922.C24.ol 


.gs 


Method 


GENSCAN 


Start 


12 






End 


2162 


GI 


none 






Score 


.45 


Exons 


12.. .104, 47£ 


J. .646, 813. 


.937, 


1050. .1196, 1267. .1325, 1396. .1498, 




1722. .2162 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI' Descrip. 



OJ990427_04.9922.C24 
+ 

2162 
AAT/NAP 
1771 
240 



14523 Seq. ID 

30987 Strand 
12 End 
OJ990427_04 . 9922 . C24 . ol . np Method 
12 End 
6721558 Score 
12. .111, 813. .937, 1554. .1771 

(AP001073) hypothetical protein [Oryza sativa] 

gil 6815083|dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 

14523 Seq. ID OJ990427_04 . 9922 . C24 

30987 Strand + 

12 End 2162 

OJ990427_04 . 9922 . C24 . o2 . np Method AAT/NAP 

941 End 2159 

6721561 Score 1132 

941. .1196, 1267. .1325, 1396. .2159 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14523 Seq. ID 

30988 ' Strand 

3917 End 
OJ990427_04 . 9922 . C24 . o2 . gs Method 

3917 End 

none Score 

3917. .4066, 4071. .4178, 4823. .5017, 5186. .5595, 5674. .5914, 
5996. . 6576 



OJ990427_04 .9922.C24 

6873 
GENSCAN 
6576 
.43 



Seq. No. 14523 Seq. ID 

Gene No. 30988 Strand 

Start 3917 End 

Name OJ990427_04 . 9922 . C24 . o3 . np Method 

Start 4773 End 

GI 5902445 Score 



OJ990427_04 . 9922. C24 

6873 
AAT/NAP 
6873 
1591 



15244 



Exons 4773.-5887, 5929.. 6873 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 14523 

Gene No. 30988 

Start 3917 

Name OJ990427_04 . 9922 . C24 . ol . tw 

Start 4782 

GI none 

Exons 4782.. 4913, 4938.. 5165, 5147. 



[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5362 



OJ990427_04.9922.C24 
6873 

TBLASTX: Wheat 

5362 

186 



Seq. No. 14523 Seq. ID 

Gene No. 30988 Strand 

Start 3917 End 

Name OJ990427_04 . 9922 . C24 . o2 . tm Method 

Start 4905 End 

GI none Score 

Exons 4905.. 5165 



OJ990427_04.9922.C24 
6873 

TBLASTX: Maize 

5165 

188 



Seq. No. 14523 Seq. ID 

Gene No. 30988 Strand 

Start 3917 End 

Name OJ990427_04 . 9922 . C24 . ol . tm Method 

Start 5567 End 

GI , none Score 

Exons ' 5567.. 5881, 5619.. 5762 



OJ990427_04.9922.C24 
6873 

TBLASTX: Maize 

5881 

72 



Seq. No. 14523 Seq. ID 

Gene No. 30988 Strand 

Start 3917 End 

Name OJ990427_04 . 9922 . C24 . o3 . tw Method 

Start 5567 End 

GI none Score 

Exons 5567.. 5878 



OJ990427_04.9922.C24 
6873 

TBLASTX: Wheat 

5878 

186 



Seq. No. 14523 Seq. ID 

Gene No. 30988 Strand 

Start 3917 End 

Name OJ990427_04 . 9922 . C24 . o4 . tw Method 

Start 5972 End 

GI none Score 

Exons 5972.. 6229, 5976.. 6131 



OJ990427_04.9922.C24 
6873 

TBLASTX: Wheat 

6229 

55 



Seq. No. 14523 

Gene No. 30988 

Start 3917 

Name OJ990427_04 . 9922 . C24 . o2 . tw 

Start 6269 

GI none 

Exons 6269.. 6442, 6321.. 6413, 6450. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6677, 6452. .6676 



OJ990427_04. 9922.C24 
6873 

TBLASTX: Wheat 
6677 
52 



Seq. No. 14524 Seq. ID 

Gene No. 30989 * Strand 

Start 1394 End 

Name OJ9904 27_04 . 9922 . C25 . ol . gp Method 

Start 1394 End 

GI uC-osf Icypl77g01al Score 



OJ990427_04. 9922.C25 
+ 

1546 
AAT/GAP 
1546 
235 



15245 




Exons 1394.. 1546 

GI Descrip. ' 4884864/gb | AAD3184 6. 1 | AF133530_1 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ' 



Seq. No. 14524 Seq. ID OJ990427_04 . 9922 . C25 

Gene No. 30990 Strand + 

Start 2850 End 5792 

Name OJ990427_04 . 9922 . C25 . ol . np Method AAT/NAP 

Start 2850 End 5789 

GI 6691716 Score 2319 

Exons 2850.. 3734, 3932.. 4107, 4190.. 4469, 4640.. 4828, 4905.. 5008, 

5159.. 5271, 5344.. 5789 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gil 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 14524 Seq. ID OJ990427_04 . 9922 . C25 

Gene No. 30990 Strand + 

Start 2850 End 5792 

Name OJ990427_04 . 9922 .C25 . o2 . gs Method GENSCAN 

Start 2850 End 5792 

GI none Score .89 

Exons 2850.. 3734, 3932.. 4107, 4190.. 4521, 4641.. 4828, 4905.. 5094, 

5167.. 5271, 5344.'. 5792 



Seq. No. 14524 * Seq. ID 

Gene No. 30991 Strand 

Start 30 * End 

Name OJ990427_04 . 9922 . C25 . ol . gs Method 

Start 30 End 

GI none Score 

Exons 30.. 194, 282.. 1115 



OJ990427_04.9922.C25 

1115 
GENSCAN 
1115 
.44 



Seq. No. 


14524 




Seq. ID 


OJ990427_04.9922.C25 


Gene No. 


30992 




Strand 




Start 


5811 




End 


8234 


Name 


OJ990427 04 


. 9922.C25.ol.tw 


Method 


TBLASTX: Wheat 


Start 


120 




End 


887 


GI 


none 




Score 


139 


Exons 


120. .374, 121. .285, 432. .668, 


442. .666 


, 705. .887, 706. .879 


Seq. No. 


14524 




Seq. ID 


OJ990427_04.9922.C25 


Gene No. 


30992 




Strand 




Start 


5811 




End 


8234 


Name 


OJ990427 04 


. 9922.C25.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2970 




End 


3260 


GI 


none 




Score 


218 


Exons 


2970. .3260, 


3152. .3223 






Seq. No. 


14524 




Seq. ID 


OJ990427_04 . 9922. C25 


Gene No. 


30992 




Strand 




Start 


5811 




End 


8234 


Name 


OJ990427 04 


. 9922.C25.o2.np 


Method 


AAT/NAP 


Start 


5811 




End 


8234 


GI 


6721562 




Score 


422 


Exons 


5811. .5881, 


6437. .7045, 7295.. 


7726, 8111.. 8234 


GI Descrip. 


(AP001073) 


Similar to Zea mays 


; 22-kDa 


alpha zein gene cluster 



15246 



hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 Idbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 14524 Seq. ID 

Gene No. 30992 Strand 

Start 5811 End 

Name OJ990427_04 . 9922 . C25 . o3 . tw Method 

Start 6562 End 

GI none Score 

Exons 6562.. 6729, 6729.. 6821, 6737.. 6835, 6800.. 6907, 6804.. 6896, 
6908. .6958 



OJ990427_04.9922.C25 
8234 

TBLASTX: Wheat 

6958 

47 



Seq. No. 14525 Seq. ID 

Gene No. 30993 Strand 

Start 577 End 

Name OJ990427_04 . 9922 . C26 . ol . np Method 

Start 577 End 

GI 6063554 Score 

Exons 577.. 748, 1800.. 1864, 1963.. 2146, 2253 
GI Descrip. 



OJ990427_04.9922.C26 

3289 
AAT/NAP 
3289 
163 

..2473, 3153. .3289 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
.protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14526 
30994 
22 

OJ990427_04 , 
22 

none 
22. . 93 



9922.C27 .ol.gs 



Seq. ID OJ990427_04.9922.C27 

Strand + 

End 93 

Method GENSCAN 

End 93 

Score . 8 



Seq. No. 
Gene No. 
Start 
Name 
Start : 
GI 

Exons 

GI Descrip. 



14527 
30995 
1 

OJ990427_04, 
1 

5882719 
1..70, 198., 



OJ990427 04.9922.C29 



9922.C29.ol.np 



Seq. ID 
Strand 

End 738 
Method AAT/NAP 
End 738 • 

Score 204 
,295, 432. .516, 675. .738 
(AC008263) Identical to gb|AF078080 isochorismate synthase from 
Arabidopsis thaliana. ESTs gb|R90272, gb|AI100274 and gb|T42189 
come from this gene, gi | 6539271 | gb | AAF15941 . 1 | AC011765_37 
(AC011765) isochorismate synthase (icsl) [Arabidopsis thaliana] 



Seq. No. 14527 Seq. ID OJ990427_04 . 9922 . C29 

Gene No. 30995 Strand 

Start 1 End 738 

Name OJ990427_04 . 9922 . C29 . ol . gp Method AAT/GAP 

Start 88 End 738 

GI 2427264 Score 616 

Exons 88. .295, 432. .516, 675. .738 

GI Descrip. 3348077 1.0e-33 (AF078080) isochorismate synthase [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



14527 
30995 



Seq. ID 
Strand 



OJ990427 04.9922.C29 



15247 



Start 
Name 
Start 
GI 

Exons 



OJ990427_04 .9922.C29.ol.tc 

198 

none 

198. .314, 199. .297, 436. .519, 



End 738 

Method TBLASTX : Cress 

End 737 

Score 116 

675. .737 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14527 
30995 
1 

OJ9904 27_04 . 9922 . C29 . ol . tm 

198 

none 

198. .296, 198. .299, 199. .297, 
427. .522, 428. .517, 429. .518 

14527 
30995 
1 

OJ990427_04.9922.C29.ol.gs 

239 

none 

239. .295, 432. .516, 675. .695 



Seq. ID OJ990427_04 . 9922.C29 
Strand 

End 738 

Method TBLASTX : Mai ze 

End 522 

Score 114 

205. .303, 221. .304, 392. .517, 



Seq. ID OJ990427_04.9922.C29 

Strand . - 

End 7 38 

Method GENSCAN 

End 695 

Score . 62 



Seq. No. 14528 Seq. ID 

Gene No. 30996 Strand 

Start 144 End 

Name OJ990427_04 . 9922 . C30 . ol . gs Method 

Start 144 End 

GI none Score 

Exons 144.. 273 



OJ990427_04.9922.C30 
+ 

273 

GENSCAN 

273 

.6 



Seq. No. 14529 Seq. ID 

Gene No. 30997 Strand 

Start 299 End 

Name OJ990407_07 . 9922 . C2 . ol . gs Method 

Start 299 End 

GI none .Score 

Exons 299.-357 



OJ990407_07.9922.C2 
+ 

357 

GENSCAN 

357 

.44 



Seq. No. 14530 Seq. ID 

Gene No. 30998 Strand 

Start 599 End 

Name OJ990407_07 . 9922 . C3 . ol . gp Method 

Start 599 End 

GI none Score 

Exons 599.. 678 



OJ990407_07.9922.C3 
678 

AAT/GAP 

678 

128 



Seq. No. 14531 Seq. ID 

Gene No. 30999 Strand 

Start 185 End 

Name OJ990407_07 . 9922 . C4 . ol . gs Method 

Start 185 End 

GI none Score 

Exons 185.. 320 



OJ990407_07. 9922.C4 
+ 

320 

GENSCAN 

320 

.99 



Seq. No. 
Gene No. 



14532 
31000 



Seq. ID 
Strand 



OJ990407 07. 9922. C5 



15248 




Start 


200 


End 


679 




Name 


O.TQQ0407 07 QQ99 PS nl 


LiC (—11 


TRT.A^TX • Nta i 7p 






1 Q'l _ 
1 ;7 J 


FnH 

EjI l\JL 


\j +j j 




CT 


none 




70 






i Q'5 940 1 Q4 941 1 Q4 971 


1 97 S 

1 3 J . . f J , 


"39S 40ft ^^S 

J ^ J • • 4 U O , JJJ • . 


JOJ 




^ftS 441 449 "3P.fi 449 

jOJ. .441, JoD. .446/ jOD. .44^/ 


J04 ■ • OJO/ 


SftS fiSQ SftS 


OJ 3 


oeq. INO . 


±4 J jZ 


JCl^ . 1U 


O.TQQ0407 07 QQ99 


. \^ j 




^1000 


Strand 






Start 


200 


End 


679 




Name 


OJ990407 07.9922.C5.ol.gp 


Method 


AAT/GAP 






900 


End 


679 




ul 


T TR^4^^-0S4-P1 -K^\ - Vil 
LID J 1 * J J Uj4 trJ. f\l Lf / 


Score 


424 




Exons 


900 941 ^^4 440 Sft^ fi7Q 
£UU. . Z4l, JJ4..44U, JOJ. . D/3 








vj± uescnp. 


1 4 £78 ^0 /omh 1 PAR4 1 1 4 1 1 1 Q 0^ 
4D/OJJU / eiTLD | LfiD 4 114 1.1| 3. Uc 


-27 (AL049658) hypothetical p 




[HldUlUOpblb U Ildl Idlld. J 








Seq. No. 


14532 


Seq. ID 


OJ990407_07.9922 


. ^ j 


Gene No. 


31000 


Strand 






O -1- y-f 


900 


End 


679 




Name 


OTQQ0407 07 QQ99 PR nl tr 


Method 


TBLASTX: Cress 




Of 3 ~-f 

d tar u. 


"3 9 R 
j^i j 


End 


679 






none 


Score 


97 




T7 1 v t"i c* 


.^oc; 441 449 S ft 4 fi 7 Q 








oeq. in u . 


14^9 

14 JJL 


Seq. ID 


OJ990407_07.9922 


. Vw J 


Gene No. 


31000 


Strand 






Start 


200 


End 


679 




Name 


OJ990407 07.9922.C5.ol.np 


Method 


AAT/NAP 






532 


End 


679 






4678330 


Score 


98 




Exons 


532. .679 








kjl UcoCi lp . 


(AL04 9658) hypothetical protein [Arabidopsis thaliana] 




Oc(j. IN O • 


14533 


Seq. ID 


OJ990407_07.9922 


CI 


Gene No. 


31001 


Strand 


+ 




Start 


1 


End 


1119 




Name 


OJ990407 07.9922.C7.ol.np 


Method 


AAT/NAP 




Cf a y4- 


r 


End 


1119 




CT 
ol 


6815053 


Score 


709 




Exons 


1..136, 658. .833, 883. .1119 










(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


14533 


Seq. ID 


OJ990407_07. 9922 


.C7 


Gene No. 


31001 


Strand 


+ 




Cf 3 v-f 


1 


End 


1119 




Name 


OJ990407 07.9922.C7.ol.gs 


Method 


GENSCAN 




Cf ayf 

o tar z 


480 


End 


1078 




C T 


none 


Score 


.75 




Exons 


480. .598, 717. .842, 883. .1078 








Seq. No. 


14533 


Seq. ID 


OJ990407_07. 9922 


.C7 


Gene No. 


31002 


Strand 


+ 




Start 


5846 


End 


7893 




Name 


OJ990407 07.9922.C7.ol.gp 


Method 


AAT/GAP 




Start 


5780 


End 


6553 




GI 


none 


Score 


92 6 





15249 



Exons 



5780. .6167, 6447. .6553 



Seq. No. 14533 Seq. ID 

Gene No. 31002 Strand 

Start 5846 End 

Name 0 J9904 07_07 . 9922 . C7 . p3 . gs Method 

Start 5846 End 

GI none Score 
Exons 



OJ990407_07.9922.C7 
+ 

7893 

GENSCAN 

7893 



5846. .6167, 6447. .6580, 7846. .7893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14533 Seq. ID 

31002 Strand 

5846 End 

OJ990407_07 . 9922 . C7 . o2 . np Method 

6461 End 

4678330 Score 
6461. .6580, 7182. .7380 

(AL04 9658) hypothetical protein [Arabidopsis thaliana] 



OJ990407_07.9922.C7 
+ 

7893 
AAT/NAP 
7380 
295 



14533 
31003 
7709 

OJ990407_07 . 9922 . C7 . ol . tm 

6121 

none 



Seq. ID OJ990407_07.9922.C7 
Strand 

End 7978 

Method TBLASTX : Mai ze 

End 7587 

Score 193 



6121. .6174, 6442. .6588, 6443. .6580, 6450. .6581', 7179. .7328, 
7181. .7327, 7449. .7583, 7470. .7577, 7471. .7587 



Seq. No. 14533 

Gene No. 31003 

Start 7709 

Name OJ9904 07_07 . 9922 . C7 . ol . tc 

Start 6433 

GI none 

Exons 6433.. 6576, 6433.. 6576, 6443. 

7470. .7574, 7471. .7587 



Seq. ID OJ990407__07.9922.C7 
Strand 

End 7978 

Method TBLASTX : Cress 

End 7587 

Score 69 

.6580, 7179. .7328, 7181. .7327, 



Seq. No. 14533 " Seq. ID 

Gene No. 31003 Strand 

Start 7709 End 

Name OJ9904 07_07 . 9922 . C7 . ol . ts Method 

Start 6442 End 

GI none Score 
Exons 



OJ990407_07.9922.C7 
7978 

TBLASTX : Soybean 

7542 

141 



6442. .6576, 6443. .6580, 7179. .7328, 7181. .7327, 7185. .7331, 
7447. .7542, 7471. .7542 



Seq. No. 14533 

Gene No. 31003 

Start 7709 

Name OJ990407_07 . 9922 . C7 . o2 . gp 

Start 7709 

GI none 

Exons 7709.. 7978 



Seq. ID OJ990407_07.9922.C7 
Strand 

End 7978 .. 

Method AAT/GAP 

End 7978 

Score 536 



Seq. No. 
Gene No. 
Start 



14534 
31004 
309 



Seq. ID 

Strand 

End 



OJ990407_07.9922.C8 
2373 



15250 




Name 


fYTQQ0d07 07 Q9?7 PR nl n<z 


Mpf hnH 

ilC LUUU 


V3 £_i LN O V_* rtlN 




OLdl C 


?0Q _ 
j \j 


Oil L<J. 


9? d S 




r- t 


n on o 


Score 


7 5 














Seq. No. 


14534 


Seq. ID 


OJ990407_07.9922 


.C8 


Gene No. 


31004 


Strand 






O Lai. L 


?0Q 

J ^ 


End 








n,TQ90d07 07 QQ?9 PR tm 


Mot - hnH 

Li C L 1 1 U U 






o Lai L 


^0Q ~ 


FnH 


fid s 




\j J. 


n on o 


C /-> O -J^Q 






IT von Q 


^0Q "310 649 ^1 S fi^R 


*3fid 64S 






Seq. No. 


14534 


Seq. ID 


OJ990407_07.9922 


.C8 


Gene No. 


31004 


Strand 






Start 


309 


End 


2373 




Name 


OJ990407 07. 9922.C8.ol.np 


Method 


AAT/NAP 




Start 


353 


End 


2373 




GI 


4503617 


Score 


188 





Exons 353.. 1058, 2344.. 2373 

GI Descrip. exostoses (multiple) -like 3 gi I 6166159 | sp 1 043909 | EXL3_HUMAN 
EXOSTOSIN-LIKE 3 (PUTATIVE TUMOUR SUPPRESSOR PROTEIN EXTL3) 
(MULTIPLE EXOSTOSIS-LIKE PROTEIN 3) (HEREDITARY MULTIPLE 
EXOSTOSES GENE IS0L0G) (KIAA0519) gi | 2723391 | dbj | BAA24 080 | 
(AB007042) EXTR1 [Homo sapiens] gi 12897905 (AF001690) EXT like 
protein 3 [Homo sapiens] gi | 3043562 | dbj | BAA254 4 5 | (AB011091) 



i Lf 




KIAA0519 p 








\~\ 

af 

; I 

L ' i 


Seq. No. 


14534 


Seq. ID 


OJ990407_07. 9922 


.C8 




Gene No. 


31004 


Strand 








Start 


309 


End 


2373 






Name 


OJ990407 07. 9922. C8 


. ol.ts Method 


TBLASTX : Soybean 






Start 


454 


End 


1199 




r\ 


GI 


none 


Score 


56 




•s s: 
t. : 
- : 


Exons 


454. .498, 459. .509, 


495. .1199, 502. .1128 




!s it 


Seq. No. 


14534 


Seq. ID 


OJ990407_07. 9922 


.C8 




Gene No. 


31004 


Strand 






□ 


Start 


309 


End 


2373 






Name 


OJ990407 07. 9922. C8 


. ol.tc Method 


TBLASTX: Cress 






Start 


519 


End 


1007 






GI 


none 


Score 


64 






Exons 


519. .572, 632. .679, 


714. .902, 718. .867 


, 921. .1007 






Seq. No. 


14534 


Seq. ID 


OJ990407_07.9922 


.C8 




Gene No. 


31004 


Strand 








Start 


309 


End 


2373 






Name 


OJ990407 07. 9922. C8 


ol . tm Method 


TBLASTX: Maize 






Start 


648 


End 


1112 






GI 


none 


Score 


236 






Exons 


648. .1112, 651. .1097, 673. .1101 








Seq. No. 


14534 


Seq. ID 


OJ990407_07.9922 


C8 




Gene No. 


31004 


Strand 








Start 


309 


End 


2373 






Name 


OJ990407 07. 9922. C8 


ol . gp Method 


AAT/GAP 






Start 


1097 


End 


1542 





15251 












Score 


*? "7 "5 






Exons 


iuy / . . io4 z 












Seq. No. 


14534 




Seq. ID 


OJ990407_07.9922 


.C8 




Gene No. 


31004 




Strand 








bcar l 


"3 n q 




bna 








Name 


ojyyo40/ u / . y y^z . Co . oz . 


tm 


Metnoa 


IBLASTX : Maize 






Start 


"1 o c o 




End 


1 too 






L>1 


none 




Score 


A Q A 
4 O 4 






Exons 


1 OCQ 1 OCQ 1*7Q"7 

i z by . . i / o / , iz by . .i/o/, 


1 CQ1 

1 Do 1 


1 *7QQ 

. . 1 / oo 








Seq. No. 


14 3 J4 




Seq. ID 


OJ990407_07.9922, 


.C8 




Gene No . 






Strand 








Start 


309 




End 


2373 






Name 


OJ990407_07 . 9922.C8.o2 . 


ts 


Method 


TBLASTX: Soybean 






C 4- -3 -v 4- 


1 4 U / 




End 


2248 






GI 


none 




Score 


66 






Exons 


14U/..14by, 1411. .14b4, 


1 A T £ 

1 4 / b 


..1541, 1476. .1877, 1477. .1617, 






i c c o i o ~? n i (Cyi n i o £ o 

ioby..iy/u, ib4y..iyt>y, 


1 QCC 

i yob 


..1991, 2075. .2110, 2129. .2248, 






£ i jy . . 4 O 












Seq. No. 


14535 




Seq. ID 


OJ990407_07.9922, 


. CIU 




Gene No. 


31005 




Strand 






.. - - 

•3 ef 


Start 


T A 
I 4 




End 


972 




, s i 


Name 


ojyyu4u / u / . y yzz . ciu . oi 


.gs 


Method 


GENSCAN 




i;n 


Start 


1 A 

1 4 




• End 


783 




ru 


GI 


none 




Score 


.97 






Exons 


HA 1 Q1 CQ1 TOT 

/ 4 . . lo / , by 1 ..loo 












beq. no. 


143 JO 




Seq. ID 


OJ990407_07.9922, 


.C10 


. =: 


Gene No. 


31005 




Strand 






I'll 


Start 


74 




End 


972 






Name 


OJ990407 07. 9922. CIO. ol 


.np 


Method 


AAT/NAP 




■5 


Start 


624 




End 


972 




□ 


GI 


6630729 




Score 


195 




'hi 


Exons 


624. .783, 876. .972 












GI Descrip. 


(AL132958) putative protein 


[Arabidopsis thaliana] 




l'\ 


Seq. No. 


14536 




Seq. ID 


OJ990407_07.9922, 


.C13 




Gene No. 


31006 




Strand 


+ 






b car l 


72 




End 


1224 






Name 


OJ990407 07. 9922.C13.ol 


.gs 


Method 


GENSCAN 






b tart 


72 




End 


564 








none 




Score 


.68 






Exons 


72. .371, 442. .564 












beq. No. 


14536 




Seq. ID 


OJ990407_07.9922. 


,C13 




Gene No. 


31006 




Strand 


+ 






Start 


72 




End 


1224 






Name 


OJ990407 07.9922.C13.ol 


.np 


Method 


AAT/NAP 






Start 


418 




End 


1224 






GI 


6630729 




Score 


89 






Exons 


418. .591, 1081. .1224 












GI Descrip. 


(AL132958) putative protein 


[Arabidopsis thaliana) 






Seq. No. 


14537 




Seq. ID 


OJ990407_07.9922. 


■ C15 




Gene No. 


31007 




Strand 


+ 





15252 






114 7 








End 


1570 


Name 


OJ990407 07 


9922 


. C15 . ol 








o u a i_ i— 


1147 ~ 








End 


1570 




none 








Score 


82 


F von 


1147 1169 

X X Ti / . • J. J. \J Zf f 


1477 


1570 










1 4 5^7 








Seq. ID 


OJ990407_07.9922.C15 


Gene No. 


31008 








Strand 




Start 


2815 








End 


7920 


Name 


OJ9904 07 07 


9922 


CIS o2 




Method 


GENSCAN 




981 S ~~ 

t.O 1 J 








End 


7920 


O J. 










Score 


.75 


Hi A (J I lo 


981 5 98 64 


9981 


^06? 


i j j j • 


.4440, 4491. .4536, 4725. .4835, 




5048 5169 


5717 

-J 1 X / 


5847 


6296 


.6386, 6487. .6572, 7843. .7920 


Seq. No. 


14537 








Seq. ID 


OJ990407_07.9922.C15 


Gene No. 


31008 








Strand 




Start 


2815 








End 


7920 


in came 


O.T990407 07 


Z? Z/ c. c. 


n 5 nl 




Method 


TBLASTX: Cress 


rt" 


998 5 ~ 








End 


4885 


\J J. 


nunc 








Score 


83 


ljAUI i O 


9985 ^O?^ 


4^99 

*i J .7 


4 415 


4^4 7 


.4415, 4712. .4885, 4726. .4884 




14537 








Seq. ID 


OJ990407_07.9922.C15 


ocne in u • 


31008 








Strand ■ 




Start 


2815 








End 


7920 


Name 


OJ990407 07. 


9922 


C15.ol 


gp 


Method 


AAT/GAP 


Start 


4309 








End 


6578 


\J X 


11159 1.R1084 






Score 


1064 




4309. .4413, 


4491 


.4536, 


4725. 


.4890, 4967. .5047, 5779. .5847, 




6296. .6386, 


6487 


.6578 








(2 T np^rr i n 

\J X UCOUl 1^ • 


'2264 315/dbj IAB005243.1 


AB005243 5.0e- 


11 Arabidopsis thaliana 




genomic DNA, 


chromosome 


5, PI 


clone: MRN17, complete sequence 


Can Wn 

O C • IN » 


14537 








Seq. ID 


OJ990407_07.9922.C15 




31008 








Strand 




Start 


2815 








End 


7920 


Name 


OJ990407 07. 


9922 


CIS.ol 


tm 


Method 


TBLASTX: Maize 


Start 


4747 








End 


6389 


yj x 


none 








Score 


140 




4747. .4890, 


4750 


.4890, 


4751. 


.4891, 4962. .5051, 4964. .5047, 




4965. .5051, 


4966 


.5058, 


4967. 


.5053, 5773.. 5859, 5773.. 5853, 




5778. .5861, 


6293 


.6385, 


6294. 


.6389, 6294.. 6386, 6295.. 6387 


Seq. No. 


14538 








Seq. ID 


OJ990407_07.9922.C16 


Gene No. 


31009 








Strand 




Start 


3981 








End 


4574 


ln dint. 


OJ990407 07. 


9922 


C16.o2 


gs 


Method 


GENSCAN 


O L Ct X L. 


3981 








End 


4574 


(IT 


-none 








Score 


.83 


Exons 


3981. .4128, 


4564. 


.4574 








Seq. No. 


14539 








Seq. ID 


OJ990407_07.9922.C17 


Gene No. 


31010 








Strand 


+ 


Start 


138 








End 


6896 


Name 


OJ990407 07. 


9922. 


C17.ol. 


gs 


Method 


GENSCAN 


Start 


138 








End 


6896 



15253 




GI 


none 








Score 


.8 


Exons 


138. .307, 937. .1621, 1644. .1889, 2146.. 


2240, 2360.. 2501, 




2932. .2997, 


3089 


. .3228, 


3994 


..4120, 4804. .4952, 5358. .5493, 




5845. .5929, 


6043 


. .6314, 


6456 


. .6601, 6827. .6896 


Seq. No. 


14539 








Seq. ID 


OJ990407_07 . 9922 . C17 


Gene No. 


31010 








Strand 


+ 


Start 


138 








End 


6896 


Name 


OJ990407 07 


. 9922 


.C17.ol 




Method 


AAT/GAP 


Start 


1050 








End 


1335 


GI 


2312053 








Score 


476 


Exons 


1050. . 1335 












Seq. No. 


14539 








Seq. ID 


OJ990407_07.9922.C17 


Gene No. 


31010 








Strand 


+ 


Start 


138 








End 


6896 


Name 


OJ990407 07 


.9922 


.C17 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


. 2152 








End 


2504 


GI 


none 








Score 


107 


Exons 


2152. .2235, 


2152 


. .2235, 


2153 


..2236, 2154. .2240, 2163. .2246, 




2356. .2496, 


2357 


. . 2470, 


2358 


..2504, 2358. .2504 


Seo No. 


14539 








Seq. ID 


OJ990407_07.9922.C17 


Gene No. 


31010 








Strand 


+ 


Start 


138 








End 


6896 


Name 


OJ990407 07 


. 9922 


.C17 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2926 ~ 








End 


3235 


GI 


none 








Score 


61 


Exons 


2926. .2997, 


2937 


. . 3011, 


2937 


..2999, 3069.. 3230, 3073.. 3231, 




3086. . 3235, 


3088 


. . 3231 








Seq. No. 


14539 








Seq. ID 


OJ990407_07.9922.C17 


Gene No. 


31010 








Strand 


+ 


Start 


138 








End 


6896 


Name 


OJ990407 07 


. 9922 


.C17 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


6016 








End 


6326 


GI 


none 








Score 


86 


Exons 


6016. . 6147, 


6041 


. . 6163, 


6042 


..6176, 6161. .6313, 6167. .6232, 




6171. .6326 












Seq. No. 


14540 








Seq. ID 


OJ990407_07.9922.C18 


Gene j\]q b 


31011 








Strand 


+ 


Start 


1 








End 


8204 


Name 


OJ990407 07 


.9922 


.C18.ol 


.np 


Method 


AAT/NAP 


Start 


1 ~~ 








End 


5144 


GI 


5051789 








Score 


213 


Exons 


1..29, 680. 


.755, 


1768. . 


1858, 


1947. .207^ 


, 2987.. 3094, 3200.. 




5107. .5144 












GI Descrip. 


: (AL078637) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


14540 








Seq. ID 


OJ990407_07. 9922.C18 


Gene No. 


31011 








Strand 


+ 


Start 


1 








End 


8204 


Name 


OJ990407 07 


.9922 


C18.ol 


■ gs 


Method 


GEN SCAN 


Start 


459 








End 


7274 


GI 


none 








Score 


. 61 


Exons 


459. .755, 1939. .2075, 3200.. 


3305, 3987. 


.4213, 4793. .4917, 



15254 



5716.. 6050, 6121.. 6243, 7209.. 7274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14540- 

31011 

1 

OJ990407_07.9922.C18.ol.tm 

716 v 

none 



Seq. ID OJ990407_07.9922.C18 

Strand + 

End 8204 

Method TBLASTX : Mai ze 

End 3077 

Score 71 



716. .757, 717. .758, 1760. .1870, 1765. .1854, 1927. .2076, 
1938.. 1997, 1963.. 2076, 2981.. 3067, 2984.. 3076, 3003.. 3077 



14540 
31011 
1 

OJ990407_07.9922.C18.ol.gp 
1995 

23385 1.R1084 



Seq. ID OJ990407_07.9922.C18 

Strand + 

End 8204 

Method AAT/GAP 

End 4 568 

Score 1310 



1995. .2075, 2987. .3106, 3200. .3305, 3987. .4046, 4125. .4213, 
4289. .4568 

'5051789/emb|CAB45082.1| 1.0e-25 (AL078637) putative protein 
[Arabidopsis thaliana] 1 



14540 
31011 
1 

OJ990407_07. 9922.C18.o2.tm 

3079 

none 



Seq. ID OJ990407_07.9922.C18 

Strand + 

End 8204 

Method TBLASTX : Mai ze 

End 4608 

Score 196 



3079. .3108, 3197. .3298, 3199. .3306, 3201. .3305, 3204. .3314, 
3976. .4038, 3985. .4047, 3986. .4051, 3986. .4063, 4309. .4347, 
4458. .4505, 4546. .4608 



14540 
31011 
1 

OJ990407_07.9922.C18.o2;np 

6097 

6630729 

6097.. 6243, 7611. .7851, 8185. 



Seq. ID OJ990407_07. 9922.C18 

Strand + 

End 8204 

Method AAT/NAP 

End 8204 

Score 243 
.8204 



(AL132958) putative protein [Arabidopsis thaliana] 



14540 
31011 
1 

OJ990407_07 . 9922 . C18 . ol . ts 

6124 

none 

6124. .6243, 7608. .7847 



Seq. ID OJ990407_07. 9922.C18 

Strand + 

End 8204 

Method TBLASTX : Soybean 

End 7847 

Score 115 



14541 
31012 
1 

OJ9904 07_07 . 9922 . C19 . ol . np 
1 

6630729 

1..28, 827. .1152, 1183. .1419, 1755. .1777 
(AL132958) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990407_07.9922.C19 

Strand + 

End 1777 

Method AAT/NAP 

End 1777 

Score 298 



15255 






Seq. No. 


14541 




Seq. ID 


OJ990407_07.9922 


.C19 




Gene No. 


31012 




Strand 


+ 






Start 


1 




End 


1777 






Name 


OJ990407 07.9922.C19.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


473 




End 


767 






GI 


none 




Score 


56 






Exons 


473. .571, 522. .584, 522. 


.596, 


653.. 766, 658.. 765, 663.. 


767 




Seq. No. 


14542 




Seq. ID 


OJ990407_07 . 9922 


.C20 




Gene No. 


31013 




Strand 


+ 






Start 


1 




End 


1182 






Name 


OJ990407 07.9922.C20.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1182 






GI 


6630729 




Score 


561 






Exons 


1..786, 877. .1182 












GI Descrip. 


(AL132958) putative protein [Arabidops 


is thaliana] 






Seq. No. 


14542 




Seq. ID 


OJ990407_07.9922 


.C20 




Gene No. 


31013 




Strand 


+ 






Start 


1 




End 


1182 






Name 


OJ990407 07.9922.C20.ol. 


gs 


Method 


GENSCAN 






Start 


61 




End 


990 




:»*■. 
•t =F 


GI 


none 




Score 


. 95 




*e *r 


Exons 


61. .786, 877. .990 










,i z: 


Seq. No. 


14542 




Seq. ID 


OJ990407_07.9922 


.C20 


rii 


Gene No. 


31013 




Strand 


+ 






Start 


1 




End 


1182 




! : i 


Name 


OJ990407 07.9922.C20.ol. 


ts 


Method 


TBLASTX: Soybean 




. e : 


Start 


478 




End 


786 




's cf 
i" : I 


GI 


none 




Score 


67 




: fcf 


Exons 


478. .597, 541. .642, 625. 


.786, 


633. .734 








Seq. No. 


14542 




Seq. ID 


OJ990407_07.9922 


.C20 




Gene No. 


31013 




Strand 


+ 






Start 


1 




End 


1182 






Name 


OJ990407 07.9922.C20.ol. 


gp 


Method ■ 


AAT/GAP 




! : J 


Start 


902 




End 


1182 




\'*\ 


GI 


none 




Score 


558 




o 


Exons 


902. .1182 












Seq. No. 


14543 




Seq. ID 


OJ990407_07 . 9922 


.C21 




Gene No. 


31014 




Strand 


+ 






Start 


1 




End 


1487 






Name 


OJ990407 07.9922.C21.ol. 


gp 


Method 


AAT/GAP 






Start 


1 




End 


1142 






GI 


none 




Score 


664 






Exons 


1..283, 1084. .1142 












Seq. No. 


14543 




Seq. ID 


OJ990407_07. 9922 


■ C21 




Gene No. 


31014 




Strand 


+ 






Start 


1 




End 


1487 






Name 


OJ990407 07.9922.C21.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1487 






GI 


6630729 




Score 


508 






Exons 


1..283, 1084. .1373, 1441 


. . 1487 







15256 



GI Descrip. (AL132958) putative protein [Arabidopsis thaliana] 



Seq. No. 14543 

Gene No. 31014 

Start 1 

Name OJ990407_07 . 9922 . C21 . ol . ts 

Start 30 

GI none 
Exons 



Seq. ID OJ990407_07.9922.C21 

Strand + 

End 1487 

Method TBLASTX : Soybean 

End 1227 

Score 124 



30. .131, 38. .160, 54. .182, 61. .183, 62. .178, 67. .183, 240. .284, 
1061. .1210, 1062. .1223, 1078. .1227, 1082. .1225 



Seq. No. 14543 

Gene No. 31014 

Start 1 

Name OJ990407_07 . 9922 . C21 . ol . gs 

Start 143 

GI none 

Exons 143.. 283, 1084.. 1271 



Seq. ID OJ990407_07.9922.C21 

Strand + 

End 1487 

Method GENSCAN 

End 1271 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14544 
31015 
1 

OJ9904 07_07. 9922.C22.ol.np 
1 

6630729 



Seq. ID OJ990407_07.9922.C22 

Strand + 

End 6061 

Method AAT/NAP 

End 4152 

Score 1250 



1..153, 256. .508, 1344. .1514, 1607. .1699, 2147. .2254, 

3629. .3745, 3831. .3920, 4072. .4152 

(AL132958) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14544 
31015 
1 

OJ9904 07_07.9922.C22.ol.gs 

256 

none 



Seq. ID OJ990407_07.9922.C22 

Strand + 

End 6061 

Method GENSCAN 

End 6061 

Score .86 



256. .508, 1344. .1514, 1607. .1699, 2147. .2254, 3629. .3745, 
3831. .3920, 4072. .4093, 5363. .5465, 5848. .6061 



14544 
31016 
15154 

OJ990407_07.9922.C22.o3.gp 

15154 

none 

15154. .15293 



Seq. ID ' OJ990407_07.9922.C22 

Strand + 

End 15293 

Method AAT/GAP 

End 15293 

Score 233 



Seq. No. 14544 Seq. ID OJ990407_07 . 9922 . C22 

Gene No.. 31017 Strand 

Start 5867 End 10097 

Name OJ990407_07 . 9922 . C22 . o3 . np Method AAT/NAP 

Start 5867 End 9938 

GI 2062167 Score 865 

Exons 5867. .6057, 6326. .6584, 8748. .8981, 9645. .9938 

GI Descrip. (AC001645) Proline-rich protein APG isolog [Arabidopsis 
thaliana] 



Seq. No. 



14544 



Seq. ID OJ990407 07.9922.C22 



15257 



Gene No. 


31017 






Strand 






Rft 67 






End 


10097 


Name 




qqoo COO r\0 


gs 


Method 


GENSCAN 


C -5 y-+- 








End 


10031 


r* t 

ol 


none 






Score 


.85 


L T ^> r** e« 




Oj£ D. . DJOfl , 


ft 7 A P 
0 / fi 0 . 


.8981, 9645. .10031 


o e q . in o . 


14544 






Seq. ID 


OJ990407_07 . 9922 . C22 


1NU > 


31017 






Strand 




Start 


5867 






End 


10097 


Name 


OJ990407 07 


.9922.C22.ol. 


gp 


Method 


AAT/GAP 


olail 


8809 






End 


10097 




43115 1.R1084 




Score 


1196 


Exons 


8809. .8981, 


9645. .10097 








GI Descrip. 


•2062167 3. 


Oe-43 (AC001645) Proline-rich protein APG isolog 




[Arabidopsis thaliana] 1 








Seq. No. 


14544 






Seq. ID 


OJ990407_07 . 9922 . C22 


Gene No. 


31018 






Strand 




Q -|- -W-+- 


10142 






End 


22808 


Name 


OJ990407 07 


.9922.C22.ol. 


ts 


Method 


TBLASTX : Soybean 


otart 


266 






End 


1502 




none 






Score 


303 


Exons 


266. .508, 277. .507, 287. 


.508, 


1341. .1502, 1341. .1499, 1346. 


Seq. No.- 


14544 






Seq. ID 


OJ9904 07_07 . 9922 .C22 


Gene No. 


31018 






Strand 




OLalL 


10142 






End 


22808 


Name 


OJ990407 07 


.9922.C22.o8. 


tm 


Method 


TBLASTX: Maize 


Of a v- +" 


428 






End 


1514 




none 






Score 


120 


T? V o 


428. .508, 4 


29.. 503, 133S 


>. .1485, 1341.. 


1514, 1343. .1510 


oeq. in o . 


14544 






Seq. ID 


OJ990407_07 . 9922 .C22 


bene ino . 


31018 






Strand 




Start 


10142 






End 


22808 


Name 


OJ990407 07 


.9922.C22.o4. 


tm 


Method 


TBLASTX: Maize 




3653 






End 


4162 


C T 
bl 


none 






Score 


166 


X^r y«v T^l C 

lxojis 


3653. .3748, 


3655. .3747, 


3671. 


.3748, 3812. .3919, 3813. .3920, 




3830. .3928, 


3831. .3929, 


4020. 


.4160, 4042. .4161, 4059. .4160, 




4066. .4161, 


4070. .4162 








Seq. No. 


14544 






Seq. ID 


OJ990407_07 . 9922 . C22 


Gene No. 


31018 






Strand 




OLdiL 


10142 






End 


22808 


Name 


OJ990407 07 


.9922.C22.o4. 


ts 


Method 


TBLASTX: Soybean 


Of -1 v- +- 


5861 






, End 


6386 




none 






Score 


115 


T* 1 v r^i 

iijXons 


5861. . 6058, 


5931. .6059, 


6318. 


.6386 




Seq. No. 


14544 






Seq. ID 


OJ990407_07 . 9922 . C22 


Gene No. 


31018 






Strand 




Start 


10142 






End 


22808 


Name 


OJ990407 07 


.9922.C22.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


5909 






End 


6609 


GI 


none 






Score 


65 



15258 








^9*31 


601 1 


O -7 " J • 


.6058, 6009. .6059, 


fi"594 647Q 

O OZ, 4 . • D4 




6^9^ 6477 


6S01 


6609 


6S08 


. 6609 






Seq. No. 


14544 








Seq. ID 


OJ990407 


_07. 9922.C22 


Gene No. 


31018 








Strand 






Cf -a >- f- 


10149 








End 


22808 




Name 


O.T990407 07 


9999 


P99 n7 


. LilL 


Method 


TBLASTX: 


rJdlLC 


OL-ClX L 


^909 " ~~ 








End 


6479 














Score 


194 




Exons 


S909 60S8 

.J .7 U .7 . . UUJO/ 


S998 

J 17 ^ O 


6069 


■J 17 J .7 • 


.6076, 6318. .6479, 


6?9S 6477 


Seq. No. 


14544 








Seq. ID 


OJ990407 


_07.9922.C22 


Gene No. 


31018 








Strand 






jtait 










End 


22808 




Name 


D.TQ90407 07 


9999 


P99 o ^ 


.US 


Method 


TBLASTX: 


OUyjJcall 


otait 


D Jo / 








End 


8978 






none 








Score 


78 




J_j A. vj 1 1 O 


6^87 6479 


U J W X 


6S90 


6S02 


.6591, 8748. .8978, 


8794 8871 




14^44 








Seq. ID 


OJ990407 


07 QQ99 P99 


Gene No. 


31018 








Strand 






Start 


10142 








End 


22808 




Name 


O.7990407 07 


9999 


C?9 n6 


fjri 


Method 


TBLASTX : 


Lid XZ.C 


otart 


DO y 








End 


9710 




C T 


.none 








Score 


78 




17* /"\ C 

CjXOUS 


OO z . . DjjI/ 


OjjI 


£^Q0 
. . D D jKJ f 


Q ~ - - 

0 / J J • 


.8987, 8749. .8889, 


OOXX. .0:7X0, 






964 6 


9708 


96M 

3DJl • 


. 9710 






o e q . in o . 


14^44 
X 4 O 4 4 








Seq. ID 


OJ990407 


07 QQ99 P99 


Gene No. 


31018 








Strand 






Start 


10142 








End 


22808 




Name 


07990407 07 


QQ99 

• -7 -7£ Z. 


T99 n9 


f- ^ 


Method 


TBLASTX : 


Cress 


C f- -3 r +- 
uLdl I 


RPl 90 _ 








End 


9947 




(IT 


none 








Score 


67 




F 1 v An c 


8890 8879 


964 9 

_7 O 4 -7 


Q7 1 1 

• .-7/11/ 


96S4 


. 9728, 9717. .9824, 


97^0 989^ 

-7/JU. .-70^0, 




QQ4fi 994 7 

JO 4 U • . .7 .7 4 / , 


98 4 7 

_7 O 4 f 


99^9 

• • -7 _7 O -7 










O C q . LN U • 


1 4 R4 4 








Seq. ID 


OJ990407 


07 QQ99 P99 


Gene No. 


31018 








Strand 






Start 


10142 








End 


22808 




Name 


O.T990407 07 


9999 

• _7 ;7^. Z, 


P99 r»9 




Method 


TBLASTX: 


ouyjjcdn 




96S4 ~" 








End 


9947 




r: t 
ox 


none 








Score 


58 




Exons 


96R4 9798 

:7 OO 4 . . Z? 1 £.0 f 


96 S R 


Q71 1 

. • .7 / 1 1 / 


Q7 1 9 
:? / 1 z . 


.9828, 9717. .9827, 


9846 9947 

^040..-7-?4/, 




9847 99^6 














Seq. No. 


14544 








Seq. ID 


OJ990407 


_07. 9922.C22 


Gene No. 


31018 








Strand 






Cf a y.-f- 


1014 9 








End 


22808 




Name 


OTQQ0407 07 


QQ99 


P99 ^ ^ 


fm 
. L III 


Method 


TBLASTX: 


tYiai ze 












End 


9947 




GI 


none 








Score 


109 




Exons 


9711. .9830, 


9730 


. .9831, 


9834 . 


.9878, 9834. .9947, 


9835. .9939 


Seq. No. 


14544 








Seq. ID 


OJ990407 


_07. 9922.C22 


Gene No. 


31018 








Strand 






Start 


10142 








End 


22808 





15259 



Name 

Start 

GI 

Exons 



OJ9904 07_07 . 9922 . C22 . o4 . np Method AAT/NAP 



10142 
4539458 

10142. .10194, 10447. 
13561. .13656, 13742. 
15587. .15704, 16212. 



End 22623 
Score 643 
10556, 11494. . 11659, 13291. 



14252, 15166. 
17453, 18002. 



13386, 
15344, 
18119, 



13847, 13977 
16283, 17231 

19196. .19392, 20203 .. 20375, 204 97 .. 20621, 20724.. 20891 
21224. .21356, 21442 .. 21545, 21606 .. 21741, 21930. .22124 
22455. .22623 

GI Descrip. (AL049500) hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


14544 








Seq. ID 


OJ990407 


07 . 9922 


.C22 






31018 








Strand 










Start 


10142 








End 


22808 








Name 


OJ990407 07.9922.C22 


. o3 . gs 


Method 


GENSCAN 








Start 


10690 








End 


22808 








GI 


none 








Score 


.9 








-LJ V* \~r 1 1 


10690. . 


10790, 


11375. 


. 11512, 


11593. .11641, 13291 


13386. 








13561. . 


13656, 


13742. 


. 13819, 


14192. .14298, 14377 


. . 14487, 








14680. . 


14761, 


15166. 


. 15344 , 


16030. .16072, 16212 


. . 16283, 








16670. . 


16762, 


16987. 


. 17145, 


17231. .17416, 18198 


. . 18269, 








18549. . 


18623, 


19196. 


. 19413, 


20296. .20401, 20511 


. .20621, 








20724. . 


20891, 


21188. 


.21341, 


21442. .21508, 21671 


22013. 




n 




22310. . 


22374, 


22455. 


.22630, 


22667. .22808 






W 

.Sf. 
t t : 


Seq. No. 


14544 








Seq. ID 


OJ990407 


07 . 9922 


.C22 


V 1 


Gene No . 


31018 








Strand 








[Li 


Start 


10142 








End 


22808 






i" "i 

l sz} 


Name 


OJ990407 07.9922.C22 


o2 an 


Method 


AAT/GAP 






! :\ 


Start 


11116 








End 


11604 






'i sf 


GI 


3766804 






Score 


916 






i U 


Exons 


11116. . 


11604 














i 


Seq. No. 


14544 








Seq. ID 


OJ990407 


_07.9922 


.C22 


u 


Gene No. 


31018 








Strand 










Start 


10142 








End 


22808 








Name 


OJ990407 07.9922.C22 


.o5 . tm 


Method 


TBLASTX: 


Vlaize 




b 


Start 


11472 








End , 


17272 








GI 


none 








Score 


176 








Exons 


11472. . 


11603, 


11472. 


.11642, 


11473. .11643, 11474 


. . 11644, 




.; s: 
U 




13232. . 


13390, 


13291. 


.13413, 


13291. .13386, 13292 


. . 13387, 








13555. . 


13656, 


13556. 


.13663, 


13557. .13658, 13559 


. . 13666, 








13718. . 


13816, 


13741. 


.13821, 


13741. .13815, 13742 


. .13819, 








14189. . 


14305, 


14192. 


.14299, 


14366. .14440, 14379 


. . 14477, 








14380. . 


14484, 


14381. 


.14476, 


14386. .14484, 14632 


. .14655, 








14675. . 


14761, 


14678. 


.14764, 


14680. . 14766, 15157 


. .15345, 








15167. . 


15346, 


15188. 


. 15346, 


15618. .15707, 15618 


. .15707, 








15622. . 


15717, 


16212. 


. 16304, 


16212. . 1621 


36, 16662 


. .16763, 








■ 16667. . 


16777, 


16669. 


.16773, 


16984 . . 17139, 16984 


.-. 17145, 








16994 . . 


17143, 


17006. 


.17146, 


17210. . 17272, 17231 


. . 17272 





Seq. No. 14544 Seq. ID 

Gene No. 31018 Strand 

Start 10142 End 

Name OJ990407_07 . 9922 . C22 . 06 . ts Method 

Start 13303 End 

GI none Score 



OJ990407_07. 9922.C22 
22808 

TBLASTX: Soybean 

14257 

112 



15260 



Exons 13303. .13386, 13310 13390, 13543 .. 13656, 1357 1 13666, 

13708. .13815, 13742. . 13816, 13742 .. 1381 6, 14195. .14257 



Seq. No. 


14544 




Seq. ID 


OJ990407_07. 


.9922, 


.C22 


Gene No. 


31018 




Strand 








Start 


10142 




End 


22808 






Name 


OJ990407 07.9922.C22, 


. o5 . np 


Method 


AAT/NAP 






Start 


17396 




End 


21548 






GI 


4580471 




Score 


277 






Exons 


17396. .17426, 19995., 


.20096, 


20192. .20401, 20526. .20621, 






20724. .20891, 21188., 


.21548 










GI Descrip. 


(AC006081) unknown protein 


[Arabidops: 


is thaliana] 






Seq. No. 


14544 




Seq. ID 


OJ990407_07. 


, 9922, 


.C22 


Gene No. 


31018 




Strand 








Start 


10142 




End 


22808 






Name 


OJ990407 07.9922.C22. 


. o4 . gp 


Method 


AAT/GAP 






Start 


18952 




End 


20030 






GI 


3766803 




Score 


495 






Exons 


18952. .18979, 19195. . 


.19426, 


19995. .20030 







nil 



Seq. No. 14544 Seq. ID OJ9904 07_07 . 9922 . C22 

Gene No. 31018 Strand 

Start . 10142 End 22808 • 

Name OJ9904 07_07 . 9922 . C22 . 06 . np Method AAT/NAP 

Start 19196 End 22623 

GI 4539458 Score 310 

Exons 19196. . 19392, 20203 20375, 204 97 .. 20621 , 20724 .. 20891, 

21224. .21356, 214 42 .. 21545, 21606 21741, 21930 .. 22124 , 

22455. .22623 

GI Descrip. (AL049500) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14544 Seq. ID 

31018 Strand 

10142 End 

OJ9904 07_07 . 9922 . C22 . ol . tm Method 

19200 End 

none Score 



OJ990407_07.9922.C22 
22808 

TBLASTX: Maize 

20562 

329 



19200. .19430, 19201. .19431, 19202. .19429, 19206 194 33, 
19988. .20065, 19995 20099, 19995 .. 200 99, 20190 20402, 
20192. .20401, 20505. .20561, 20506.. 20562 



Seq. No. 14544 

Gene No. 31018 

Start 10142 

Name OJ990407_07 . 9922 . C22 . ol . tc 

Start 20213 

GI none 

Exons 20213. .20401, 20217 .. 20402, 
20671. .208 92, 20712. .208 91 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_07.9922.C22 
22808 

TBLASTX: Cress 

20892 

167 



20500. .20670, 20505 .. 20621, 



Seq. No. 14544 Seq. ID 

Gene No. 31018 Strand 

Start 10142 End 

Name OJ9904 07_07 . 9922 . C22 . o2 . tm Method 

Start 20562 End 

GI none Score 



OJ9904 07_07 . 9922 . C22 
22808 

TBLASTX: Maize 

20883 

110 



15261 



Exons 



20562. .20621, 20563 20670, 20712 .. 20882, 20724 .. 20882, 
20725. .20883 



Seq. No. 


14544 


Seq. ID 


OJ990407_07.9922. 


C22 


Gene No. 


31018 


Strand 






Start 


10142 


End 


22808 




Name 


OJ990407 07.9922.C22.o9.tm 


Method 


TBLASTX: Maize 




Start 


21471 


End 


21884 




GI 


none 


Score 


227 




Exons 


21471. .21509, 21657 .. 21884, 


21657. .21857, 21668. .21883 




Seq. No. 


14544' 


Seq. ID 


OJ990407_07.9922. 


C22 


Gene No. 


31018 


Strand 






Start 


10142 


End 


22808 




Name 


OJ990407 07.9922.C22.o3.ts 


Method 


TBLASTX : Soybean 




Start 


22444 


End 


22638 




GI 


none 


Score 


104 




Exons 


2244 4. .22638, 224 64. .22556, 


22465. .22629 




Seq. No. 


14545 


Seq. ID 


OJ990407 07.9922. 


C23 


Gene No. 


31019 


Strand 


+ 




Start 


348 


End 


3291 




Name 


OJ990407 07.9922.C23.ol.gs 


Method 


GENSCAN 




Start 


348 


End- 


3291 




GI 


none 


Score 


.63 




Exons 


348. .478, 930. .1131, 1152. .1259, 1269.. 


"1441, 1585. .1702, 






1968-;. 2099, 2413.. 2625, 2828 


. .2930, 3123. .3291 




Seq. No. 


14545 


Seq. ID 


OJ990407_07.9922. 


C23 


Gene No. 


31019 


Strand 


+ 




Start 


348 


End 


3291 




Name 


OJ990407 07. 9922.C23.o2.np 


Method 


AAT/NAP 




Start 


959 


End 


2267 




GI 


5777617 


Score 


86 




Exons 


959. .1006, 2169. .2267 








GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza sativa] 




Seq. No. 


14545 


Seq. ID 


OJ990407_07.9922. 


C23 


Gene No. 


31020 


Strand 






Start 


1001 


End 


3062 




Name 


OJ990407 07. 9922.C23.ol.tc 


Method 


TBLASTX: Cress 




Start 


1000 


End 


1737 




GI 


none 


Score 


40 




Exons 


1000.. 1029, 1007.. 1030, 1039 


..1077, 1092. .1262, 1099. .1395, 




1101. .1337, 1332. .1400, 1505 


. .1534, 1672. .1737 




Seq. No. 


14545 


Seq. ID 


OJ990407_07.9922. 


C23 


Gene No. 


31020 


Strand 






Start 


1001 


End 


3062 




Name 


OJ990407 07. 9922.C23.ol.np 


Method 


AAT/NAP 




Start 


1001 


End 


3062 




GI 


544018 


Score 


434 




Exons 


1001.. 1562, 1672.. 1736, 3041 


. .3062 






GI Descrip. 


NITRATE/CHLORATE TRANSPORTER gi | 1076359 


Ipir | IA45772 





nitrate-inducible nitrate transporter - Arabidopsis thaliana 
gi 1 166668 (L10357) CHL1 [Arabidopsis thaliana] gi 13157921 
(AC002131) Identical to nitrate/chlorate transporter cDNA 



15262 




gb|L10357 from A. thaliana. ESTs gb|H37533 and gb|R29790, 
gb|T46117, gb|T46068, gb|T75688, gb|R29817 / gb|R29862, gb|Z34634 
and gb|Z34258 



Sea. No. 


14545 








Seq. ID 


OJ990407 


_07, 


.9922 


.C23 


Gpne No. 


31020 








Strand 










Start 


1001 








End 


3062 








Name 


OJ990407 07 


. 9922 


,C23.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1078 








End 


1340 








GI 


none 








Score 


166 








Exons 


1078 . . 1287, 


1084 


. . 1323, 


1095 . 


. 1340 










Sea No 


14545 








Seq. ID 


OJ990407 


_07. 


.9922 


. C23 


Cpnp Ma 


31020 








Strand 










Start 


1001 








End 


3062 








Name 


OJ990407 07 


. 9922 


,C23.ol 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


1122 








End 


1340 








GI 


none 








Score 


242 








Ryon s 


1122 1340 




















1454 6 








Seq. ID 


OJ990407 


07 . 


. 9922 


. C24 


(Ipnp Mo 


31021 








Strand 


+ 








O Loi L 


550 








End 


620 








Name 


OJ990407 07 


. 9922 


. C24 . ol 


• y ° 


Met" hod 


GEN SCAN 








Start 


550 ~ 








End " 


620 








GI 


none 








Score 


.89 








Exons 


550. .620 


















Seq. No. 


1454 6 








Seq. ID 


OJ990407 


07 , 


. 9922 


. C24 


(tpnp Mo 


31022 








Strand 


+ 








Start 


2663 








End 


6915 








Name 


OJ990407 07 


. 9922 


.C24 .o2 


. np 


Method 


AAT/NAP 








Start 


2663 _ 








End 


6032 








GI 


6721516 








Score 


582 








Exons 


2663. .2729, 


4355 


. .4597, 


5008. 


.5361, 5872.. 6032 








GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 








Sea No " 


14546 








Seq. ID 


OJ990407 


_07. 


.9922 


.C24 


Gene No . 


31022 








Strand 


+ 








Start 


2663 








End 


6915 








Name 


OJ990407 07 


.9922 


.C24.o3 


.gs 


Method 


GENSCAN 








Start 


5920 








End 


6915 








GI 


none 








Score 


.84 








Rxon s 

1_J \J 1 A O 


5920. . 6305, 


6822 


. .6915 














Sen No 


1454 6 








Seq. ID 


OJ990407 


_07. 


.9922 


. C24 


Gene No. 


31023 








Strand 


+ 








Start 


7917 








End 


8792 








Name 


OJ990407 07 


. 9922. 


.C24 .o4 


.gs 


Method 


GENSCAN 








Start 


7917 








End 


8792 








GI 


none 








Score 


1 








Exons 


7917 . . 8792 


















Seq. No. 


14546 








Seq. ID 


OJ990407 


_07. 


.9922 


.C24 


Gene No. 


31024 








Strand 


+ 








Start 


11862 








End 


12644 








Name 


OJ990407 07 


.9922 


.C24.o5 


.gs 


Method 


GENSCAN 









15263 



Start 
GI 

Exons 



11862 
none 

11862. .12644 



End 
Score 



12644 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14546 
31025 
128 

OJ990407_07.9922.C24 .ol.np 
128 

5777617 
128. .265 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ990407_07.9922.C24 
Strand 

End 265 

Method AAT/NAP 

End 2 65 

Score 81 



14546 
31026 
1580 

OJ990407_07.9922.C24 .o2.gs 

1580 

none 



Seq. ID OJ990407_07.9922.C24 
Strand 

End 5196 

Method GEN SCAN 

End 5196 

Score .61 



1580. .1888, 1904. .2014, 2054. .2398, 2814. .2903, 4555. .4674, 
5149. .5196 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ990407_07.9922.C25 

Strand + 

End 3362 

Method AAT/NAP 

End 3362 

Score 684 



14547 
31027 
1 

OJ990'407_07 . 9922 . C25 . ol . np 
1 

5441880 
1..842, 3314. .3362 

(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



14547 
31027 
1 

OJ990407_07 . 9922 . C25 . o3 . np 

1142 

5295955 



Seq. ID OJ990407_07.9922.C25 

Strand + 

End 3362 

Method AAT/NAP 

End 3362 

Score 193 



1142. .1293, 2447. .2622, 3102. .3221, 3274. .3362 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 

[Oryza sativa] 



14547 
31028 
1 

OJ9904 07_07.9922.C25.o2.np 
1 

5042447 
1..69, 894. .1488 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990407_07. 9922.C25 
Strand 

End 1488 

Method AAT/NAP 

End 1488 

Score 684 



14547 
31028 
1 

OJ990407_07. 9922.C25.ol.tm 
403 



Seq. ID OJ990407_07.9922.C25 
Strand 

End 1488 

Method TBLASTX : Mai ze 

End 865 



15264 



GI 

Exons 



none Score 135 

403. .525, 404. .556, 556. .861, 557. .865 



Seq. No. 14547 

Gene No. 31028 

Start 1 

Name OJ990407_07 . 9922 . C25 . o2 . tw 

Start 694 

GI none 

Exons 694.. 843, 695.. 871, 695.. 844 

Seq. No. 14547 

Gene No. 31028 

Start 1 

Name OJ990407_07 . 9922 . C25 . ol . tw 

Start 910 

GI none 
Exons 



Seq. ID OJ990407_07. 9922.C25 
Strand 

End 1488 

Method TBLASTX : Wheat 

End 871 

Score 196 



Seq. ID OJ990407_07.9922.C25 
Strand 

End 1488 

Method TBLASTX : Wheat 

End 1219 

Score 64 



910. .1215, 911. .1090, 1115. .1219 



rii 



:'=; 

M 

Mi 

. 

:. : 
: " 

.: s i 

u 



Seq. No. 14548 Seq. ID 

Gene No. 31029 Strand 

Start 1 End 

Name OJ9904 07_07 . 9922 . C26 . ol . np Method 

Start 1 End 

GI 6466937 Score 

Exons 1..27, 473.. 2783 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990407_07.9922.C26 
+ 

2783 
AAT/NAP 
2783 
1083 



End 

Method 
End 
Score 



Seq. No. 14548 

Gene No. 31029 

Start 1 

Name OJ990407_07 . 9922 . C26 . o3 . tm 

Start 1286 

GI none 

Exons 1286.. 1615, 1420.. 1563 

Seq. No. 14548 

Gene No. 31029 

Start 1 

Name OJ990407_07 . 9922 . C26 . o2 . tm 

Start 1664 

GI none 

Exons 1664. .2194, 1774. .2184, 1886. .2188 



Seq. ID OJ990407_07.9922.C26 
Strand + 

2783 

TBLASTX: Maize 
1615 
240 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990407_07.9922.C26 
+ 

2783 

TBLASTX: Maize 

2194 

434 



Seq. No. 14548 Seq. ID 

Gene No. 31029 Strand 

Start 1 End 

Name - ; OJ990407_07 . 9922 . C26 . ol . tw Method 

Start 1829 End 

GI none Score 

Exons 1829.. 2311, 1837.. 2190, 1958.. 2278 



OJ990407_07.9922.C26 
+ 

2783 

TBLASTX: Wheat 

2311 

306 



Seq. No. 14548 

Gene No. 31029 

Start 1 

Name OJ990407 07 . 9922 . C26 . o2 . ts 



Seq. ID OJ990407_07. 9922.C26 

Strand + 

End 2783 

Method TBLASTX : Soybean 



15265 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1868 End 2070 

none Score 196 

1868. .2059, 1891. .2070, 1939. .2067 



14548 
31029 
1 

OJ990407_07.9922.C26.ol.tm 

2197 

none 



Seq. ID OJ990407_07. 9922.C26 

Strand + 

End 2783 

Method . TBLASTX : Maize 

End 2698 

Score 179 



2197. .2334, 2198. .2380, 2201. .2356, 2360. .2698, 2363. .2677, 
2407. .2697 



Seq. No. 14548 

Gene No. 31029 

Start 1 

Name OJ990407_07 . 9922 . C26 . ol . ts 

Start 2284 

GI none 

Exons 2284.. 2646, 2288.. 2635 

Seq. No. 14548 

Gene No. 31029 

Start 1 

Name OJ990407_07 . 9922 . C26 . o2 . tw 

Start 2363 

GI none 

Exons 2363.. 2728, 2392.. 2727 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID OJ990407_07.9922.C26 

Strand + 

End 2783 

Method TBLASTX : Soybean 

End 2646 

Score 302 



Seq. ID OJ990407_07.9922.C26 

Strand + 

End 2783 

Method TBLASTX : Wheat 

End 2728 

Score 298 



Seq. No. 14549 

Gene No. 31030 

Start 1 

Name OJ990407_07 . 9922 . C27 . ol . np 

Start 1 

GI 6466937 

Exons 1..1453 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990407_07. 9922.C27 
Strand + 

1453 
AAT/NAP 
1453 
918 



End 

Method 

End 

Score 



14549 
31030 
1 

OJ990407_07. 9922.C27.o2.tw 
2 

none 

2. .256, 7. .255 

14549 
31030 
1 

OJ9904 07_07. 9922.C27.ol.gs 
39 

none 

39. .109, 133. .922, 1001. .1222 

14549 
31030 



Seq. ID OJ990407_07.9922.C27 

Strand + 

End 1453 

Method TBLASTX : Wheat 

End 256 

Score 303 



Seq. ID OJ990407_07.9922.C27 

Strand . + 

End 14 53 

Method GENSCAN 

End 1222 

Score .88 



Seq. ID OJ990407_07. 9922.C27 
Strand + 



15266 



Start 1 End 

Name OJ990407_07 . 9922 . C27 . ol . tm Method 

Start 89 End 

GI none Score 

Exons . 89.. 724, 190.. 723, 215.. 724 

Seq. No. 14549 Seq. ID 

Gene No. 31030 Strand 

Start 1 End 

Name OJ990407_07 . 9922 . C27 . ol . ts Method 

Start 125 - End 

GI none Score 

Exons 125.. 496, 154.. 405 

Seq. No. 14549 Seq. ID 

Gene No. 31030 Strand 

Start 1 End 

Name OJ990407_07 . 9922 . C27 . o3 . tw Method 

Start 344 End 

GI none Score 

Exons 344.. 736, 439.. 723 



1453 

TBLASTX: Maize 

724 

736 



OJ990407_07.9922.C27 
+ 

1453 

TBLASTX : Soybean 

496 

332 



OJ990407_07.9922.C27 
+ 

1453 

TBLASTX: Wheat 

736 

277 



Seq. No. 14549 Seq. ID 

Gene No. 31030 Strand 

Start 1 End 

Name OJ990407_07'. 9922 . C27 . o2 . tm Method 

Start 728 End 

GI none Score 

Exons 728.. 1096, 829.. 1086, 1130.. 1348, 1177. 
1390. .1446 



OJ9904 07_07 . 9922 . C27 
+ 

1453 

TBLASTX: Maize 

1447 

360 

.1374, 1376. .1447, 



Seq. No. 14549 Seq. ID 

Gene No. 31030 Strand 

Start 1 End 

Name OJ990407_07 . 9922 . C27 . ol . tw Method 

Start 794 End 

GI none Score 

Exons - 794.. 1117,, 808.. 1104 



OJ990407_07.9922.C27 
+ 

1453 

TBLASTX: Wheat 

1117 

325 



Seq. No. 14550 Seq. ID 

Gene No. 31031 Strand 

Start 59 End 

Name OJ990407_07 . 9922 . C29 . ol . gs Method 

Start 59 End 

GI none Score 

Exons 59.. 604 



OJ990407_07. 9922.C29 
604 

GENSCAN 

604 

.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



14551 Seq. ID 

31032 Strand 

1 End 

OJ990407_07. 9922 .C30.ol.np Method 

1 End 

6721516 Score 
1. .359 

(AP001072) . hypothetical protein [Oryza 



OJ990407_07. 9922.C30 
359 

AAT/NAP 

359 

271 



14552 



sativa] 

Seq. ID OJ990407_07.9922.C32 



15267 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31033 Strand + 

71 End 84 

OJ9904 07_07 . 9922 . C32 . ol . gs Method GENSCAN 

71 End 84 

none Score . 96 
71. .84 



14553 
31034 
1 

OJ990427_07 . 9922 . C2 . ol . np 
1 

4741196 
1..230, 356. .387 

(AL049746) ABC-type transport-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990427_07.9922..C2 
Strand 

387 

AAT/NAP 
387 
63 



End 

Method 

End 

Score 



14554 Seq. ID 

31035 Strand 

1 End 

OJ990427_07 . 9922 . C3 . ol . np Method 

1 End 

5777618 Score 
1..73, 308. .521, 899. .946 
(AJ245900) CAA30376.1 protein 

14554 Seq. ID 

31035 Strand. 

1 End 

OJ990427_07 . 9922 . C3 . ol . gs Method 

27 6 End 

none Score 
276. .581 



OJ990427_07.9922.C3 
946 

AAT/NAP 

946 

91 



[Oryza sativa] 



OJ990427_07.9922.C3 
946 

GENSCAN 

581 

.48 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



14554 
31035 
1 

OJ990427_07.9922.C3.ol.gp 
338 

uC-osflcyp035g09bl 
338. .570 

, 5777618/emb|CAB53479.1| 3. 
[Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_07. 9922.C3 
94 6 

AAT/GAP 

570 

383 



0e-09 (AJ245900) CAA30376.1 protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427 07. 9922. C4 



14555 
31036 
1 

OJ990427_07. 9922. C4 .ol.np 
1 

5295971 
1. .683 

(AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



683 

AAT/NAP 

683 

709 



14555 
31036 



Seq. ID 
Strand 



OJ990427 07. 9922. C4 



15268 



Start 
Name 
Start 
GI 

Exons 



1 End 
OJ990427_07 . 9922 . C4 . ol . ts Method 
76 End 
none Score 

76. .180, 243. .554, 259. .549, 288. .554 



683 

TBLASTX: Soybean 

554 

158 



Seq. No. 14555 

Gene No. 31036 

Start 1 

Name OJ990427_07 . 9922 . C4 . ol . tc 

Start 97 

GI none 

Exons 97.. 180, 183.. 518, 253.. 402 

Seq. No. 14555 

Gene No. 31036 

Start 1 

Name OJ990427JD7 . 9922 . C4 . ol . gs 

Start 120 

GI none 

Exons 120.. 674 



Seq. ID 

Strand 

End * 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_07.9922.C4 
683 

TBLASTX: Cress 

518 

64 



OJ990427_07.9922.C4 
683 

GENSCAN 

674 

.98 



Seq. No. 14555 Seq.. ID 

Gene No. 31036 Strand 

Start 1 End 

Name OJ990427_07 . 9922 . C4 . ol . tw Method 

Start 228 End 

GI none Score 
Exons 



OJ990427_07.9922.C4 
683 

TBLASTX: Wheat 

683 

62 



228. .317, 241. .321, 324. .683, 430. .540 



Seq. No. 14555 Seq. ID 

Gene No. 31036 Strand 

Start 1 End 

Name OJ990427_07 . 9922 . C4 . ol . tm Method 

Start 234 End 

GI none Score 

Exons 234.. 569, 235.. 552, 237.. 569 

Seq. No. 14556 Seq. ID 

Gene No. 31037 Strand 

Start 227 End 

Name OJ990427_07 . 9922 .C5.ol.gp Method 

Start 227 End 

GI 286708 Score 

Exons 227.. 460 



OJ990427_07.9922.C4 
683 

TBLASTX: Maize 

569 

272 



OJ990427_07.9922.C5 
460 

AAT/GAP 

460 

427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



14557 Seq. ID 

31038 Strand 

1 ■ End 

OJ990427_07 . 9922 . C7 . ol . np Method 

1 End 

1362060 Score 
1..44, 581. .775 

dehydroquinase-shikimate dehydrogenase 



14557 
31038 



Seq. ID 
Strand 



OJ990427_07.9922.C7 
+ 

775 

AAT/NAP 

775 

142 

- garden pea 

OJ990427_07.9922.C7 
+ 



15269 




Start 


1 




End 


775 






Name 


OJ990427 07.9922.C7.ol.tw 




Method 


TBLASTX: Wheat 




Start 


550 




End 


718 






GI 


none 




Score 


75 






Rxons 


550. .717, 579. .665, 581. .718 










Seq. No. 


14557 




Seq. ID 


OJ990427_07 


.9922 


.C7 


Gene No. 


31038 




Strand 


+ 






Start 


1 




End 


775 






Name 


OJ990427 07.9922.C7.ol.tm 




Method 


TBLASTX: Maize 




Start 


573 




End 


718 






GI 


none 




Score 


63 






Exons 


573.'. 713, 579.. 665, 580. .717, 


581 . . 718 








Sea No 


14557 




Seq. ID 


OJ990427_07 


.9922 


. C7 


Gene No . 


31038 




Strand 


+ 






Start 


1 




End 


775 






Name 


OJ990427 07.9922.C7.ol.gp 




Method 


AAT/GAP 






Start 


597 




End 


718 






GI 


15195 1.R1084 




Score 


190 






Fvnn S 

J_l jT^ W no 


597. .718 












CtT Dp qrri n 

\J J~ UC O ^ i. -L • 


'4127688/emb|CAA06837.1| 2 


Oe 


-16 (AJ006065) isochorismate 




synthase [Catharanthus roseus] f ' 








Seq. No. 


14 558' 




Seq. ID 


OJ990427 07 


.9922 


.C8 


Gene No. 


31039 




Strand 


+ 






Start 


236 




End 


363 






Name 


OJ990427 07.9922.C8.ol.gs 




Method 


GEN SCAN 






Start 


236 




End 


363 






GI 


none 




Score 


.56 






Exons 


236. .363 












Sea No 


14558 




Seq. ID 


OJ990427_07 


. 9922 


.C8 


Gene No . 


31040 




Strand 








Start 


313 




End 


420 






Name 


OJ990427 07.9922.C8.ol.np 




Method 


AAT/NAP 






Start 


313 




End . 


420 






GI 


5922634 




Score 


77 






Exons 


313. .420 












GI DescriD. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi | 6016867 | db j | BAA85210.il 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


14559 




Seq. ID 


OJ990427_07 


.9922 


.C9 


Gene No. 


31041 




Strand 


+ 






Start 


1376 




End 


1503 






Name 


OJ990427 07. 9922.C9.ol.gs 




Method 


GENSCAN 






Start 


1376 




End 


1503. 






GI 


none 




Score 


.45 






Exons 


1376. .1503 












Seq. No. 


14559 




Seq. ID 


OJ990427_07 


.9922 


.C9 


Gene No. 


31042 




Strand 








Start 


1 




End 


1560 






Name 


OJ990427 07. 9922.C9.ol.np 




Method 


AAT/NAP 






Start 


1 




End 


1560 






GI 


5922634 




Score 


77 







15270 



Exons 1..43, 634.. 656, 1446.. 1560 

GI Descrip. : (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 |dbj |BAA85210.1| (AP000570) hypothetical protein 
[Oryza . sativa] 

Seq. No. 14560 Seq. ID OJ990427_07 . 9922 . CIO 

Gene No. 31043 Strand 

Start 149 End 251 

Name OJ990427_07 . 9922 . CIO . ol . gp Method AAT/GAP 

Start 149 End 251 

GI LIB3432-008-P1-K1-F11 Score 126 

Exons 149.. 251 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-151 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 14561 Seq. ID 

Gene No. 31044 Strand 

Start 100 End 

Name OJ990427_07 . 9922 . C13 . ol . gs Method 

Start 100 End 

GI none Score 

Exons 100.. 263 



OJ9904 27_07. 9922.C13 
+ 

263 

GENSCAN 

263 

.78 



Seq. No. 14562 Seq. ID 

Gene No. 31045 Strand 

Start 1 End 

Name OJ990427_07 . 9922 . C14 . ol . np Method 

Start 1 End 

GI 4127688 Score 

Exons 1..37, 174. .271, 398. .529 

GI Descrip. (AJ006065) isochorismate synthase [Catharanthus roseus] 



OJ990427_07. 9922.C14 
+ 

627 

AAT/NAP 
529 
207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14562 
31045 
1 

OJ990427_07. 9922.C14 .ol.tm 
1 



none ■ 
1..42, 2. 
396. .488, 
574. .627 



40, 

397, 



Seq. ID 
Strand 
End 

Method 
End 
Score 62 
3. .77, 165. .248, 166. .264, 170 
.489, 398. .490, 563.-625, 571. 



OJ990427_ 
+ 

627 

TBLASTX: Maize 
627 



07. 9922.C14 



.271, 172. .270, 
624, 573.. 626, 



Seq. No. 14562 Seq. ID 

Gene No. 31045 Strand 

Start 1 End 

Name OJ990427_07 . 9922 . C14 . ol . gs Method 

Start 174 End 

GI none Score 

Exons 174.. 230, 398.. 490 



OJ990427_07. 9922.C14 
+ 

627 

GENSCAN 

490 

.77 



Seq. No. 14562 Seq. ID 

Gene No. 31045 Strand 

Start 1 End 

Name OJ990427_07 . 9922 . CI 4 . ol . gp Method 

Start 196 End 

GI 701722 Score 

Exons 196.. 271, 398.. 626 



OJ9904 27_07. 9922.C14 
+ 

627 

AAT/GAP 

626 

560 



15271 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4127688/emb|CAA06837.1| 2.0e-16 
synthase [Catharanthus roseus] 



(AJ006065) isochorismate 



14563 Seq. ID OJ990427_ 

31046 Strand + 

438 End 543 

OJ990427_07 . 9922 . C15 . ol . gs Method GEN SCAN 

438 End 543 

none Score .83 
438. .543 



07. 9922.C15 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14564 
31047 
1 

OJ990427_07.9922.C16.ol.gp 
1 

I5195_1.R1084 
1..186, 281. .344, 442. .688 

'4127688/emb|CAA06837.1| 2.0e-16 (AJ006065) isochorismate 
synthase [Catharanthus roseus] 1 



Seq. ID OJ990427_07.9922.C16 
Strand 

End 688 

Method AAT/GAP 

End 688 

Score 749 



14564 
31047 
1 

OJ990427_07 . 9922 . C16 . ol . np 
1 

629688 

1..186, 281. .344, 442. .688 

dehydroquinase shikimate dehydrogenase - Common tobacco 
gi | 535771 (L32794) dehydroquinate dehydratase/shikimate 
dehydrogenase [Nicotiana tabacum] 



Seq. ID OJ990427_07.9922.C16 
Strand 

End 688 

Method AAT/NAP 

End 688 

Score 390 



14564 Seq. ID 

31047 Strand 

1 End 

OJ9904 27JD7 . 9922 . CI 6 . ol . gs Method 

25 . End 

none Score 
25. .246, 281. .344, 442. .570 

14564 Seq. ID 

31047 Strand 

1 End 

OJ990427_07 . 9922 . CI 6 . o2 . tm Method 

77 End 

none Score 
77. .157, 78. .161, 79. .189, 80. .184, 275. .367 



OJ990427_07.9922.C16 
688 

GENSCAN 
570 
.87 



OJ990427_07.9922.C16 
688 

TBLASTX: Maize 
367 
55 



14 564 
31047 
1 

OJ990427 07. 9922.C16.ol.ts 



Seq. ID OJ990427_07.9922.C16 
Strand 

End 688 
_ Method TBLASTX: Soybean 

79 End 685 

none Score 66 

79. .159, 80. .148, 151. .189, 275.-367, 276. .347, 292. .360, 
429. .587, 432. .581, 433. .588, 530. .685, 562. .681 



15272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14564 
31047 
1 

OJ990427_07.9922.C16.ol.tc 
82 

none 



Seq. ID OJ990427_07.9922.C16 

Strand 

End 688 

Method TBLASTX : Cress 

End 687 

Score 68 



82. .159, 89. .172, 89. .169, 154. .189, 275. .367, 276. .347, 
432. .581, 433. .576, 562. .687, 581. .685 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14564 
31047 
1 

OJ990427_07 . 9922 . C16 . ol . tm 

470 

none 



Seq. ID OJ990427_07.9922.C16 

Strand 

End 688 

Method TBLASTX : Mai ze 

End 688 

Score 152 



470. .577, 471. .578, 471. .581, 472. .579, 542 .. 688,. 562 687 



14564 
31047 
1 

OJ990427_07.9922.C16.ol.tw 

490 

none 



Seq. ID OJ990427JD7. 9922. C16 

Strand 

End 688 

Method TBLASTX : Wheat 

End 688 

Score 122 



490. .588, 492. .587, 542. .688, 562.-687 



14565 
31048 
129 

OJ990427_07.9922.C17.ol.gp 
129 

4716065 

129. .405, 909. .983 



Seq. ID OJ990427_07. 9922.C17 
Strand 

End 5323 

Method AAT/GAP 

End 983 

Score 657 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14565 
31048 
129 

OJ9904 27_07. 9922.C17.ol.gs 

177 . 

none 



Seq. ID OJ990427_07.9922.C17 
Strand 

End 5323 

Method GENSCAN 

End 5323 

Score .92 



177. .195, 315. .405, 909. .1071, 1159. .1307, 2124. .2264, 
2345. .2510, 2545. .2608, 2706. .3061, 3749. .3967, 4318. .4423, 
4717.. 5008, 5194.. 5323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14565 
31048 
129 

OJ990427_07. 9922.C17.o2.tm 

771 

none 



Seq. ID OJ990427_07. 9922.C17 
Strand 

End 5323 

Method TBLASTX : Maize 

End 2631 

Score 41 



771. .812, 785. .811, 908. .1024, 916. .1068, 917. .1057, 922. .1080, 
1159. .1305, 1169. .1288, 2125. .2250, 2129. .2251, 2134. .2250, 
2341. .2421, 2343. .2453, 2344. .2448, 2539. .2631 



Seq. No. 14565 

Gene No. 31048 

Start 129 

Name OJ990427 07 . 9922 . C17 . o2 . tc 



Seq. ID OJ990427_07. 9922.C17 
Strand 

End 5323 

Method TBLASTX : Cress 



15273 



Start 
GI 

Exons 



841 End 2235 

none Score 128 

841.. 1056, 911.. 1063, 1157. .1309, 1159.. 1305, 2128.. 2235, 

2141. .2209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14565 Seq. ID 

31048 Strand 

129 - End 
OJ990427_07 . 9922 . C17 . ol . np Method 
871 End 
6437552 Score 



OJ990427_07.9922.C17 

5323 
AAT/NAP 
4935 
1378 



871. .1071, 1159. .1307, 2124. .2243, 2315. .2450, 2545. .2608, 
2706. .3052, 3749. .3967, 4318. .4423; 4717. .4935 
(AC011623) putative dehydroquinase shikimate dehydrogenase 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427 07.9922.C17 



14565 
31048 
129 

OJ990427_07.9922.C17.ol.ts 
910 
none 

910. .1068, 911. .1072, 1159. .1302, 1160. .1279, 1168. .1296, 
1191. .1304, 2129. .2242, 2131. .2235, 2207. .2248, 2343. .2423, 
2344. .2412, 2415. .2453, 2539. .2631, 2540. .2611, 2556. .2624, 
2693. .2902, 2696. .3055, 2697. .3053, 3746. .3970, 3747. .4040, 
4315. .4425 



5323 

TBLASTX : Soybean 

4425 

133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14565 Seq. ID 

31048 Strand 

129 End 

OJ990427_07 . 9922 . C17 . o2 . gp Method 

2138 End 

15195 1.R1084 Score 



OJ990427_07.9922.C17 

5323 
AAT/GAP 
3045 
1190 



2138. .2264, 2345. .2450, 2545. .2608, 2706. .3045 
, 4127688/emb|CAA06837.1| 2.0e-16 (AJ006065) isochorismate 
synthase [Catharanthus roseus] ' 



Seq. No. 14565 

Gene No. 31048 

Start 129 

Name OJ990427_07 . 9922 . C17 . ol . tc 

Start 2346 

GI none 

Exons 2346.. 2423, 2353.. 2436, 2353. 



Seq. ID OJ990427_07. 9922.C17 
Strand 

End 5323 

Method TBLASTX : Cress 

End 2971 

Score 68 

.2433, 2418. .2453, 2539. .2631, 



2540.. 2611, 2693.. 2917, 2696.. 2971, 2697.. 2969 



Seq. No. 14565 Seq. ID 

Gene No. 31048 .. Strand 

Start 129 End 

Name OJ990427_07 . 9922 . C17 . ol . tm Method 

Start • 2734 End 

GI none Score 
Exons 



OJ990427_07.9922.C17 
5323 

TBLASTX: Maize 

4437 

455 



2734. .2919, 2735. .3061, 2736. .3062, 2977. .3063, 2996. .3064, 
3744. .3968, 3747. .4028, 3749. .3970, 4288. .4437, 4315. .4425, 
4335. .4433 



15274 



Seq. No. 14565 

Gene No. 31048 

Start 129 

Name OJ9904 27_07 . 9922 . C17 . ol . tw 

Start 2754 

GI none 

Exons 2754.. 3092, 2755.. 2919, 2756. 

3749. .3841, 3749. .3844, 3750. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3061, 2977 
.3848 



OJ990427 07.9922.C17 



5323 

TBLASTX: Wheat 
3848 
462 

3063, 3747.. 3839, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14565 
31048 
129 

OJ990427_07. 

2972 

none 

2972. .3055, 
4315. .4425, 



9922.C17.o3.tc 



2973, 
4341. 



3053, 3746. 
,4436 



OJ990427_07 . 9922 .C17 
5323 

TBLASTX: Cress 

4436 

85 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3970, 3771. .3968, 4285. .4416, 



Seq. No. 14565 Seq. ID OJ990427_07 . 9922 . C17 

Gene No. 31048 Strand 

Start 129 End 5323 

Name OJ990427_07 . 9922 . C17 . o3 . gp Method AAT/GAP 

Start 4338 End 4838 

GI uC-osroM202028dl0al Score 347 ■ ■ 

Exons ' '.-4338. .4423, 4717.. 4838 : 

GI Descrip. 1 1362060/pir | | S48698 4.0e-10 dehydroquinase-shikimate 
dehydrogenase - garden pea 1 



Seq. No. 14566 Seq. ID 

Gene No. 31049 Strand 

Start 1234 End 

Name OJ9904 27_07 . 9922 . C18 . ol . gs Method 

Start 1234 End 

GI none Score 

Exons 1234.. 1369, 1636.. 1775 



OJ990427_07.9922.C18 
+ 

4268 
GENSCAN 
1775 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14566 
31049 
1234 

OJ990427_07 
1265 
6721519 
1265. .1310, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1822, 4235.. 4268 
(AP001072) EST AU082116 ( E4 026) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



9922.C18.ol.np 



1348. .1413, 1636. 



OJ990427_07. 9922.C18 
+ 

4268 
AAT/NAP 
4268 
243 



Seq. No. 14566 Seq. ID 

Gene No. 31049 Strand 

Start 1234 End 

Name OJ990427_07 . 9922 . C18 . ol . gp Method 

Start 1685 End 

GI uC-osflcypl69h02bl Score 

Exons 1685.. 1842 

GI Descrip. 1 6063530/dbj | AP000615 . 1 | AP000615 3.0e-33 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 ' 



OJ990427_07.9922.C18 
+ 

4268 
AAT/GAP 
1842 
202 



Seq. No. 



14566 



Seq. ID OJ990427 07.9922.C18 



15275 






Gene No. 


31050 


Strand 


+ 








J Ldi L 


12306 


End 


12773 










OJ990427 07 9922 C18 o5 as 


l JC L. 1 1UU 


UuliO LrilN 










1 2306 — 

lc JUO 


FnH 

Hi i 1 Li 


12773 

X £. f f J 








r; t 




OLUl C 


■ / 










1 2306 1 2493 12S4S 12773 












" Seq. No. 


14566 


Seq. ID 


OJ990427 


_07.9922 


.C18 




Gene No. 


31051 


Strand 


+ 








<Zt art 


1 324 3 


End 


14 674 










0,7990427 07 9922 P1 R nd rrn 


L1C L. 1 1L7L1 


AAT /CAP 








Of arh 


1324 3 ~~ 


FnH 

Hil 1L1 


1 4 674 








O J. 


2R 670ff 
o u /wo 


^ oor*o 

OLU1 C 


66S 










13243 13363 14444 14674 












Seq. No. 


14566 


Seq. ID 


OJ990427 


_07.9922 


.C18 




Gene No. 


31052 


Strand 


+ 








OLdl L 


15870 


End 


16120 








in emit: 


O.7990427 07 992? PI ft nl 


L iC L11UU 


L3 Lj LN O L^rt-IN 








O LaL L 


1 SR70 ~~ 

1 JO ' u 


FnH 

Hi 1 1 Li. 


16120 

1 U ±£. U 








o X 


n ao o 


OLUl C 


7 6 








tit AUl lo 


1 SR70 1S914 160^2 16120 












OClj. L\ LP . 


14566 


Seq. ID 


OJ990427 


07 9922 

U / . Zs z? £. 


. \-r X O 




Gene No. 


31053 


Strand 


+ 






m 


Start 


18429 


End 


22467 






m 


LNcllUC 


OJ990427 07.9922.C18.o5.np 


Method 


AAT /NAP 






; = = • 


Cf arf 
O L. Cti- U 


18429 


End 


22467 








\J± 


5777618 


Score 


237 






! : 1 




18429. .18818, 19214 .. 19347 , 21147 .. 21572 , 22441 


.224 67 




C j 

! : =? 




(AJ245900) CAA30376.1 protein 


[Oryza sativa] 






I'll 


Seq. No. 


14566 


Seq. ID 


OJ990427 


JD7.9922 


.C18 




Gene No. 


31053 


Strand 


+ 








o Lai L 


18429 


End 


22467 






"i 


Name 


OJ990427 07.9922.C18.o5.gp 


Method 


AAT /GAP 








O Lai L.- 


18579 


End 


19264 








L7X 


3061205 


Score 


668 








FvAn o 


18579. .18818/ 19127. .19264 










.bsi 


Seq. No. 


14566 


Seq. ID 


OJ990427 


_07.9922 


.C18 




Gene No. 


31054 


Strand 










u Lai L 


2053 


End 


7880 








Mrs mo 


OJ990427 07.9922.C18.o2.gs 


Method 


GENSCAN 








O L. G.X L. 


2053 


End 


4879 








fl T 


none 


Score 


.59 








IT vAfi o 
Ej ALJl lo 


2053. .2151, 3144. .3368, 4051. 


.4228, 4806. .4879 








Cpn Wn 

OCLJ • INU • 


14566 


Seq. ID 


OJ990427^ 


07 992? 


pi r 

• L^ X O 




Gene No . 


31054 


Strand 










Start 


2053 


End 


7880 








Name 


OJ990427 07.9922.C18.o2.np 


Method 


AAT /NAP 








Start 


3105 


End 


5403 








GI 


4262143 


Score 


320 








Exons 


3105. .3368, 4051. .4132, 5378. 


.5403 










GI Descrip. 


(AC005275) hypothetical protein [Arabidopsis thaliana] 





15276 



n 



Seq. No. 


14566 




Seq. ID 


OJ990427 07.9922 


X18 


Gene No. 


31054 




Strand 






Start 


2053 




End 


7880 




Name 


OJ990427 07.9922.C18.o2 


.gp 


Method 


AAT/GAP 




Start 


3205 




End 


4302 




GI 


71570 1.R1084 




Score 


775 




Exons 


3205. .3368, 4051. 14302 










GI Descrip. 


1 4262143/gb| AAD14 4 4J | 4 


.Oe-19 


(AC005275) hypothetical protei 




[Arabidopsis thaliana] ' 










Seq. No. 


14566 




Seq. ID 


OJ990427 07.9922 


C18 


Gene No. 


31054 




Strand 






Start 


2053 




End 


7880 




Nanie 


OJ990427 07. 9922.C18.o3 


. as 


Method 


GENSCAN 




Start 


5283 ~~ 




End 


7880 




GI 


none 




Score 


.99 




Exons 


5283. . 5411, 54 90. . 5 612, 


7809. 


.7880 






Seq. No. 


14566 




Seq. ID 


OJ990427_07.9922 


C18 


Gene No. 


31054 




Strand 






Start 


2053 




End 


7880 




Name 


OJ990427 07.9922.C18.o3 


.np 


Method 


AAT/NAP 




Start 


5286 




End 


7880 




GI 


113165 




Score 


459 




Exons 


5286. .5411, 5490. .5620, 


6107. 


.6227, 76 


309 . .7880 




GI Descrip. 


ACYL CARRIER PROTEIN I 


PRECURSOR (ACP 


I) gi | 625337 |pir| . 


AYBH 



acyl carrier protein I precursor - barley gi 1166967 (M58753) 
acyl carrier protein I [Hordeum vulgare] gi 1166973 (M24425) acyl 
carrier protein I precursor [Hordeum vulgare] 





Seq. No. 


14566 








Seq. ID 


OJ990427_07.9922.C18 


I! 


Gene No. 


31055 








Strand 






Start 


10323 








End 


22467 




Name 


OJ990427 07. 


9922. 


C18 .ol 


. tc 


Method 


TBLASTX: Cress 


sf 


Start 


3114 








End 


3389 


i.1 
- i 


GI 


none 








Score 


159 




Exons 


3114. .3389, 


3118. 


.3321, 


3173. 


.3370, 3291.. 3383 


l\ 


Seq. No. 


14566 








Seq. ID 


OJ990427_07.9922.C18 




Gene No. 


31055 








Strand 






Start' 


10323 








End 


22467 




Name 


OJ990427 07. 


9922. 


C18 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3129 








End 


4113 




GI 


none 








Score 


232 




Exons 


3129. .3371, 


3133. 


.3321, 


3133. 


.3375, 3134. .3370, 4049. .4111, 






4051. .4113 














Seq. No. 


14566 








Seq. ID 


OJ990427_07.9922.C18 




Gene No. 


31055 








Strand 






Start 


10323 








End 


22467 




Name 


OJ990427 07. 


9922. 


C18.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5284 








End 


6230 




GI 


none 








Score 


155 




Exons 


5284. .5430, 


5295. 


.5411, 


5451. 


.5612, 5458. .5613, 6115. .6228, 






6117. . 6230, 


6118. 


.6228 










Seq. No. 


14566 








Seq. ID 


OJ990427_07.9922.C18 



15277 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31055 Strand 

10323 End 22467 

OJ990427_07. 9922.C18.o4 .np Method AAT/NAP 

10323 End 22467 

4505323 Score 88 

10323. .10397, 15308 .. 15419, 18605 .. 18771, 22446. .22467 

Wiskott-Aldrich syndrome-like gi | 2116984 | dbj | BAA20128 | (D88460) 

N-WASP [Homo sapiens] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427 07.9922.C18 



14566 
31055 
10323 

OJ990427_07.9922.C18.o3.gp 
11154 

LIB3477-003-P1-K1-E9 
11154. .11190, 12068.. 12132 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



22467 
AAT/GAP 
12132 
107 



Seq. No. 14566 Seq. ID 

Gene No. 31055 Strand 

Start 10323 End 

Name OJ990427_07 . 9922 . C18 . 06 . gs Method 

Start. 13022 * End 

GI none Score 

Exons 13022. .13068, 13987.. 14134 



OJ990427_07.9922.C18 

22467 
GENSCAN 
14134 
. 67 



Seq. No. 14566 Seq. ID 

Gene No. 31055 Strand 

Start 10323 End 

Name OJ990427_07 . 9922 . C18 . 06 . gp Method 

Start 21230 End 

GI none Score 

Exons 21230. .21934 



OJ990427_07.9922.C18 

22467 
AAT/GAP 
21934 
1304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



14567 Seq. ID 

31056 Strand 

3734 End 

OJ990427JD7 . 9922 . C19 . ol .np Method 

3734 End 

5922634 Score 
3734..3833, 4306. .4411 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016867 |dbj |BAA85210.1| (AP000570) hypothetical protein 

[Oryza sativa] 



OJ990427_07.9922.C19 
+ 

4411 
AAT/NAP 
4411 
77 



14567 
31057 
1404 

OJ990427 

1404 

none 



07.9922.C19.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_07.9922.C19 

3918 
GENSCAN 
3918 
.52 



1404. .1616, 2630. .2729, 2823. .2847, 3145. .3218, 3791. .3918 



14568 
31058 



Seq. ID OJ990427_07. 9922.C20 
Strand + 



15278 



Start 2557 End 2670 

Name OJ990427_07 . 9922.C20.ol .gp Method AAT/GAP 

Start 2557 End 2670 

GI LIB3477-003-P1-K1-E9 Score 165 

Exons 2557.. 2670 

GI Descrip. !.24 9858 6/sp I Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 14568 

Gene No. 31059 

Start 15874 

Name OJ990427_07 . 9922 . C20 . o4 . gs 

Start 15874 

GI none 

Exons 15874. .15956, 16087 .. 16241, 
17972. .18331 



Seq. ID OJ990427_07.9922.C20 

Strand + 

End 18331 

Method GENSCAN 

End 18331 

Score .62 
16937. .16977, 17701 .. 17937, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14568 
31060 
652 

OJ990427_07.9922.C20.ol.gs 

652 

none 

652. .859, 1500. .1661, 2804. 
6960. .7268, 7493.-7622 

14568 
31061 
10865 

OJ990427_07.9922.C20.o3.gs 

10865 

none 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2883, 4618 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_07.9922.C20 

7622 
GENSCAN 
7622 
.5 

..4653, 6106. .6185, 



OJ990427_07 . 9922. C20 

15467 
GENSCAN 
15467 
.65 



10865. .11957, 12124. .12241, 12263 .. 13287, 134 62 .. 13906, 
14003. .14915, 15144. .15467 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14568 Seq. ID OJ990427_07 . 9922 . C20 

31061 Strand 

10865 End 15467 

OJ990427_07 . 9922 . C20 . ol . np Method AAT/NAP 

10868 End 15467 

5295971 Score 6940 

10868. .15467 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



14568 
31061 
10865 

OJ990427_07 . 9922 . C20 . o2 . ts 

10892 

none 



Seq. ID OJ990427_07.9922.C20 



Strand 
End 

Method 

End 

Score 



15467 

TBLASTX : Soybean 

11542 

51 



10892. .11368, 11025. .11111, 11208 11369, 11381. .11542 



14568 
31061 



Seq. ID 
Strand 



OJ990427 07.9922.C20 



15279 



Start 


10865 






Name 


OJ990427 07.9922.C20 


. ol . tc 


Start 


10901 






GI 


none 






P von q 


10901. . 


11152, 10935. 


. 11111, 




11276. . 


11563, 11277. 


.11369, 


Seq. No. 


14568 






Gene No. 


'31061 






Start 


10865 






Name 


OJ990427 07.9922.C20 


. o4 . tm 


J Lai L 


10902 








none 






F" von s 


10902. . 


11291, 10902. 


. 11288, 


Seq. No. 


14568 






Gene No. 


31061 






Start 


10865 






Name 


OJ990427 07.9922.C20. 


• o3 . tw 


Start 


10931 






GI 


none 






Exons 


10931. . 


11134, 10943., 


. 11125, 


Seq. No. 


14568 






Gene No. 


31061 






Start 


10865 






LN CL1UG 


OJ990427 07.9922.C20, 


. o4 . tw 


O Lai L 


11369 








none 






Ryon 

1*J A V-' HO 


11369. . 


11563, 11588., 


. 11743 


Seq. No. 


14568 






Gene No. 


31061 






Start 


10865 






Name 


OJ990427 07.9922.C20. 


. o3 . tm 


Start 


11478 






GI 


none 






F, von ^ 


11478. . 


11867, 11479.. 


. 11754 , 


Seq. No. 


14568 






Gene No. 


31061 






Start 


10865 






Name 


OJ990427 07.9922.C20. 


o5 . tm 


Start 


11925 






GI 


none 






F von q 


11925. . 


12173, 11928., 


. 12209, 


Cpn Mo 


14568 






Gene No. 


31061 






Start 


10865 






Name 


OJ990427 07.9922.C20. 


, o3 . ts 


Start 


11928 






GI 


5509260 






Exons 


11928. . 


12260, 12004., 


,12180 


GI Descrip. 









End 

Method 

End 

Score 



15467 

TBLASTX: Cress 

11563 

99 



11150. .11266, 11190. .11267, 
11381. .11554 

Seq. ID OJ990427_07.9922.C20 
Strand 

End 154 67 

Method TBLASTX : Mai ze 

End 11291 

Score 405 
10904. .11290 

Seq. ID OJ990427_07.9922.C20 
Strand 

End 15467 

Method TBLASTX : Wheat 

End 11350 

Score 73 
11147. .11350, 11190, .11267 

Seq. ID OJ990427_07.9922.C20 

Strand . - 

End 15467 

Method TBLASTX : Wheat 

End 11743 

Score 88 



Seq. ID OJ990427_07.9922.C20 
Strand 

End 15467 

Method TBLASTX: Maize 

End 11869 

Score 365 
114 80. .118 69, 114 80. .11869 

Seq. ID OJ990427_07.9922.C20 
Strand 

End 15467 

Method TBLASTX: Maize 

End 12209 

Score 122 
12052. .12183 

Seq. ID OJ990427_07.9922.C20 
Strand 

End 15467 

Method TBLASTX : Soybean 

End 12260 

Score 73 



Seq. No. 



14568 



Seq. ID OJ990427_07.9922.C20 



15280 




Gene No. 


31061 




Strand 






Start 


10865 




End 


15467 




Name 


OJ990427 07 9922 C20 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


12711 _ 




End 


13190 




GI 


none 




Score 


162 




F.xon 


12711 . . 12857, 12879 . 


. 13190, 


12889. .13185 




Seq. No. 


14568 




Seq. ID 


OJ990427JD7.9922 


.C20 


Gene No. 


31061 




Strand 






Start 


10865 




End 


15467 




Name 


OJ990427 07 9922 C20 


. o2 . tc 


Method 


TBLASTX: Cress 






12735 ~~ 




End 


13175 






none 




Score 


190 




p. von s 


12735 12857, 12888. 


. 13175 








Seq. No. 


14568 




Seq. ID 


OJ990427_07.9922 


.C20 


Gene No. 


31061 




Strand 






Start 


10865 




End 


15467 




Name 


OJ990427 07 9922 C20 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12795 _ 




End 


13221 




GI 


none 




Score 


454 




Rxon <=? 


12795. .13190, 12795. 


. 13217, 


12796. . 13221 




Seq. No. 


14568 




Seq. ID 


OJ990427_07.9922 


.C20 


Gene No. 


31061 




.Strand 






Start 


10865 




End 


15467 




Name 


OJ990427 07 9922 C20 


. o2 . tw 


Method 


TBLASTX: Wheat 




o U Cl -L L. 


12873 _ 




End 


13424 




GI 


none 




Score 


71 




D AUll O 


12873 12953 12960 


13226. 


13060. . 13209, 13284. .13424 




Seq. No. 


14568 




Seq. ID 


OJ990427_07.9922 


.C20 


Gene No. 


31061 




Strand 






Start 


10865 




End 


15467 




Name 


OJ990427 07 . 9922 .C20 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13497 _ 




End 


13914 




GI 


none 




Score 


40 




F* vnn q 
m j\. 1 1 o 


13497 13577 13498 


. 13572, 


13557. . 13907, 13584 . . 13913, 






13699 13914 










Seq. No. 


14568 




Seq. ID 


OJ990427_07.9922 


.C20 


Gene No. 


31061 




Strand 






Start 


10865 




End 


15467 




Name 


OJ990427 07 9922 C20 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


13617 _ 




End 


13860 




GI 


none 




Score 


225 




F.xon 


13617.. 138 53, 13620. 


. 13859, 


13621. .13860 




Cpn Ma 
JC^ ■ J.VU • 


14568 




Seq. ID 


OJ990427J37.9922 


. C20 


ucllc In (J. 






Strand 






Start 


10865 




End 


15467 




Name 


OJ990427 07.9922.C20 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13875 




End 


14585 




GI 


none 




Score 


77 




Exons 


13875. .13922, 13879. 


.13923, 


13892. .1414 9, 13920. .14147, 






14140. .14232, 14141. 


.14215, 


14151. .14225, 14297. .14329, 






14299. .14328, 14301. 


.14330, 


14338. .14568, 14358. .14585 





15281 



Seq. No. 14568 Seq. ID 

Gene No. 31061 Strand 

Start 10865 End 

Name OJ990427_07 . 9922 . C20 . o7 . tm Method 

Start 14820 End 

GI none' Score 
Exons 



OJ990427_07 . 9922 . C20 
15467 

TBLASTX: Maize 
15118 
100 

14820. .14891, 14820. .14939, 14 930 .. 15118 , 14931.. 15074 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14569 
31062 
1 

OJ990427JD7 . 9922 . C21 . ol . np 
1 

5777618 

1..27, 7129. .7195, 7666. .7799, 9365. .9823 
(AJ245900) CAA30376.1 protein [Oryza sativa] 



Seq. ID OJ990427_07.9922.C21 

Strand + 

End 17634 

Method AAT/NAP 

End 9823 

Score 2 65 



14569 
31062 
1 

OJ990427_07 . 9922 . C21 . ol . gs 

990 

none 



Seq. ID OJ990427_07.9922.C21 

Strand + 

End 17634 

Method GENSCAN 

End 6332 

Score' .52 



990.. 1101, 1410*. .1688, 3097.. 3575, 5307.. 5415, 6226.. 6332 



Seq. No. 14569 Seq. ID 

Gene No. 31062 Strand 

Start 1 End 

Name OJ990427_07 . 9922 . C21 . ol . gp Method 

Start 6959 End 

GI uC-osflcyp035g09bl Score 

Exons 6959.. 7195, 7582.. 7803 

GI Descrip. T 5777618/ emb | CAB534 7 9 . 1 1 3.0e-09 (AJ245900) CAA30376.1 protein 
[Oryza sativa] 1 



OJ990427_07.9922.C21 
+ 

17634 
AAT/GAP 
7803 
862 



Seq. No. 14569 Seq. ID 

Gene No. 31062 Strand 

Start 1 End 

Name OJ9904 27_07 . 9922 .C21 . o2 . gs Method 

Start 6985 End 

GI none Score 
Exons 



OJ990427_07.9922.C21 
+ 

17634 
GENSCAN 
11320 
. 63 



6985. .7195, 7582. .7799, 9365. .9862, 11213. .11320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. - 
Gene No. 
Start 
Name 



14569 Seq. ID 

31062 Strand 

1 End 

OJ990427_07. 9922 .C21.o2.np Method 

7 665 End 

5777618 Score 



OJ990427_07.9922.C21 
+ 

17634 
AAT/NAP 
17634 
267 



7 665. .7799, 9365. .9816, 17 609. .17634 
(AJ245900) CAA30376.1 protein [Oryza sativa] 



14569 Seq. ID 

31063 Strand 

10721 End 

OJ990427 07.9922.C21.o2.gp Method 



OJ990427_07.9922.C21 

11726 
AAT/GAP 



15282 



Start 
GI 

Exons 



10721 
none 

10721. .11726 



End 
Score 



11726 
1801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1.4569 
31064 
13112 

OJ990427_07. 9922.C21.o9.tm 

3081 

none 

3081.. 3191, 3095. .3199, 3243. 
9371.. 9481, 9385..9489, 9533. 



14569 
31064 
13112 

OJ990427_07. 9922.C21.o3.gs 
13112 
none 

13112. .13176, 13267 
20564 . .20772, 20952 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3350, 3272 
9637, 9535 



OJ990427 07.9922.C21 



26148 

TBLASTX: Maize 
9817 
102 

3349, 3395. 
9636, 9683. 



.3496, 
.9817 



Seq. ID 
Strand 

End 26148 
Method GENSCAN 
End 25502 
Score .49 
13475, 14193. . 14479, 14521 
21218, 21324. .22750, 22804 



OJ990427 07.9922.C21 



.14617, 
.22909, 



22930. .24161, 24 306 .. 25081 , 25294. .25502 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



14569 
31064 
13112 . 

OJ990427_07 . 9922 .C21 . o5 . tm 

13122 

none 

13122. .13178, 13124. .13198, 
14 252. .14 38 9, 14256. .14 357, 

14569 
31064 
13112 

OJ990427_07. 9922.C21.o5.ts 

13124 

none V 

13124. .13198, 13189. .13209, 
13266. .13397 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13265 

14312 



13456, 
14389 



OJ990427__07.9922.C21 
26148 

TBLASTX: Maize 

14389 

77 

13265. .13459, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_07. 9922.C21 
26148 

TBLASTX: Soybean 

13397 

132 



13264. .13371, 13265. .13396, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

GI Descrip. 



14569 
31064 
13112 

OJ990427_07. 9922.C21 .o3.gp 
13360 
none 

13360. .134 58, 14251. .14 689 

14569 
31064 
13112 

OJ990427_07. 9922.C21 .o3.np 
20925 
5295971 
20925. .25168, 26100. .26148 

(AB026295) EST D24 315 (R17 18 ) corresponds to a region of the 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_07.9922.C21 

26148 
AAT/GAP 
14689 
1012 



OJ990427_07.9922.C21 

26148 
AAT/NAP 
26148 
3466 



15283 




predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 


14569 




Seq. ID 


OJ990427_07.9922 


.C21 


Gene No . 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07.9922.C21 


,o2.ts 


Method 


TBLASTX: Soybean 




Start 


20949 




End - 


21599 




GI 


none 




Score 


72 




Exons 


20949. .21416, 21007. 


.21138, 


21265. .21408, 21435.. 21599 




Seq. No. 


14569 




Seq. ID 


OJ990427_07.9922 


.C21 


Gene No. 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07.9922.C21 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


20955 




End 


21620 




GI 


none 




Score 


97 




Exons 


20955. .21170, 20998. 


.21174, 


21207. .21326, 21232 .. 21327, 






21324 . .21620, 21339. 


.21533 








Seq. No. 


14569 




Seq. ID 


OJ990427JD7.9922. 


. C21 


Gene No. 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07.9922.C21 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


20967 




End 


21179 




GI 


none 




Score 


100 




Exons 


20967. .21179, 20985. 


.21146, 


21061. .21171 




Seq. No. 


14569 




Seq. ID 


OJ990427_07.9922. 


, C21 


Gene No. 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07.9922.C21 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


20988 




End 


21429 




GI 


none 




Score 


68 




Exons 


20988. .21179, 20995. 


.21174, 


21204 . .21407, 21229. .21429 




Seq. No. 


14569 




Seq. ID 


OJ990427_07.9922. 


, C21 


Gene No . 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07.9922.C21 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


21207 




End 


21659 




GI 


none 




Score 


272 




Exons 


21207. .21659, 21229. 


.21654 








Seq. No. 


14569 




Seq. ID 


OJ990427JD7.9922. 


C21 


Gene No. 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07.9922.C21 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


21445 




End 


21752 




GI 


none 




Score 


103 




Exons 


21445. .21624, 21447., 


.21620, 


21645. .21752, 21667. .21735 




Seq. No. 


14569 




Seq. ID 


OJ990427JD7.9922. 


C21 


Gene No. 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07.9922.C21, 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


21663 




End 


21926 





15284 - 




GI 


none 




Score 


119 




Exons 


21663. .21926, 21663. 


.21926 








Seq. No. 


14569 




Seq. ID 


OJ990427_07.9922 


.C21 


Gene No. 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07.9922.C21 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


21768 




End 


22308 




GI 


none 




Score 


55 




Exons 


21768. .21971, 21963. 


.22307, 


22078. .22152, 22177.. 22308 




Seq. No. 


14569 




Seq. ID 


OJ990427_07.9922 


.C21 


Gene No. 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07.9922.C21 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


21975 ~ 




End 


22475 




GI 


5509260 




Score 


60 




Exons 


21975. .22475, 22084 . 


.22152, 


22186. .22401 




GI Descrip. 












Seq. No. 


14569 




Seq. ID 


OJ990427_07.9922 


.C21 


Gene No. 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07 . 9922 ,C21 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


22089 ~ 




End 


22364 




GI 


none y 




Score 


120 




Exons 


22089. . 22364, 22177 . 


.22353 








Seq. No. 


14569 




Seq. ID 


OJ990427_07.9922 


.C21 


Gene No. 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07.9922.C21 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


22128 ~ 




End 


22449 




GI 


none 




Score 


187 




Exons 


22128. .22448, 22128. 


.22436, 


22129. .22449, 22132.. 22449 




Seq. No. 


14569 




Seq. ID 


OJ990427_07.9922 


.C21 


Gene'No. 


31064 




Strand 






Start 


13112 




. End 


26148 




Name 


OJ990427 07.9922.C21 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


22814 




End 


23292 




GI 


none 




Score 


158 




Exons 


22814 . .22918, 22981. 


.23292, 


22997. .232? 


37, 23026.. 23292 




Seq. No. 


14569 




Seq. ID 


OJ990427_07.9922 


.C21 


Gene No. 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07 . 9922 . C21 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


22835 ~~ 




End 


23256 




GI 


none 




Score 


64 




Rxon s 


22835 22918, 22921 


23256. 


22991. .23140 




Seq. No. 


14569 




Seq. ID 


OJ990427_07.9922 


.C21 


Gene No. 


31064 




Strand 






Start 


13112 




End 


26148 




Name 


OJ990427 07.9922.C21 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


22966 




End 


23523 





15285 




GI 


none 






Score 


62 




Exons 


22966. . 


23055, 22979. 


.23059, 


23062. .23523, 23168.. 23278 




Seq. No. 


14569 






Seq. ID 


OJ990427_07.9922, 


.C21 


Gene No. 


31064 






Strand 






Start 


13112 






End 


26148 




Name 


OJ990427 07.9922.C21 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


22972 






End 


23307 




GI 


none 






Score 


272 




Exons 


22972. . 


23307, 22973. 


.23290, 


22975. .23307 




Seq. No. 


14569 






Seq. ID 


OJ990427_07.9922, 


.C21 


Gene No. 


31064 






Strand 






Start 


13112 






End 


26148 




Name 


OJ990427 07.9922.C21 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


23332 






End 


23661 




GI 


none 






Score 


206 




Exons 


23332. . 


23661, 23485. 


.23565 








Seq. No. 


14569 






Seq. ID 


OJ990427_07.9922, 


.C21 


Gene No. 


31064 






Strand 






Start 


13112 






End 


26148 




Name 


OJ990427 07.9922.C21 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


23605 






End 


24052 




GI 


none 






Score 


192 




Exons 


23605. . 


23685, 23686. 


.24051, 


23768. .24052 




Seq. No. 


14569 






Seq. ID 


OJ990427_07.9922, 


.C21 


Gene No. 


31064 






Strand 






Start 


13112 






End 


26148 




Name 


OJ990427 07.9922.C21 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


23665 






End 


24072 




GI 


none 






Score 


144 




Exons 


23665. . 


24072, 23843. 


.24058 








Seq. No. 


14569 






Seq. ID 


OJ990427_07.9922. 


.C21 


Gene No. 


31064 






Strand 






Start 


13112 ... 






End 


26148 




Name 


OJ990427 07.9922.C21 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


24760 






End 


25048 




GI 


none 






Score 


153 




Exons 


24760. . 


25047, 24761. 


.25048 








Seq. No. 


14570 






Seq. ID 


OJ990427_07. 9922, 


,C22 


Gene No. 


31065 






Strand 






Start 


4188 






End 


4280 




Name 


OJ990427 07.9922.C22 


.ol.gp 


Method 


AAT/GAP 




Start 


4188 






End 


4280 




GI 


LIB3477 


-003-P1-K1-E9 




Score 


124 




Exons 


4188. .4280 










GI Descrio 


1 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 


i 










Seq. No. 


14571 






Seq. ID 


OJ990427_07.9922. 


,C24 


Gene No. 


31066 






Strand 






Start 


1 






End 


6352 





15286 



Name 


OJ990427 07 


.9922.C24.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


6352 




GI 


5777618 




Score 


226 




Exons 


1..19, 1413 


..1592, 5608.. 6070, 6328.. 


6352 




GI Descrip. 


(AJ245900) 


CAA30376.1 protein 


[Oryza 


sativa] 




Seq. No. 


14571 




Seq. ID 


OJ990427 


_07. 


Gene No. 


31066 




Strand 


+ 




Start 


1 




End 


6352 




Name 


OJ990427 07 


. 9922. C24 .o2.gs 


Method 


GENSCAN 




Start 


928 ~~ 




End 


6108 




GI 


none 




Score 


.58 




Exons 


928. . 1072, 


1432. .1592, 2901.. 


2964, 3505.. 3651, 


5630 


Seq. No. 


14571 




Seq. ID 


OJ990427 


_07. 


Gene No. 


31067 




Strand 


- 




Start 


260 




End 


595 




Name 


OJ990427 07 


.9922.C24.ol.gs 


Method 


GENSCAN 




Start 


260 




End 


595 




GI 


none 




Score 


.64 




Exons 


260. .504, 537. .595 








Seq. No. 


14572 




Seq. ID 


OJ990427 


07 . 


Gene No. 


31068 




Strand 


+ 




Start 


1 




End 


3295 




Name 


OJ990427 07 


.9922.C25.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3295 




GI 


5777618 




Score 


118 




Exons 


1..88, 838. 


.1257, 3103. .'3295 








GI Descrip. 


(AJ245900) 


CAA30376.1 protein 


[Oryza 


sativa] 




Seq. No. 


14572 




Seq. ID 


OJ990427 


_07. 


Gene No. 


31068 




Strand 


+ 




Start 


1 




End 


3295 




Name 


OJ990427 07 


.9922.C25.ol.gs 


Method 


GENSCAN 




Start 


852 




End 


3273 




GI 


none 




Score 


.47 




Exons 


852. .1330, 


2660.. 2810, 3060.. 


3273 






Seq. No. 


14573 




Seq. ID 


OJ990427 


_07. 


Gene No. 


31069 




Strand 


+ 




Start 


1 




End 


1428 




Name 


OJ990427 07 


. 9922 -C26.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


291 




GI 


none 




Score 


547 




Exons 


1. .291 










Seq. No. 


14573 




Seq. ID 


OJ990427 


07 . 


Gene No. 


31069 




Strand 


+ 




Start 


1 




End 


1428 




Name 


OJ990427 07 


. 9922.C26.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1428 




GI 


6751692 " 




Score 


1094 




Exons 


1. .1428 










GI Descrip. 


(AC018908) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


14573 




Seq. ID 


OJ990427 


_07. 



6108 



15287 



Gene No. 31069 Strand + 

Start 1 End 1428 

Name OJ990427_07 . 9922 .C26. ol . gs Method GENSCAN 

Start 23 End 1340 

GI none Score . 95 

Exons 23.. 1340 



Seq. No. 14573 

Gene No. 31069 

Start 1 

Name OJ990427_07 . 9922 . C26 . ol . ts 

Start 392 

GI none 

Exons 392.. 562', 416.. 556, 436.. 561, 



Seq. ID OJ990427_07.9922.C26 

Strand + 

End 1428 

Method TBLASTX : Soybean 

End 1015 

Score 186 

565. .954, 566. .1015 



Seq. No. 14573 Seq. ID 

Gene No. 31069 Strand 

Start 1 End 

Name OJ990427_07 . 9922 . C26 . o2 . gp Method 

Start 705 End 

GI none Score 

Exons 705.. 1197 



OJ990427_07.9922.C26 
+ 

1428 
AAT/GAP 
1197 
918 



ru 



u 



Seq. No. 14573 

Gene No. 31069 

Start 1 

Name - OJ990427JD7 . 9922 . C26 . ol . tm 

Start 766 

GI none 

Exons 766.. 882, 767.. 898, 771.. 923, 

Seq. No. 14573 

Gene No. 31069 

Start 1 

Name OJ990427_07 . 9922 . C26 . o2 . ts 

Start 1036 

GI none 

Exons 1036.. 1191, 1041.. 1193, 1046. 

Seq. No. 14573 

Gene No. 31069 

Start 1 

Name OJ9904 27_07 . 9922 . C26 . o2 . tm 

Start 1046 

GI none 

Exons 1046.. 1084, 1048.. 1092, 1085. 



Seq. ID OJ990427_07.9922.C26 

Strand + 

End 1428 

Method TBLASTX : Mai ze 

End 1042 

Score 163 

882. .989, 883. .1038, 890. .1042 



OJ990427_07.9922.C26 
+ 

1428 

TBLASTX: Soybean 
1193 
218 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1192 

Seq. ID 
Strand 
End 

Method 
End 
Score 

.1228, 1087.. 1230, 1088.. 1258 



OJ990427_07.9922.C26 
+ 

1428 

TBLASTX: Maize 
1258 
60 



Seq. No. ' 14574 Seq. ID 

Gene No. 31070 Strand 

Start 1 End 

Name OJ990427_07 . 9922 . C27 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . . 311 



OJ990427_07.9922.C27 
+ 

705 

AAT/GAP 

311 

554 



Seq. No. 
Gene No. 



14574 
31070 



Seq. ID OJ990427_07.9922.C27 
Strand + 



15288 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990427_07 . 9922 . C27 . ol . np 
1 

6751692 
1. .702 

(AC018908) unknown protein [Arabidopsis thaliana] 



End 

Method 
End 
Score 



705 

AAT/NAP 
702 
658 



14574 
31070 
1 

OJ990427_07 . 9922 . C27 . ol . gs 
64 

none 
64. .705 

14574 
31071 
1432 

OJ990427_07.9922.C27.o3.gp 

1432 

none 

1432. . 1868 



Seq. ID OJ990427_07. 9922.C27 

Strand + 

End 705 

Method GENSCAN 

End 705 

Score .4 



Seq. ID OJ990427_07.9922.C27 

Strand + 

End 1868 

Method AAT/GAP 

End 18 68 

Score 832 



Seq. No. 14574 

Gene No. 31072 

Start 497 

Name OJ990427_07 . 9922 . C27 . o2 . gp 

Start 497 

GI none 

Exons 497.. 1095 



Seq. ID OJ990427_07.9922.C27 
Strand 

End 1095 

Method AAT/GAP 

End 1095 

Score 1066 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



14574 
31073 
1615 

OJ990427_07. 9922.C27.o3. ts 
91 

none 

91. .291, 109. .294, 150. .293 

14574 
31073 
1615 

OJ990427_07 . 9922 . C27 . o4 . tm 

145 

none 



Seq. ID OJ990427_07 . 9922 .C27 
Strand 

End 2055 

Method TBLASTX : Soybean 

End 294 

Score 207 



Seq. ID OJ990427_07.9922.C27 
Strand 

End 2055 

Method TBLASTX : Mai ze 

End 372 

Score 68 



145. .198, 147. .206, 199. .342, 201. .344, 202. .372 



14574 
31073 
1615 

OJ990427_07. 9922.C27.ol. tc 

169 
none 



Seq. ID OJ990427_07. 9922. C27 
Strand 

End 2055 

Method TBLASTX : Cress 

End 717 

Score 38 



169. .213, 210. .374, 211. .342, 355. .705, 489. .704, 586. .717 



14574 
31073 



Seq. ID OJ990427_07.9922.C27 
Strand 



15289 



Start 
Name 
Start 
GI 

Exons 



1615 End 

OJ990427_07 . 9922 . C27 .ol . ts Method 

294 End 

none Score 

294. .365, 295. .366, 409. .690, 477. .671 



2055 

TBLASTX : Soybean 

690 

62 



Seq. No. 14574 Seq. ID 

Gene No. 31073 . Strand 

Start 1615 End 

Name OJ9904 27_07 . 9922 . C27 . ol . tm Method 

Start 449 End 

GI none Score 

Exons 449. .628, 452. .706, 454. .720, 477. .731 



OJ990427_07.9922.C27 
2055 

TBLASTX: Maize 

731 

143 



Seq. No. 14574 Seq. ID 

Gene No. 31073 Strand 

Start 1615 End 

Name OJ990427_07 . 9922 . C27 . o3 . tm Method 

Start 1568 End 

GI none Score 

Exons 1568.. 1843, 1607.. 1825, 1612.. 1848 



OJ990427_07 . 9922 .C27 
2055 

TBLASTX: Maize 

1848 

245 



'as? 



Pi! 



Seq. No. 14574 Seq. ID 

Gene No. 31073 Strand 

Start 1615 End 

Name OJ990427_07 . 9922 . C27 . ol . tw Method 

Start 1615 End 

GI none Score 

Exons 1615.. 2025, 1616.. 2026, 1790.. 2026 



OJ990427_07.9922.C27 
2055 

TBLASTX: Wheat 

2026 

518 



Seq. No. 14574 

Gene No. 31073 

Start 1615 

Name OJ9904 27_07 . 9922 . C27 . o2 . gs 

Start 1615 

GI none 

Exons 1615.. 2045 

Seq. No. 14574 

Gene No. 31073 

Start 1615 

Name OJ990427_07 . 9922 . C27 . o2 . ts 

Start 1631 

GI none 

Exons 1631.. 1792, 1633.. 1743, 1759. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_07.9922.C27 

2055 
GENS CAN 
2045 
.92 



Seq. ID OJ990427_07.9922.C27 
Strand 

End 2055 

Method TBLASTX : Soybean 

End 1882 

Score 127 
,1881, 1763. .1882 



Seq. No. 14574 

Gene No. 31073 

Start 1615 . 

Name OJ990427_07 . 9922 . C27 . o2 . tm 

Start 1855 

GI none 

Exons 1855.. 2055, 1856.. 2053 



Seq. ID OJ990427_07.9922.C27 
Strand 

End 2055 

Method TBLASTX: Maize 

End 2055 

Score 231 



Seq. No. 
Gene. No. 
Start 



14574 
31073 
1615 



Seq. ID OJ990427_07.9922.C27 
Strand 

End 2055 



15290 




Name 


OJ990427 07 


. 9922.C27.o2.tc 


Method 


TBLASTX: Cress 




Start 


1897 




End 


2055 




GI 


none 




Score 


184 




Exons 


1897. .2055, 


1898. .2053 








Seq. No. 


14575 




Seq. ID 


OJ990427 07.9922, 


.C28 


Gene No. 


31074 




Strand 


+ ~~ 




Start 


20 




End 


301 




Name 


OJ990427 07 


.9922.C28.ol.np 


Method 


AAT/NAP 




Start 


20 




End 


301 




GI 


6358809 




Score 


234 




Exons 


20. .301 










GI Descrip. 


(AC010675) 


unknown protein 


[ Arabidops 


is thaliana] 




Seq. No. 


14575 




Seq. ID 


OJ990427J37.9922, 


.C28 


Gene No. 


31075 




Strand 






Start 


125 




End 


209 




Name 


OJ990427 07 


.9922.C28.ol.tc 


Method 


TBLASTX: Cress 




Start 


10 




End 


209 




GI 


none 




Score 


77 




Exons 


10. .93, 20. 


.88, 79. .207, 79 


. .207, 93. 


.209, 105. .209 




Seq. No. 


14575 




Seq. ID 


OJ990427_07.9922, 


X28 


Gene No. 


31075 




Strand 






Start 


125 




End 


209 




Name 


OJ990427 07 


.9922.C28.ol.tm 


Method 


TBLASTX : Maize 




Start 


10 




End ' 


209 




GI 


none 




Score 


112 




Exons 


10. .93, 11. 


.88, 15. .89, 79. 


.207, 79. .: 


207, 93.. 209, 96.. 209 


Seq. No. 


14575 




Seq. ID 


OJ990427_07.9922. 


C28 


Gene No. 


31075 




Strand 






Start 


125 




End 


209 




Name 


OJ990427 07 


. 9922.C28.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10 




End 


209 




GI 


none 




Score 


98 




Exons 


10. .93, 11. 


.88, 22. .207, 79 


..195, 99. 


.209, 108. .209 




Seq. No. 


14575 




Seq. ID 


OJ990427_07.9922. 


C28 


Gene No. 


31075 




Strand 






Start 


125 




End 


209 




Name 


OJ990427 07 


.9922.C28.ol.ts 


Method 


TBLASTX: Soybean 




Start 


19 




End 


209 




GI 


none 




Score 


85 




Exons 


19. .84, 20. 


.88, 79. .207, 93 


. .209, 99. , 


.209 




Seq. No. 


14575 




Seq. ID 


OJ990427_07.9922. 


C28 


Gene No. 


31075 




Strand 






Start 


125 




End 


209 




Name 


OJ990427' 07 , 


. 9922 . C28 .ol . gs 


Method 


GENSCAN 




Start 


125 




End 


188 




GI 


none 




Score 


.47 




Exons 


125. .188 










Seq. No. 


14576 




Seq. ID 


OJ990427_07. 9922. 


C29 


Gene No. 


31076 




Strand 






Start 


478 




End 


527 





15291 



Name 

Start 

GI 

Exons 



OJ990427_ 

478 

none 

478. .527 



07. 9922.C29.ol.gs 



Method 

End 

Score 



GENSCAN 

527 

.8 



Seq. No. 14577 Seq. ID 

Gene No. 31077 Strand 

Start .392 End 

Name OJ990427_07 . 9922 . C30 . ol . gs * ~ Method 

Start '392 End 

GI none Score 

Exons 392.. 539 



OJ990427_07.9922.C30 
539 

GENSCAN 

539 

.62 



Seq. No. 14578 Seq. ID 

Gene No. 31078 Strand 

Start 1 End 

Name OJ990427_07 . 9922 . C33 . ol . np Method 

Start 1 End 

GI 6063557 Score 

Exons 1 . .53, 303. .488 

GI Descrip. (AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



OJ990427_07.9922.C33 
488 

AAT/NAP 
488 
270 



Seq. No. 14578 Seq. ID 

Gene No. 31078 Strand 

Start 1 End 

Name OJ990427_07 .'9922 . C33 . ol . gs Method 

Start 318 End 

GI none Score 

Exons 318.. 482 



OJ990427_07.9922.C33 
488 

GENSCAN 

482 

.82 



Seq. No. 


14579 




Seq. ID 


OJ990427_07.9922, 


.C34 


Gene No. 


31079 




Strand 


+ 




Start 


62 




End 


588 




Name 


OJ990427 07.9922.C34. 


. ol . gs 


Method 


GENSCAN 




Start 


62 




End 


588 




GI 


none 




Score 


.59 




Exons 


62. .91, 481. .588 










Seq. No. 


14580" 




Seq. ID 


OJ990427_07. 9922, 


.C36 


Gene No. 


31080 




Strand 


+ 




Start 


656 




End 


827 




Name 


OJ990427 07.9922.C36. 


. ol . np 


Method 


AAT/NAP 




Start 


656 




End 


827 




GI 


113165 




Score 


97 




Exons 


656. .827 










GI Descrip. 


ACYL CARRIER PROTEIN 


I PRECURSOR (ACP 


I) gi | 625337 |pir| , 


| AYBH 



acyl carrier protein I precursor - barley gi 1166967 (M58753) 
acyl carrier protein I [Hordeum vulgare] gi 1166973 (M24425) acyl 
carrier protein I precursor [Hordeum vulgare] 



Seq. No. 14581 Seq. ID 

Gene No. 31081 Strand 

Start 4 68 End 

Name OJ990427_07 . 9922 . C37 . ol . gs Method 

Start 4 68 End 

GI none Score 

Exons 4 68.. 650 



OJ990427_07. 9922.C37 
+ 

650 

GENSCAN 

650 

.74 



15292 



Seq. No. 14582 
Gene No. 31082 
Start 1 

Name OJ990427_07 . 9922 . C39 . ol . np 

Start l" 
GI 5295971 
Exons 1 . .735 

GI Descrip. (AB026295) EST D24315 (R1718) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. ID OJ990427_07.9922.C39 

Strand + 

End 735 

Method AAT/NAP 

End 735 

Score 1065 



Seq. No. 


14582 








Seq. ID 


OJ990427_07.9922 


.C39 


Gene No. 


31082 








Strand 


+ 




Start 


1 








End 


735 




Name 


OJ990427 


07. 9922.C39 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


56 








End 


403 




GI 


none 








Score 


503 




Exons 


56. .403, 


59. .403 












Seq. No. 


14582 








Seq. ID 


OJ990427 07.9922 


.C39 


Gene No. 


31082 








Strand 


+ 




Start 


1 








End 


735 




Name 


OJ990427 


07. 9922.C39 


.ol. 


gs 


Method 


GENSCAN 




Start 


110 








End 


672 




GI 


none 








Score 


.43 




Exons 


110. . 672 














Seq. No. 


14582 








Seq. ID 


OJ990427_07.9922 


.C39 


Gene No. 


31082 








Strand 


+ 




Start 


1 








End 


735 




Name 


OJ990427 


07. 9922.C39 


. o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


113 








End 


385 




GI 


none 








Score 


184 




Exons 


113. .385, 


250. .381 












Seq. No. 


14582 








Seq. ID 


OJ990427 07.9922 


.C39 


Gene No. 


31082 








Strand 


+ 




Start 


1 








End ' 


735 




Name 


OJ990427 


07. 9922.C39 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


140 








End 


514 




GI 


none 








Score 


88 




Exons 


140. .295, 


320. .514 












Seq. No. 


14582 








Seq. ID 


OJ990427_07.9922 


.C39 


Gene No. 


31082 








Strand 


+ 




Start 


1 








End 


735 




Name 


OJ990427 


07.9922.C39 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


, 320 








End 


733 




GI 


none 








Score 


230 




Exons 


320. .607, 


329. .502, 514. 


.606 


, 616. .693, 


617. .733 




Seq. No. 


14582 








Seq. ID 


OJ990427_07.9922 


.C39 


Gene No. 


31082 








Strand 


+ 




Start 


1 








End 


735 




Name 


OJ990427 


07.9922.C39 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


389 








End 


727 





15293 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

389. .727, 514 



.717 



14582 
31082 
1 

OJ990427_07 . 9922 . C39 . o2 ..tm 

406 

none 

406. .492, 416.. 733, 526.. 732 



Score 274 



Seq. ID OJ990427_07.9922.C39 

Strand + 

End 735 

Method TBLASTX : Mai ze 

End 733 

Score 320 



OJ990427 07.9922.C40 



14583 Seq. ID 

31083 Strand 
1 End 125 

OJ990427JD7 . 9922 .C40 . ol .np Method AAT/NAP 
1 End 125 

6498441 Score 100 

1. .125 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



14584 Seq. ID 

31084 Strand 

72 End 
OJ990427_07. 9922.C41.ol.gs Method 

72 End 

none Score 
72. .306 



OJ990427_07.9922.C41 
+ 

306 

GENSCAN 

306 

.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14585 Seq. ID 

31085 Strand 

1 End 587 

OJ990427_07 . 9922 . C4 3 . ol . np Method AAT/NAP 

1 End 587 

4680183 Score 320 
1..587 

(AF111709) gag-pol protein [Oryza sativa subsp. 



OJ990427_07.9922.C43 
+ 



indica] 



14585 Seq. ID 

31085 Strand 

1 End 
OJ990427_07 . 9922 . C43 . ol . gs Method 

169 End 

none Score 
169. .546 



OJ990427_07.9922.C43 
+ 

587 

GENSCAN 

546 

.97 



Seq. No. 14586 Seq. ID 

Gene No. 31086 .. Strand 

Start 617 End 

Name OJ990427JD7 . 9922 . C4 9 . ol . gs Method 

Start 617 End 

GI none Score 

Exons 617.. 681 



-OJ990427_07.9922.C49 
+ 

681 

GENSCAN 

681 

.85 



Seq. No. 
Gene No. 



14587 
31087 



Seq. ID 

Strand 



OJ990427 07.9922.C50 



15294 



Start 
Name 
Start 
GI 

Exons 



• 



497 End 656 

OJ990427_07. 9922 . C50 . ol . gs Method GENSCAN 

497 End 656 

none Score .89 
497. .555, 590. .656 



Seq. . No. 14588 

Gene No. 31088 

Start 19 

Name OJ990407_06 . 9922 . CI . ol . tw 

Start 19 

GI none 

Exons 19.. 45, 42.. 350, 46.. 351 



Seq. ID OJ990407_06.9922.C1 
Strand 

End 351 

Method TBLASTX : Wheat 

End 351 

Score 181 



Seq. No. 14589 

Gene No. 31089 

Start 1 

Name OJ990407_06 . 9922 . C3 . ol . np 

Start 1 

GI 6561963 

Exons 1..69, 133. .258, 341. .430, 530. .640 
GI Descrip. (AL132964) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990407_06. 9922.C3 
Strand + 

640 

AAT/NAP 1 
640 
226 



End 

Method 

End 

Score 



n 

■csf 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14589 
31089 
1 

OJ990407_06. 9922.C3.ol.ts 

162 

none 



Seq. ID OJ990407_06.9922.C3 

Strand + 

End 64 0 

Method TBLASTX : Soybean 

End 640 

Score 144 



162. .257, 163. .261, 341. .430, 527. .640, 532. .639 



i'j! 



.S3*. 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14589 
31089 
1 

OJ990407_06. 9922.C3.ol. tm 

173 

none 



Seq. ID OJ990407_06.9922.C3 

Strand + 

End 640 

Method TBLASTX : Mai ze 

End 64 0 

Score-. 142 



173. .262, 175. .261, 177. .263, 336. .425, 338. .430, 339.-425, 
341. .430, 527. .640, 529. .636, 533. .640 



14589 
31089 
1 

OJ990407_06. 9922.C3.ol.gp 
174 

31291_1.R1084 
174. .258, 341. .430, 530. .640 

1 5813796/gb|AAD52015.1|AF082862_l 3.0e-15 (AF082862) unknown 
[Pisum .sativum] ■ 



Seq. ID OJ990407_06.9922.C3 

Strand + 

End 64 0 

Method AAT/GAP 

End 640 

Score 508 



Seq. No. 14590 

Gene No. 31090 

Start 611 

Name OJ990407_06 . 9922 . C5 . ol . gs 

Start 611 

GI none 

Exons 611 . . 666 



Seq. ID OJ990407_06. 9922.C5 
Strand 

End 666 

Method GENSCAN 

End 666 

Score .83 



15295 



Seq. No. 


14591 




Seq. ID 


OJ990407 


_06. 


9922 


.C6 


Gene No. 






0 1 ranct 


T 
















Zoo 








Name 


uj y y Ufi u / ud 


Q Q 0 0 C*£. r\ 1 ore; 

. yyzz.UD.oi.gs 


Method 


pPMPp A M 

bLNoLAN 








btart 






r« n/ J 

j^na 


Zoo 








ol 


none 




Score 


. OZ 








Exons 


/ O . • c JO 














Seq. No. 


14592 




Seq. ID 


OJ990407 


_06. 


9922, 


.C7 


t^ene no . 


o iuy z 




C f r2nr ) 

0 t rana 










Of -, v-f 

otart 


JJO 






a on 
H zu 








Name 


uj y y \jh u / ud 


. y yzz . u / . 01 . gs 


Method 


LjbNoUAN 








CM i >- f 

b cart: 


JJO 




bna 


ft Z U 








(al 


none 




Score 


A 

, 41 








Exons 


jjo . . 4 ZU 














Seq. No. 


14593 




Seq. ID 


OJ990407 


_06. 


9922. 


.C8 


Gene No. 


31093 




Strand 


+ 








Of -ivf 

otart 


"7 Q/1 

/ y fl 




End 


l n q n 
1 u 0 u 








Name 


uj y y u 4 u / ud 


. 9922.C8.o2.np 


Method 


A A T /MAD 

AA1 / JNAr 








Of -, vf 

otart 


1 OA 

/ y 4 




End 


1 U 0 U 








bl 


C / QQ A 

d4 y 0 ft 00 




Score 


O 1 "3 

Z lo 








IT 1 v y^i t"** 


1 QA 1 Oft n 














GI Descrip. 


lArUUUol j J 


hypothetical protein [Oryza 


sat iva J 








Seq. No. 


14593 




Seq. ID 


OJ99040-7 


_06'. 


9922. 


.C8 


Gene No . 


oiuyo 




Strand 


+ 








Of-, -»-f 

otart 


"7 Q y| 

/ y 4 




End 


1 n q n 
lUo U 








Name 


uu y yu4 u / u 0 


.9922.C8.ol.gs 


Method 


(ahiJNoUAN 








Of r f 

otart 


ft n^ 
0 u 0 




End 


y / u 










none 




Score 


/i 1 

. 41 1 








Exons 


one Q7 n 
0 u 0 . . y / u 














Seq. No. 


14593 




Seq. ID 


OJ990407 


_06. 


9922. 


,C8 


Gene No. 


31094 




Strand 










o t art 


1 
1 




End 


A C Q 

4t 0 y 








Name 


A TQQA/1 H7 fl£ 

u j yyu4u/ ud 


. 9922.C8.ol.np 


Method 


A A T /MAD 








O f ~> vf 

otart 


1 




End 


fi by 










41 Z U DjU 0 




Score 


loo 








Exons 


1 . . 4 d y 














GI Descrip. 


\ At U4t y 1 1 U ; 


prpol [Zea mays] 












oeq . wo . 


1 /ICQ/1 

1 4i 0 y 4 




Seq. ID 


OJ990407 


u 0 . 


9922. 


.C9 


Gene No. 


31095 




Strand 


+ 








Start 


1 




End 


3345 








Name 


u j yyufiu/ ud 


. 9922.C9.ol.np 


Method 


AAT/NAP 








O f -* -v-f 

Start 


1 

1 




End 


3345 








GI 


OoloUDZ 




Score 


561 








1—1 \J 1 1 O 


1 59, 268 


.400, 1268. .1415, 


2231. .2311, 2360.. 


2792 


, 2874. 




3223. .3345 














GI Descrip. 


(AP001080) : 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


14594 




• Seq. ID 


OJ990407 


_06. 


9922. 


.C9 


Gene No. 


31096 




Strand 


+ 








Start 


11814 




End 


21126 








Name 


OJ990407 06 


.9922.C9.o3.gs 


Method 


GEN SCAN 









15296 




Start 


11814 


End 


21126 






GI 


none 


Score 


.53 






Fx on 


11814 11864. 12072 12209. 


14641. . 14820, 17110 


17151, 






19287 19415. 20592 21014. 


21067. .21126 






Seq. No. 


14594 


Seq. ID 


OJ990407 


_06.9922. 


C9 


Gene No. 


31096 


Strand 


+ 






Start 


11814 


End 


21126 






Name 


OJ990407 06 9922 C9 ol an 


Method 


AAT/GAP 






Start 


16784 ~~ 


End 


17830 






GI 


2428514 


Score 


787 






Fxon 


16784 17151. 17783 17830 










Sea No 


14594 


Seq. ID 


OJ990407 


06. 9922 . 


C9 


Gene No. 


31096 


Strand 


+ 






Start 


11814 


End 


21126 






Name 


OJ990407 06.9922.C9.o5.np 


Method 


AAT/NAP 






Start 


18026 


End 


21089 






GI 


5257262 


Score 


275 






F.xon ^ 

1—1 Vw/ 1 1 o 


18026. .18060, 19135. .19432, 


20596. .20865, 21007 


. .21089 




V— J X !_/ fcj X. J. k> • 


(AP000364) hypothetical protein [Oryza 


sativa] 






Sea No 


14594 


Seq. ID 


OJ990407_ 


06 . 9922 . 


C9 


Gpnp No 


31097 


Strand 


+ 






Start 


21035 


End 


30303 






Name 


OJ990407 06. 9922.C9.o6.np 


Method 


AAT/NAP 






Start 


21035 


End 


30303 






GI 


4885183 


Score 


170 






F. von ^ 


21035. .21054, 29872.. 30303 










CIT np^rr "i o 

\J -L 1— ' Vrf O w J- _1_ k#/ * 


diaphanous 1 gi | 6225268 | sp I 060610 | DIA1 


HUMAN DIAPHANOUS 


PROTEIN 




H0M0L0G 1 gi 12947238 (AF0517 


82) diaphanous 1 [Homo sapiens] 


Seq. No. 


14594 


Seq. ID 


OJ990407_ 


_06. 9922. 


C9 


Gene No. 


31097 


Strand 


+ 






Start 


21035 


End 


30303 






Name 


OJ990407 06.9922.C9.o3.gp 


Method 


AAT/GAP 






Start 


25368 


End 


25856 






GI 


none 


Score 


966 






F von s 


25368. .25856 










Sea No 


14594 


Seq. ID 


OJ990407_ 


_06.9922. 


C9 


Gene No. 


31098 


Strand 








Start 


1 


End 


11282 






Name 


OJ990407 06.9922.C9.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


11282 






GI 


4206306 


Score 


718 






Pvnnq 
i—i \y 1 1 o 


1..29, 3428. .4096, 6262. .7436, 11254.. 


11282 






GI DescriD. 


(AF049110) prpol [Zea mays] 










Seq. No. 


14594 


Seq. ID 


OJ990407_ 


_06. 9922. 


C9 


Gene No. 


31098 


Strand 








Start 


1 


End 


11282 






Name 


OJ990407 06. 9922.C9.o2.gs 


Method 


GENSCAN 






Start 


3186 


End 


11128 






GI 


none 


Score 


.45 






Exons 


3186. .3280, 3364. .3621, 4312 


..4488, 4527. .4662, 


5254 . .5801, 



5996. .6148, 6308. .6382, 6559. .6675, 6688. .6825, 7126. .7300, 



15297 



7397.. 7574, 7609.. 8357, 8664.. 8876, 9015.. 9469, 9775.. 10059, 
10663. .11128 



Seq. No. 


14594 








Seq. ID 


OJ990407_06.9922 


.C9 


Gene No. 


31099 








Strand 






Start 


23908 








End 


23978 




Name 


OJ990407 06. 


9922, 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3491 








End 


3925 




GI 


none 








Score 


40 




Exons 


3491. .3781, 


3576. 


. .3656, 


3708. 


.3782, 3860. .3925 




Seq. No. 


14594 








Seq. ID 


OJ990407_06. 9922 


.C9 


Gene No. 


31099 








Strand 






Start 


23908 








End 


23978 




Name 


OJ990407 06. 


9922. 


.C9.ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


3554 








End 


3971 




GI 


none 








Score 


70 




Exons 


3554. .3796, 


3558, 


. .3656, 


3711.' 


.3785, 3833. .3970, 3846. .3971 




3860. .3970 














Seq. No. 


14594 








Seq. ID 


OJ990407_06.9922 


.C9 


Gene No. 


31099 








Strand 






Start 


23908 








End 


23978 




Name 


OJ990407 06. 


9922. 


,C9.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


5200 ~ , 








End 


5737 




GI 


none 








Score 


82 




Exons 


5200. .5310, 


5431, 


. .5736, 


5525. 


.5737 






Seq. No. 


14594 








Seq. ID 


OJ990407_06.9922 


.C9 


Gene No. 


31099 








Strand 






Start 


23908 








End 


23978 




Name 


OJ990407 06. 


9922. 


,C9.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


5437 








End 


5713 




GI 


none 








Score 


105 




Exons 


5437. .5712, 


5540. 


, .5713 










Seq. No. 


14594 








Seq. ID 


OJ990407_06.9922 


.C9 


Gene No . 


31099 








Strand 






Start 


23908 








End 


23978 




Name 


OJ990407 06. 


9922 , 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6298 








End 


6766 




GI 


none 








Score 


67 




Exons 


6298. .6444, 


6300. 


. . 6485, 


6474 . 


.6731, 6485. .6766 




Seq. No. 


14594 








Seq. ID 


OJ990407_06. 9922 


.C9 


Gene No. 


31099 








Strand 






Start 


23908 








End 


23978 




Name 


OJ990407 06 


9922 . 


,C9.ol . 


tm 


Method 


TBLASTX: Maize 




Start 


6455 








End 


6913 




GI 


none 








Score 


296 




Exons 


6455. .6913, 


6456. 


. .6764, 


6819. 


. 6908 






Seq. No. 


14594 








Seq. ID 


OJ990407J)6.9922 


.C9 


Gene No. 


31099 








Strand 






Start 


23908 








End 


23978 




Name 


OJ990407 06. 


9922, 


,C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6780 








End 


7189 





15298 






X 


nono 

l l\Jl IC 


Score 


191 






T7 1 VOn Q 


6780 7181 6781 7071 6789 


..7189, 6819. .7172, 6833. .7174 




Seq. No. 


14594 


Seq. ID 


OJ990407_06.9922 


.C9 




Gene No. 


31099 


Strand 


- 








23908 

J ^ v O 


End 


23978 






Name 


O.T990407 06 9922 P9 n2 


Method 


TBLASTX: Maize 








691 4 ~ 

U .7 X *i 


End 


7129 








none 


Score 


87 






17" von c 


6914 7196 691 4 7129 691 S 

U 17 X *i • • f ± \J / U -7 X *4 • • f X £. Zt i \J Zt ± -J 


. .7127 










1 4 S94 


Seq. ID 


OJ990407_06.9922 


.C9 




Gene No. 


31099 


Strand 








Start 


23908 


End 


23978 






in dint: 


O.7990407 06 99?? C9 o3 fm 


Method 


TBLASTX: Maize 






O L- Ci X L- 


1 91 70 ~~ 

Zf 1. ' \J 


End 


20650 






V7X 


none 


Score 


263 






p von q 


19170 19433 19171 19416 


20450. .20467, 20598 .. 2064 8 , 








90606 206S0 










Con Mo 


1 4 SQ4 

X 4 J .7 *i 


Seq. ID 


OJ990407_06.9922 


.C9 




Gene No. 


31099 


Strand 






a 


Start 


23908 


End 


23978 






Name 


O.79Q0407 06 9999 P9 o9 1~w 


Method 


TBLASTX: Wheat 






uLai L 


1 9?29 ~~ 


End 


20881 




ijl 


yj x 


n on o « 


Score 


111 




i t; 


F 1 von q 


19^99 19433 19^99 19469 

± Z? J> Z> * . 1 74 JJf X Zf «J Zf ■ • X .7 *i U -7 , 


20580. .20669, 20591 .. 208 63, 




^= si 




20^92 20876 20612 20698 


20756. .20881 




i . l 


Can Mo 


1 4 R 94 


Seq. ID 


OJ990407_06.9922 


.C9 




Gene No. 


31099 


Strand 






ry 


Start 


23908 


End 


23978 






LN diuc 


O.7990407 06 9929 09 oS Ym 


Method 


TBLASTX: Maize 




u 


O l_ a. X L. 


20679 ~~ 

c- \J \) 1 Zf 


End 


20978 




M 




n on o 


Score 


50 






F von cr 


20679 20717 20721 20876 


20756. .20890, 20870 .. 20977 , 








20899 90978 








: t=T 


Cp/-f Ma 
O C ^ • 1<U • 


14^94 

X 4 *J z? *± 


Seq. ID 


OJ990407JD6.9922 


.C9 




flpnp Mo 


31099 


Strand 








Start 


23908 


End 


23978 






Name 


OJ990407 06.9922.C9.o2.gp 


Method 


AAT/GAP 






Start 


23908 


End 


23978 






O X 


uC-osflcypl58c04al 


Score 


84 






F* von q 


23908. .23978 










CI T DoQpri o 


1 4581164/ gb 1 AAD24 64 7 . 1 1 ACOO 6220_3 2. Oe- 


-17 (AC006220) putat. 






polyprotein [Arabidopsis thaliana] ? 








Seq. No. 


14595 


Seq. ID 


OJ990407_06. 9922 


.CI! 




Gene No. 


31100 


Strand 


+ 






Start 


190 


End 


814 






Name 


OJ990407 06. 9922.C10.ol.gs 


Method 


GENSCAN 






Start 


190 


End 


814 






GI 


none 


Score 


. 64 






Exons 


190. .379, 381. .453, 805. .814 










Seq. No. 


14595 


Seq. ID 


OJ990407_06.9922 


.Cll 



15299 



u 



, J SI 

'is! 



Gene No. 


31101 








Strand 








1 








End 


2691 




Name 


UU yyUft U / UD 


QQ99 


. 1 U . KJ£. , 


■ 9 s 


Method 


GEN SCAN 




oz art 


10 01 








End 


2691 




P T 
(jl 


none 








Score 


.5 




Exons 


1 nM 1 fi99 
lOOl . ■ 


1 QH9 


9f)91 


t JU i < 


.2595, 2632.. 2691 




oeq . - NO . 


i fi o y o 








Seq. ID 


OJ990407 


n QQ9 9 no 

UD. _7.7^^L.V-»1U 


Gene No. 


31102 








Strand 






Start 


3541 








End 


8460 




Name 


pi TQQfi/i m n £ 
uj y y ufi u / Uo 


. y 


Pi n 

• LJ.U.OJ, 


. gs 


Method 


GEN SCAN 




btar l 










End 


8460 




p t 


none 








Score 


.41 




Exons 


OOfl 1 . .J DO ft / 


4/11 c 

ft fl 1 0 


A £91 
. . fi 1 , 


fl / O 1 . . 


.4997, 5351.. 5454, 


04DD. . JUDO/ 




DUZ 3 . . OZ ft / / 


£ *}Q ^ 


fiA ft 1 
. . Oft 0 1 , 


do fi y . , 


.6863, 7371.. 7450, 


I j ±j , . O ft O U 


Seq. No. 


14596 








Seq. ID 


OJ990407 


_06.9922.C11 


Gene No. 


31103 








Strand 








805 








End 


1571 




Name 


OJ990407 06 


.9922 


Pi 1 a1 
. U 1 1 . Ol . 


■ 9 s 


Method 


GENSCAN 




otart 


805 








End 


1571 




p t 
ijl 


none 








Score 


.4 




Exons 


805.. 903, 1505.. 


1 R71 










oeq . wo . 


14597 








Seq. ID 


OJ990407 


Dfi QQ99 PI 9 

UD. y .7 £ ^ *V^X<£ 


Gene No. 


31104 








Strand 


+ 




Start 


1 








End 


4240 




Name 


OJ990407 06 


.9922 


.C12.o2, 


.np 


Method 


AAT/NAP 






1 








End 


3776 




P T 


4680183 








Score 


131 




Exons 


1..55, 3004 


..3072, 3685, 


. .3776 








(j± uescrip. 


(AF111709) . 


gag-pol protein [Oryza sativa subsp. 




Seq. No. 


14597 








Seq. ID 


OJ990407 


_06. 9922.C12 


Gene No. 


31104 








Strand 


+ 






1 








End 


4240 




Name 


OJ990407 06 


.9922 


.C12.ol, 


.gs 


Method 


GENSCAN 




otarc 


237 








End 


4240 




P T 


none 








Score 


.51 




Exons 


237. .315, 1780.. 


1845, 3004. .3146, 3419, 


. .3673, 4172. .4240 


oeq . jno . 


14597 








Seq. ID 


OJ990407 


_06. 9922.C12 


KjQTIS jno . 


31105 








Strand 






OlaiL 


1319 








End 


1928 




Name 


OJ990407 06 


.9922 


.C12.ol. 


.tm 


Method 


TBLASTX : '. 


Maize 


Start 


1144 








End 


1831 




GI 


none 








Score 


53 




Exons 


1144 . .1167, 


1164 


. .1238, 


1165. , 


.1239, 1167.. 1238, 


1312. . 1359, 




1312. .1359, 


1316 


. .1366, 


1320. , 


.1367, 1334. .1417, 


1354 . . 1425, 




1362. .1418, 


1362 


. .1427, 


1363. , 


.1425, 1686. .1766, 


1690. . 1767, 




1690. .1767, 


1691 


. .1768, 


1770. , 


.1829, 1770. .1829, 


1771. . 1830, 




1772. .1831 














Seq. No. 


14597 








Seq. ID 


OJ990407 


_06.9922.C12 


Gene No. 


31105 








Strand 






Start 


1319 








End 


1928 




Name 


OJ990407 06 


.9922 


.C12.ol. 


.np 


Method 


AAT/NAP 





15300 




oLa.iL. 




End 


1928 


P T 
Ijl 


*^94 ^1 ^fi 


Score 


139 


Exons 


i q 141fi Ifififi 1 Q?ft 

1J1^. ■ 1 4 1 U , lOOv. . 1 ^ t O 








fAF047709\ fr^ni!** hi qhidinp 


triad protein [Mus musculus] 


Seq. No. 


14598 


Seq. ID 


OJ990407_06.9922.C13 


Gene No. 


31106 


Strand 


- 


OLdl L 


1 07 


End 


218 


Name 


P).7QQ0407 06 QQ99 P1 ^ n1 rrc; 


Method 


GENSCAN 




1 07 ~ 
1U / 


End 


218 


PT 


none 


Score 


.5 


Exons 


107 9 1 R 






oeq . no . 




Seq. ID 


OJ990407_06.9922.C14 


bene wo . 


^1 1 07 


Strand 


+ 




7 0 4 


End 


15080 


Name 


O7GQ0*07 0£ QQ99 PI 4 r^l n<z 


Method 


GENSCAN 


Start 


704 


End 


15080 


GI 


none 


Score 


. 62 


IT" V /™\T"I o 

HiXOilo 


704 Q4fi 10QR 1947 9010 


2180, 2377 


..3036, 3962. .4177, 




4966 4^QQ 44R4 4SR0 R771 


..5884, 6003. .6134, 6210. .6626, 




7^70 7490 7R49 7fi19 QRR4 

/0/U../4^U, / J4i. . / UlZ f 3004 


..9968, 10510. .10662, 10770. .10 




1 1 fiss 11144 11979 1 1 ?1 Q 

liUJJt .11144/ lit / t . • 11 


12101. .12215, 14 667. .14811, 




1 4 QR7 1 R0R 0 
14 j J / . • 1 jUOU 






o e q . IN O . 


1 4 R QQ 
14 J "!/ 


Seq. ID 


OJ990407_06.9922.C14 


ucllc INvj. 


^1 1 07 


Strand 


+ 


Start 


704 


End 


15080 


Name 


OJ990407_06. 9922.C14 .ol.gp 


Method 


AAT/GAP 


O Lai. L 


1 9 QR 


End 


1472 


PT 


"3 R4 Rfl 1 R1 OR 4 
JJ4 JO 1 « r\xuo 4 


Score 


128 


CjALMlo 


19QR _ 1 ^Q7 1449 1479 

lt^O • * J. J y f / 14 4 t • .14 / t 






P T 1^ r-\ c O ■»** 1 T"\ 
OX UtrbL-lip. 


1 ^RfiRR R^t /Hh-i 1 RAA?4 947 1 1 0*=>- 

JOOOO JJ / LUJ J | DrirtO 4£4 / | 1 • UC 


21 (AB013853) GPI-anchored prot 




LViyiid laUiaua J 






O fc! Lj . LN (J . 


1 4 RQQ 

14 J 


Seq. ID 


OJ990407_06.9922.C14 


P ana NT /a 

bene ino . 


^1 1 07 
JllU / 


Strand 


+ 




7 04 
/ U 4 


End 


15080 . , ' • 


Name 


PiTQQ0407 Ofi QQ99 PI 4 n9 nn 


Method 


AAT/NAP 




914^ 
• ^14 J 


End 


13244 


GI 


6958204 


Score 


3652 


Exons 


2143. .2505, 2560. .3036, 3962 


..4177, 4266. .4396, 4484. .4550, 




4649. .4707, 4954. .5071, 5771 


..5884, 6003. .6134, 6210. .6626, 




7370. .7420, 7542. .7612, 9884 


..9968, 10510. . 10662, 10770. .10 




11055. .1114 4, 11272. .11319, 


12101. .12215, 12318. .12429, 




13137. .13244 






P_T Hocpri n 

oi uescrip. 


(AF091838) single-subunit RNA polymerase G [Triticum aestiv 


O e LJ . IN O . 


14599 


Seq. ID 


OJ990407_06.9922.C14 


Gene No. 


31108 


Strand 


+ 


Start 


17993 


End 


21309 


Name 


OJ990407 06. 9922.C14 .o4 .np 


Method 


AAT/NAP 


Start 


17993 


End 


19946 


GI 


6721516 


Score 


434 


Exons 


17 993. .1824 3, 18 634 .. 18 94 4 , 


19744 . . 199< 


16 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 



15301 



OcCJ. WO. 


1 A CQQ 


Qo/~r t n 
oeq . J. u 


\JUzJj\J c ±\Jt UD. 


QQ99 PI & 


Gene No. 


31108 


Strand 


+ 




Start 


17993 


End 


21309 




Name 


n.TQQ0407 Hfi QQ99 PI 4 oS nn 


Mo t~ Vi r-xH 


AAT /MAP 




otart 






91 

C. -L O U y 




p t 


a com ft 


Score 


99fl 
£ c. U 




Exons 










uescrip. 


f Zi TT1 1 1 "7 ft Q l nnVn r~\\*Tr\ rHrt;73 

\t\E±±±/uy) unjtnown luryza . 


Saliva SUUSp 


lllQlCaJ 




oeq . NO . 




c on T n 

oeq . x u 




QQ9 9 PI 4 


(~1 /-s r-> /— > X.7 /-v 


31109 


Strand 






o lql i 


1168 


End 


2^17 




Name 


OJ990407 06.9922.C14.ol.np 


Method 


AAT /NAP 




Start 


1168 


End 


2317 




pt 


6630699 


Score 


lift 

J. ± o 




Exons 


1168. .1252, 2044. .2317 








GI - Descrip . 


(AP000969) hypothetical protein [Oryza 


sat i va J 






gil 6721536 |dbj I BAA8 9566.il 


(AP001073) 


nypotne ticai 


pro Lcin 




[Oryza sativa] 








oeq . iNO . 


14599 


Seq. ID 


p tqqozi m n £ 

L/U^7i?UfiU / UD. 


QQ99 PI A 


Gene No. 


31110 


Strand 






Start 


16093 


End 


17189 




Name 


OJ990407 06.9922.C14 .o3.np 


Method 


AAT /NAP 




Of n v~ +- 


16093 


End 


17189 




P T 


2213608 


Score 


491 




Exons 


16093. .17189 








GI Descrip. 


(AC000103) F21J9.2 [Arabidopsis thaliana] 




oeq . wo . 


14599 


Seq. ID 


OJ990407_06. 


QQOO CIA 




31111 


Strand 






Start 


20855 


End 


21238 




Name 


OJ990407 06.9922.C14 .o2.gp 


Method 


AAT /GAP 




Start 


20855 


End 


21238 




GI 


uC-osflcyp033a04bl . 


Score 


681 




Exons 


20855. .21238 








GI Descrip. 


■6016845/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P07 11E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14599 

31112 

21699 

OJ9904 

2640 

none 

2640. . 

4069. . 

4648. . 

6003. . 

7349. . 

10508. 

11052. 

12095. 

13127. 



07 06.9922.C14 .ol.tc 



2855, 2647. .2973, 2907. 
4179, 4265.-4393, 4266. 
4734, 4649. .4708, 4954. 
6137, 6012.. 6131., 6207. 
7423, 7369. .7419, 7541. 
.10654, 10509. .10658, 1 
.11147, 11057. .11143, 1 
.12214, 12100. .12216, 1 
.13243, 13128. .13247, 1 



Seq. ID OJ990407_06.9922.C14 
Strand 

End 21803 

Method TBLASTX : Cress 

End 13309 

Score 336 
.2966, 2973. .3038, 4025. .4180, 
.4394, 4478. .4555, 4500. .4550, 
.5070, 4955. .5071, 5768. .5887, 
.6626, 6207.. 6587, 6209.. 6616, 
.7612, 7542. .7613, 10507 .. 10665 , 
0758. .10847, 10770 .. 1084 7 , 
1272.. 11328, 12095. .12217, 
2363. .124 4 3, 12364. .124 32, 
3134. .13244, 13136. .13309 



Seq. No. 
Gene No. 



14599 
31112 



Seq. ID 
Strand 



OJ990407 06.9922.C14 



15302 



Start 
Name 
Start 
GI 

Exons 



21699 End 

OJ990407_06. 9922.C14 .o2.ts Method 

2655 End 

none Score 



21803 

TBLASTX : Soybean 

3008 

297 



2655. .2867, 2656. .2901, 2746. .2889, 2907. .2987, 2908. .2988, 
2976. .3008 



Seq. No. 14599 
Gene No. 31112 
Start 21699 

Name OJ9904 07_06 . 9922 . C14 . o3 . tm 

Start 4316 
GI none 

Exons 4316.. 4402, 4317.. 4400, 4471, 

4644.. 4703, 4649.. 4729, 4954, 
4956. .5051 



Seq. ID OJ990407_06. 9922.C14 
Strand 

End 21803 
Method TBLASTX : Maize 
End 5051 
Score 118 

.4551, 4500. .4550, 4643. .4702, 
.5049, 4955. .5050, 4956. .5051, 



Seq. No. 14599 

Gene No. 31112 

Start 21699 

Name OJ9904 07_06 . 9922 . C14 . o4 . tm 

Start 5856 

GI none 

Exons 5856.-5885, 
6015.. 6122 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_06. 9922.C14 
21803 

TBLASTX: Maize 

6123 

41 



5857. .5886, 5858. .5887, 6003. .6122, 6007. .6123, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14599 
31112 
21699 

OJ990407_06 . 9922 . C14 . ol . ts 

6227 

none 



Seq. ID OJ990407_06.9922.C14 
Strand 
End 

Method 
End 
Score 



21803 

TBLASTX: Soybean 

6504 

482 



6227. .6502, 6228. .6503, 6228. .6503, 6229. .6504 



Seq. No. 14599 
Gene No. 31112 
Start 21699 

Name OJ9904 07_0 6 . 9922 . CI 4 . ol . tm 

Start 6497 
GI none 

Exons 6497.. 6622, 6498.. 6620, 6501. 

7369. .7419, 7541. .7612, 7541. 
10509. 
11032. 
11272. 
12364. 
13127. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990407 06.9922.C14 



.10664, 10758. 

,11130, 11052. 

,11325, 12095. 

,12432, 13116. 
, 13258 



,10850, 10760 

11147, 11054 

12217, 12100 

13247, 13116 



21803 

TBLASTX: Maize 
13282 
195 

6623, 6503.. 6625, 7367.. 7423, 
7624, 7542. .7613, 10507 .. 10665, 
10846, 10770. .10847, 
11143, 11271. .11321, 
12216, 12363. .12443, 
13247, 13124 . .13282, 



Seq. No. 14599 Seq. ID 

Gene No. 31112 ' Strand 

Start 21699 End 

Name OJ9904 07_06 . 9922 . C14 . o2 . tw Method 

Start 15904 End 

GI none Score 

Exons 15904 .. 16221, 16072.. 16215 



OJ990407_06.9922.C14 
21803 

TBLASTX: Wheat 

16221 

83 



Seq. No. 



14599 



Seq. ID OJ990407 06.9922.C14 



15303 






Gene No. 


31112 


Strand 








Start 


21699 


End 


21803 






Name 


OJ990407 06.9922.C14 . ol . tw 


Method 


TBLASTX: Wheat 






Start 


16616 


End 


17001 






GI 


none 


Score 


50 






Exons 


16616. .16678, 16625. .16675, 


16677. .16874, 16679 16876, 








16748. . 16879, 16873 .. 17001 , 


16874. .16996 

i. 






Seq. No. 


14599 


Seq. ID 


OJ990407_06.9922. 


C14 




Gene No. 


31112 


Strand 








Start 


21699 


End 


21803 






Name 


OJ990407 06.9922.C14.o2.tm 


Method 


TBLASTX: Maize 






Start 


16640 


End 


17016 






GI 


none 


Score 


64 






Exons 


1664 0. .16861, 16650. .16859, 


16874. .16981, 16879. .17016 






Seq. No. 


14599 


Seq. ID 


OJ990407_06.9922. 


C14 




Gene No. 


31112 


Strand 








Start 


21699 


End 


21803 






Name 


OJ990407 06.9922.C14.o3.ts 


Method 


TBLASTX: Soybean 






Start 


16667 


End 


17085 






GI 


none 


Score 


63 






Exons 


16667. .168 67, 16668. .16859, 


16882. . 17085 






Seq. No. 


14599 


Seq. ID 


OJ990407_06. 9922. 


C14 




Gene No. 


31112 


Strand 






i;Fi 


Start 


21699 


End 


21803 






Name 


OJ990407 06.9922.C14.o3.gs 


Method 


GENSCAN 




.a =| 


Start 


21699 


End 


21803 




; :! 


GI 


none 


Score 


.99 




I«tF 

! £sf 


Exons 


21699. .21803 








M 1 

i ZT 


Seq. No. 


14599 


Seq. ID 


OJ990407_06.9922. 


C14 


■s 


Gene No. 


31112 


Strand 






:._! 


Start 


21699 


End 


21803 




*i i 


Name 


OJ990407 06.9922.C14.o6.np 


Method 


AAT/NAP 






Start 


21702 


End 


21803 




M a 


GI 


6907087 


Score 


137 : ' 






Exons 


21702. .21803 










GI Descrip. 


(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 


□ 




region of the predicted gene 


. ; hypothetical protein [Oryza 






sativa] 










Seq. No. 


14600 


Seq. ID 


OJ990407J36.9922. 


C15 




Gene No. 


31113 


Strand 








Start 


2 


End 


1456 






Name 


OJ990407 06.9922.C15.ol.np 


Method 


AAT/NAP 






Start 


2 


End 


1456 






GI 


6907087 


Score 


1043 






Exons 


2. .100, 197. .864, 1073. .1456 









GI Descrip. (AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 

Seq. No. 14601 Seq. ID OJ990407_06 . 9922 . C16 

Gene No. 31114 Strand 

Start 2162 End 3334 



15304 




Name 


OJ990407 06. 


9922 


.C16.ol . 


. ts 


Method 


TBLASTX: Soybean 




Start 


2132 ~~ 








End 


2818 




GI 


none 








Score 


70 




R von <5 


2132 2401. 


2226 


. .2372, 


2252 . . 


,2395, 2435. .2806, 2435. .2818, 




2442 2813 














Seq. No. 


14601 








Seq. ID 


OJ990407_06.9922. 


C16 


Gene No. 


31114 








Strand 






Start 


2162 








End 


3334 




Name 


OJ990407 06 


9922 


.CI6.0I . 


. tm 


Method 


TBLASTX: Maize 




Start 


2140 ~ 








End 


2827 




GI 


none 








Score 


83 




uAUl 1 O 


2140 2262 


2151 


. .2825, 


2160 . . 


,2264, 2165. .2827 




Spa No 


14601 








Seq. ID 


OJ990407_06.9922. 


C16 


Gene No. 


31114 








Strand 






Start 


2162 








End 


3334 




Name 


OJ990407 06. 


9922 


.CI6.0I. 


.np 


Method 


AAT/NAP 




Start 


2162 ~~ 








End 


3334 




GI 


3645899 








Score 


1473 






2162 3334 
















(U68408) 5' 


end not determined experimentally [Zea mays] 




Seq. No. 


14601 








Seq. ID 


OJ990407_06.9922. 


C16 


Gene No. 


31114 








Strand 






Start 


2162 








End 


3334 




Name 


OJ990407 06. 


9922 


.CI6.0I. 


. tc 


Method 


TBLASTX : Cress 




Start 


2180 ~~ 








End 


2638 




GI 


none 








Score 


64 




Exons 


2180. .2425, 


2232 


. .2399, 


2411. . 


.2545, 2549. .2638 




Seq. No. 


14601 








Seq. ID 


OJ990407_06.9922. 


C16 


Gene No. 


31114 








Strand 






Start 


2162 








End 


3334 




Name 


OJ990407 06 


9922 


.C16.o2, 


.tw 


Method 


TBLASTX: Wheat 




Start 


2213 ~~ 








End 


2593 




GI 


none 








Score 


58 




Exons 


2213. .2401, 


2226 


. .2345, 


2420. . 


,2593, 2424. .2525 




Seq. No. 


14601 








Seq. ID 


OJ990407_06. 9922. 


C16 


Gene No. 


31114 








Strand 






Start 


2162 








End 


3334 




Name 


OJ990407 06. 


9922 


.CI6.0I, 


.tw 


Method 


TBLASTX: Wheat 




Start 


2603 ~~ 








End 


3019 




GI 


none 








Score 


92 




F.vnnq 


2603. 2839, 


2852 


. .3019 










Seq. No. 


14601 








Seq. ID 


OJ990407_06. 9922. 


C16 


Gene No. 


31114 








Strand 






Start 


2162 








End 


3334 




Name 


OJ99n407 06 

\J \J Z/ Zf \J M \J f \j \j » 


9922 


.C16.o2. 


. tm 


Method 


TBLASTX : Maize 




Start 


2951 








End 


3327 




GI 


none 








Score 


181 . 




Exons 


2951. .3229, 


2954 


. .3223, 


3234 . . 


,3326, 3235.. 3327 




Seq. No. 


14602 








Seq. ID 


OJ990407 06.9922. 


C17 


Gene No. 


31115 








Strand 


+ 





15305 




Start 


206 




End 


5503 


Name 


OJ990407 06.9922.C17.ol. 


gs 


Method 


GEN SCAN 


Start 


206 




End 


5503 


GI 


none 




Score 


.71 


Exons 


206. .344, 1388. .1432, 2601.. 


3298, 3347 


..3786, 3791.. 3924, 




4002 ..4424, 44 94. .4 559, 


4818 


..4979, 5000. .5503 


Seq. No. 


14602 




Seq. ID 


OJ9904 07_06. 9922.C17 


Gene No. 


31116 




Strand 


+ 


Start 


5749 




End 


5982 


Name 


OJ990407 06.9922.C17.o2. 


QS 

z) *-' 


Method 


GENSCAN 


Start 


5749 




End 


5982 


GI 


none 




Score 


.93 


Pvon s 


5749. .5982 








Sea No 


14602 




Seq. ID 


OJ990407_06.9922.C17 


Gene No. 


31117 




Strand 


- 


Start 


6733 




End 


11338 


Name 


OJ990407 06.9922.C17.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


63 




End 


7413 


GI 


none 




Score 


58 


UAL/1 1 O 


63. .221, 124. .225, 135.. 


173, 


234. .386, 


234. .386, 274. .390, 




401. .568, 403. .570, 7279. .7413 




Seq. No. 


14602 




Seq. ID 


OJ990407_06.9922.C17 


Gene No. 


31117 




Strand 




Start 


6733 




End 


11338 


Name 


OJ990407 06.9922.C17.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


159 




End 


501 


GI 


none 




Score 


48 


Exon *=? 


159. .248, 169. .222, 263. 


.391 


, 270. .386 


, 424. .501 


Seq. No. 


14602 




Seq. ID 


OJ990407_06.9922.C17 


Gene No. 


31117 




Strand 


— 


Start 


6733 




End 


11338 


Name 


OJ990407 06.9922.C17.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6730 




End 


6972 


GI 


none 




Score 


38 " 


Exon s 


6730. .6972, 6733. .6762, 


6833 


. .6970 




Sea No . 


14602 




Seq. ID 


OJ990407_06.9922.C17 


Gene No . 


31117 




Strand 




Start 


6733 




End 


11338 


Name 


OJ990407 06.9922.C17.ol. 


np 


Method 


AAT/NAP 


Start 


6733 




End 


10726 


GI 


4544372 




Score 


537 


Exon 


6733. .7615, 10377. .10726 








V> -L. _/ O *w — . — - k-/ * 


(AC006920) putative retroelement pol polyprotein [Arabidops. 




thaliana] 








Cpn Ma 


14602 




Seq. ID 


OJ990407_06.9922.C17 


Gene No. 


31117 




Strand 




Start 


6733 




End 


11338 


Name 


OJ990407 06.9922.C17.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6748 ' 




End • 


7155 


GI 


none 




Score 


219 


Exons 


6748. .7155 









15306 













Seq. No. 


14602 


Seq. ID 


OJ990407_06. 9922 


.C17 


Gene No. 


31117 


Strand 






Start 


6733 


End 


11338 




Name 


OJ990407JD6. 9922.C17.o3.ts 


Method 


TBLASTX : Soybean 




Start 


7315 


End 


7609 




GI 


none 


Score 


83 




Exons 


7315.. 7608, 7496.. 7609 








Seq. No. 


14602 


Seq. ID 


OJ990407_06.9922 


.C17 


Gene No. 


31117 


Strand 






Start 


6733 


End 


11338 




Name 


OJ990407JD6. 9922.C17.o4 .gs 


Method 


GENSCAN 




Start 


10283 


End 


11329 




GI 


none 


Score 


.61 




Exons 


10283. .11329 








Seq. No. 


14602 


Seq. ID 


OJ990407_06.9922 


.C17 


Gene No. 


31117 


Strand 






Start 


6733 


End 


11338 




Name 


OJ990407_06.9922.C17.o3.tw 


Method 


TBLASTX: Wheat 




Start 


10904 


End 


11293 




GI 


none 


Score 


81 




Exons 


10904. .11164, 11204. .11293 








Seq. No. 


14602 


Seq. ID 


OJ990407_06. 9922 


.C17 


Gene No. 


31117 


Strand 






Start 


6733 


End 


11338 




Name 


OJ9904 07_06. 9922.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10928 


End 


11338 




GI 


none 


Score 


112 




Exons 


10928. .1117 9, 11013. .11180, 


11201. .11338, 11205. .11336 




Seq. No. 


14603 


Seq. ID 


OJ990407_06. 9922 


.C18 


Gene No. 


31118 


Strand 






Start 


1 


End 


1712 




Name 


OJ990407 06. 9922.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1712 




GI 


4206306 


Score 


653 




Exons 


1..1207, 1613. .1712 








GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


14603 


Seq. ID 


OJ990407_06.9922 


.C18 


Gene No. 


31118 


Strand 






Start 


1 


End 


1712 




Name 


OJ9904 07_06. 9922.C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


85 


End 


555 




GI 


none 


Score 


83 




Exons 


...85.. 273, 98.. 229, 269. .517, 


274. .555 






Seq. No. 


14603 


Seq. ID 


OJ990407_06.9922 


.C18 


Gene No. 


31118 


Strand 






Start 


1 


End 


1712 




Name 


OJ990407 06. 9922.C18.ol.gs 


Method 


GENSCAN 




Start 


138 


End 


1560 




GI 


none 


Score 


.58 




Exons 


138. .171, 302. .831, 915. .1386, 1502. .1560 





15307 



Seq. No. 14603 Seq. ID 

Gene No. 31118 Strand 

Start 1 End 

Name OJ990407_06. 9922 . C18 . o2 . tw Method 

Start 235 End 

GI none Score 

Exons 235.. 570, 293.. 553 



OJ990407_06.9922.C18 
1712 

TBLASTX: Wheat 

570 

90 



Seq. No. 14603 Seq. ID 

Gene No. 31118 Strand 

Start 1 End 

Name OJ990407_06 . 9922 . C18 . ol . tm Method 

Start 241 End 

GI none Score 

Exons 241.. 702, 242.. 700, 313.. 702 



OJ990407_06.9922.C18 
1712 

TBLASTX: Maize 

702 

278 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



14603 Seq. ID 

31118 Strand 

1 End 
OJ990407_06. 9922.C18 .ol.tw Method 

571 End 

none Score 

571. .912, 571. .924, 599. .916, 930. .974 



OJ990407_06.9922.C18 
1712 

TBLASTX: Wheat 

974 

259 



Seq. No. 14603 Seq. ID 

Gene No. 31118 Strand 

Start 1 End 

Name OJ990407_06 . 9922 . CI 8 . o2 . tm Method 

Start 703 End 

GI none Score 

Exons 703. .921, 704. .916, 721. .921 



OJ990407_06.9922.C18 
1712 

TBLASTX: Maize 

921 

237 



Seq. No. 14603 Seq. ID 

Gene No. 31118 Strand 

Start 1 End 

Name OJ9904 07_06 . 9922 . C18 . o2 . ts Method 

Start 772 End 

GI none Score 

Exons 772.. 906, 915.. 1136, 946.. 1125 



OJ990407_06.9922.C18 
1712 

TBLASTX: Soybean 

1136 

74 



Seq. No. 14604 Seq. ID 

Gene No. 31119 Strand 

Start 191 End 

Name OJ990407_06 . 9922 . C19 . ol . gs Method 

Start 191 End 

GI none Score 

Exons 191.. 705 



OJ990407_06.9922.C19 
705 

GENSCAN 

705 

.62 



Seq. No. 14604 Seq. ID 

Gene No. 31119 Strand 

Start 191 End 

Name OJ9904 07_06 . 9922 . CI 9 . ol . ts Method 

Start 235 End 

GI none Score 

Exons 235.. 573 



OJ990407_06.9922.C19 
705 

TBLASTX : Soybean 

573 

191 



15308 



Seq. No. 


14605 




Seq. ID 


OJ990407_06. 9922 


.C20 


Gene No. 


31120 




Strand 






Start 


72 




End 


1195 




Name 


OJ990407 06. 9922.C20.ol 


. as 


Method 


GENSCAN 




Start 


72 




End 


1195 




GI 


none 




Score 


.66 




Exons 


72 . . 580, 923. .1195 










Seq. No. 


14606 




Seq. ID 


OJ990407 06.9922 


.C21 


Gene No. 


31121 




Strand 


+ 




Start 


1 




End 


1621 




Name 


OJ990407 06.9922.C21.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1621 




GI 


6721516 




Score 


169 




Exons 


1. .32, 103. .349, 1605. . 


1621 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


14606 




Seq. ID 


OJ990407JD6. 9922 


.C21 


Gene No. 


31121 




Strand 


+ 




Start 


1 




End 


1621 




Name 


OJ990407 06.9922.C21.ol 


.gs 


Method 


GENSCAN 




Start 


185 




End 


540 




GI 


none 




Score 


. 61 




Exons 


185. .311, 524 . .540 










Seq. No. 


14606 




Seq. ID 


OJ990407_06.9922 


.C21 


Gene No. 


31122 




Strand 






Start 


1365 




End 


3118 




Name 


OJ990407 06. 9922.C21.o2 


. as 


Method 


GENSCAN 




Start 


1365 




End 


3106 




GI 


none 




Score 


.69 




Exons 


1365. .1788, 1818. .2011, 


2839 


..2846, 2890. .3106 




Seq. No. 


14606 




Seq. ID 


OJ990407_06. 9922 


.C21 


Gene No . 


31122 




Strand 






Start 


1365 




End 


3118 




Name 


OJ9904 07 06. 9922 .C21 .o2 


.np 


Method 


AAT/NAP 




Start 


2669 




End 


3118 




GI 


2583130 




Score 


250 




Exons 


2669. .3118 










GI Descrip. 


(AC002387) putative non^ 


-LTR 


retroelement reverse transcript. 




[Arabidopsis thaliana] 










Seq, No. 


14606 




Seq. ID 


OJ990407_06.9922 


.C21 


Gene No. 


31122 




Strand 






Start 


1365 




End 


3118 




Name 


OJ990407 06. 9922.C21.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2781 




End 


3115 




GI 


none 




Score 


57 




Exons 


2781. .2858, 2785. .2835, 


2854 


..2949, 2861. .3028, 2861. .3115, 




2863. .3093, 3065. .3115 










Seq. No. 


14607 




Seq. ID 


OJ990407_06. 9922, 


.C22 


Gene No. 


31123 




Strand 


+ 




Start 


4342 




End 


5909 




Name 


OJ990407 06.9922.C22.o2 


.gs 


Method 


GENSCAN 




Start 


4342 




End 


5909 





15309 



GI 

Exons 



none 

4342. .4518, 5349. 



.5909 



Score 



.46 



Seq. No. 14607 Seq. ID 

Gene No. 31124 Strand 

Start 6215 End 

Name OJ990407_06. 9922.C22.o3.gs Method 

Start 6215 End 

GI none Score 

Exons 6215.. 6682 



OJ990407_06.9922.C22 
+ 

6682 
GENSCAN 
6682 
.85 



Seq. No. 14607 

Gene No. 31125 

Start 121 

Name OJ990407_06 . 9922 . C22 . ol . gs 

Start 121 

GI none 

Exons 121.. 724, 894.. 921, 1454.. 

3468.. 3520, 3597.. 3715 



Seq. ID OJ990407_06.9922.C22 



Strand 
End 

Method 
End 
Score 
1511, 1652. 



3715 
GENSCAN 
3715 
.55 

.2002, 2036.. 2250, 



3 i! 



Seq. No. 14607 Seq. ID OJ9904 07_06 . 9922 . C22 

Gene No. 31125 Strand 

Start 121 End 3715 

Name OJ990407_06 . 9922 . C22 . ol . gp Method AAT/GAP 

Start 2 981 End 3232 

GI 61605_3.R1084 Score 379 

Exons 2981.. 3232 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Q GI Descrip. 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



14607 Seq. ID OJ990407_06 . 9922 . C22 

31126 Strand 

3622 End 10910 

OJ990407_06. 9922.C22.o2.np Method AAT/NAP 

3622 End 10756 

6063554 Score 244 

3622. .3792, 4434. .4462, 6049. .6103, 6267. .6462, 6751. .7005, 
10702. .10756 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407 06.9922.C22 



14607 
31126 
3622 

OJ990407_06. 9922.C22.o2.gp 
4230 

101153_1.R1084 
4230. .4473, 4941. .4966 

'5852170/emb|AL117265. 1 IOST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17 804 



10910 
AAT/GAP 
4966 
364 



14607 
31126 
3622 

OJ9904 07JD6. 9922 . C22 . o3 . np 
10172 



Seq. ID OJ990407_06. 9922.C22 
Strand 

End 10910 

Method AAT/NAP 

End 10910 



15310 



GI 

Exons 

GI Descrip. 



5295955 Score 289 

10172. .10711, 10840. .10910 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14608 Seq. ID 

31127 Strand 

1828 * End 

OJ990407_06. 9922.C23.o2.np Method 

1828 End 

1263285 Score 



OJ990407JD6. 9922.C23 
+ 

6957 
AAT/NAP 
4070 
115 



1828. .1961, 2319. .2715, 4016. .4070 
(U47854) fibroin-2 [Araneus diadematus] 



14608 
31127 
1828 

OJ990407_06.9922.C23.o3.np 

3691 

6561963 



Seq. ID OJ990407_06.9922.C23 

Strand + 

End 6957 

Method AAT/NAP 

End 6808 

Score 649 



3691. .3970, 4097. .4215, 4336. .4399, 4483. .4550, 5045. .5103, 
5213. .5343, 5479. .5512, 5699. .5745, 6310. .6390, 6473. .6562, 
6662. .6808 

GI Descrip. (AL132964) putative protein [Arabidopsis thaliana] 



Seq. No. 14608 

Gene No. 31127 

Start 1828 

Name OJ9904 07_06 . 9922 . C23 . o3 . gs 

Start 3893 

GI none 

Exons 3893.. 3970, 4097.. 4215, 4336. 

6310.. 6325, 6473.-6562, 6662. 



Seq. ID OJ990407_06.9922.C23 



Strand 
End 

Method 
End 
Score 

.4399, . 4483 
.6790 



+ 

6957 
GENSCAN 
6790 
. 62 

4550, 5187. .5372, 



Seq. No. 14608 

Gene No. 31127 

Start 1828 

Name OJ990407_06 . 9922 . C23 . ol . gp 

Start 5264 

GI 31291_1.R1084 

Exons 5264.. 5372, 5699.. 5745, 6310. 

GI Descrip. 1 58137 96/gb | AAD52015 . 1 | AF0828 62_1 
[Pisum sativum] ? 



Seq. ID OJ990407_06.9922.C23 
Strand 
End 

Method 
End 
Score 

6390, 6473.. 6562, 6662.. 6957 

3.0e-15 (AF082862) unknown 



OJ990407_ 
+ 

6957 
AAT/GAP 
6957 
1128 
6473. .6562, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



14608 Seq. ID OJ990407JD6 . 9922 . C23 

31128 Strand 

675 End 1393 

OJ990407_06. 9922.C23.ol.np Method AAT/NAP 

675 End 1393 

5295955 Score 190 

675. .789, 1331. .1393 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 



14608 
31129 
1846 



Seq. ID 

Strand 

End 



OJ990407 06.9922.C23 



3369 



15311 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



OJ990407_06.9922.C23.o2.gs 
1846 



Method GENSCAN 
End 3369 
none Score . 87 

1846.. 1954, 2043.. 2109, 2202.. 2353, 2616.. 2685, 3306.. 3369 



14608 
31130 
3839 

OJ990407_06.9922.C23.ol.tm 
3839 
none 

3839.. 3973, 3842.. 3970, 
4096. .4215, 4097. .4216, 
4335. .4400, 4453.-4545, 
5200. .5331, 5211. .5369, 
5684. .5746, 5697. .5786, 
6309.. 6395, 6468.. 6557, 
6659.. 6790, 6661.. 6798, 



Seq. ID OJ990407_06.9922.C23 
Strand 

End 6798 
Method TBLASTX : Mai ze 
End 6798 
Score 140 
3867. .3974, 4074. .4211, 4075. .4212, 
4097. .4222, 4333. .4398, 4334. .4399, 
4483,... 4548, 4485.. 4550, 5194.. 5370, 
5216. .5386, 5338. .5397, 5482. .5514, 
5698. .5811, 6274. .6393, 6307. .6393, 
6470. .6562, 6471. .6557, 6473. .6562, 
6661. .6795 



14608 
31130 
3839 

OJ990407_06. 9922 . C23 . ol . ts 

3842 

none 

3842. .3970, 3853 .. 3969, 3854 , 
4333. .4398, 4334. .4399, 4483. 
5196. .5327,. 5698.-5748, 6294. 
6659. .6784, 6664. .6783 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990407 06.9922.C23 



6798 

TBLASTX : Soybean 
6784 
134 

3973, 4096. .4215, 4097. .4216, 
4551, 5046.. 5096, 5194.. 5328, 
6389, 6295. .6393, 6473. .6562, 



Seq. No. 14609 Seq. ID 

Gene No. 31131 Strand 

Start 270 End 

Name OJ9904 07_06 . 9922 . C24 . o2 . tw Method 

Start 50 End 

GI . none Score 

Exons 50.. 373; 61.. 372, 394.. 465 

Seq. No. 14609 Seq. ID 

Gene No. 31131 Strand 

Start 270 End 

Name OJ990407_06 . 9922 . C24 . ol . gs Method 

Start 270 End 

GI none Score 

Exons 270. .400, 846. .1113, 1459. .1565 

Seq. No. 14609 Seq. ID 

Gene No. 31131 Strand 

Start 270 End 

Name OJ990407_06 . 9922 . C24 . o3 . tw Method 

Start 1065 End 

GI none Score 

Exons 1065.. 1307, 1323.. 1400 



OJ990407_06. 9922.C24 
+ 

2095 

TBLASTX: Wheat 

465 

269 



OJ990407_06. 9922.C24 
+ 

2095 
GENSCAN 
1565 
.54 



OJ990407_06.9922.C24 
+ 

2095 

TBLASTX: Wheat 

1400 

159 



14609 
31131 
270 



Seq. ID OJ990407_06. 9922.C24 
Strand + 
End 2095 



15312 



Name OJ990407_06 . 9922 . C24 . ol . np Method AAT/NAP 

Start 1122 End 1529 

GI 2462640 Score 471 

Exons 1122.. 1529 

GI Descrip. (Y13370) reverse transcriptase [Oryza sativa] 



Seq. No. 14609- 

Gene No. 31131 

Start 270 

Name OJ990407_06 . 9922 . C24 . ol 

Start 1158 

GI none 

Exons 1158.. 1433, 1319.. 1429, 
1703. .1933, 1923. .2072, 

Seq. No. 14609 

Gene No. 31132 

Start 2075 

Name OJ990407_06 . 9922 . C24 . ol 

Start 2075 

GI none 

Exons 2075.. 2263, 2085.. 2369, 



Seq. ID OJ990407__06.9922.C24 

Strand + 

End 2095 

.tm Method TBLASTX : Maize 

End 2095 

Score 165 
1457. .1582, 1458. .1583, 1641. .1934, 
1925. .2095 

Seq. ID OJ990407_06. 9922.C24 
Strand 

End 2423 

.tw Method TBLASTX : Wheat 

End 2423 

Score 278 
2115. .2333, 2394. .2423 



l"l 


Seq. No-. 


14609 




Seq. ID 


OJ990407 


06.9922.C24 


'"ssf 


Gene No. 


31132 




Strand 






r?t 


Start 


2075 




End 


2423 






Name 


OJ990407 06.9922.C24.o2. 


.tm 


Method 


TBLASTX : 


Maize 


ill 


Start 


2100 




End 


2423 






GI 


none 




Score 


198 




U! 


Exons 


2100.. 2282, 2117.. 2263, 


2288. 


.2329, 2289.. 2330, 


2337. .2423, 






2350. .2415 










::; : 

i y 


Seq. No. 


14610 




Seq. ID 


OJ990407 


_06.9922.C25 




Gene No. 


31133 




Strand 






a 


Start 


23 




End 


179 






Name 


OJ990407 06.9922.C25.ol. 


gs 


Method 


GENS CAN 




i j 


Start 


23 




.End 


179 






GI -r 


none 




Score 


.55 




□ 


Exons 


23. .179 












Seq. No. 


14611 




Seq. ID 


OJ990407 


_06.9922.C26 




Gene No. 


31134 




Strand 


+ 






Start 


1 




End 


287 






Name 


OJ990407 06.9922.C26.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


287 






GI 


6815052 




Score 


124 






Exons 


1..32, 164. .287 












GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


14611 




Seq. ID 


OJ990407 


_06.9922.C26 




Gene No. 


31135 




Strand 








Start 


117 




End 


360 






Name 


OJ990407 06. 9922.C26.ol. 


gs 


Method 


GEN SCAN 






Start 


117 




End 


360 






GI 


none 




Score 


. 95 






Exons 


117. .244, 306. .360 











15313 






Seq. No. 


14612 


Seq. ID 


OJ990407_06.9922 


.C27 




Gene No. 


31136 


Strand 


+ 






Start 


353 


End 


670 






Name 


OJ990407 06-9922. C27.ol.tc 


Method 


TBLASTX: Cress 






Start 


345 


End 


669 






GI 


none 


Score 


71 






Exons 


345.. 503, 353.. 511, 353. -.472, 


355. .510, 


612. .665, 616.. 


669 




Seq^ No. 


14612 


Seq. ID 


OJ990407 06.9922 


.C27 




Gene No. 


31136 


Strand 


+ 






Start 


353 


End 


670 






Name 


OJ990407 06.9922.C27.ol.np 


Method 


AAT/NAP 






Start 


353 


End 


670 






GI 


6958204 


Score 


245 






Exons 


353. .508, 616. . 670 










GI Descrip. 


(AF091838) single-subunit RNA 


k polymerase G [Triticum aestivum] 




Seq. No. 


14612 


Seq. ID 


OJ990407_06.9922 


.C27 




Gene No. 


31136 


Strand 


+ 






Start 


353 


End 


670 






Name 


OJ990407 06. 9922.C27 .ol.tm 


Method 


TBLASTX: Maize 






Start 


353 


End 


669 






GI 


none 


Score * 


230 




•■si 


Exons 


353. .511, 355. .510, 604. .669, 


616. .669 






>i3 


Seq. No. 


14613 


Seq. ID 


OJ990407JD6.9922 


.C29 




Gene No. 


31137 


Strand 


+ 




! s i? 


Start 


1 


End 


237 




0 


Name 


OJ990407 06.9922.C29.ol.np 


Method 


AAT/NAP 




i i! 


Start 


1 


End 


237 




•a tt 

Si 


GI 


6523032 


Score 


90 






Exons 


1..82, 187. .237 








rli 

:i 


GI Descrip. 


(AL132976) flavonol synthase- 


like protein [Arabidopsis 


thaliana] 




Seq. No. 


14613 


Seq. ID 


OJ990407_06.9922 


.C29 


W 


Gene No. 


31137 


Strand 


+ 




Mi 


Start 


1 


End 


237 






Name 


OJ990407 06. 9922. C29. ol.tm 


Method 


TBLASTX: Maize 




'!:! 


Start 


16 


End 


233 






GI 


none 


Score 


118 






Exons 


16. .81, 17. .82, 18. .83, 136.. 


228, 166.. 


231, 168.. 233 






Seq. No. 


14614 


Seq. ID 


OJ990407_06.9922 


.C30 




Gene No. 


31138 


Strand 


+ 






Start 


11 


End 


142 






Name 


OJ990407 06.9922.C30.ol.gs 


Method 


GENSCAN 






Start 


11 


End 


142 






GI 


none 


Score 


.43 






Exons 


11. .142 










Seq. No. 


14615 


Seq. ID 


OJ990407_06.9922 


.C31 




Gene No. 


31139 


Strand 








Start 


605 


End 


882 






Name 


OJ990407 06.9922.C31.ol.np 


Method 


AAT/NAP 






Start 


605 


End 


882 






GI 


81286 


Score 


65 






Exons 


605. .882 









15314 



GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14615 
31139 
605 

OJ990407_ 

720 

none 

720. .786 



06.9922.C31.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_06.9922.C31 
882 

GENSCAN 

786 

.9 



Seq. No. 14616 Seq. ID 

Gene No. 31140 Strand 

Start 21 End 

Name OJ9904 07JD1 . 9922 . C3 . ol . gs Method 

Start 21 End 

GI ■ none Score 

Exons 21. .626 



OJ990407_01.9922.C3 
713 

GENSCAN 

626 

.99 



Seq. No. 14616 

Gene No. 31140 

Start 21 

Name OJ9904 07_01 . 9922 . C3 . ol . np 

Start 36 

GI 6562299 

Exons 36 . .713 

GI Descrip. (AL133421) proanthranilate 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_01.9922.C3 
713 

AAT/NAP 

713 

322 



N-benzoyltransf erase- like protein 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14616 
31140 
21 

OJ9904 07_01. 9922 .C3.ol. tm 
39 

none 

39. .227, 58. . 22£ 
540. .599 



Seq. ID OJ990407_01.9922.C3 
Strand 
End 

Method 
End 
Score 

300. .368, 348. .464, 473. .523, 508. .600, 



713 

TBLASTX: Maize 

600 

85 



Seq. No. 


14616 






Seq. ID 


OJ990407_01.9922.C3 


Gene No. 


31140 






Strand 




Start 


21 






End 


713 


Name 


OJ990407 


01. 9922. C3 


.ol. tc 


Method 


TBLASTX: Cress 


Start 


45 






End 


281 


GI 


none 






Score 


73 


Exons 


45. .281, 


160. .249 








Seq. No. 


14616 






Seq. ID 


OJ990407_01. 9922.C3 


Gene No. 


31140 






Strand 




Start 


21 






End 


713 


Name 


OJ990407 


01. 9922. C3 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


154 






End 


677 


GI 


none 






Score 


82 


Exons 


154 . .264, 


156. .263, 


342. .416, 


361. .417 


, 480. .641, 517. .576, 




627. .677 










Seq. No. 


14617 






Seq. ID 


OJ990407_01.9922.C4 


Gene No. 


31141 






Strand 





15315 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1 End 

OJ990407_01 . 9922 . C4 . ol . np Method 

1 End 

4416302 Score 
1. .511 

(AF105716) copia-type pol polyprotein 

14617 Seq. ID 

31141 Strand 

1 End 

OJ990407_01 . 9922 . C4 . ol . tm Method 

5 End 

none Score 
5. .205, 9. .197, 11. .205, 203. .322 



14617 
31141 
1 

OJ990407_01.9922.C4.ol.tw 
17 

none 

17. .151, 17. .154, 18. .155 

14618 
31142 
1257 

OJ990407_01. 9922.C7.ol.gs 

1257 

none 

1257. .1268, 1434. .1745 

14618 
31143 
2857 

OJ990407_01 . 9922 . C7 . o2 . gs 

2857 

none 

2857.. 3120, 3308.. 4023, 4931, 

14618 
31144 
7919 

OJ990407_01. 9922.C7.o3.gs 

7919 

none 

7919.. 8091, 9314.. 9359 

14619 
31145 - 
6994 

OJ990407_01.9922.C8.o2.gs 

6994 

none 

6994. .7080, 7159. .7182 

14619 
31146 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End" 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5111 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



511 

AAT/NAP 

511 

499 

[Zea mays] 

OJ990407_01.9922.C4 
511 

TBLASTX: Maize 

322 

204 

OJ990407_01.9922.C4 
511 

TBLASTX: Wheat 

155 

59 



OJ990407_01.9922.C7 
+ 

1745 
GENSCAN 
1745 
.91 



OJ990407_01.9922.C7 
+ 

5111 
GENSCAN 
5111 
.67 



OJ990407_01.9922.C7 

9359 
GENSCAN 
9359 
.96 



OJ990407_01.9922.C8 
+ 

7182 • 
GENSCAN 
7182 
.77 



OJ990407 01. 9922. C8 



153L&- 




Cf a >- f- 
uLclIL 




End 


11170 




OJ990407 01 9922 C8 o3 as 


1 iC L11UU 


O i_J IV O V_*rtlN 


a rt- 

OLdl L 


9262 _ 


End 


11170 




non 


Score 


56 


IT von q 


9262 9341 11065 11170 






Seq. No. 


14620 


Seq. ID 


OJ990407_01.9922.C9 


Gene No. 


31147 


Strand 


+ 




34 3 
j 1 j 


End 


6356 

vJ J »J \J 


inch uc 


O.TQ90407 01 9922 P9 ol as 


L IC? L. 1 1UU 


\J DIN ij V^xilN 


JLdi L 


34 3 _ 


End 


6356 


kj x 


nnnp 


Score 


. 56 


C 1 von c 


343 450 3515 365ft 631 2 


6356 




C P /-y xjo 


1 4 621 


O " L^ • 


OJ990407 01 9922 P10 


f^^n^ No 


31148 


Strand 


+ — 


Start 


132 


End 


3169 


Name 


OJ990407 01.9922.C10.ol.gp 


Method 


AAT/GAP 


Start 


132 


End 


582 


\J I 


LIB3474-001-P1-K1-B10 


Score 


886 


U 1 v O Tl Q 


132. .582 








, 4803931/gb|AAD29804.1|AC006264 12 2.0e-24 (AC006264) unknown 




protein [Arabidopsis thaliana] ' 




Seq. No. 


14621 


Seq. ID 


OJ990407_01. 9922. CIO 


Gene No. 


31148 


Strand 


+ 


Start 


132 


End 


3169 


Name 


OJ990407 01.9922.C10.ol.gs 


Method 


GENSCAN 


OLdi I 


270 


End . 


3169 




none 


Score 


1 




270. .353, 1351. .1492, 2192.. 


2283, 2477 


. .3169 




14621 


Seq. ID 


OJ990407_01. 9922. C10 


Gene No. 


31148 


Strand 


+ 


Start 


132 


End 


3169 


Name 


OJ990407 01. 9922.C10.ol.np 


Method 


AAT/NAP 


O Lai U 


288 


End 


3160 


\J I 


5123942 


Score 


97 3 


t7 von c 


288. .353, 1351. .1492, 2192.. 


2283, 2477 


. .3160 




(AL07934 9) putative protein 


[Arabidops 


is thaliana] 


O " L^ . INU • 


14621 


Seq. ID 


OJ990407_01. 9922. C10 


Cono Mo 


31149 


Strand 




Start 


3642 


End 


8001 


Name 


OJ990407 01. 9922.C10.ol.tm 


Method 


TBLASTX: Maize 


Cf arf 
J Lai L 


304 


End 


3171 




none 


Score 


66 


F 1 von c 


304. .342, 312. .353, 1345. .1491, 1348.. 


1491, 1350. .1499, 




1511. .1624, 2191. .2277, 2456 


..3160, 2479. .3159, .3026. .3160, 




3076. .3171 






Seq. No. 


14621 


Seq. ID 


OJ990407_01. 9922. C10 


Gene No. 


31149 


Strand 




Start 


3642 


End 


8001 


Name 


OJ990407 01.9922.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2456 


End 


2941 


GI 


none 


Score 


119 



15317 



Exons 



2456. .2611, 2476.-2547, 2611. .2931, 2612. .2941 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14621 
31149 
3642 

OJ990407_01. 9922. CIO. o2. ts 

2942 

none 

2942. .3157, 2944. .3156 

14621 
31149 
3642 

OJ990407_01. 9922. CIO. ol.tc 

2975 

none 

2975. .3157, 2989.. 3156 



Seq. ID OJ990407_01. 9922. CIO 
Strand 

End 8001 

Method TBLASTX : Soybean 

End 3157 

Score 219 



Seq. ID OJ990407_01. 9922. CIO 
Strand 

End 8001 

Method TBLASTX :*Cress 

End 3157 

Score 194 



Seq. ID OJ990407_01. 9922. CIO 
Strand 

8001 
AAT/GAP 
4036 
759 



14621 
31149 
3642 

OJ990407_01. 9922. C10. o3.gp 
3642 

11899_1.R1084 
3642. .4036 

1 5922603/dbj | AP000492 . 1 | AP000492 9.0e-15 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 1 



End 

Method 

End 

Score 



14621 
31149 
3642 

OJ990407_01. 9922. C10. o2.gs 

3886 

none 



Seq. ID OJ990407_01. 9922. C10 
Strand 

End 8001 

Method GENSCAN 

End 7956 

Score .87 



3886. .4136, 4602. .4668, 6262. .6383, 6468. .6630, 7287. .7534, 
7623. .7956 



Seq. No. 14621 

Gene No. 31149 

Start 3642 

Name OJ9904 07_01 . 9922 .C10 . o4 . tm 

Start 3887 

GI none 
Exons 



Seq. ID OJ990407_01. 9922. C10 
Strand 

End 8001 

Method TBLASTX : Mai ze 

End 4674 

Score 63 



3887. .3934, 3939. .3971, 3966. .4127, 4009. .4137, 4600. .4674, 
4601. .4666 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



14621 
31149 
3642 

OJ990407_01 . 9922 . C10 . o2 . np 

3919 

4406775 



Seq. ID OJ990407_01. 9922. C10 
Strand 

End 8001 

Method AAT/NAP 

End 8001 

Score 256 



3919. .4100, 4605. .4688, 6115. .6169, 6262. .6383, 6468. .6614, 
7283. .7535, 7726. .8001 

(AC006836) unknown protein [Arabidopsis thaliana] 



14621 



Seq. ID OJ990407_01. 9922. C10 



15318 






fifane* No 


31149 




Strand 








Start 


3642 




End 


8001 






Name 


OJ990407 01. 9922. CIO. o4, 


• gp 


Method 


AAT/GAP 






Start 


4 604 




End 


7335 






(IT 






Score 


829 






P von q 

D AUl l 3 


4604 466ft 6104 6169 


6262 . 


.6383, 6468. .6630, 


7287. .7335 




OX L/COUl X • 


1 4 4 0677 S /nh 1 AAD200R6 1 Q 


. 0e-12 


(AC006836) unknown protein 






f A "rah "i rfoo^ i t*hal i anal 1 












Seq ^ £Jo . 


14 621 




Seq. ID 


OJ990407 


m QQ9? no 




OC11C I. ' v-^ • 


3114 9 




Strand 










3642 
j \j *± ^ 




End 


8001 






Name 


OJ990407 01. 9922. CIO. o2. 


.tm 


Method 


TBLASTX : 


Ma i 7Q 
Lid 




Start 


6107 




End 


7559 






GI 


none 




Score 


48 






P von 


61 07 61 7? 61DQ 6171 




.6387, 6269.. 6388, 


697R 63ftS 






646Q 6S22 646Q 6S1 0 


6SS3 

U J J J • 


.6630, 6565.. 6627, 


1910 730S 






7282 7326 7362 7460 


7 364 


.7465, 7386.. 7460, 


74 61 7 SRQ 






74 61 7535 












Seq. No. 


14621 




Seq. ID 


OJ990407 


m qq?9 no 




Gene No. 


31149 




Strand 






□ 


Start 


3642 




End 


8001 




"si 


Name 


O.TQ9f)407 01 riO o3 


■ L.1LI 


Method 


TBLASTX: 


Maize 




O L. d X L 


77 4 4 ~ 




End 


8001 




m! 


O X 


none 




Score 


88 




Q 




7744 fiOOl 77R4 7R31 


7ft 9 S 

f O £. -J . 


.7959, 7895.. 7999 




\ ii 




14622 




Seq. ID 


OJ990407 


_01.9922.C11 


•=Ii 


Gene No. 


31150 




Strand 








Start ' 


577 




End 


2164 




i IJ 


Name 


OJ990407 01.9922.Cll.ol. 


.np 


Method 


AAT/NAP 






o Lai L 


577 




End 


2164 




Q 


(IT 

\J X 


6002089 




Score 


147 




si 


P von c: 


577. .611, 1210. .1248, 2042. .2164 








Dpscrin 

\J -1- L> ^ O Vw J- -I_ k— / . 


(X84147) ribosomal protein S4 


[Typha angustif olia ] 




O C ^ • L N ^ ■ 


14622 




Seq. ID 


OJ990407 


_01.9922.C11 


Q 


Gene No. 


31151 




Strand 






i ; 

'SCt 


Start 


2150 




End 


5145 






Name 


OJ990407 01. 9922.Cll.o2. 


,tw 


Method 


TBLASTX: 


Wheat 




Start 


1705 




End 


3320 






GI 


none 




Score 


53 






P. v o n ^ 


1705. .1767, 2865. .3041, 


2866. 


.2982, 2868.. 3035, 


3063. .3320, 






3064. .3186 














14622 




Seq. ID 


OJ990407 


_01.9922.C11 




Gene No. 


31151 




Strand 








Start 


2150 




End 


5145 






Name 


OJ990407 01. 9922.Cll.o2. 


gs 


Method 


GENSCAN 






OLdit 


2150 




End 


5145 






GI 


none 




Score 


.57 






Exons 


2150.. 2313, 2837.. 3290, 


3470. 


.3627, 3629.. 4334, 


4443. .4586, 






4659. .4851, 4976. .5145 












Seq. No. 


14622 




Seq. ID 


OJ990407 


_01.9922.C11 




Gene No. 


31151 




Strand 







15319 



Start 
Name 
Start 
GI 

Exons 



2150 End 5145 

OJ9904 07_01 . 9922 . CI 1 . ol . tm Method TBLASTX : Maize 

2799 End 3475 

none Score 211 

2799.. 3095, 2805.. 3443, 2812.. 3249, 3020.. 3442, 3177.. 3446, 
3382. .3447/ 3443. .3475 



Seq. No. 14622 Seq. ID OJ9904 07_01 . 9922 . Cll 

Gene No. 31151 Strand 

Start 2150 End 5145 

Name OJ990407_01 . 9922 . Cll . o2 . np Method AAT/NAP 

Start 2802 End 3698 

GI 3645899 Score 1226 

Exons 2802.. 3698 

GI Descrip. (U68408) 5' end not determined experimentally [Zea mays] 

Seq. No. 14622 Seq. ID OJ990407_01 . 9922 . Cll 

Gene No. 31151 Strand 

Start 2150 End 5145 

Name OJ990407_01 . 9922 . Cll . ol . ts Method TBLASTX : Soybean 

Start 2817 End 3443 

GI none Score 116 

Exons 2817.. 3050, 3072.. 3443, 3076.. 3375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14622 
31151 
2150 

OJ990407_01, 

2820 

none 

2820. .3074, 



Seq. ID OJ990407_01. 9922. Cll 
Strand 

End 5145 

9922 .Cll . ol . tc Method TBLASTX: Cress 

End 3278 

Score 75 
3051. .3185, 3189. .3278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14622 
31151 
2150 

OJ990407_01, 

3443 

none 

3443. .3682, 



Seq. ID OJ990407_01. 9922. Cll 
Strand 

End 5145 

9922 . CI 1 . o2 . ts Method TBLASTX : Soybean 

End 3695 

Score 70 

3528.. 3695 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14622 
31151 
2150 

OJ990407_01. 

3476 

none 

3476. .3679, 



Seq. ID OJ990407_01. 9922. Cll 
Strand 

End 5145 

9922. Cll. o4 . tm Method TBLASTX : Maize 

End 3679 

Score 179 

3477. .3659 



Seq. No. 14622 Seq. ID OJ990407_01 . 9922 . Cll 

Gene No. 31151 Strand 

Start 2150 End 5145 

Name OJ9904 07_01 . 9922 . Cll . ol . tw Method TBLASTX : Wheat 

Start 3681 End 4181 

GI none Score 80 

Exons 3681.. 3893, 3697.. 3897, 3887.. 3919, 3895.. 3921, 3895.. 3921, 

3924. .4169, 3933. .4181, 3952. .4179 



15320 




Seq. No. 


14622 








Seq. ID 


OJ990407_01.9922, 


.Cll 


Gene No. 


31151 








Strand 






Start 


2150 








End 


5145 




Name 


OJ990407 01 


.9922. 


Cll.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


3681 








End 


3857 




GI 


none 








Score 


132 




Exons 


3681. .3857, 


3688. 


.3840 










Seq. No. 


14622 








Seq. ID 


OJ990407_01.9922, 


.Cll 


Gene No. 


31151 








Strand 






Start 


2150 








End 


5145 




Name 


OJ990407 01 


. 9922. 


Cll.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3858 








End 


4340 




GI 


none 








Score 


310 




Exons 


3858. .4223, 


3862. 


.4215, 


3864. 


.4223, 4221. .4340 




Seq. No. 


14622 








Seq. ID 


OJ990407_01.9922, 


.Cll 


Gene No. 


31151 








Strand 






Start 


2150 








End 


5145 




Name 


OJ990407 01 


.9922. 


Cll.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4404 








End 


4691 




GI 


none 








Score 


83 




Exons 


4404. .4628, 


4417 . 


.4632, 


4419. 


.4622, 4624. .4686, 4638. .4691, 




4638. .4688 














Seq. No. 


14622 








Seq. ID 


OJ990407_01.9922, 


.Cll 


Gene No. 


31151 








Strand 






Start 


2150 








End 


5145 




Name 


OJ990407 01 


.9922. 


Cll.o3 


.np 


Method 


AAT/NAP 




Start 


4602 








End 


4764 




GI 


4416301 








. Score 


81 




Exons 


4602. .4764 














GI Descrip. 


(AF105716) 


gag protein 


[Zea mays] 






Seq. No. 


14623 








Seq. ID 


OJ990407_01.9922 


-C12 


Gene No. 


31152 








Strand 


+ 




Start 


7599 








End 


10562 




Name 


OJ990407 01 


. 9922. 


C12.o4 


.gs 


Method 


GENSCAN 




Start 


7599 








End 


10459 




GI 


none 








Score 


.87 




Exons 


7599. .7715, 


9721. 


.9813, 


10301 


. . 10459 






Seq. No. 


14623 








Seq. ID 


OJ990407_01.9922 


.C12 


Gene No. 


31152 








Strand 


+ 




Start 


7599 








End 


10562 




Name 


OJ990407 01 


. 9922. 


C12.o2 


.np 


Method 


AAT/NAP 




Start 


7605 








End 


10497 




GI 


4803931 








Score 


698 




Exons 


7605. .7728, 


8077. 


..8215, 


8300. 


.8460, 8931. .9058, 9141.. 9278, 




9721. . 9813, 


10301 


.. .10497 








GI Descrip. 


(AC006264) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


14623 








Seq. ID 


OJ990407_01. 9922, 


.C12 


Gene No. 


31152 








Strand 


+ 




Start 


7599 








End 


10562 




Name 


OJ990407 01 


.9922. 


C12.ol 


.gp 


Method 


AAT/GAP 




Start 


9199 








End 


10562 





15321 




GI 


4716504 


Score 


816 


Exons 


9199.. 9278, 9721.. 9813, 10301. 


, . 10562 




GI Descrip. 


4803931/gb|AAD29804 . 1IAC006264 12 2 . 0e- 


-24 (AC006264) unknowi 




protein [Arabidopsis thaliana] 






Seq. No. 


14623 


Seq. ID 


OJ9904 07_01 . 9922 . C12 


Gene No. 


31153 * 


Strand 




Start 


1 


End 


1028 


Name 


OJ990407 01.9922.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1028 


GI 


3645898 


Score 


537 


Exons 


1. .1028 






GI Descrip. 


(U68408) in-frame stop codon; 


possibly 


a post-transposition 




mutation [Zea mays] 






Seq. No. 


14623 


Seq. ID 


OJ990407_01.9922.C12 


Gene No. 


31153 


Strand 




Start 


1 


End 


1028 


Name 


OJ990407 01.9922.C12.ol.gs 


Method 


GENSCAN 


Start 


44 


End 


842 


GI 


none 


Score 


.52 


Exons 


44 . . 842 






Seq. . No . 


14623 


Seq. ID 


OJ990407_01.9922.C12 


Gene No. 


31154 


Strand 




Start 


1606 


End 


3741 


Name 


OJ990407 01.9922.C12.o2.gs 


Method 


GENSCAN 


Start 


1606 


End 


3741 


GI 


none 


Score 


.47 


Exons 


1606. .1672, 1752. .1841, 2131.. 


2391, 3003.. 3196, 3201. .3261, 




3473. .3741 






Seq. No. 


14623 


Seq. ID 


OJ990407_01.9922.C12 


Gene No. 


31155 


Strand 




Start 


6027 


End 


6275 


Name 


OJ990407 01.9922.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


408 


End 


812 


GI 


none. 


Score 


80 


Exons 


408. .812, 421.;711, 549. .773 






Seq. No. 


14623 


Seq. ID 


OJ990407_01. 9922.C12 


Gene No. 


31155 


Strand 




Start 


6027 


End ' 


6275 


Name 


OJ990407 01.9922.C12.o3.gs 


Method 


GENSCAN 


Start 


6027 


End 


6275 


GI 


none 


Score 


. 9 


Exons 


6027. .6275 






Seq. No. 


14623 


Seq. ID 


OJ990407_01.9922.C12 


Gene No. 


31156 


Strand 




Start 


7671 


End 


9845 


Name 


OJ990407 01.9922.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


7671 


End 


9845 


GI 


none 


Score 


70 


Exons 


7671. .7727, 7884. .7958, 7885.. 


7938, 8118. .8210, 8120. .8215, 



8123. .8215, 8291. .8446, 8297. .8458, 8298. .8459, 9140. .9277, 
9141. .9278, 9262. .9285, 9720. .9845, 9727. .9813 



15322 



Seq. No. 


14623 






Seq. ID 


OJ990407JD1.9922. 


Gene No. 


JllOO 






Strand 




Start 


7671 






End 


9845 


Name 


OJ990407 01 


.9922.C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8122 






End 


9194 


GI 


none 






Score 


70 


Exons 


8122. .8205, 


8123. .8215, 


8124 . . 


.8210, 8288..8446, 8298.. 84 




8302. .8460, 


8303. .8461, 


8930. . 


.9070, 9010. .9060, 9141. .91 


Seq. No. 


14623 






Seq. ID 


OJ990407JD1.9922. 


Gene No. 


31156 






Strand 




Start 


7671 






End 


9845 


Name 


OJ990407 01, 


.9922.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


8295 






End 


9206 


GI 


none 






Score 


230 


Exons 


8295. .8462, 


8297. .8461, 


8930. . 


,9061, 9141.. 9206 


Seq. No. 


14624 






Seq. ID 


OJ990407_01. 9922.' 


Gene No. 


31157 






Strand 


+ 


Start 


70 






End 


1722 


Name 


OJ990407 01. 


.9922. C14 ,ol 


. gs 


Method 


GEN SCAN 


Start 


70 






End 


1722 


GI 


none 






Score 


.87 


Exons 


70. .325, 1509. .1722 








Seq. No. 


14624 






Seq. ID 


OJ990407_01. 9922.1 


Gene No. 


31158 






Strand 




Start 


2647 






End 


5389 


Name 


OJ990407 01, 


.9922.C14.o2 


. gs 


Method 


GENSCAN 


Start 


2647 






End 


5389 


GI 


none 






Score 


1 


Exons 


2647. .3762, 


5042. .5389 








Seq. No. 


14625 






Seq. ID 


OJ990407_01. 9922.1 


Gene No. 


31159 






Strand 


+ 


otart 


1299 






End 


1636 


Name 


OJ990407 01. 


,9922.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1299 






End 


1636 


GI 


343210 






Score 


458 


Exons 


1299. .1636 










GI Descrip. 


(M35995) apocytochrome b6 (alt.) [Oryza sativa] 




gil 226762 |prf| I1604469A 


cytochrome b6 


[Oryza sativa] 


Seq. No. 


14625 






Seq. ID 


OJ990407_01. 9922.1 


Gene No. 


31160 






Strand 




Start 


387 






End 


4830 


Name 


OJ990407 01. 


9922.C15.ol 


.gs 


Method 


GENSCAN 


Start 


387 






End 


4830 


GI- 


none 






Score 


.63 


Exons 


387. .557, 614. .708, 956 


. .1110, 


2950. .3145, 4611. .4830 


Seq. No. 


14625 






Seq. ID 


OJ990407_01. 9922. < 


Gene No. 


31160 ■ 






Strand 




Start 


387 






End 


4830 


Name 


OJ990407 01. 


9922.C15.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1275 






End 


1556 



15323 



GI 

Exons 



none Score 91 

1275. .1343, 1275. .1328, 1328. .1546, 1344. .1556, 1344. .1556 



Seq. No. 14625 

Gene No. 31160 

Start 387 

Name OJ990407_01-. 9922 . C15 . ol . ts 

Start 1275 

GI none 
Exons 



Seq. ID OJ990407_01.9922.C15 
Strand 

End 4830 

Method TBLASTX : Soybean 

End 1594 

Score 85 



1275. .1331, 1277. .1312, 1278. .1334, 1308. .1592, 1320. .1592, 
1358. .1594 



Seq. No. 14625 

Gene No. 31160 

Start 387 

Name OJ9904 07_01 . 9922 . C15 . ol . gp 

Start 1276 

GI' uC-osflcypOllbOlbl 

Exons 1276.. 1599 

GI Descrip. '343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 

>gi_22 67 62_prf 1604469A cytochrome b6 [Oryza sativa] 1 



Seq. ID OJ990407_01.9922.C15 
Strand 

End 4830 

Method AAT/GAP 

End 1599 

Score 551 



Seq. No. 


14625 




Seq. ID 


OJ990407_01.9922 


.C15 


Gene No. 


31160 




Strand 






Start 


387 




End 


4830 ■ 




Name 


OJ990407 01. 9922.C15.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1353 




End 


1594 




GI 


none 




Score 


346 




Exons 


1353. .1592, 1409. .1594 










Seq. No. 


14626 




Seq. ID 


OJ990407_01. 9922, 


.C16 


Gene No. 


31161 




Strand 


+ 




Start 


26 




End 


3393 




Name 


OJ990407 01.9922.C16.ol 


.gs 


Method 


GENSCAN 




Start 


26 




End 


3068 




GI 


none 




Score 


.59 




Exons 


26. .76, 479. .763, 1157. 


.1343, 


2766. .3068 




Seq. No. 


14626 




Seq. ID 


OJ990407_01.*9922. 


.C16 


Gene No. 


31161 




Strand 


+ 




Start 


26 




End 


3393 




Name 


OJ990407 01.9922.C16.o2 


.np 


Method 


AAT/NAP 




Start 


2814 




End 


3393 




GI 


3337367 




Score 


142 




Exons 


2814. .3080, 3371. .3393 










GI Descrip. 


(AC004 4 81) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


14626 




Seq. ID 


OJ990407_01.9922. 


,C16 


Gene No. 


31162 




Strand 






Start 


1 




End 


2486 




Name 


OJ990407 01. 9922.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2486 




GI 


6006359 




Score 


56 




Exons 


1..28, 598. .703, 2433..: 


2486 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 





Seq. No. 



14626 



Seq. ID OJ990407 01.9922.C16 



15324 




Gene No. 


31163 


Strand 






Start 


2889 


End 


3077 




Name 


OJ990407 01. 9922.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


2889 


End 


3077 




GI 


none 


Score 


200 




Exons 


2889. .3077, 2891. .3067 








Seq. No. 


14626 


Seq. ID 


OJ990407_01.9922 


.C16 


Gene No. 


31163 


Strand 






Start 


2889 


End 


3077 




Name 


OJ990407 01. 9922.C16.ol. tm 


Method 


TBLASTX: Maize 




Start 


2889 


End 


3068 




GI 


none 


Score 


267 




Exons 


2889. .2984, 2891. .3064, 2892. .3068 






Seq. No. 


14627 


Seq. ID 


OJ990407 01.9922 


.C17 


Gene No . 


31164 


Strand 


+ 




Start 


1 


End 


12837 




Name 


OJ990407 01-9922. C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


12837 




GI 


3337367 


Score 


973 




Exons 


1..545, 1041. .1116, 1220.. 


1269, 1417.. 


1655, 1850. .1968, 






11694. .11785, 12807. .12837 








GI Descrip. 


(AC004481) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


14627 


Seq. ID 


OJ9904.07_01.9922 


.C17 


Gene No. 


31164 


Strand 


+ 




Start 


1 


End 


12837 




Name 


OJ990407 01.9922.C17.ol.gs 


Method 


GENSCAN 




Start 


7 


End 


2748 




GI 


none 


Score 


.96 




Exons 


7. .545, 1044. .1130, 1213.. 


1269, 1417.. 


1655, 2408.. 2748 




Seq. No. 


14627 


Seq. ID 


OJ990407_01.9922 


.C17 


Gene No. 


31164 


Strand 


+ 




Start 


1 


End 


12837 




Name 


OJ990407 01.9922.C17.ol.gp 


Method 


AAT/GAP 




Start 


2418 


End 


2884 




GI 


none 


Score 


755 




Exons 


2418. .2884 








Seq. No. 


14627 


Seq. ID 


OJ990407_01.9922 


.C17 


Gene No. 


31165 


Strand 


+ 




Start 


13244 


End 


16400 




Name 


OJ990407 01.9922.C17.o4.gs 


Method 


GENSCAN 




Start 


13244 


End 


16400 




GI 


none 


Score 


. 9 




Exons 


1324 4. .13300, 15918. .164 00 








Seq. No. 


14627 


Seq. ID 


OJ990407_01.9922 


.C17 


Gene No. 


31166 


Strand 


+ 




Start 


31096 


End 


38467 




Name 


OJ990407 01.9922.C17.o8.gs 


Method 


GENSCAN 




Start 


31096 


End 


36571 




GI 


none 


Score 


.41 




Exons 


31096. .31290, 31852. .31951, 


, 32770. .32948, 33317 .. 3357 6, 





33683. .33802, 34 561 .. 34 681 , 35120. .36571 



15325 






Seq. No. 


14627 


Seq. ID 


OJ990407_01. 9922.C17 




Gene No. 


31166 


Strand 


+ 




Start 


31096 


End 


38467 




Name 


OJ990407 01.9922.C17.o4.np 


Method 


AAT/NAP 




Start 


. 35408 


End 


38467 




GI 


2258319 


Score 


80 




Exons 


35408. .35508, 37621 .. 37772, 


37902. .38042, 38127.. 38467 




GI Descrip. 


(AF004880) resistance complex protein 


I2C-3 [Lycopersicon 






esculentum] 








Seq. No. 


14627 


Seq. ID 


OJ990407 01.9922.C17 




Gene No. 


31166 


Strand 


+ 




Start 


31096 


End 


38467 




Name 


OJ990407 01.9922.C17.o3.np 


Method 


AAT/NAP 




Start 


35696 


End 


38261 




GI 


2792220 


Score 


650 




Exons 


35696. .35846, 35886 .. 37302, 


38083. .38261 




GI Descrip. 


(AF032688)' NBS-LRR type resistance protein [Oryza sativa] 




Seq. No. 


14627 


Seq. ID 


OJ990407_01.9922.C17 




Gene No. 


31167 


Strand 


+ 




Start 


40508 


End 


42533 


a 


Name 


OJ990407 01.9922.C17.o5.np 


Method 


AAT/NAP 


*= Sf 


Start 


40508 


End 


42533 


i„i I 


GI 


6319186 


Score 


591 




Exons 


40508. .41317, 42503. .42533 








GI Descrip. 


(AF195140) GDP-D-mannose 4,6 


-dehydratase; GMD1 [Arabidopsis 


□ 

i ! ! 




thaliana] 








Seq. No. 


14627 


Seq. ID 


OJ990407_01.9922.C17 


i : | | 


Gene No. 


31168 


Strand 






Start 


4796 


End 


5633 




Name 


OJ990407 01.9922.C17.o2.gs 


Method 


GENSCAN 


Q 


Start 


4796 


End 


5633 




GI 


none 


Score 


.7 




Exons 


4796. .4960, 5057. .5172, 5177 


. .5633 




i. c | 


Seq, No, 


14627 


Seq. ID 


OJ990407_01.9922.C17 




Gene No. 


31169 


Strand 






Start 


10364 


End 


10651 




Name 


OJ990407 01.9922.C17.o3.gs 


Method 


GENSCAN 




Start 


10364 


End 


10651 




GI 


none 


Score 


.72 




Exons 


10364. .10651 








Seq. No. 


14627 


Seq. ID 


OJ990407_01. 9922.C17 




Gene No. 


31170 


Strand 






Start 


23227 


End 


23988 




Name 


OJ990407 01.9922.C17.o6.gs 


Method 


GENSCAN 




Start 


23227 


End 


23988 




GI 


none 


Score 


.94 




Exons 


23227. .23988 








Seq. No. 


14627 


Seq. ID 


OJ9904 07_01. 9922.C17 




Gene No. 


31171 


Strand 






Start 


25329 


End 


29645 



15326 




Name 


OJ990407 01.9922.C17 


.o2. 


np 


Method 


AAT/NAP 




Start 


25015 






End 


25443 




GI 


6539570 






Score 


135 




Exons 


25015. .25081, 25241. 


.25443 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


14627 






Seq/ 'ID 


OJ990407_01.9922 


.C17 


Gene No. 


31171 






Strand 






Start 


25329 






End 


29645 




Name 


OJ990407 01.9922.C17 


.o7. 


gs 


Method 


GENSCAN 




Start 


25329 






End 


29645 




GI 


none 






Score 


.59 




Exons 


25329. .25487, 26186. , 


.26334, 27195. .27233, 29612. .29645 




Seq. No. 


14627 






Seq.' ID 


OJ990407_01.9922 


.C17 


Gene No. 


31172 






Strand 






Start 


39691 






End 


43320 




Name 


OJ990407 01.9922.C17, 


.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3 






End 


345 




GI 


none 






Score 


314 




Exons 


3. .308, 4. .345 












Seq. No. 


14627 






Seq. ID 


OJ990407_01.9922 


.C17 


Gene No. 


31172 






Strand 






Start " 


39691 






End 


43320 




Name 


OJ990407 01.9922.C17. 


.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3 






End 


543 




GI 


none 






Score 


237 




Exons 


3. .236, 4. .354, 261., 


.353, 445 


..543, 453. .542 




Seq. No. 


14627 






Seq. ID 


OJ990407_01.9922 


.C17 


Gene No. 


31172 






Strand 






Start 


39691 






End 


43320 




Name 


OJ990407 01.9922.C17, 


,ol. 


tm 


Method 


TBLASTX: Maize 




Start 


60 






End 


354 




GI 


none. 






Score 


389 




Exons 


60. .353, 61. .354 












Seq. No. 


14627 






Seq. ID 


OJ990407_01.9922 


.C17 


Gene No. 


31172 






Strand 






Start 


39691 






End 


43320 




Name 


OJ990407 01.9922.C17. 


,o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1399 






End 


5745 




GI 


none 






Score 


225 




Exons 


1399. .1653, 1409. .1654, 


563*6. 


.5722, 5640. .5714, 5644. .5745, 




5646. .5744 












Seq. No. 


14627 






Seq. ID 


OJ990407_01.9922 


.C17 


Gene No. 


. 31172 






Strand 






Start 


39691 






End 


43320 




Name 


OJ990407 01.9922.C17. 


,o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1414 






End 


5748 




GI 


none 






Score 


213 




Exons 


1414. .1656, 1415. .1657, 


5647. 


.5748, 5652. .5747 




Seq. No. 


14627 






Seq. ID 


OJ990407_01. 9922 


.C17 


Gene No. 


31172 






Strand 







15327 



Start 
Name 
Start 
GI 

Exons 



39691 

OJ990407_01 . 9922 . C17 . o4 . tm 

1839 

none 

1839. .1985, 1845. .1970, 1846. 
2201. .2296, 2407. .2469, 2408. 



End 

Method 

End 

Score 



43320 

TBLASTX: Maize 

11961 

146 



.1980, 2188. .2289, 2200. .2286, 
.2470, 5817.. 5870, 5817.. 5903, 



6013. .6072, 11681. .11782, 11693. .11779, 1 1 694 .. 1 1789, 
11694. .11780, 11899. .11961, 1 1900 11959, 11905.. 11961 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14627 
31172 
39691 

OJ9904 07_01. 9922.C17.o5.tm 

36238 

none 



Seq. ID OJ990407_01.9922.C17 
Strand 

End 43320 

Method TBLASTX: Maize 

End 36722 

Score 58 



36238. .36291, 36239 .. 36292 , 364 07 36535 , 364 15 .. 3654 3, 
36540. .36722 



Seq. No. 14627 Seq. ID 

Gene No. . 31172 Strand 

Start 39691 End 

Name OJ9904 07_01 . 9922 . C17 . o3 . ts Method 

Start 36555 End 

GI none Score 

Exons 365S5..36764, 36765.. 36857 



OJ990407_01. 9922.C17 

43320 

TBLASTX: Soybean 

36857 

159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14627 
31172 
39691 

OJ9904 07_01 . 9922.C17.olO.gs 
39691 



OJ990407 01.9922.C17 



none 
39691. 
41376. 
43239. 



Seq. ID 
Strand 

End 43320 
Method GENSCAN 
End 43320 
Score .49 

39818, 40401. .40494, 40707 40949, 40993 4 1309, 
41450, 41596. .41883, 41897 .. 42176, 424 99 42593, 
43320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14627 Seq. ID 

3117 2 -^Strand 
39691 End 
OJ990407_01. 9922.C17.ol.ts Method 
40505 End 
none Score 



OJ990407_01.9922.C17 
43320 

TBLASTX : Soybean 

41378 

102 



40505. .40636, 4 054 9 40635, 40701 40880, 4074 6 .. 40880, 
40898. .40987, 4 0899 .. 40988 , 40966 4 1055, 41000 .. 4 1056, 
41050. .41106, 41060. .41107, 41310. .41378 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14627 
31172 
39691 

OJ990407_01. 9922.C17.ol.tc 
40543 



OJ990407 01.9922.C17 



none 
40543. 
40907. 
41151. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.40635, 40553. .40636, 40701 .. 40880, 40893 40988, 
.40987, 40966. .41055, 41060 41107, 4 111 6 .. 4 1151 , 
.41300, 41152. .41301, 41310. .41396 



43320 

TBLASTX: Cress 

41396 

98 



Seq. No. 



14627 



Seq. ID OJ990407 01.9922.C17 



15328 






Gene No. 


31172 




Strand 








Start 


39691 




End 


43320 






Name 


OJ990407 01.9922.C17.o2 


.tm 


Method 


TBLASTX: Maize 






Start 


40583 




End 


40850 






GI 


none 




Score 


65 






Exons 


40583. .40636, 4 0589 .. 40636, 


40641. .40850, 4 064 3. .4 0825, 








40746. .4Q850 












Seq. No. 


14628 




Seq. ID 


OJ990407_01. 9922. 


C18 




Gene No. 


31173 




Strand 








Start 


1 




End 


297 






Name 


OJ990407 01.9922.C18.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


297 






GI 


6523038 




Score 


100 . 






Exons 


1. .297 












GI Descrip. 


(AL132976) anthranilate 














N-hydroxycinnamoyl /benzoyl transf erase- 


like protein [Arabidoj 






thaliana] 












Seq. No. 


14628 




Seq. ID 


OJ990407J31.9922. 


C18 




Gene No. 


31173 




Strand 








Start 


1 




End 


297 






Name 


OJ990407 01.9922.C18.ol. 


.gs 


Method 


GEN SCAN ' 






Start 


123 ~~ 




End 


294 




•s si 


GI 


none 




Score 


.4 




5 t _ t 

i]fi 


Exons 


123. . 294 












Seq. No. 


14629 




Seq. ID 


OJ990407_01.9922. 


C19 


;" "i 


Gene No. 


31174 




Strand 








Start 


1 




End 


505 




31 


Name 


OJ990407 01. 9922.C19.ol, 


.np 


Method 


AAT/NAP 






Start 


1 — 




End 


505 




I'll 

: e? 


GI 


3337367 




Score 


152 




il 


Exons 


1 . . 505 










: tS i 


GI Descrip. 


(AC004 4 81) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


14629 




Seq. ID 


OJ990407_01.9922. 


C19 


SI 


Gene No. 


31174 




Strand 






's sf 


Start 


1 




End 


505 






Name 


OJ990407 01. 9922.C19.ol. 


.tc 


Method 


TBLASTX: Cress 




h\ 


Start 


242 




End 


430 






GI 


none 




Score 


175 






Exons 


242. .430, 252..428 












Seq. No. 


14629 




Seq. ID 


OJ990407_01. 9922. 


C19 




Gene No. 


31174 




Strand 








Start 


1 




End 


505 






.Name 


OJ990407 01.9922.C19.ol. 


■ gs 


Method 


GENSCAN 






Start 


251 




End 


493 






GI 


none 




Score 


.75 






Exons 


251. .493 












Seq. No. 


14629 




Seq. ID 


OJ990407_01. 9922. 


C19 




Gene No. 


31174 




Strand 








Start 


1 




End 


505 






Name 


OJ990407 01.9922.C19.ol. 


, tm 


Method 


TBLASTX: Maize 






Start 


251 




End 


454 





15329 



GI none Score 230 

Exons 251.. 454, 255.. 428, 335.. 430 



Seq. No. 14630 

Gene No. 31175 

Start 1 

Name OJ990427_03 . 9927 . CI . ol . np 

Start 1 

GI 3915018 

Exons 1..85, 142.. 204, 293.-355, 
GI Descrip. SUCROSE- PHOSPHATE SYNTHASE 



Seq. ID 
Strand 
End 

Method 
End 
Score 
445. . 698 

(UDP-GLUCOSE-FRUCTOSE-PHOSPHATE 
GLUCOSYLTRANSFERASE) gi | 2117724 | pir | | JC4783 sucrose-phosphate 
synthase (EC 2.4.1.14) - rice gi|988270 (U33175) sucrose 
phosphate synthase [Oryza sativa] 



OJ990427_03.9927.C1 
+ 

698 

AAT/NAP 

698 

537 



Seq. No. 


14630 




Seq. ID 


OJ990427 03.9927 


.CI 


Gene No. 


31175 




Strand 


+ 




Start 


1 




End 


698 




Name 


OJ990427 03. 9927. CI, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


136 




End 


675 




GI 


none 




Score 


95 




Exons 


136. .204, 148. .237, 


278. .349, 


284 . . 349, 


292. .357, 292. . 


351, 




444 . . 674, 445. . 675 










Seq. No. 


14630 




Seq. ID 


OJ990427 03.9927 


.CI 


Gene No . 


31175 




Strand 


+ 




Start 


1 




End 


698 




Name 


OJ990427 03. 9927. CI. 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


148 




End 


666 




GI 


none 




Score 


89 




Exons 


148. .204, 150. .203, 


278. .358, 


292. .348, 


442. .558, 447.. 


566, 




580. .666 










Seq. No. 


14630 




Seq. ID 


OJ990427_03.9927 


.CI 


Gene No . 


31175 




Strand 


+ 




Start 


1 




End 


698 




Name 


OJ990427 03. 9927. CI. 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


148 




End 


642 




GI 


none 




Score 


87 




Exons 


148. .204, 150. .203, 


278. .358, 


292. .357, 


442. .642, 453.. 


617 


Seq. No. 


14630 




Seq. ID 


OJ990427_03.9927 


.CI 


Gene No. 


31175 




Strand 


+ 




Start 


1 




End 


698 




Name 


OJ990427 03. 9927. CI, 


.ol.gp 


Method 


AAT/GAP 




Start 


149 




End 


698 




GI 


45667 1.R1084 




Score 


638 




Exons 


149. .204, 293. .355, 


445. .698 








GI Descrip. 


1 131147 9/dbj IBAA08304.1 K4.0e- 


-97 (D45890) sucrose phosphate 




synthase [Oryza sativa] ' 








Seq. No. 


14630 




Seq. ID 


OJ990427_03.9927 


.CI 


Gene No. 


31175 




Strand 


+ 




Start 


1 




End 


698 




Name 


OJ990427 03. 9927. CI. 


, ol . gs 


Method 


GENSCAN 




Start 


151 




End 


578 




GI 


none 




Score 


.66 





15330 



Exons 


151. .204, 293. .355, 


445. .578 








Seq. No. 


14630 




Seq. ID 


OJ990427_03.9927 


.CI 


Gene No. 


31175 




Strand 


+ 




Start 


1 




End 


698 




Name 


OJ990427 03. 9927. CI 


. ol . tw 


Method 


TBLASTX : Wheat 




Start 


302 ~ 




End 


644 




GI 


none 




Score 


77 




Exons 


302 . . 358, 304 . . 357, 


442 . . 639, 


453. .644 






Seq. No. 


14631 




Seq. ID 


OJ990427 03.9927 


.C3 


Gene No. 


31176 




Strand 


+ — 




Start 


352 




End 


428 




Name 


OJ990427 03. 9927. C3 


. ol . gp 


Method 


AAT/GAP 




Start 


352 




End 


428 




GI 


uC-osflM202035dllbl 




Score 


121 




Exons 


352. .428 










GI Descrip. 


•3335341 2.0e-18 (AC004512) T8F5.10 [Arabidopsis thaliana] 


Seq. No. 


14631 




Seq. ID 


OJ990427_03.9927 


.C3 


Gene No. 


31177 




Strand 


+ 




Start 


356 




End 


723 




Name 


OJ990427 03. 9927. C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


332 




End 


722 




GI 


none 




Score 


206 




Exons 


332. .505, 351. .488, 


354. .518, 


355. .'513 


, 355. .522, 508.. 


720 




549. .722, 551. .715 










Seq. No. 


14631 




Seq. ID 


OJ990427_03.9927 


.C3 


Gene No. 


•31177 




Strand 


+ 




Start 


356 




End 


723 




Name 


OJ990427 03. 9927. C3 


.ol.gs 


Method 


GENSCAN 




Start 


356 




End 


710 




GI 


none 




Score 


.99 




Exons 


356. .710 










Seq. No. 


14631 




Seq. ID 


OJ990427_03.9927 


.C3 


Gene No. 


31177 




Strand 


+ 




Start 


356 




End 


723 




Name 


OJ990427 03. 9927. C3 


. o 1 . np 


Method 


AAT/NAP 




Start 


356 




End 


723 




GI 


3335341 




Score 


326 




Exons 


356. .723 










GI Descrip. 


(AC004512) T8F5.10 


[Arabidopsis thaliana] 




Seq. No. 


14631 




Seq. ID 


OJ990427_03. 9927 


.C3 


Gene No. 


31177 




Strand 


+ 




Start 


356 




End 


723 




Name 


OJ990427 03. 9927. C3 


. o2 . gp 


Method 


AAT/GAP 




Start 


458 




End 


723 




GI 


18705 1.R1084 




Score 


490 




Exons 


458. .723 










GI Descrip. 


'3335341 2.0e-38 (AC004512) T8F5.10 [Arabidopsis thaliana] 


Seq. No. 


14631 




Seq. ID 


OJ990427_03.9927 


.C3 


Gene No. 


31177 




Strand 


+ 




Start 


356 




End 


723 





15331 



Name 

Start 

GI 

Exons 



OJ990427_03. 9927.C3.ol. tc Method 

54 6 End 

none Score 
546. .698, 549. .710, 551. .703 



TBLASTX: Cress 

710 

192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14 632 
31178 
929 

OJ990427_03.9927.C5.ol.gs 

929 

none 

929. .1066, 1102. .1158 



Seq. ID OJ990427_03.9927.C5 
Strand 

End 1158 

Method GENSCAN 

End 1158 

Score .81 



Seq. ID OJ990427_03.9927.C6 
Strand 

215 

AAT/NAP 
200 
191 



14633 
31179 
1 

OJ990427_03.9927.C6.ol.np 
1 

5817301 
1. .200 

(AF087818) auxin transport protein [Arabidopsis thaliana] 
gi|5902405|gb|AAD55507.1|AC008148_17 (AC008148) auxin transport 
protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



.'1:1 

a 



Seq. No. 


14633 












Seq. ID 


OJ990427_03.9927, 


.C6 


Gene No. 


31179 












Strand 






Start 


1 












End 


215 




Name 


OJ990427 


_03. 


9927, 


,C6< 


.ol 


.gs 


Method 


GENSCAN 




Start 


24 












End 


200 




GI 


none 












Score 


. 97 




Exons 


24 . .200 


















Seq. No. 


14633 












Seq. ID 


OJ990427_03. 9927, 


.C6 


Gene No. 


31179 












Strand 






Start 


1 












End 


215 




Name 


OJ990427 


_03. 


9927, 


,C6, 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


34 












End 


203 




GI* 


none 












Score 


140 




Exons 


34. .201, 


60. 


.203 














Seq. No. 


14633 












Seq. ID 


OJ990427_03.9927, 


.C6 


Gene No. 


31179 












Strand 






Start 


1 












End 


215 




Name 


OJ990427 


_03. 


9927. 


.C6. 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


81 












End 


215 




GI 


none 












Score 


161 




Exons 


81. .215, 


82. 


.210 














Seq. No. . 


14634 












Seq. ID 


OJ990427J33.9927. 


.C7 


Gene No. 


31180 












Strand 


+ 




Start 


55 












End 


384 




Name 


OJ990427 


_03. 


9927. 


,C7. 


.ol 


• gp 


Method 


AAT/GAP 




Start 


55 












End 


384 




GI 


none 












Score 


585 




Exons 


55. .384 


















Seq. No. 


14635 












Seq. ID 


OJ990427_03. 9927, 


,C8 



15332 




Gene No. 


31181 




Strand 


+ 






Start 


876 




End 


2332 






Name 


OJ990427 03 


.9927.C8.ol.gs 


Method 


GENSCAN 






Start 


876 




End 


2332 






GI 


none 




Score 


.67 






Exons 


876. .1005, 


1977.. 2167, 2216, 


. .2332 








Seq. No. 


14635 * ■ 




Seq. ID 


OJ990427_03. 


,9927 


.C8 


Gene No. 


31182 




Strand 


+ 






Start 


3191 




End 


5396 






Name 


OJ990427 03 


.9927.C8.o2.gs 


Method 


GENSCAN 






Start 


3191 




End 


5396 






GI 


none 




Score 


.54 






Exons 


3191. .3328, 


5145. .5396 










Seq. No. 


14635 




Seq. ID 


OJ990427_03, 


.9927 


.C8 


Gene No. 


31183 




Strand 








Start 


6003 




End 


7139 






Name 


OJ990427 03 


.9927.C8.o3.gs 


Method 


GENSCAN 






Start 


6003 




End 


7139 






GI 


none 




Score 


.51 






Exons 


6003. . 6020, 


7041. .7139 










Seq. No. 


14636 




Seq. ID 


OJ990427_03, 


,9927 


.C9 


Gene No. 


31184 




Strand 


+ 






Start 


1 




End 


183 






Name 


OJ990427 03 


. 9927.C9.ol.gp 


Method 


AAT/GAP 






Start k . 


1 




End 


182 






GI 


uC-osflM202035dllbl 


Score 


308 






Exons 


1. .182 












GI Descrip. 


'3335341 2. 


Oe-18 (AC004512) 


T8F5.10 [Arabidopsis thaliana] 1 


Seq. No. 


14636 




Seq. ID 


OJ990427JD3. 


.9927 


.C9 


Gene No. 


31184 




Strand 


+ 






Start 


1 




End 


183 






Name 


OJ990427 03 


.9927.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


183 






GI 


none 




Score 


258 






Exons 


1..183, 2.. 


181 










Seq. No. 


14636 




Seq. ID 


OJ990427_03, 


.9927 


.C9 


Gene No. 


31184 




Strand 


+ 






Start 


1 




End 


183 






Name 


OJ990427 03 


.9927.C9.ol.gs 


Method 


GENSCAN 






Start 


50 




End 


180 






GI 


none 




Score 


.96 






Exons 


50. .180 












Seq. No. 


■14637 




Seq.- ID 


OJ990427_03. 


.9927 


.C10 


Gene No. 


31185 




Strand 


+ 






Start 


1 




End 


2599 






Name 


OJ990427 03 


.9927. CIO. ol.np 


Method 


AAT/NAP 






Start 


1 




End 


2599 






GI 


3335341 




Score 


715 






Exons 


1..48, 1205 


..2075, 2540.. 2599 








GI Descrip. 


(AC004512) 


T8F5.10 [Arabidopsis thaliana] 







15333 






Seq. No. 


14637 








Seq. ID 


OJ990427 03. 9927. C10 




Gene No. 


31185 








Strand 


+ 




Start 


1 








End 


2599 




Name 


OJ990427 03 


. 9927 


.ClO.ol 


• gp 


Method 


AAT/GAP 




Start 


1201 








End 


1277 




GI 


uC-osflM202035dllbl 




Score 


118 




Exons 


1201. .1277 














GI Descrip. 


'3335341 2. 


0e-18 


(AC004512) 


T8F5.10 [Arabidopsis thaliana] 1 




Seq. No. 


14637 








Seq. ID 


OJ990427_03 . 9927 .C10 




Gene No. 


31185 








Strand 


+ 




Start 


1 








End 


2599 




Name 


OJ990427 03 


.9927 


.ClO.ol 


.gs 


Method 


GEN SCAN 




Start 


1205 








End 


2096 




GI 


none 








Score 


.98 




Exons 


1205. .2096 














Seq. No. 


14637 








Seq. ID 


OJ990427_03. 9927. C10 




Gene No. 


31185 








Strand 


+ 




Start 


1 








End 


2599 




Name 


OJ990427 03 


.9927 


.C10.O2 


.gp 


Method 


AAT/GAP 




Start 


1307 








End 


1849 




GI 


18705 1.R1084 






Score 


1032 


s i 


Exons 


1307 . . 1849 














GI Descrip. 


'3335341 2. 


0e-38 


(AC004512) 


T8F5.10 [Arabidopsis thaliana]' 


Hi 


Seq. No. 


14637 








Seq. ID 


OJ990427_03. 9927. C10 




Gene No. 


31186 








Strand 


+ 


; : 
: 1} 


Start 


2762 








End 


3559 




Name 


OJ990427 03 


.9927 


.C10.O2 


.gs 


Method 


GEN SCAN 




Start 


2762 








End 


3559 


*u 


GI 


none 








Score 


.7 


j si 


Exons 


2762. .2832, 


3295 


. .3559 










Seq. No. 


14637 








Seq. ID 


OJ990427_03. 9927. C10 




Gene No. 


31187 








Strand 




; :i 


Start 


1949 








End 


2288 




Name 


OJ990427 03 


. 9927 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 


;li 


Start 


1181 








End 


1811 




GI 


none 








Score 


206 




Exons 


1181. .1354, 


1200 


. .1337, 


1203 


..1367, 1204. .1362, 1204. .1371, 






1353. .1772, 


1357 


. .1785, 


1398 


..1739, 1688. .1789, 1760. .1810, 






1782. . 1811 














Seq. No. 


14637 








Seq. ID 


OJ990427_03. 9927. C10 




Gene No. 


31187 








Strand 






Start 


1949 








End 


2288 




Name 


OJ990427 03 


.9927 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1395 








End 


1739 




GI ■ 


none 








Score 


226 




Exons 


1395. .1547, 


1398 


. .1601, 


1400 


..1552, 1616. .1735, 1617. .1739 




Seq. No. 


14637 








Seq. ID 


OJ990427_03. 9927. C10 




Gene No. 


31187 








Strand 






Start 


1949 








End 


2288 




Name 


OJ990427 03 


.9927 


.ClO.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1530 








End 


1730 



15334 



GI 


none 




Score 


254 


R von ^ 


1530 1730 1530 1730 








Seq. No. 


14637 




Seq. ID 


OJ990427_03. 9927. C10 


Gene No. 


31187 




Strand 




Start 


194 9 




End 


2288 


Name 


OJ990427 03 9927 C10 o2 


. ts 


Mpt" hoH 


TRLASTX * ^nvhpan 


Start 


17 99 ~~ 




End 


2072 


GI 


none 




Score 


58 


P. von s 


1799 1870. 1800 1862. 


188 6. 


2005. 183 


37 2015 2004 2072 


Seq. No. 


14637 




Seq. ID 


OJ990427_03. 9927 .C10 


Gene No. 


31187 




Strand 




Start 


1949 




End 


2288 


Name 


OJ990427 03 9927 C10 o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1812 ~ 




End 


2087 


GI 


none 




Score 


69 


Exons 


1812.. 1856, 1812.. 1853, 


1820 . 


.1996, 1886. .2083, 1896. .2087 


Seq. No. 


14637 




Seq. ID 


OJ990427_03. 9927. C10 


Gene No. 


31187 




Strand 




Start 


1949 




End 


2288 


Name 


OJ990427 03 9927 C10 o3 


fin 


Method 


AAT/GAP 


Start 


1949 — 




End 


2288 


GI 


none 




Score 


450 


F.xon 

J — 1 W 1 1 o 


1949 2288 








Seq. No. 


14638 




Seq. ID 


OJ990427_03. 9927. Cll 


Gene No. 


31188 




Strand 


+ 


Start 


1961 




End 


3919 


Name 


OJ990427 03 9927 Cll o2 




Method 


GENSCAN 


Start 


1961 ~~ 




End 


3919 


GI 


none 




Score 


.77 


Pv on <3 


1961 2503 2843 3356 


3388 . 


.3487, 3814. .3919 


Sea No 


14638 




Seq. ID 


OJ990427_03. 9927. Cll 


Gene No. 


31188 




Strand 


+ 


Start 


1961 




End 


3919 


Name 


OJ990427 03. 9927. Cll. ol 


.np 


Method 


AAT/NAP 


Start 


2015 




End 


3400 


GI 


1785862 




Score 


1587 


Exons 


2015. 2503, 2843 3400 








V-J _L v.* tJ J- k-/ ■ 


(U68756) stearovl-Acvl-' 


carrier protein 


desaturase [Elaeis 




cruinepnsis var f pnpra l 








Qp n No 


14638 




Seq. ID 


OJ990427_03. 9927. Cll 


Gene No. 


31188 




Strand 


+ 


Start 


1961 




End 


3919 


Name 


OJ990427 03. 9927. Cll. ol 


.gp 


Method 


AAT/GAP 


Start 


2434 




End 


3697 




1926 1.R1084 




Score 


1785 


Exons 


2434. .2503, 2843. .3697 








GI Descrip. 


1 4 929208 /gb IAAD33903.il 


7.0e- 


59 (AF143501) delta-9-stearoyl 




desaturase [Elaeis guineensis 


var . tenera] 1 


Seq. No. 


' 14638 




Seq. ID 


OJ990427_03. 9927. Cll 


Gene No. 


31189 




Strand 


+ 



15335 




Q 4- -j 

olaiL 


O .7 O 4 


End 


14103 




Nam© 


PiTQQnd?7 0^ QQ97 PI 1 rrc 
UU !7 -/U 4 £ I Uj. / .Uj.yb 


Method 


GEN SCAN 






D -7 D 4 


End 


10889 




P T 


none 


Score 


.8 






fiQfid 70R1 7flfi7 Rinn R9D7 

0-704. . / U O X , /OD / * . OIUU/ O ^ U / . 


.8741, 9410. .9495, 


i n^nn i orr q 


O S q • In O . 




Seq. ID 


OJ990427 


Pl*5 QQ97 PI 1 

U-3 . y yz / .bii 




^1 1 R Q 


Strand 


+ 




Start 


6964 


End 


14103 




Name 


OJ990427 03.9927.Cll.o2.np 


Method 


AAT/NAP 




Start 


7903 " 


End 


14103 




pt 


3785972 


Score 


420 




IT 1 v /"**t"i c 
HiXOIlo 


7903. .8100, 8242. .8750, 8781. 


.8968, 9729.. 10002 


, 10216. . 10757, 




13856. .13932, 14040. .14103 








P T Ho C T" 1 


(AC005560) putative auxin transport protein [Arabidopsis 




thaliana ] 








octj . IN (j . 




Seq. ID 


OJ990427 


_03.9927.C11 






Strand 


+ 




Start 




End 


•18694 • 




Name 


ujyyufiz/ u o . y yz / . li x . oo . gp 


Method 


AAT/GAP 






18159 


End 


18694 




p t 


3570_1.R1084 


Score 


691 




Exons 


1 Q1 CQ 1 QC1 1 Q^CQ T Q £Q/1 
lOlDy. . 10 JlD, ± 0 OOO . . XoOyH 








ui uescrip. 


jUDjjZ j/ CfD | t\n UjZ jUj 1 rir UjZjUj 


3.0e-55 


Oryza sativa ribulose 




i z d oispnospnace carooxyxase 


small subunit mRNA 


, complete cds 1 


Seq. No. 


± 4 0 O O 


Seq. ID 


OJ990427 


_03.9927.C11 


Gene No. 


-31 1 Q1 

j 1 1 y i 


Strand 








0 A 


End 


1024 




Name 


PTQQH/197 QQ97 PI 1 ^1 rro 

vjjyyu4Z/ u j . y y z / . ui ± . o± . gs 


Method 


GENSCAN 




oLait 


24 


End 


1024 






none 


Score 


.6 




Exons 


OA AP7 £"3Q £R7 ft^£ 
Z4 . . 40 / , jyi . . Djy, Do / . .OJO; 


974. .1024 






oeq. in u . 


1 A C"3 Q 

14 boo 


Seq. ID 


OJ990427 


_03.9927.C11 


Gene No. 


31192 


Strand ' 






Start 


13329 


End 


21369 




Name 


OJ990427 03. 9927.Cll.ol.tm 


Method 


TBLASTX: 


Maize 


oLdl L 


1939 


End 


3644 




PT 


none 


Score 


807 




Exons 


1939.. 2190, 2003.. 2503, 2006. 


.2503, 2254. .2505, 


2841. .3041, 




2842. .3474, 2843. .3403, 3597. 


.3644 






OcCj. IN O . 


14638 


Seq. ID 


OJ990427 


_03.9927.C11 


bene lno . 


31192 


Strand 






Start 


13329 


End 


21369 




Name 


OJ990427 03. 9927.Cll.ol.ts 


Method 


TBLASTX: 


Soybean 


O tail 


1939 


' End 


3392 




p t 


none 


Score 


138 




Exons 


1939.. 2088, 2015.. 2095, 2015. 


.2101, 2075.. 2503, 


2090. .2356, 




2092. .2505, 2137. .2511, 2842. 


.3279, 28 


43. .3391, 


2843. .3391, 




3231. .3392 








Seq. No. 


14638 


Seq. ID 


OJ990427 


_03.9927.C11 


Gene No. 


31192 


Strand 






Start 


13329 


End 


21369 





15336 




Name 


OJ990427 03.9927.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


2014 




End 


3358 




GI 


none 




Score 


76 




Exons 


2014. 


.2199, 2015.. 2503, 2015 


..2350, 2245. .2511, 2254. .2505, 




2842. 


.3219, 2842.. 3291, 2843 


..3358, 2843. .3349, 3270. .3353 


Seq. No. 


14638 




Seq. ID 


OJ990427_03.9927. 


Cll 


Gene No. 


31192 




Strand 


- 




Start 


13329 




End 


21369 




Name 


OJ990427 03.9927.Cll.ol.tw 


Method 


TBLASTX : Wheat 




Start 


2951 




End 


3376 




GI 


none 




Score 


492 




Exons 


2951. 


.3313, 2953.. 3300, 3308 


. .3376 






Seq. No. 


14638 




Seq. ID 


OJ990427_03.9927. 


Cll 


Gene No. 


31192 




Strand 


- 




Start 


13329 




End 


,21369 




Name 


OJ990427 03.9927.Cll.o4.ts 


Method 


TBLASTX • Sovbean 

x J— ' -1—1x1 <j ± t\ • v^f ^ a x x 




Start 


7888 




End 


8022 




GI 


none 




Score 


199 




Exons 


7888. 


.8022, 7893. .8021 








Seq. No. 


14638 




Seq. ID 


OJ990427_03.9927. 


Cll 


Gene No. 


31192 




Strand 


- 




Start 


13329 




End 


21369 




Name 


OJ990427 03.9927.Cll.o4.tm 


Method 


TBLASTX • Ma i 7P 




Start 


7900 




End 


8112 




GI 


none 




Score 


196 




Exons 


7900. 


.8112, 7902. .8111 








Seq. No. 


14638 




Seq. ID 


OJ990427_03.9927. 


Cll 


Gene No. 


31192 




Strand 


- 




Start 


13329 




End 


21369 




Name 


OJ990427 03.9927.Cll.o4.tc 


Method 


TBLASTX: Cress 




Start 


8662 




End 


10769 




GI 


none 




Score 


84 




Exons 


8662. , 


.8745, 9408. .9506, 10598 .. 10699, 


10599. .10769 




Seq. No. 


14638 




Seq. ID 


OJ990427_03.9927. 


Cll 


Ger^ No. 


31192 




Strand 






Start 


13329 




End 


21369 




Name 


OJ990' 


127_03.9927.Cll.o4.gs 


Method 


GENSCAN 




Start 


13329 




End 


17419 




GI 


none 




Score 


.8 




Exons 


13329, 


. .13461, 14491. .14555, 


14782. .14934, 15009 .. 15164 , 






15257, 


..15334, 15470. .15550, 


15631. .15698, 15782. .15838, 






16238, 


..16307, 16403. .16472, 


16632. .16732, 16971. .17026, 






17162. 


. .17219, 17300. .17419 








Seq. No. 


14638 




Seq. ID 


OJ990427_03.9927. 


Cll 


Gene No. 


31192 




Strand 






Start 


13329 




End 


21369 




Name 


OJ990427 03.9927.Cll.o3.np 


Method 


AAT/NAP 




Start 


14767 




End 


18681 




GI 


4586259 


Score 


667 




Exons 


14767. 


. .14934, 15257. .15334, 


15470. . 15550, 15631 .. 15698, 






15782. 


. .15838, 16238. .16307, 


16403. .16472, 16632 .. 16732, 





15337 



16971. .17026, 17162. .17219, 18581.. 18681 
GI Descrip. (AL049640) hydrolase-like protein [Arabidopsis thaliana] 



Seq. No. 


14638 




Seq. ID 


OJ990427_03. 9927 


Gene No. 


31192 




Strand 




Start 


13329 - 




End 


21369 


Name 


OJ990427 03.9927.C11, 


. o3. tm 


Method 


TBLASTX: Maize 


Start 


15305 * 




End 


16493 


GI 


none 




Score 


82 


Exons 


15305. . 15334, 15464. , 


.15556, 


15471. .15551, 15473. .15553, 




15481. . 15579, 15631. , 


.15699, 


15633. .15695, 15656. .15700, 




15775. .15852, 15783. , 


. 15839, 


15784. .1584 6, 16236. .16310, 




16237. .16314, 16239. , 


. 16310, 


16402. .16470, 16403. .16471, 




16403. . 16474, 16407. , 


.16493 






Seq. No. 


14638 




Seq. ID 


OJ990427_03.9927 


Gene No. 


31192 




Strand 




Start 


13329 




End 


21369 


Name 


OJ990427 03.9927.C11, 


. o2 . gp 


Method 


AAT/GAP 


Start 


16258 




End 


17417 


GI 


uC-osflm202099c09bl 




Score 


782 


Exons 


16258. . 16307, 16403.. 


.16472, 


16632. .16732, 1697 1 .. 17026, 




17162. .17219, 17300.. 


.17417 






GI Descrip. 


, 4586259/emb|CAB41000.1 | 2. 


0e-42 (AL049640) hydrolase-1. 




protein [Arabidopsis 


thaliana] 1 




Seq. No. 


14638 




Seq. ID 


OJ990427J33. 9927 


Gene No. 


31192 




Strand 




Start 


13329 




End 


21369 


Name 


OJ990427 03.9927.C11. 


. o4 . np 


Method 


AAT/NAP 


Start 


17438 




End 


20564 


GI 


5734733 




Score 


550 


Exons 


17438. .17575, 18418. . 


.18831, 


19245. .19461, 20522. .20564 


GI Descrip. 


(AC007259) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


14638 




Seq. ID 


OJ990427_03.9927 


Gene No. 


31192 




Strand 




Start 


13329 




End 


21369 


Name 


OJ990427 03.9927.C11. 


, o5 . gs 


Method 


GENSCAN 


Start 


18337 




End 


21369 


GI 


none 




Score 


.84 


Exons 


18337. .18871, 19245.. 


,19579, 


19941. .20204, 20913 .. 21098 , 




21196. .21369 








Seq. No. 


14638 




Seq. ID 


OJ990427_03. 9927 


Gene No. 


31192 




Strand 




Start 


13329 




End 


21369 


Name 


OJ990427 03.9927.C11. 


o3 . tc 


Method 


TBLASTX: Cress 


Start ; 


18417 




End 


18686 


GI 


none 




Score 


87 


Exons 


18417. .18515, 18571. . 


18684, 


18573. . 18686 


Seq. No. 


14638 




Seq. ID 


OJ990427_03. 9927 


Gene No. 


31192 




Strand 




Start 


13329 




End 


21369 


Name 


OJ990427 03.9927.C11. 


o2. ts 


Method 


TBLASTX : Soybean 


Start 


18559 




End 


18815 



Cll 



15338 




GI 


none 




Score 


193 




Exons 


18559, 


..18780, 18561.. 18815 








Seq. No. 


14638 




Seq. ID 


OJ990427_03.9927. 


Cll 


Gene No. 


31192 




Strand 






Start 


13329 




End 


■ 21369 




Name 


OJ990427 03.9927.Cll.o2.tm - 


Method 


- TBLASTX: Maize 




Start 


18573 




End 


19435 




GI 


none 




Score 


210 




Exons 


18573. 


..18887, 18574. .18780, 


19244. .19306, 19364.. 19435 




Seq. No. 


14638 




Seq. ID 


OJ990427_03.9927. 


Cll 


Gene No. 


31192 




Strand 






Start 


13329 




End 


21369 




Name 


OJ990427 03.9927.Cll.o3.ts 


Method 


TBLASTX: Soybean 




Start 


19247 




End 


19546 




GI 


none 




Score 


62 




Exons 


19247, 


,.19300, 19304 . .19546, 


19388. .19489, 19422. .19499 




Seq. No. 


14638 




Seq. ID 


OJ990427_03.9927. 


Cll 


Gene No. 


31192 




Strand 






Start 


13329 




End 


21369 




Name 


OJ990427 03.9927.Cll..o2.tc 


Method 


TBLASTX: Cress 




Start 


- 19364 




End 


20099 




GI 


none 




Score 


74 




Exons 


19364 . 


..19564, 19388. .19477, 


19941. .20033, 20049.. 20099 




Seq. No. 


14639 




Seq. ID 


OJ990427_03.9927. 


C12 


Gene No. 


31193 




Strand 


+ 




Start 


1012 




End 


1179 




Name 


OJ990427 03.9927.C12.ol.gs 


Method 


GENSCAN 




Start 


1012 




End 


1179 




GI 


none 




Score 


.97 




Exons 


' 1012. . 


, 1179 








Seq. No. 


14639 




Seq. ID 


OJ990427_03.9927. 


C12 


Gene No. 


31194 




Strand 






Start 


3630 




End 


15605 




Name 


OJ990427 03.9927.C12.o2.gs 


Method 


GENSCAN 




Start 


3630 




End 


15605 




GI 


none 




Score 


.54 




Exons 


3630. . 


,3734, 4664.. 4765, 6488 


..6755, 7081. .7163, 7923. .8119, 




8147. . 


8350, 9061.. 9162, 10173 .. 10248 , 


10383. .10727, 






11022. 


.11137, 12624. .12785, 


14803. .146 


199, 15468. .15605 




Seq. No. 


14639 




Seq. ID 


OJ990427_03.9927. 


C12 


Gene No. 


31194 




Strand 






Start 


3630 




End 


15605 




Name 


OJ9904 


l27_03.9927.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


7904 




End 


8110 




GI 


none 




Score 


104 




Exons 


7904. . 


8110, 7932.. 8093 








Seq. No. 


14639 




Seq. ID 


OJ990427_03.9927. 


C12 


Gene No. 


31194 




Strand 






Start 


3630 




End 


15605 




Name 


OJ990427_03. 9927.C12.ol. ts 


Method 


TBLASTX : Soybean 





15339 




Start 


7919 




End 


8110 






GI 


none 




Score 


113 






Exons 


7919. .8110, 7929. .8096 












Seq. No. 


14639 




Seq. ID 


OJ990427 03. 


, 9927 


.C12 


Gene No. 


31194 




Strand , 








Start 


3630 




End 


. 15*605 






Name 


OJ990427 03.9927.C12.ol. 


np 


Method 


AAT/NAP 






Start 


7922 




End 


9470 






GI 


6642645 




Score 


161 






Exons 


7922. .8116, 9451. .9470 












GI Descrip. 


(AC012395) putative RING 


1 zinc 


finger protein [Arabidopsis 




t haliana ] 












Seq. No. 


14639 




Seq. ID 


OJ990427_03. 


,9927 


.C12 


Gene No. 


31194 




Strand 








Start 


3630 




End 


15605 






Name 


OJ990427 03. 9927 .C12 .ol . 


tm 


Method 


TBLASTX: Maize 




Start 


7928 




End 


8125 






GI 


none 




Score 


103 






Exons 


7 928. .8125, 7 932. .8096 












Seq. No. 


14639 




Seq. ID 


OJ990427_03. 


9927 


.C12 


Gene No. 


31194 




Strand 








Start 


3630 




End 


15605" 






Name 


OJ990427 03.9927.C12.o2. 


np 


Method 


AAT/NAP 






Start 


14526 




End 


15605 






GI 


6815053 




Score 


665 






Exons 


14526. .14762, 14 812 .. 14 958 , 15459.. 15605 






GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


14640 




Seq. ID 


OJ990427_03. 


9927 


.C13 


Gene No. 


31195 




Strand 


+ 






Start 


708 




End 


1557 






Name 


OJ990427 03.9927.C13.ol. 


gs 


Method 


GENSCAN 






Start 


708 




End 


1557 






GI 


none 




Score 


.52 






Exons 


708. .833, 923. .971, 1010 


i. . 1036, 1382.. 


1557 


r - 




Seq. No. 


14641 




Seq. ID 


OJ990427_03-. 


9927 


.C14 


Gene No. 


31196 




Strand 


+ 






Start 


128 




^End 


303 






Name 


OJ990427 03.9927.C14.ol. 


gs 


Method 


GENSCAN 






Start 


128 




End 


303 






GI 


none 




Score 


. 97 






Exons 


128. .303 












Seq. No. 


14641 




Seq. ID 


OJ990427_03. 


9927 


.C14 


Gene No. 


31197 




Strand 


+ 






Start 


1394 




End 


1624 






Name 


OJ990427 03.9927.C14.o2. 


gs 


Method 


GENSCAN 






Start 


1394 




End 


■1624 






GI 


none 




Score 


. 96 






Exons 


1394. .1624 












Seq. No. 


14641 




Seq. ID 


OJ990427_03. 


9927 


.C14 


Gene No. 


31198 




Strand 









15340 






Start 


3409 


End 


3603 




Name 


OJ990427 03.9927 


.C14.o3.gs Method 


GEN SCAN 




Start 


3409 ~ 


End 


3603 




GI 


none 


Score 


. 79 




Exons 


3409. . 3603 








Seq. No. 


14642 


Seq. .ID 


OJ990427 03.9927.C15 




Gene No. 


31199 


Strand 


+ 




Start 


408 


End 


8993 




Name 


OJ990427 03.9927 


.C15.ol.gp Method 


AAT/GAP 




Start 


408 


End 


1048 




GI 


47301 1.R1084 


Score 


469 




Exons 


408. .471, 584. .816, 1024. .1048 






GI Descrip. 


1 131 14 78 /dbj |D45890.1|RICSPS1 1.0e-100 


Oryza sativa DNA for 






sucrose phosphate synthase, complete cds 1 




Seq. No. 


14642 


Seq. ID 


OJ9904.27_03 . 9927 . C15 




Gene No. 


31199 


Strand 


+ 




Start 


408 


End 


8993 




Name 


OJ990427 03.9927 


.C15.o6.tm Method 


TBLASTX: Maize 




Start 


653 


End 


1078 




GI 


none 


Score 


84 




Exons 


653. .724, 674. .727, 869 .. 1036, '938 .. 1078 , 955. .1047 




Seq. No. 


14642 


Seq. ID 


OJ990427_03.9927.C15 


iifi 


Gene No. 


31199 


'Strand 


+ 


:-l ! 


Start 


408 


End 


8993 


! it 


Name 


OJ990427 03.9927 


.C15.o3.tc Method 


TBLASTX: Cress 


a 


Start 


665 


End 


1036 




GI 


none 


Score 


80 


. =t 

: 

S ST 


Exons 


665. .724, 869. .1036, 938. .1036 






Seq. No. 


14642 


Seq. ID 


OJ990427_03. 9927.C15 


a 


Gene No . 


31199 


Strand 


+ 


n 

•S3t 


Start 


408 


End 


8993 




Name 


OJ990427 03.9927 


■C15.ol.gs Method 


GENSCAN 




Start 


677 


End 


5831 




GI 


none 


Score 


.81 


''h a' 


Exons 


677. .996, 1636.. 


1914, 2011. .2074, 2207. 


.2899, 3049.. 3168, 


□ 




3251.. 3382, 3695 


..3871, 3980. .4033, 4122. .4184, 4274. .5209, 


□ 




5321.. 5350, 5392 


..5448, 5496. .5831 






Seq. No. 


14642 


Seq. ID 


OJ990427_03. 9927.C15 




Gene No . 


31199 


Strand 


+ 




Start 


408 


End 


8993 




Name 


OJ990427 03.9927 


.C15.ol.np Method 


AAT/NAP 




Start 


677 


End 


5828 




GI 


1311479 


Score 


5214 




Exons 


677.. 1036, 1676. 


.1914, 2011. .2074, 2201 


'..2899, 3049. .3168, 






3251.. 3382, 3695 


..3871, 3980. .4033, 4122. .4184, 4274. .5209, 






5321. .5448, 5543 


. .5828 






GI Descrip. 


(D45890) sucrose 


phosphate synthase [Oryza sativa] 




Seq. No. 


14642 


Seq. ID 


OJ990427_03. 9927.C15 




Gene No. 


31199 


Strand 


+ 




Start 


408 


End 


8993 




Name 


OJ990427 03.9927 


.C15.o2.gp Method 


AAT/GAP 



15341 




Start 867 End 1895 

GI uC-osflM202090h03bl Score 724 

Exons 867.. 1036, 1676.. 1895 

GI Descrip. ' 3915018/sp | Q43802 | SPS_ORYSA 4.0e-67 SUCROSE- PHOSPHATE SYNTHASE 
(UDP-GLUCOSE-FRUCTOSE-PHOSPHATE GLUCOSYLTRANSFERASE ) 

>gi_2117724_pir JC4783 sucrose-phosphate synthase (EC 2.4.1.14) 

- rice >gi_988270 (U33175) sucrose phosphate synthase [Oryza 
sativa] 1 



Seq. No. 


14642 








Seq. ID 


OJ990427_03.9927.C15 


Gene No. 


31199 








Strand 


+ 


Start 


408 








End 


8993 


Name 


OJ990427 03. 


9927 


,C15.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


1670 








End 


2281 


GI 


none 








Score 


109 


Exons 


1670. . 1807, 


1865 


. . 1912, 


1865. 


.1912, 2008.. 2076, 2009.. 2083, 




2204. .2281, 


2206 


. .2277 








Seq. No. 


14642 








Seq. ID 


OJ990427_03.9927.C15 


Gene No. 


31199 








Strand 


+ 


Start 


408 








End 


8993 


Name 


OJ990427 03. 


9927 


.C15.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1844 








End 


2336 


GI 


none 








Score 


50 


Exons 


1844. .1912, 


1997 


. .2083, 


2001. 


.2084, 2007.. 2087, 2008.. 2115, 




2203. .2334, 


2204 


. .2335, 


2205. 


.2336 




Seq. No. 


14642 








Seq. ID 


OJ990427_03.9927.C15 


Gene No. 


31199 








Strand 


+ 


Start 


408 








End 


8993 


Name 


OJ990427 03. 


9927 


.C15.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


2288 








End 


2581 


GI 


none 








Score 


51 


Exons 


2288. .2335, 


2296 


. .2334, 


2383. 


.2580, 2384.. 2581 


Seq. No. 


14642 








Seq. ID 


OJ990427_03.9927.C15 


Gene No. 


31199 








Strand 


+ 


Start 


408 








End 


8993 


Name 


OJ990427_03. 


9927 


.C15.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2435 








End 


2692 


GI 


none 








Score 


421 


Exons 


2435. .2692, 


2438 


. .2647, 


2605. 


.2691 




Seq. No. 


14642 








Seq. ID 


OJ990427_03.9927.C15 


Gene No. 


31199 








Strand 


+ 


Start 


408 








End 


8993 


Name 


OJ990427 03. 


9927 


.C15.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2582 








End 


5428 


GI 


none 








Score 


205 


Exons 


2582. .2728, 


2605 


. .2715, 


2761. 


.2904, 2762.. 2896, 3052.. 3153, 




3151. .3171, 


3248 


. .3379, 


3251. 


.3382, 3253.. 3381, 3694.. 3870, 




3698. .3871, 


3705 


. .3908, 


3977. 


.4033, 3979. .4032, 4107. .4187, 




4121. .4186, 


4271 


. .4474, 


4282. 


.4446, 4733. .4786, 4873. .5004, 




4877. .5008, 


5330 


. .5428 








Seq. No. 


14642 








Seq. ID 


OJ990427_03.9927.C15 


Gene No. 


31199 








Strand 


+ 



15342 




Start 


408 






Name 


OJ990427 03 


. 9927 


. C15 . o4 




2693 ~~ 






GI 


none 






Exons 


2693. .2902, 


2705 


. . 2824, 


Sea No 


14642 






Gene No . 


31199 






Start 


408 






Name 


OJ990427 03 


.9927 


.C15.o4 


Start 


3151 






GI 


none 






Exons 


3151. .3171, 


3248 


. .3379, 




3694. .3867, 


3698 


.3871, 






End 


8993 


L.ML 




1 OlinJ 1 /\ . lid _L C 




FnH 


?904 








2707 . 


.2904 






Seq. ID 


OJ990427_03.9927 




Strand 


+ 




End 


8993 


tw 


Method 


TBLASTX: Wheat 




End 


4030 




Score 


35 



3249..3377, 3251. .3382, 3253. .3381, 
3977. .4030 



Seq. No. 14642 Seq. ID 

Gene No. 31199 • Strand 

Start - 408 End 

Name OJ990427_03 . 9927 . C15 . o2 . tm Method 

Start 3275 End 

GI none Score 
Exons 



OJ990427_03.9927.C15 
+ 

8993 

TBLASTX: Maize 

4573 

180 



3275. .3382, 3275. .3379, 3276. .3380, 3277. .3381, 3694. .3870, 

3696. .3875, 3698. .3871, 3965. .4033, 3977. .4066, 3979. .4035, 

4107. .4178, 4113. .4178, 4121. .4186, 4121. .4180, 4273.-4467, 

4274.-4489, 4277.-4477, 4535.-4573 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



14642 
31199 
408 

OJ990427_03. 9927.C15.ol.tc 

3769 

none 

3769.. 3870, 3770.. 3871, 3977. 
4121. .4177, 4271. .4387, 4277. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4033, 3979 
.4381, 4409 



OJ990427_03.9927.C15 
+ 

8993 

TBLASTX: Cress 
4483 
155 

4032, 4107. .4187, 
4483 



Seq. No. 14642 Seq. ID 

Gene No. ,31199 Strand 

Start 408 End 

Name OJ990427_03 . 9927 . C15 . o3 . gp Method 

Start 3803 End 

GI 45667_1.R1084 Score 

Exons 3803. .3871, 3980. .4033, 4122.-4184, 4274.-4699 

GI Descrip. ' 13114 79/dbj | BAA08304 . 1 | 4.0e-97 (D45890) sucrose phosphate 
synthase [Oryza sativa] 1 



OJ990427_03.9927.C15 
+ 

8993 
AAT/GAP 
4699 
1113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14642 
31199 
408 

OJ9904 27_03.9927 .C15.o3.tw 

4131 

none 



Seq. ID OJ990427_03.9927.C15 
Strand 
End 

Method 
End 
Score 



+ 

8993 

TBLASTX: Wheat 

4468 

77 



4131. .4187, 4133. .4186, 4271. .4468, 4282. .4467 



Seq. No. 14642 Seq. ID 

Gene No. 31199 Strand 

Start 408 End 

Name OJ990427 03 . 9927 . C15 . o5 . tm Method 



OJ990427_03. 9927.C15 
+ 

8993 

TBLASTX: Maize 



15343 






Start 


4591 






End 


4837 




GI 


none 






Score 


70 




Exons 


4591.. 4668, 4598 


. .4663, 


4606. 


.4716, 4714. .4833, 4726. .4836, 






4727. .4837 












Seq. No. 


14642 






Seq. ID 


OJ990427_03 . 9927 .C15 




Gene No. 


31199 






Strand 


+ 




Start 


408 






End 


8993 




Name 


OJ990427 03.9927 


.C15.o4. 


gp 


Method 


AAT/GAP 




Start 


4709 






End 


6078 




GI 


11887 1.R1084 






Score 


2231 




Exons 


4709.. 5209, 5321 


. .5448, 


5543. 


. 6078 






GI Descrip. 


■ 1311479/dbj | BAA08304 . 1 | 


1. Oe 


-166 (D45890) sucrose phosphati 






synthase [Oryza 


sativa] 1 










Seq. No. 


14642 






Seq. ID 


OJ990427_03 . 9927 .C15 




Gene No . 


31199 






Strand 


+ 




Start 


408 






End 


8993 




Name 


OJ990427 03.9927 


.C15.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4838 ~~ 






End 


5711 




GI 


none 






Score 


426 




Exons 


4838. .5119, 4843 


. .5160, 


4843 . 


.5160, 5089. .5211, 5110. .5235, 






5120. .5218, 5318 


. . 5449, 


5320. 


.5451, 5321. .5449, 5362. .5451, 


■3 =: 




5529 5711, 5537 


. .5710 








i;fi 


Seq. No. 


14642 






Seq. ID 


OJ990427_03.9927.C15 


; : 


Gene No. 


31199 






Strand 


+ 


: : t 
i fer 


Start 


408 






End 


8993 


i' a -| 


Name 


OJ990427 03.9927 


. C15 . ol . 


tw 


Method 


TBLASTX: Wheat 


i ; : 


Start 


4900 






End 


5218 


. »i 


GI 


none 






Score 


340 


i 3 J t 

! If 


Exons 


4900.. 5136, 4901 


. . 5140, 


5110. 


.5217, 5120. .5218 


« 


Seq. No. 


14642 






Seq. ID 


OJ990427_03.9927.C15 




Gene No. 


31199 






Strand 


+ 


hi 


Start 


408 






End 


8993 




Name 


OJ990427 03 9927 


. C15 . o4 . 


tc ' 


Method 


TBLASTX: Cress 




Start 


5321 ~ 






End 


56.69 


w 

.: 3-. 


GI 


none 






Score 


122 


u 
Q 


Exons 


5321.. 5449, 5541 


. .5669 










Seq. No. 


14642 






Seq. ID 


OJ990427_03.9927.C15 




Gene No. 


31199 






Strand 


+ 




Start 


408 






End 


8993 




Name 


OJ990427 03.9927 


.C15.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5427 






End 


5844 




GI 


none 






Score 


46 




Exons 


5427.. 5450, 5529 


. .5819, 


5537 . , 


.5824, 5688. .5834, 5692. .5835, 






5764 . .5844 












Seq. No. 


14642 






Seq. ID 


OJ990427_03.9927.C15 




Gene No. 


31199 






Strand 


+ 




Start 


408 






End 


8993 




Name 


OJ990427 03.9927 


.C15.o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


5541 






End 


5807 




GI 


none 






Score 


207 




Exons 


5541.. 5807, 5639, 


. .5743 









15344 






Seq. No. 


14642 








Seq. ID 


OJ990427 


_03. 


9927. C15 




Gene No. 


,31199 








Strand 


+ 








Start 


408 








End 


8993 








Name 


OJ990427 03 


.9927 


.C15.o2 


. np 


Method 


AAT/NAP 








Start 


5781 








End 


8960 








/GI 


5006859 








Score 


119 








Exons 


5781. .5857, 


7006 


. .7173, 


7254. 


.7333, 7450.. 7591, 


8666. .8960 




GI Descrip. 


(AF145731) 


hdmeodomain 


leucine zipper 


protein [Oryza sativa] 




Seq. No. 


14 642 








Seq. ID 


OJ990427 


_03. 


9927. C15 




Gene No . • 


31199 








Strand 


+ 








Start 


408 








End 


8993 








Name 


OJ990427 03 


. 9927 


.C15.o2 


.gs 


Method 


GENSCAN 








Start 


6949 








End 


7812 








GI 


none 








Score 


. 77 








Exons 


6949. .7173, 


7768 


. .7812 














Seq. No. 


14642 








Seq. ID 


OJ990427 


_03. 


9927. C15 




Gene No. 


31199 








Strand 


+ 








Start 


408 








End 


8993 








Name 


OJ990427 03 


. 9927 


.C15.o5 


• gp 


Method 


AAT/GAP 








Start 


8548 








End 


8993 








GI 


none 








Score 


851 






:. -j 

i, : 
: zt 


Exons 


8548. .8993 


















Seq. No. 


14 64 3 








Seq. ID 


OJ990427 


_03. 


9927. C16 


rU 


Gene No. 


31200 








Strand 


+ 






Q 


Start 


127 








End 


331 








Name 


OJ990427 03 


.9927 


. C16 . o2 


• gp 


Method 


AAT/GAP 






'■» 

0 


Start 


127 








End 


331 








GI 


5607517 








Score 


-j "5 
373 






rii 


Exons 


127. .331 
















» 


Seq. No. 


14643 








Seq. ID 


OJ990427 


_03. 


9927. C16 




Gene No. 


31201 








Strand 


+ 








Start 


835 








End 


1350 '-■ 








Name 


OJ990427 03 


.9927 


.C16.ol 


.gs 


Method 


GENSCAN 








Start 


835 








End 


1350 








GI 


none 








Score 


.71 








Exons 


835.. 903, 1255.. 


1350 














Seq. No. 


14643 








Seq. ID 


OJ990427_ 


_03. 


9927. C16 




Gene No. 


31202 








Strand 


+ 








Start 


4988 








End 


6963 








Name 


OJ990427 03 


.9927 


.C16.o3 


.gs 


Method 


GENSCAN 








Start 


4988 








End 


6963 








GI 


none 








Score 


.58 








Exons 


4988. .5086, 


5510 


. .5680, 


5901. 


.6072, 6677.. 6963 








Seq. No. 


14643 








Seq. ID 


OJ990427_ 


_03. 


9927. C16 




Gene No. 


31202 








Strand 


+ 








Start 


4988 








End 


6963 








Name 


OJ990427 03 


.9927 


.C16.o2 


.np 


Method 


AAT/NAP 








Start 


5373 








End 


5954 








GI 


5042454 








Score 


185 








Exons 


5373. .5549, 


5894 


. .5954 













15345 



GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 14643 

Gene No. 31203 

Start 1 

Name OJ990427_03 . 9927 . C16 . ol . gp 

Start -1 

GI none 

Exons i . . 97 



Seq. ID OJ990427_03.9927.C16 

Strand 

End 97 

Method AAT/GAP 

End 97 

Score 194 



OJ990427 03.9927.C16 



Seq. No. 14643 Seq. ID 

Gene No. 31204 Strand 

Start 1218 End 4729 

Name OJ990427_03 . 9927 . C16 . ol .np Method AAT/NAP 

Start 1218 End 4729 

GI 4836944 Score 1109 

Exons 1218. .1340, 1455. .1550, 1649. .1837, 1932 2095, 2402 . 

2605. .2701, 2786. .2921, 3425. .3692, 3756. .4040, 4698. 



.2502, 
.4729 



GI Descrip. (AC006085) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 14643 ■ Seq. ID 

Gene No. 31204 Strand 

Start 1218 End 

Name OJ990427_03 . 9927 . C16 . o2 . gs Method 

Start 1440 End 

GI none Score 
Exons 



OJ990427_03.9927.C16 

4729 
GENSCAN 
4303 
.94 



1440. 
2786. 



.1550, 1649. 
.2921, 3425. 



,1837, 1932. .2095, 2402. .2502, 2605. .2701, 

,4303 



Seq. No. 14643 Seq. ID 

Gene No. 31205 Strand 

Start 5898 End 

Name OJ990427JD3 . 9927 . C16 . o3 . np Method 

Start 5898 End 

GI 4538896 Score 

Exons 5898.. 5977, 7083.. 7559 

GI Descrip. (AL049482) putative protein [Arabidopsis thaliana] 



OJ990427_03.9927.C16 

7559 
AAT/NAP 
7559 
184 



Seq. No. 14643 Seq. ID 

Gene No. 31206 Strand 

Start 7530 End 

Name OJ990427_03 . 9927 . CI 6 . o4 . gs Method 

Start 7530 End 

GI none Score 

Exons 7530.. 7928 



OJ990427_03.9927.C16 

7928 
GENSCAN 
7928 
.99 



Seq. No. 14643 

Gene No. 31207 

Start 8211 

Name , OJ990427_03 . 9927 . C16 . ol . tm 

Start 1002 

GI none 
Exons 



Seq. ID OJ990427_03.9927.C16 
Strand 
End 

Method 
■End 
Score 

1002. .1046, 1009. .1050, 1174. .1356, 1218. .1340, 1455. .1550, 
1456. .1551, 1649. .1717, 1650. .1838, 1781. .1840, 1932. .2096, 
1936. .2097, 2400. .2489 



16104 

TBLASTX: Maize 

2489 

68 



Seq. No. 



14643 



Seq. ID OJ990427_03.9927.C16 



15346 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



31207 Strand 

8211 End 

OJ990427_03. 9927 .C16.ol.ts Method 

1174 End 

none Score 



16104 

TBLASTX : Soybean 

2862 

84 



1174. .1341, 1218. .1340, 14 55 .. 1550, 14 56 .. 1551 , 1644. .1829, 
1649. .1711, 1932. .2096, 1936. .2097, 2400. .2546, 2401. .2544, 
2589.. 2702, 2602.. 2703, 2604.. 2702, 2782.. 2862, 2784.. 2861 



Seq. No. 14643 

Gene No. 31207 

Start 8211 

Name OJ990427JD3 . 9927 . C16 . o2 . tm 

Start 2602 

GI none 
Exons 



Seq. ID OJ990427_03.9927.C16 
Strand 

End 16104 

Method TBLASTX: Maize 

End 3535 

Score 80 



2602. .2706, 2604. .2711, 2787. .2912, 2787. .2918, 2788. .2919, 
3408. .3533, 3419. .3535 



Seq. No. 14643 

Gene No. 31207 

Start 8211 

Name OJ990427_03 . 9927 . C16 . o2 . ts 

Start 3437 

GI none 

Exons 3437.. 3541, 3764.. 4021, 3783. 

Seq. No. 14643 

Gene No. 31207 

Start 8211 

Name OJ990427_03 . 9927 . C16 . o3 . tm 

Start 3764 

GI none 

Exons 3764.. 4051, 3783.. 3896 



Seq. ID OJ990427_03. 9927.C16 
Strand 

16104 

TBLASTX : Soybean 
4021 
103 



End 

Method 
End 
Score 
.3899 



Seq. ID OJ990427_03. 9927.C16 
Strand 

End 16104 

Method TBLASTX : Mai ze 

End 4051 

Score 90 



Seq. No. 14643 

Gene No. 31207 

Start 8211 

Name OJ990427_03 . 9927 . C16 . o5 . gs 

Start 8211 

GI none 
Exons 



Seq. ID OJ990427_03.9927.C16 
Strand 

End 16104 

Method .GENSCAN 

End ** 10560 

Score .41 



8211. .8269, 8456. .8496, 8934. .9194, 10502. .10560 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



14643 
31207 
8211 

OJ990427_03.9927.C16.o4.np 
9693 
6815052 

9693. .9722, 12341 .. 12741, 12790 .. 12929, 137 12 .. 13804 , 
14676. .14775, 15074 .. 15191 , 15475 .. 1554 9, 15631. .15784 
(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ990427_03. 9927.C16 
Strand 

End 16104 

Method AAT/NAP 

End 15784 

Score 1358 



14643 
31207 
8211 

OJ990427_03. 9927.C16.o6.gs 
11709 



Seq. ID OJ990427_03. 9927.C16 
Strand 

End 16104 

Method GENSCAN 

End 16104 



15347 



GI 

Exons 



none Score .49 

11709. . 11827, 12542. .12697, 127 94 .. 12929, 13500 13585, 

15147. .15191, 15631. .15848, 15926.. 16104 



Seq. No. 14643 Seq. ID 

Gene No. 31207 Strand 

Start 8211 End 

Name ' OJ990427_03 . 9927 . C16 . ol . tw Method 

Start 12987 End 

GI none Score 

Exons 12987. .13478, 13084.. 13242 



OJ990427_03.9927.C16 
16104 

TBLASTX: Wheat 

13478 

67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14644 Seq. ID OJ990427_03 . 9927 . C17 

31208 Strand + 

1 End 3917 

OJ990427_03 . 9927 . C17 . ol . np Method AAT/NAP 

1 End 3917 

3319345 Score 644 

1..144, 655. .881, 983. .1444, 1542. .2454, 3339.-3434, 3863. .3917 
(AF077407) contains similarity to maize transposon MuDR 
(GB:M76978) [Arabidopsis thaliana] 



14644 
31208 
1 

OJ990427__03. 9927.C17.ol.qs 
63 

none 



Seq. ID OJ990427 03.9927.C17 



Strand 
End 

Method 

End 

Score 



+ 

3917 
GENSCAN 
3451 
.76 



63. .793, 904. .1148, 1293. .1444, 2713 .. 2841, 3326 .. 3451 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14644 Seq. ID 

31208 Strand 

1 End 

OJ990427_03. 9927.C17 .o3.np Method 

3406 End 

4680183 Score 
3406.. 3495 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990427_03.9927.C17 
+ 

3917 
AAT/NAP 
3495 
119 



OJ990427 03.9927.C17 



Seq. No. 14644 Seq. ID 

Gene No. 31209 Strand 

Start 1312 End 3373 

Name OJ990427_03 . 9927 . C17 . o2 . np Method AAT/NAP 

Start 1312 End 3373 

GI 6721561 Score 92 

Exons 1312.. 1338, 3299.. 3373 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 68150861 dbj | BAA90372 . 1 | (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 14644 Seq. ID 

Gene No. 31209 Strand 

Start 1312 End 

Name OJ990427_03 . 9927 . C17 . ol . tm Method 

Start 1575 End 



OJ990427_03.9927.C17 
3373 

TBLASTX: Maize 
2173 



15348 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 47 

1575.. 1625, 1652.. 1993, 1774.. 1920, 2069.. 2173 



14644 
31209 
1312 

OJ990427_03. 9927.C17.ol.ts 

1826 

none 

1826. .2221 



Seq. ID OJ990427_03. 9927.C17 
Strand 

End 3373 

Method TBLASTX : Soybean 

End 2221 

Score 194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



14644 
31209 
1312 

OJ990427JD3. 9927.C17.o2.tm 

2222 

none 



Seq. ID OJ990427_03.9927.C17 
Strand 

End 3373 

Method TBLASTX : Maize 

End 2426 

Score 185 



2222. .2326, 2223. .2426, 2301. .2351 



14644 
31209 
1312 

OJ990427_03. 9927.C17.ol.gp 
3.117 

•uC-osflcyp08 8bl2bl 
3117. .3214 

! 5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ990427_03.9927.C17 
Strand 

End 3373 

Method AAT/GAP 

End 3214 

Score 128 



Seq. No. 


14645 




Seq. ID 


OJ990427 


Gene No. 


31210 




Strand 


+ 


Start 


1 




End 


282 


Name 


OJ990427 03.9927.C18.ol, 


.np 


Method 


AAT/NAP 


Start 


1 




End 


282 


GI 


6815109 




Score 


142 


Exons 


1. .282 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


14645 




Seq. ID 


OJ990427 


Gene No. 


31211 




Strand 




Start 


111 




End 


236 


Name 


OJ990427 03.9927.C18.ol. 


.gs 


Method 


GENSCAN 


Start 


Ill 




End 


236 


GI 


none 




Score 


.76 


Exons 


111. .236 








Seq. No. 


14646 




Seq. ID 


OJ990427 


Gene No. 


31212 




Strand 


+ 


Start 


1 




End 


654 


Name 


OJ990427 03.9927.C20.ol. 


.np 


Method 


AAT/NAP 


Start 


1 




End 


654 


GI 


533082 




Score 


623 


Exons 


1..428, 580. .654 








GI Descrip. 


(U07552) delta-9 stearoyl-acyl 


. carrier 


protein < 




[Thunbergia alata] 








Seq. No. 


14646 




Seq. ID 


OJ990427 



15349 



Gene No. 


31212 


Strand 


+ 


Start 


1 


End 


654 


Name 


OJ990427 03.9927.C20. 


. ol.gp Method 


AAT/GAP 


Start 


39 


End 


401 


GI 


10681 1.R1084 


Score 


670 


Exons 


39. .401 






GI Descrip. 


»5670155/gb|AF161269. 


.1IAF161269 4.0e- 


■86 Oryza ; 



japonica BAC clone 34K24, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14646 
31212 
1 

OJ990427 
39 

none 



03.9927.C20.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_03. 9927.C20 
+ 

654 

TBLASTX: Maize 

433 

614 



39.-428, 39. .428, 41. .433, 179. .430 





Seq. No. 


14646 






Seq. ID 


OJ990427_03. 9927 


.C20 




Gene No. 


31212 






Strand 


+ 






Start 


1 






End 


654 






Name 


OJ990427 


_03.9927.C20. 


ol. ts 


Method 


TBLASTX : Soybean 






Start 


41 






End 


436 






GI 


none 






Score 


564 






Exons 


41. .430, 


42. .428, 62. 


.436 








i ^ \ 


Seq. No. 


14646 






Seq. ID 


OJ990427_03.9927 


.C20 




Gene No. 


31212 






Strand 


+ 




fit 


Start 


1 






End 


654 




: :=? 


Name 


OJ990427 


03.9927.C20. 


ol.tc 


Method 


TBLASTX: Cress 




U! 


Start 


42 






End 


436 






GI 


none 






Score 


552 




s? 
i 

1 U 


Exons 


42. .428, 


42. .275, 169 


i. .429, 


170. .436, 


179. .430 




13 


Seq. No. 


14647 






Seq. ID 


OJ990427_03. 9927 


.C24 


C3 


Gene No. 


31213 






Strand 






■* 5 

'"! 


Start 


210 






End 


403 




U: 


Name 


OJ990427 


03.9927.C24. 


ol . gs 


Method 


GENSCAN 




•Si 


Start ■ 


210 






End 


403 




l zz\ 


GI 


none 






Score 


.54 




_i 

! J 


Exons 


210. .403 














Seq. No. 


14648 






Seq. ID 


OJ990427_03.9927 


.C27 




Gene No. 


31214 






Strand 








Start 


4 62 






End 


1102 






Name 


OJ990427 


03.9927.C27. 


ol . gs 


Method 


GENSCAN 






Start 


4 62 






End 


1102 






GI 


none 






Score 


.54 






Exons 


462. .559, 


997. .1102 











Seq. No. 14649 Seq. ID 

Gene No. 31215 Strand 

Start 94 3 End 

Name OJ990427_03 . 9927 . C29 . ol . gs Method 

Start 943 End 

GI none Score 

Exons 943.. 1089, 1176.. 1220, 1239.. 1364 



OJ990427_03. 9927.C2 9 

1364 
GENSCAN 
1364 
.8 



15350 



Seq. No. 14650 Seq. ID 

Gene No. 31216 Strand 

Start 129 End 

Name OJ990427_03 . 9927 . C30 . ol . gs Method 

Start 129 End 

GI none Score 

Exons 129. .401, 1225. .1281, 1481. .2128, 2228. 
4096. .4382, 4625. .4901 



OJ990427_03.9927.C30 
+ 

4901 
GENSCAN 
4901 
.71 

.2315, 3138. .3286, 



Seq. ID OJ990427_03. 9927.C30 
Strand 
End 

Method 
End 
Score 

1215. .1280, 1222. .1284, 1361. .1402, 1364. .1402, 1465. .1806, 
1472. .1825, 1481. .1813, 1778. .2128, 1806. .2129, 1807. .2133, 
1807. .2127, 2225. .2344, 2227. .2343 



Seq. No. 14650 

Gene No. 31216 

Start 129 

Name OJ9904 27_03 . 9927 . C30 . ol . tm 

Start 1215 

GI none 
Exons 



4901 

TBLASTX: Maize 

2344 

61 



Seq. No. 14650 Seq. ID 

Gene No. 31216 Strand 

Start 129 End 

Name OJ990427JD3 . 9927 . C30 . ol . gp Method 

Start 2443 End 

GI none Score 

Exons 2443.. 3038 



OJ990427_03.9927.C30 
+ 

4901 , 
AAT/GAP 
3038 
940 



Seq. No. 14651 Seq. ID 

Gene No. 31217 Strand 

Start 204 End 

Name OJ990427_03 . 9927 .C31 . ol . gs Method 

Start 204 End 

GI none Score 

Exons 204.. 392 



OJ990427_03. 9927.C31 
+ 

392 

GENSCAN 
392 
.49 ■ 



Seq. No. 14651 
Gene No. 31218 
Start • 3074 

Name OJ990427JD3 . 9927 . C31 . ol . gp 

Start 2967 

GI 326_1.R1084 

Exons 2967.. 3157, 4386. .4535, 4634.. 

GI Descrip. 1 25014 4 9/sp | P55857 | SMT3_ORYSA 

SMT3 >gi_1668773_emb_CAA67922_ 

[Oryza sativa] 1 



Seq. ID OJ990427_03.9927.C31 

Strand + 

End 4670 

Method AAT/GAP 

End 4670 

Score 661 

4670 

3.0e-51 UBIQUITIN-LIKE PROTEIN 
(X99608) ubiquitin-like protein 



Seq. No. 14651 

Gene No. 31218 

Start 3074 

Name OJ990427_03 . 9927 . C31 . o2 . np 

Start 3074 

GI 2501449 

Exons 3074.. 3157, 
GI Descrip. 



Seq. ID OJ990427_03. 9927. C31 

Strand + 

End 4670 

Method AAT/NAP 

End 4 670 

Score 401 
.4670 



4386. .4535, 4634. 
UBIQUITIN-LIKE PROTEIN SMT3 gi I 1668773 | emb | CAA67922 | 
ubiquitin-like protein [Oryza sativa] 



(X99608) 



Seq. No. 



14651 



Seq. ID OJ990427 03.9927.C31 



15351 



r 



Gene No. 


31218 








Strand 


+ 


Start 


3074 








End 


4670 


Name 


OJ990427 03. 


9927 


.C31.o3 


. gs 


Method 


GENSCAN 


Start 


3074 








End 


4535 


GI 


none 








Score 


. 91 


Exons 


3074. .3157, 


4386 


. .4535* 








Seq. No. 


14651 








Seq. ID 


OJ990427_03.9927 


Gene No. 


31219 








Strand 




Start 


1 








End 


2355 


Name 


OJ990427 03. 


9927 


.C31.ol 


.np 


Method 


AAT/NAP 


Start 


.1 








End 


1532 


GI 


6642650 








Score 


123 


Exons 


1..141, 1184 


. .1532 








GI Descrip. 


(AC012395) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


14651 








Seq. ID 


OJ990427_03.9927 


Gene No. 


31219 








Strand 




Start 


1 








End 


2355 


Name 


OJ990427 03. 


9927 


.C31.o2 


.gs 


Method 


GENSCAN 


Start 


851 








End 


2355 


GI 


none 








Score 


.57 


Exons 


851. .874, 1116.. 


1721, 2248.. 


2355 




Seq. No. 


14651 








Seq. ID 


OJ990427_03.9927 


Gene No. 


31220 








Strand 




Start 


3070 








End 


4670 


Name 


OJ990427 03. 


9927 


.C31.ol 


.tw 


Method 


TBLASTX: Wheat 


Start, 


3070 








End 


4670 


GI 


none 








Score 


83 


Exons 


3070. .3159, 


3092 


. .3157, 


4383 


..4535, 4385. .4543, 4386. .4 




4626. .4670, 


4631 


. .4669 








Seq. No. 


14651 








Seq. ID 


OJ990427_03. 9927 


Gene No. 


31220 








Strand 




Start 


3070 








End 


4670 


Name 


OJ990427 03- 


9927 


.C31.ol 


. tc 


Method ' 


TBLASTX: Cress 


Start 


3073 








^ End 


4669 


GI 


none 








Score 


38 


Exons 


3073. .3114, 


3089 


. .3115, 


3121 


..3159, 3122. .3157, 4383. .4, 




4385. .4543, 


4386 


. .4538, 


4631 


. .4669 




Seq. No. 


14651 








Seq. ID 


OJ990427_03.9927 


Gene No. 


31220 








Strand 




Start 


3070 








End 


4670 


Name 


OJ990427 03. 


9927 


.C31.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3073 








End 


4670 


GI 


none 








Score 


47 


Exons 


3073. .3114, 


3086 


. .3115, 


3121 


..3159, 3122. .3157, 4383. .41 




4385. .4543, 


4386 


. .4538, 


4626 


..4670, 4631. .4669 


Seq. No. 


14651 








Seq. ID 


OJ990427_03.9927 


Gene No. 


31220 








Strand 




Start 


3070 








End 


4670 


Name 


OJ990427 03. 


9927 


.C31.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4383 








End 


4669 


GI 


none 








Score 


247 



15352 



Exons 



4383.-4535, 4385. .4543, 4386. .4538, 4631. .4669, 4631. .4669 



Seq. No. 14652 Seq. ID OJ990427_03 . 9927 . C34 

Gene No. 31221 Strand + 

Start 128 End 412 

Name OJ990427_03 . 9927 . C34 . ol . gp Method AAT/GAP 

Start 128 End 412 

GI 1926_1.R1084 Score 541 

Exons 128.. 412 

GI Descrip. 1 4929208/gb | AAD33903 . 1 | 7.0e-59 (AF143501) delta-9-stearoyl 

desaturase [Elaeis guineensis var. tenera] * 



Seq. No. 14653 Seq. ID 

Gene No. 31222 Strand 

Start 4 62 End 

Name OJ990427_03 . 9927 . C37 . ol . gs Method 

Start 462 End 

GI none Score 

Exons 4 62.. 629 



OJ990427_03.9927.C37 
+ 

629 

GEN SCAN 

629 

.81 



Seq. No. 14654 Seq. ID 

Gene No. 31223 Strand 

Start 328 End 

Name OJ990427_03 . 9927 . C4 1 . ol . gp Method 

Start 328 End 

GI none - Score 

Exons 328. .481 



OJ990427_03.9927.C41 
+ 

481 ' 
AAT/GAP 
481 
275 



Seq. No. 14654 Seq. ID 

Gene No. 31224 Strand 

Start 347 End 

Name OJ9904 27_03 . 9927 . C4 1 . ol . gs Method 

Start 347 End 

GI none Score 

Exons 347.. 459 



OJ990427_03.9927.C41 
459 

GENSCAN 

459 

.85 



Seq. No. 14655 Seq. ID 

Gene No. • 31225 Strand 

Start 186 End 

Name OJ990427_03 . 9927 . C42 . ol . gs Method 

Start 186 End 

GI none Score 

Exons 186.. 526 



OJ990427_03.9927.C42 
688 

GENSCAN 

526 

.66 



Seq. No. 


14655 




Seq. ID 


OJ990427_03.9927 


.C42 


Gene No. 


31225 




Strand 






Start 


186 




End 


688 




Name 


OJ990427 03 


. 9927 


.C4 2.ol.np Method 


AAT/NAP 




Start 


186 




End 


688 




GI 


4850384 




Score 


286 




Exons 


186. .688 










GI Descrip. 


(AC007357) 


F3F19 


.3 [Arabi'dopsis thaliana] 




Seq. No. 


14655 




Seq. ID 


OJ990427_03.9927, 


.C42 


Gene No. 


31225 




Strand 






Start 


186 




End 


688 




Name 


OJ990427 03 


. 9927 


.C42.ol.ts Method 


TBLASTX : Soybean 





15353 




OLdl L 


1 88 

X o o 




FnH 


487 












8f) 






188 941 94 S 487 

-LOO. * £. '3 X / *i .J . .40/ , 


"361 498 








Seq. No. 


14655 




Seq. ID 


OJ990427_03. 9927 


.C42 


Gene No. 


31225 




Strand 






OlaiL 


18 6 

X o o 




FnH ' 


688 

OOO 




LNCUllG 


n,TQQ0497 0^ QQ97 P49 


.CX. L-Ul 


ric L11UU 


1 O lxrlO A *\ . 1 id IlC 




o Lai U 


906 ~ 

Z U V 




FnH 


4 QQ 

" -7 -7 






none 




Q /-> (2i 


1 4 Q 

X *i ^ 




Exons 


906 4 4 8 907 4 4 ft 


"3S7 4SS 


4 66 4 Q8 


4 67 4 QQ 




Seq. No. 


14655 




Seq. ID 


OJ990427_03.9927 


.C42 


Gene No. 


31225 




Strand 






OLdlL 


18 6 

XOD 




FnH 

£_i i 1 W 


688 




Name 


O.TQQn4S>7 0? QQ97 P49 


ol 1- r* 




1 D J_irAO 1 A . LI CDO 




C -j- -J v-f- 


JUJ 




FnH 


•j \j j 




\J X 


nunc 






60 






^os sos ^66 4i^ 










Seq. No. 


14656 




Seq. ID 


OJ990427_03.9927 


.C43 


Gene No. 


31226 




Strand 








118 4 




FnH 


1 ^^9 




Name 


D.TQQ0497 fl^ QQ97 P4 ^ 

vu J JU4t, / U J . _? 77 Z / . V_**i J 


- 

. o x . g s 


lie LilUU 


O Hi LN O LrtlM 




c +- -3 v*t- 
Otal t. 


118 4 ~~ 

X X O 1 




FnH 


1 ^^9 




ui 


■n nn o 




OLUIC 


7 6 
. / o 




Exons 


1184 1 ^ ^9 

X X O *i • i XJJ6 










Seq. No. 


14657 




Seq. ID 


OJ990427_03.9927 


.C44 


Gene No. 


31227 




Strand 






o Lai L, 


4 1 6 

*i X \J 




FnH 


6m 

O VJ X 




Name 


P),TQQn497 fH QQ97 P44 

KJO 77 77 \J *± Z / \J J . 77 77 Z I .^4*3 


- 

. o x . qs 










4 1 6 _ 
4 ID 




FnH 


6D1 






n on o 
nunc 




OtUIc 


89 
. o z. 




Exons 


4 1 6 601 

410« • O VJ X 










O fc; LJ . LN U . 


1 4 6S8 




c pn t p. 
ocq . x u 


n.TQQfl497 0^ QQ97 


P4 6 


OC11C L\VJ m 


31228 - 




Strand 


+ ~ 




Start 


202 




End 


2467 




Name 


OJ990427 03.9927.C46 


.ol.gp 


Method 


AAT/GAP 




o Lai L 


\j & 




End 


2467 






4 Q84 1 R1 084 

*i .7 O *i 1 . I\1U04 




Score 


1886 




F von q 


909 _ 4 SQ 1 1 P S 1 9 6S 


, 1783.. 


2467 






\J X L/eo L.X x^/ • 


1 60Q1 79 6 /nh 1 AAF0^4 ^8 

/ \J f y | /Arte y J4 JO 


. 1 |AC010797_14 2.0e-12 (AC010797) 






h wr^o t" no1~"i 1 nrntoi n 


[Arabidopsis thaliana] 1 




Seq. No. 


14658 




Seq. ID 


OJ990427_03.9927 


.C46 


Gene No. 


31228 




Strand 


+ 






909 
z 




End 


2467 




Name 


nTQQH497 QQ97 rM 6 


. ol'. gs 


Method 


GENSCAN 






9 1 n 
z / u 




End 


2207 




GI 


none 




Score 


.96 




Exons 


270. .459, 1185. .1265 


, 1783.. 


2207 






Seq. No. 


14658 




Seq. ID 


OJ990427_03.9927 


.C4 6 


Gene No. 


31228 




Strand 


+ 




Start 


202 




End 


2467 





15354 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990427_03 . 9927 . C4 6 . ol . np Method AAT/NAP 
1196 End 2217 

6091726 Score 120 

1196. .1265, 1783. .2217 

(AC010797) hypothetical protein [Arabidopsis thaliana] 



14658 . . .- 

31229 

3424 

OJ990427_03. 9927.C4 6.ol.tm 

1232 

none 

1232.. 1264, 1771.. 1854, 1781. 
1873. .1992, 1873. .1965, 1874. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 03.9927.C46 



3627 

TBLASTX: Maize 
2216 
65 

1864, 1782.. 1862, 1863. 
1969, 2014.. 2058, 2036. 



.1967, 
.2170, 



2088. .2168, 2121. .2216, 2151. .2207 



Secf. No. 


14658 




Seq. ID 


OJ990427 03.9927.C46 


Gene No. 


31229 




Strand 




Start 


3424 




End 


3627 


Name 


OJ990427 03 


.9927.C46.o2.gp 


Method 


AAT/GAP 


Start 


3307 




End 


3627 


GI 


none 




Score 


608 


Exons 


3307. .3627 








Seq. No. 


14658 




Seq. ID 


OJ990427_03. 9927.C46 


Gene No. 


31229 




Strand 




Start 


3424 




End 


3627 


Name 


OJ990427 03 


.9927.C46.o2.gs 


Method 


GENSCAN 


Start 


3424 




End 


3540 


GI 


none 




Score 


.84 


Exons 


3424. .3540 








Seq. No. 


14659 




Seq. ID 


OJ990427_02.9924.C1 


Gene No. 


31230 




Strand 


+ 


Start 


1 




End 


287 


Name 


OJ990427 02 


. 9924 .Cl.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


287 


GI 


4850401 




Score 


222 


Exons 


1. .287 








GI Descrip. 


(AC007357) ; 


Strong similarity to gb|U29610 Actin-like protein 




(Arp3) from 


Acanthamoeba castellanii and is a member of the 



PF| 00022 Actin family. [Arabidopsis thaliana] 



Seq. No. 


14659 








Seq. ID 


OJ990427_02.9924 


Gene No. 


31230 








Strand 


+ 


Start 


1 








End 


287 


Name 


OJ990427 


_02. 


.9924. 


Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


42 








End 


243 


GI 


none 








Score 


167 


Exons 


42. .242, 


42. 


. .242, 


43. .243 . 






Seq. No. 


14659 








Seq. ID 


OJ990427_02.9924 


Gene No. 


31230 








Strand 


+ 


Start 


1 








End 


287 


Name 


OJ990427 


_02. 


.9924. 


Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


43 








End 


279 


GI 


none 








Score 


264 



15355 




Exons 43.. 279, 45.. 236 



Seq. No. 


14659 


Seq. ID 


OJ990427 02. 


9924 


.CI 


Gene No. 


31230 


Strand 


+ 






Start 


1 


End 


287 






Name 


OJ990427 02.9924 .CI. ol.gs 


Method 


GEN SCAN 






Start 


101 


End 


276 






GI 


none 


Score 


. 67 






Exons 


101. .276 










Seq. No. 


14660 


Seq. ID 


OJ990427_02. 


9924 


.C7 


Gene No. 


31231 


Strand 








Start 


1 


End 


411 






Name 


OJ990427 02.9924.C7.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


411 






GI 


851 1.R1084 


Score 


810 






Exons 


1. .411 










GI Descrip. 


'4096173 2.0e-93 (U25968) early embryogenesis protein [Oryz; 




qaH vfl 1 f 

O d L_ _1_ V Q J 










Seq. No. 


14660 


Seq. ID 


OJ990427JD2. 


9924 


,C7 


Gene No . 


31231 


Strand 








Start 


1 


End 


411 






Name 


OJ990427 02 9924 C7 ol nn 


Method 


AAT/NAP 






Start 


160 ~ 


End 


411 






GI 


4096173 


Score 


392 






Exons 


160 . .411 










GI Descrip. 




protein [Oryza sativa] 






Seq. No. 


14661 


Seq. ID 


OJ990427_02. 


9924 


,C8 


Gene No . 


31232 


Strand 


+ 






Start 


254 


End 


550 






Name 


OJ990427 02.9924.C8.ol.gp 


Method 


AAT/GAP 






Start 


254 


End 


550 






GI 


none 


Score 


547 






Exons 


254 . .550 










Seq.v No. 


14662 


Seq. ID 


OJ990427_02. 


9924 


.C9 - 


Gene No. 


31233 


Strand ' 


+ 






Start 


253 


End 


671 






Name 


OJ990427 02. 9924 .C9. ol.gs 


Method 


GENSCAN 






Start 


253 


End 


671 






GI 


none 


Score 


.67 






Exons 


253. .316, 512. .595, 646. .671 










Seq. No. 


14663 


Seq. ID 


OJ990427_02. 


9924 


.Cll 


Gene No. 


31234 


Strand 


+ 






Start 


1 


End 


368 






Name 


OJ990427 02.9924.Cll.ol.-gp 


Method 


AAT/GAP 






Start 


1 


End 


368 






GI 


1140 1.R1084 


Score 


708 






Exons 


1. .368 










GI Descrip. 


' 1495768/embiCAA92823| 2.0e- 


36 (Z68506) 


chloroplast 


inner 




envelope protein, 110 kD (IEP110) [Pisum sativum] ' 






Seq. No. 


14663 


Seq. ID 


OJ990427_02. 


9924 


.Cll 


Gene No. 


31234 


Strand 


+ 







15356 






Start 


1 




End 


368 






Name 


OJ990427 02. 9924 .Cll.ol 


. as 


Method 


GENSCAN 






Start 


102 




End 


257 






GI 


none 




Score 


.86 






Exons 


102. .257 












Seq. No. 


14664 




Seq. ID 


OJ990427_02.9924 


.C13 




Gene No. 


31235 




Strand 








Start 


159 




End 


252 






Naine 


OJ990427 02. 9924 .C13.ol 


. as 


Method 


GENSCAN 






Start 


159 




End 


252 






GI 


none 




Score 


. 84 






Exons 


159. .252 












Seq. No. 


14665 




Seq. ID 


OJ990427_02.9924 


.C14 




Gene No. 


31236 




Strand 








Start 


253 




End 


418 






Name 


OJ990427 02.9924.C14.ol 


. as 


Method 


GENSCAN 






Start 


253 




End 


418 






GI 


none 




Score 


.41 






Exons 


253. .418 












Seq. No. 


14666 




Seq. ID 


OJ990427_02.9924 


.C15 


n 


Gene No. 


31237 




Strand 


+ 






Start 


33 




End 


381 






Name 


OJ990427 02.9924.C15.ol 


. as 


Method 


GENSCAN 




i;n 


Start 


33 




End 


381 




m 

: sf 


GI 


none 




Score 


.71 




; :3 i 
i«al 


Exons 


33. .209, 355. .381 










: : : 

= c ; 


Seq. No. 


14667 




Seq. ID 


OJ990427_02.9924 


.C16 




Gene No. 


31238 




Strand 


+ 




rii 


Start 


126 




End 


415 






Name 


OJ990427 02 . 9924 .C16.ol 


. as 


Method 


GENSCAN 






Start 


126 




End 


415 




"4 


GI 


none 




Score 


. 97 




hzt 


Exons 


126. .415 










s; 
'a af 


Seq. No. 


14668 




Seq. ID 


OJ990427JD2.9924 


.C18 


.t = | 
! : s? 


Gene No. 


31239 




Strand 








Start 


72 




End 


218 






Name 


OJ990427 02.9924.C18.ol 


. as 


Method 


GENSCAN 






Start 


72 




End 


218 






GI 


none 




Score 


. 52 






Exons 


72. .218 












Seq. No. 


14669 




Seq. ID 


OJ990427_02.9924 


.C19 




Gene No . 


31240 




Strand 


+ 






Start 


46 




End 


4619 






Name 


OJ990427 02.9924 .C19.ol 


• gp 


Method 


AAT/GAP 






Start 


46 




End 


1684 






GI 


292 3.R1084 




Score 


2516 






Exons 


46. .347, 463. .639, 747. 


.912, 


1000. .1684 






GI Descrip. 


' 585662/sp|P37835|PER2 ORYSA 


1.0e-154 


PEROXIDASE PRECURSOR 






>gi_303851_dbj_BAA03911_ 


(D16442) peroxidase [Oryza sativa] 



Seq. No. 14669 Seq. ID OJ990427_02 . 9924 . C19 



15357 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



31240 Strand + 

46 End 4619 

OJ990427_02.9924 .C19.ol.gs Method GENSCAN 

138 End 4619 

none Score .45 

138. .314, 463. .639, 747. .912, 1000. .1382, 1422.. 1536, 

2417. .2628, 2875. .2955, 3108. .3163, 3879.-3928, 4314. .4404, 

4508. .4619 



Seq. No. 14669 Seq. ID 

Gene No. 31240 Strand 

Start 4 6 End 

Name OJ990427_02 . 9924 . C19 . ol . np Method 

Start 138 End 

GI 585662 Score 

Exons 138.. 347, 463.. 639, 747.. 912, 1000 
GI Descrip. 



OJ990427_02.9924.C19 
+ 

4619 
AAT/NAP 
1388 
1489 
1388 



PEROXIDASE PRECURSOR gi 1303851 | dbj | BAA03911 I (D16442) peroxidase 
[Oryza sativa] 



Seq. No. 


14669 




Seq. ID 


OJ990427_02.9924.C19 


Gene No. 


31241 




Strand 


+ 


Start 


5861 




End 


9428 


Name 


OJ990427 02 


9924 C19 o2 an 


Method 


AAT/GAP 


Start 


5794 ~~ 




End 


7548 


GI 


292 1 . R1084 




Score 


2540 


F.xon 

J-J V-/ 1 1 o 


' 579T 6067. 


6222 6395. 6497 


. .6665, 6780. .7548 


\J _/ O -— -p— • 


'2429290 1. 


Oe-156 (AF014469) 


peroxidase [Oryza sativa] 1 


Seq. No. 


14669 




Seq. ID 


OJ990427_02.9924.C19 


Gene No. 


31241 




Strand 


+ 


Start 


5861 




End 


9428 


Name 


OJ990427 02 


.9924.C19.o2.gs 


Method 


GENSCAN 


Start 


5861 




End 


9428 


GI 


none 




Score 


.84 


Exons 


5861. .6071, 


6121.. 6161, 6222 


..6503, 6566.. 6665, 6780.. 7170, 




7203. .7282, 


7724.. 7801, 8964 


. .9062, 9397. .9428 


Seq. No. 


14669 




Seq. ID 


OJ990427_02.9924.C19 


Gene No. 


31241 




Strand 


+ 


Start 


5861 




End 


9428 


Name 


OJ990427 02 


.9924.C19.o2.np 


Method 


AAT/NAP 


Start 


5861 




End 


7171 


GI 


2429290 




Score 


1480 


Exons 


5861. .6067, 


6222.. 6395, 6497 


..6665, 6780. .7171 


GI Descrip. 


(AF014469) 


peroxidase [Oryza 


sativa] 




Seq. No. 


14669 




Seq. ID 


OJ990427_02.9924.C19 


Gene No. 


31242 




Strand 


+ 


Start 


10174 




End 


11720 


Name 


OJ990427 02 


. 9924-.C19.o3.np 


Method 


AAT/NAP 


Start 


10171 




End 


11717 


GI 


82613 




Score 


1159 


Exons 


10171. .10377, 10632. .10808, 


11095. .11260, 11332.. 11717 


GI Descrip. 


peroxidase 


(EC 1.11.1.7) precursor, pathogen-induced - wheat 




gi | 21829 | emb | CAA394 8 6 | (X56011) peroxidase [Triticum aestivum 


Seq. No. 


14669 




Seq. ID 


OJ990427_02. 9924 .C19 



15358 




Gene No. 


31242 




Strand 


+ 




Start 


10174 




End 


11720 




Name 


OJ990427 02.9924.C19.o3.gs 


Method 


GENSCAN 




Start 


10174 




End 


11720 




GI 


none 




Score 


.9 




Exons 


10174 


. .10311, 10632. .10808, 


11095. .11260, 11332.. 11720 




Seq. No. 


14669 




Seq. ID 


OJ990427_02. 9924 


.C19 


Gene No. 


31243 




Strand 


+ 




Start 


20523 




End 


21713 




Name 


OJ990427 02.9924.C19.o5.gs 


Method 


GENSCAN 




Start 


20523 




End 


21691 




GI 


none 




Score 


.81 




Exons 


20523 


..20693, 20920.. 21691 








Seq. No. 


14669 




Seq. ID 


OJ990427_02.9924 


.C19 


Gene No. 


31243 




Strand 


+ 




Start 


20523 




End 


21713 




Name 


OJ990427 02.9924.C19.o6.np 


Method 


AAT/NAP 




Start 


20564 




End 


21713 




GI 


2651308 


Score 


204 




Exons 


20564 


..20642, 20812. .21067, 


21107. .21397, 21466.. 21713 




GI Descrip. 


(AC002336) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


14669 




Seq. ID 


OJ990427_02.9924 


.C19 


Gene No . 


31244 




Strand 






Start 


12481 




End 


16488 




Name 


OJ990427 02.9924.C19.ol.ts 


Method 


TBLASTX: Soybean 




Start 


149 




End 


14162 




GI 


none 




Score 


151 




Exons 


149. . 


343, 222. .347, 496. .609 


, 747. .845, 


749. .820, 825.. 


920, 




840. . 


905, 993. .1403, 998. .1411, 5887. .6063, 5927. .6067, 






6219. 


.6245, 6248. .6391, 6249 


..6392, 6497. .6673, 6499. .6669, 




6776. 


.7168, 6786.-6848, 6895 


..6999, 10252. .10377, 10266 


. .10 




10626 


..10655, 10665. .10778, 


10673. .10804, 11095. . 11181, 






11173 


..11262, 11325. .11450, 


11406. .11714, 12487. .12627, 






12814 


..12966, 12955. .13044, 


13732. .13782, 13733 .. 13783, 






13780 


..13929, 13781..-. 13924, 


14028. .14162, 14029. .14151 




Seq. No. 


14669 




Seq. ID 


OJ990427_02.9924 


.C19 


Gene No. 


31244 




Strand 






Start 


12481 




End 


16488 




Name 


OJ990427 02. 9924.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


176 




End 


14165 




GI 


none 




Score 


112 




Exons 


176. . 


307, 206. .283, 288. .347, 296. .346, 


457. .489, 529.. 


609, 




746. . 


386, 747. .857, 783. .932, 818. .931, 


989.. 1105, 993. 


. 115 




998. . 


1120, 1119. .1388, 1121. 


.1387, 5896 


. . 6003, 5908. . 6024, 



5957. .6010, 6011. .6067, 6011. .6067, 6027. .6068, 6219. .6245, 
6285. .6398, 6293. .6397, 6464. .6550, 6496. .6546, 6568. .6678, 
6572.-6679, 6776. .6901, 6893. .7171, 6900. .7004, 6986. .7171, 
7090. .7176, 10206. . 10289, 10252 .. 10314 , 10266 .. 10313, 
10318. .10377, 10326. .1037 6, 10626. .10658, 10656. .10778, 
10709. .10822, 11094. .11180, 11095. .11181, 11159 . . 112 60, 
11163. .11261, 11167. .11262, 11294. .11479, 11325. .11450, 
11330. .114 7 9, 114 41. .11716, 11445 . . 1 17 17 , 12381 .. 12482, 
12487. .12573, 12487 .. 12627, 12649 .. 12705, 12814 .. 13008, 



15359 



13726. .13797, 13727. .13783, 13780. .13842, 13894. .13926, 
14016. . 14081, 14028. . 14081, 14088. .14165 



Seq. No. 14669 Seq. ID 

Gene No. 31244 Strand 

Start 12481 End 

Name OJ990427_02 . 9924 . CI 9 . o3 . tw Method - 

Start 221 End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990427_02.9924 .C19 
16488 

TBLASTX: Wheat 

14169 

113 



221. .343, 222. .347, 457. .504, 523. .609, 5941. .6063, 5942. .6067, 
5957.. 6064, 6227.. 6388, 6255.-6389, 10252 .. 10377 , 10266 .. 10373, 
10626. .10667, 10692 .. 10778 , 10709 .. 10801, 13735 1377 9, 
13742. .13780, 13780 .. 13854 , 13813 .. 13845, 13855 .. 13929, 
13856. .13924, 1402 6 .. 14 169, 14028. .14168 



14669 

31244 

12481 

OJ9904 

222 

none 

222. .3 

998. .1 

5930. . 

6631. . 

10252. 

11095. 

11448. 

13723. 

14028. 



27 02. 9924 .C19.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427JD2.9924 .C19 
16488 

TBLASTX: Cress 
14162 
118 

47, 239. .346, 457. .525, 496. .609, 723. .920, 993. .1076, 
036, 1065. .1235, 1094. .1228, 1232. .1336, 1315. .1332, 
6067, 6228.. 6398, 6496.. 6549, 6497.. 6553, 6533.. 6679, 
6678, 6778. .6807, 6779. .6856, 6845. .7021, 7094. .7114, 
.10377, 10626. .10667, 10665 .. 10781, 11094 .. 11177 , 
.11262, 11330. .11389, 11331 .. 11408 , 114 47 .. 11554 , 
.11567, 12472. .12522, 12541 .. 12702,' 12820 .. 1304 4 , 
.13782, 13726. .13782, 13780 .. 13929, 138 14 .. 13924 , 
.14162, 14029. .14160 



Seq. No. 14669 Seq. ID 

Gene No. 31244 Strand 

Start 12481 End 

Name OJ990427_02 . 9924 . CI 9 . ol . tw Method 

Start 74 9 End 

GI none Score 
Exons 



OJ990427_02.9924.C19 
16488 

TBLASTX: Wheat 

13042 

194 



749. .913, 750. .914, 971. .1129, 993. .1121, 1115. .1243, 
1116. .1247, 6499.. 6549, 6500. .6559, 6533.. 6679, 6550.. 6678, 
6776. .6901, 6778.. 6909, 6896. .7027, 11097 .. 11261 , 11098 11262, 
11325. .11453, 11337. .11453, 11451 .. 11573, 12814 .. 13041, 
12863. .13042 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



14669 Seq. ID OJ990427JD2 . 9924 . C19 

31244 Strand 

12481 End 16488 

OJ990427_02. 9924.C19.o3.gp Method AAT/GAP 

12317 End 12823 

uC-osrocyp036g09bl Score 977 

12317. .12823 

1 54 5337 9/gb|AAD4 35 61. 1 |AF155124_1 7.0e-19 (AF155124) 
bacterial-induced peroxidase precursor [Gossypium hirsutum] 1 



14669 
31244 
12481 

OJ990427_02. 9924 .C19.o4 .gs 



Seq. ID OJ990427_02.9924 .C19 
Strand 

End 16488 

Method GENSCAN 



15360 



Start 
GI 

Exons 



12481 End 16488 

none Score .8 

12481. .13044, 13729. .13923, 14025 14273, 15567 15811, 

16485. .16488 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14669 



31244 
12481 

OJ990427_02.9924 .C19.o4 .np 
12487 
571484 

12487. .13033, 13712 13923, 14025.. 14246 

(U16727) peroxidase precursor [Medicago truncatula] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 02.9924.C19 



16488 
AAT/NAP 
14246 
797 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14669 
31244 
12481 

OJ990427_02.9924.C19.o4.gp 
13003 

uC-osroM202006b09bl 



Seq. ID OJ990427_02.9924.C19 
Strand 

End . 16488 

Method AAT/GAP 

End 14291 

Score 920 



13003. .13044, 13729. .13923, 14025. .14291 

'571484 1.0e-39 (U16727) peroxidase precursor [Medicago 

truncatula] ' 





Seq. No. 


14669 




cr 

?: 


Gene No . 


31244 




! : 


Start 


12481 




\\ 

c." 


Name 


OJ990427 02.9924.C19 


. o5 . np 


"i 


Start 


14045 




J 


GI 


2979555 




31 


Exons 


14045. .14073, 15609. 


.15948, 


= ? 

u 


GI Descrip. 


(AC003680) unknown protein 




Seq. No. 


14669 




= } 


Gene No. 


31245 




*i 


Start 


20579 






Name 


OJ990427 02.9924.C19 


o3 . tm 




Start 


20579 






GI 


none 




_: 


Exons 


20579. .20641, 20580. 


20642, 


5 t 




21193. .21324 






Seq. No. 


14669 






Gene No. 


31246 






Start 


21319 






Name 


OJ990427 02.9924.C19 


o2.tw 




Start 


21319 






GI 


none 






Exons 


21319. 121564, 21325. 


21444, 






21536. .21661, 21590. 


21706, 






21672. .21713 






Seq. No. 


14669 






Gene No. 


31246 






Start 


21319 






Name 


OJ990427 02.9924.C19. 


o2.tm 




Start 


21331 





Seq. ID 
Strand 
End 

Method 
End 
Score 
16222. .16273 



OJ990427 02.9924.C19 



16488 
AAT/NAP 
16273 
190 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_02.9924.C19 
21324 

TBLASTX: Maize 

21324 

95 



20941. .21147, 21192. .21323, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 02.9924.C19 



21713 

TBLASTX: Wheat 
21713 
184 

21435. .21575, 21514 .. 21600, 
21590. .21706, 21667 .. 21711, 



Seq. ID 

Strand 

End 

Method 
End 



OJ990427_02.9924 .C19 
21713 

TBLASTX: Maize 
21663 



15361 



GI 


none 




Score 


262 




Exons 


21331. .21585, 21438 .. 21584 , 


21456. .21605, 21494 21652, 






21502. .21663 










Seq. No. 


14670 




Seq. ID 


OJ990427 02.9924 


.C20 


Gene No. 


31247 




Strand 


+ 




Start 


1 




End 


830 




Name 


OJ990427 02.9924.C20.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


818 




GI 


2739382 




Score 


255 




Exons 


1..628, 711. .818 










GI Descrip. 


(AC002505) unknown protein [Arabidops 


is thaliana] 




Seq. No. 


14670 




Seq. ID 


OJ990427JD2.9924 


.C20 


Gene No. 


31247 




•Strand 


+ 




Start 


1 




End 


830 




Name 


OJ990427_02 . 9924 .C20 .ol 


.gs 


Method 


GEN SCAN 




Start 


48 




End 


830 




GI 


none 




Score 


.91 




Exons 


" 48. .830 










Seq. No. 


14670 




Seq. ID 


OJ990427JD2.9924 


.C20 


Gene No. 


31248 




Strand 


+ 




Starjt 


1632 




End 


4093 




Name 


OJ990427 02.9924.C20.o2 


.gs 


Method 


GENSCAN 




Start 


1632 




End 


4093 




GI 


none 




Score 


.65 




Exons 


1632. .1634, 1732. .1977, 


3568 


..3708, 3896. .4093 




Seq. No. 


14670 




Seq. ID 


OJ990427_02.9924 


.C20 


Gene No. 


31249 




Strand 


+ 




Start 


4432 




End 


12691 




Name 


OJ990427 02.9924.C20.o3 


.gs 


Method 


GENSCAN 




Start 


4432 




End 


12431 




GI 


none 




Score 


.7 




Exons 


4432. .4486, 4865. .5403, 


5761 


..5945, 6074. .6485, 7797. .7864, 



9115. .9239, 9310. .9351, 10882. .12431 

Seq. No. 14670 Seq. ID OJ990427_02 . 9924 . C20 

Gene No. 31249 Strand + 

Start 4432 End 12691 

Name OJ990427_02 . 9924 . C20 . ol . gp Method AAT/GAP 

Start 10952 End 11556 

GI 42834_1.R1084 Score 1132 

Exons 10952. .11556 

GI Descrip. '3395423 3.0e-09 (AC004683) putative protein kinase [Arabidopsis 
thaliana] >gi_3786023 (AC005499) putative protein kinase 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14670 Seq. ID 

31249 Strand 

4 4 32 End 

OJ990427_02 . 9924 . C20 . o3 . np Method 

11121 End 

2347199 Score 



OJ990427_02.9924.C20 
+ 

12691 
AAT/NAP 
12691 
788 



11121. .11294, 11328. .12350, 12583. .12 691 

(AC002338) putative protein kinase [Arabidopsis thaliana] 



15362 




Seq. No. 14670 Seq. ID OJ990427_02 . 9924 .C20 

Gene No. 31250 Strand 

Start 5629 End 7080 

Name OJ990427_02 . 9924 .C20.o2 .np Method AAT/NAP 

Start 5629 .End 7080 

GI 6069646 * Score 1201 

Exons 5629;. 6615, 6899.. 7080 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907 112 | dbj I BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


14670 






Seq. ID 


OJ990427_02.9924 .C20 




Gene No. 


31251 






Strand 


_ 




Start 


12030 






End 


12658 




Name 


. OJ990427 02.9924.C20 


.o2 


-gp 


Method 


AAT/GAP 




Start 


12030 






End 


12658 




GI 


none 






Score 


1221 




Exons 


12030. .12658 












Seq. No. 


14670 






Seq. ID 


OJ990427_02.9924.C20 


■ is; 


Gene No. 


31252 






Strand 




i=J 
. = : 


Start 


13510 






End 


15092 


: i=? 


Name 


' OJ990427 02.9924.C20 


.o2 


.tm 


Method 


TBLASTX: Maize 


l!f! 


Start . 


542 






End 


831 


m 


GI 


none 






Score 


334 


n 


Exons 


542. .811, 543. .824, 


544 


. .831 






Ui 


Seq. No. 


14670 






Seq. ID 


OJ990427_02.9924.C20 


i 


Gene No. 


31252 






Strand 




ru 


Start 


13510 






End 


18092 




Name 


OJ990427 02.9924.C20 


.o3 


.tw 


Method 


TBLASTX: Wheat 


a 


Start 


594 






End 


967 




GI 


none 






Score 


94 


w 


Exons 


594. .680, 595. .648, 


608 


. .658, 


654 . .734 


, 678. .719, 696. .794, 



706. .795, 716. .811, 717. .821, 815 . . 967 , ^900 . . 920.. 



Seq. No. 


14670 




Seq. ID 


OJ990427_02.9924 


.C20 


Gene No. 


31252 




Strand 






Start 


13510 




End 


18092 




Name 


OJ990427 02.9924.C20.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6678 




End 


7084 




GI 


none 




Score 


150 




Exons 


6678. .6737, 6742. .6882, 


6881 


. .7084 






Seq. No. 


14 670 




Seq. ID 


OJ990427_02.9924 


.C20 


Gene No. 


31252 




Strand 






Start' 


13510 




End 


18092 




Name 


OJ990427 02.9924.C20.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


11229 




End 


12164 




GI 


none 




Score 


54 




Exons 


11229. .11300, 11355.. 114 


83, 


11355. .114 80, 114 68. .11668, 





11493. .11669, 11676. .11981, 11684 .. 11 977 , 12057 . . 12 1 64 , 
12086. .12157 



15363 



Seq. No. 14670 

Gene No. 31252 

Start 13510 

Name OJ990427_02 . 9924 . C20 . ol . tm 

Start 11229 

GI none 

Exons 11229. . 11282, 11355 .. 1 1483, 
11675. . 11974, 11676. .12056, 



Seq. ID OJ990427_02.9924.C20 
Strand 

End 18092 

Method TBLASTX :Maize 

End 12137 ■ 

Score 47 
11498. .11668, 11499. .11669, 
11682. .11981, 12060. .12137 



Seq. No. 14670 

Gene No. 31252 

Start 13510 

Name OJ990427_02 . 9924 . C20 . ol . ts 

Start 11229 

GI none 

Exons 11229. . 11282, 11355 .. 11483, 
114 93. .11669, 11661. .11981, 



Seq. ID OJ990427_02. 9924 .C20 
Strand 

End 18092 

Method TBLASTX : Soybean 

End 11992 

Score 4 9 
11358. .11480, 114 68. .11668, 
11681. . 11992 



Seq. No. 14670 

Gene No. 31252 

Start 13510 

Name OJ9904 27_02 . 9924 . C20 . o2 . tw 

Start 11415 

GI none 

Exons 11415. .11681, 114 47 .. 11617 , 



Seq. ID OJ990427_02.9924.C20 
Strand 

End 18092 

Method TBLASTX : Wheat 

End 11777 

Score 177 
11693. .11776, 11694.. 11777 



Seq. No. 14670 
Gene No. 31252 

Start . 13510 

Name OJ990427_02 . 9924 . C20 . ol . tw 

Start 11777 
GI none 

Exons 11777. .11989, 11778 .. 12065, 

12068. .12121 



Seq. ID OJ990427_02.9924.C20 
Strand 

End 18092 

Method TBLASTX : Wheat 

End 12122 

Score 378 
12060. .12122, 12061. .12096, 



Seq. No. 14670 

Gene No. 31252 

Start 13510 

Name OJ990427_02 . 9924 . C20 . o4 . gs 

Start 13510 

GI none 

Exons 13510. .13529, 13740 13871, 
16906. .17022, 17962. .18092 



Seq. ID OJ99.0427_02.9924.C20 
Strand 

End 18092 " , 

Method GENSCAN 

End 18092 

Score . 5 
14053. .1420 6, 147 99. .14 8 61, 



Seq. No. 14671 

Gene No. 31253 

Start 589 

Name OJ990427_02 . 9924 . C22 . ol . gs 

Start 589 

GI none 

Exons 589. .823, 1041. .1177 



Seq. ID OJ990427_02. 9924 ..C22 

Strand + 

End 1177 

Method GENSCAN 

End 1177 

Score .8 



Seq. No. 14672 

Gene No. 31254 

Start 3257 

Name OJ990427_02 . 9924 . C23 . ol . gp 

Start 3257 



Seq. ID OJ990427_02.9924.C23 
Strand 

End 5968 

Method AAT/GAP 

End 4320 



15364 



GI 11290_1.R1084 Score 2078 

Exons 3257.. 4320 

GI Descrip. ' 3256035/emb | CAA74 64 6 | 2.0e-63 (Y14274) putative 

serine/threonine protein kinase [Sorghum bicolor] 1 



Sea. No. 


14672 








Seq. ID 


OJ990427_02.9924.C23 


Gene No. 


31254 








Strand 




Start 


3257 








End 


5968 


Name 


OJ990427 02 


9924 


.C23.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3379 ~~ 








End 


5154 


GI 


none 








Score 


46 


Exons 


3379. .3456, 


3528 


. .3713, 


3529. 


.3825, 3537.. 3833, 3538.. 3828, 




3826. .3921, 


3826 


. .3915, 


3843. 


.3917, 3909. .4826, 3909. .4826, 




4552. .4827, 


4858 


. .4971, 


4892. 


.5128, 4893. .5114, 4915. .5154 


Seq. No. 


14672 








Seq. ID 


OJ990427_02.9924 .C23 


Gene m 


31254 








Strand 




Start 


3257 








End 


5968 


Name 


OJ990427 02 


9924 


.C23.ol 


.np 


Method 


AAT/NAP 


Start 


3459 








End 


4823 


GI 


3256035 








Score 


1380 


Exons 


3459. .4823 












GI Descrip. 


(Y14274) putative serine/threonine protein kinase [Sorghum 




H -i en 1 or 1 












Seq. No. 


14672 








Seq. ID 


OJ990427_02.9924 .C23 


Gene No . 


31254 








Strand 




Start 


3257 








End 


5968 


Name 


OJ990427 02 


9924 


.C23.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3528 








End 


3917 


GI 


none 








Score 


177 


Exons 


3528. .3713, 


3537 


. .3782, 


3551. 


.3739, 3838. .3909, 3838. .3912, 




3843. .3917 












Seq. No. 


14672 








Seq. ID 


OJ990427_02.9924.C23 


Gene No. 


31254 








Strand 




Start 


3257 








End 


5968 


Name 


OJ990427 02 


9924 


.C23.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3535 








End 


5106 


GI 


none 








Score ' 


83 


Exons 


3535. .3681, 


3537 


. .3674, 


3682. 


.3708, 3817.. 3963, 3843.. 3932, 




4002. .4820, 


4026 


. .4820, 


4552. 


.4821, 4920. .5036, 5077. .5106 


Seq. No. 


14672 








Seq. ID 


OJ990427_02.9924.C23 


Gene No. 


31254 








Strand 




Start 


3257 








End 


5968 


Name 


OJ990427 02. 


9924 


.C23.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4011 








End 


4820 


GI 


none 








Score 


381 


Exons ■ 


4011. .4787, 


4011 


. .4820, 


4555. 


.4788 




Seq. No. 


14672 








Seq. ID 


OJ990427_02.9924.C23 


Gene No. 


31254 








Strand 




Start 


3257 








End 


5968 


Name 


OJ990427 02. 


9924 


.C23.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4017 








End 


4223 


GI 


none 








Score 


73 



15365 



Exons 



4017. .4223, 4105. .4221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14672 Seq. ID OJ990427_02 . 9924 . C23 

31254 Strand 

3257 End 5968 

OJ990427_02 . 9924 . C23 . o2 . gp Method AAT/GAP 

4312 End 5968 

23307_1.R1084 Score 2009 

4312. .5140, 5746. .5968 

1 1777312/dbj IBAA06311 f 3.0e-67 (D30622) novel serine/threonine 
protein kinase [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14672 Seq. ID 

31254 Strand 

3257 End 
OJ990427_02. 9924 .C23.ol .tw Method 

4368 . End 

none Score 

4368. .4511, 4521. .4670 



OJ990427_02.9924.C23 
5968 

TBLASTX: Wheat 

4670 

156 



Seq. No. 14673 

Gene No. 31255 

Start 1742 

Name OJ9904 27_02 . 9924 . C24 . o2 . gs 

Start 1742 

GI none 

Exons 1742.. 1759, 2100.. 2131, 2722, 
4971.. 5033, 6309.. 6446 



OJ990427_02. 9924 .C24 

6446 
GENSCAN 
6446 
.56 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2769, 3079.. 3251, 3665. .3762, 



Seq. No. 14674 Seq. ID 

Gene No. 31256 Strand 

Start 54 End 

Name OJ990427_02 . 9924 . C25 . ol . gs Method 

Start 54 End 

GI none Score 
Exons 



OJ9904 27_02. 9924.C25 
+ 

2300 
GENSCAN 
2300 
.75 



54. .114, 478. 
2129. .2300 



.727, 1012. .1093, 1120. .1238, 1268. .1690, 



Seq. No. 14674 Seq. ID 

Gene'No. 31257 Strand 

Start 7681 End 

Name OJ990427_02 . 9924 . C25 . o3 . gs Method 

Start 7681 End 

GI none Score 

Exons 7681. .7701, 8625. .8807, 8813. .9211 



OJ990427_02.9924.C25 
+ 

9211 
GENSCAN 
9211 
.75 



Seq. No. 14674 
Gene No. 31258 
Start 2421 

Name OJ990427_02 . 9924 . C25 . ol . tc 

Start 2409 
GI none 

Exons 2409. .2621, 2428.. 2616, 2913. 

3705. .3947, 3709. .3963, 4085. 
4308. .4370, 4474. .4734, 4475. 
5110. .5154, 5277. .5522, 5278. 
5643. .5882, 5644. .5877 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 02.9924.C25 



6240 

TBLASTX: Cress 
5882 
172 

3524, 2923.. 3522, 3704. 
4123, 4130.. 4213, 4301. 
4735, 4478.-4735, 5091. 



,3955, 
,4363, 
,5198, 



.5379, 5409. .5543, 5452. .5547, 



15366 



Seq. No. 14674 

Gene No. 31258 

Start 2421 

Name OJ990427_02 . 9924 . C25 . ol . tm 

Start 2421 

GI none 
Exons 



Seq. ID OJ990427_02.9924.C25 
Strand 

End 6240 

Method TBLASTX : Mai ze 

End 4213 

Score 262 



2421. .2621, 2428. .2631, 2787. .2849, 2788. .2832, 2902. .2970, 

2904.. 3524, 2905.. 3522, 3435.. 3539, 3703.. 3948, 3703.. 3948, 

3704. .3961, 3705. .3989, 3708. .3980, 4079.. 4213, 4080.. 4205, 
4085. .4210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
, Start 
\ Name 
* Start 

i gi 

Exons 



\ Seq. No. 

^ Gene No. 

=| Start 

Ll Name 

Start 

-j GI 

*; Exons 
A 

*' GI Descrip. 



*\ Seq. No. 
=f Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14674 
31258 
2421 

OJ990427_02.9924.C25.o2.gs 

2421 

none 

2421.. 3520, 3706 
5276.. 5457, 5478 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_02.9924.C25 

6240 
GEN SCAN 
6004 
.82 



3960, 4084. .4207, 4304. .4407, 4476. .4736, 
5487, 5645.. 5879, 5990.. 6004 



14674 Seq. ID 

31258 Strand 

2421 End 
OJ990427_02 . 9924 . C25 . o4 . ts Method 

2421 ■ End 

none Score 

2421. .2621, 2437. .2613 



OJ990427_02.9924.C25 
6240 

TBLASTX : Soybean 

2621 

101 



OJ990427 02.9924.C25 



14674 Seq. ID 

31258 Strand 
2421 End 
OJ990427_02 . 9924 . C25 . ol . np Method 
2424 End 
2384671 Score 

2424. .3520, 3706. .3960, 4084. .4207, 4304. .4356, 4476. .4736, 
5099.. 5152, 5276.. 5521, 5645.. 5908 

(AF012657) putative potassium transporter AtKT2p [Arabidopsis 
thaliana] 



6240 
AAT/NAP 
5908 
2625 

4304. .4356, 4476. 



14674 
31258 
2421 

OJ990427_02 . 9924 . C25 . o2 . tw 

2430 

none 



Seq. ID OJ990427_02.9924.C25 
Strand 

End 624 0 

Method TBLASTX : Wheat 

End 2631 * 

Score 70 



2430. .2591, 2430. .2621, 2539. .2631 



14674 
31258 
2421 

OJ990427_02. 9924.C25.o2.gp 
2660 

LIB34 33-007-Q6-K1-F9 
2660. .3077 

'2651303 1.0e-21 (AC002336) putative potassium transporter 
[Arabidopsis thaliana] 1 



Seq. ID OJ990427_02.9924.C25 
Strand 

End 6240 

Method AAT/GAP 

End 3077 

Score 791 



15367 



Seq. No. 14674 Seq. ID 

Gene No. 31258 Strand 

Start 2421 End 

Name OJ990427_02 . 9924 . C25 . ol . ts Method 

Start 2910 End 

GI none Score 

Exons 2910.. 3524, 2911.. 3525 



OJ990427_02.9924 .C25 
6240 

TBLASTX : Soybean 

3525 

424 



Seq. No. 14674 ' 

Gene No. 31258 

Start 2421 

Name OJ990427_02 . 9924 . C25 . o2 . ts 

Start 3702 

GI none 

Exons 3702. 

4140. 



3962, 
4205, 
4475. .4549, 



3704. .3961, 
4301. .4363, 
4477. .4572, 



3712. 
4308. 
4570. 



Seq. ID OJ990427_02.9924 .C25 
Strand 

End 6240 

Method TBLASTX : Soybean 

End 4680 

Score 326 

.3975, 4085. .4132, 4130. .4213, 
.4364, 4470. .4547, 4474. .4569, 
.4680, 4595. .4672 



Seq. No. 14674 

Gene No. 31258 

Start 2421 

Name OJ990427_02 . 9924 . C25 . o4 . tm 

Start 4268 

GI none 

Exons 4268.. 4363, 4290.. 4358, 4474, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4653, 4475.. 4654 



OJ990427_02.9924.C25 
6240 

TBLASTX: Maize 
4654 
53 



n 



Seq. No. 14674 

Gene No. 31258 

Start 2421 

Name OJ990427_02 . 9924 . C25 . o3 . tm 

Start 4655 

GI none 

Exons 4655.. 4735, 4657.. 4734, 4673, 
5277.. 5522, 5278.. 5538, 5385, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4735, 5061.. 5198, 
.5543 



OJ990427_02.9924 .C25 
6240 

TBLASTX: Maize 
5543 
117 

5092. .5154, 



/; Seq. No. 14674 

i 1 -' Gene No. 31258 

W Start 2421 

Q Name OJ990427_02 . 992 4 . C25 . ol . tw 

i"\ Start 5277 

GI none 

Exons 5277.. 5522, 5278.. 5385, 5436. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5522, 5449.. 5535 



OJ990427_02.9924.C25 
6240 

TBLASTX: Wheat 
5535 
79 



Seq. No. 14674 

Gene No. 31258 

Start 2421 

Name OJ990427_02 . 9924 . C25 . o3 . ts 

Start 5460 . 

GI none 

Exons 5460.. 5522, 5461.. 5547, 5586. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5870, 5644. .5865 



OJ990427_02.9924.C25 
6240 

TBLASTX: Soybean 
5870 
88 



Seq. No. 14674 Seq. ID 

Gene No. 31258 Strand 

Start 2421 End 

Name OJ990427_02 . 9924 . C25 . o3 . gp Method 

Start 5602 End 



OJ990427_02.9924 .C25 

6240 

AAT/GAP 

6054 



15368 




GI 


uC-osflcypl09a05bl 


Score 


529 






Exons 


5602.. 5879, 5990.. 6054 










GI Descrip. 


'2384671 1.0e-40 (AF012657) 


putative potassium 


transporter 




AtKT2p [Arabidopsis thaliana] 1 








Seq. No. 


14674 


Seq. ID 


OJ990427 


_02.9924 


.C25 


Gene No. 


31258 


Strand 








Start 


2421 


End 


6240 






Name 


OJ9904 27_02 .9924 . C25 ,o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


5643 


End 


6031 






GI 


none 


Score 


306 






Exons 


5643. .5879, 5644. .5871, 5984 


..6031, 5986.. 6027 






Seq. No. 


14674 


Seq. ID 


OJ990427 


JD2.9924 


.C25 


Gene No. 


31258 


Strand 








Start 


2421 


End 


6240 






Name 


OJ9904 27_02 . 9924 .C25. o4 . gp 


Method 


AAT/GAP 






Start 


5662 


End 


6240 






GI 


uC-osflcypl09a05bl 


Score 


652 , 






Exons 


5662. .5879, 5990. .6051, 6149 


. . 6240 








GI Descrip. 


'2384671 1.0e-40 (AF012657) 


putative potassium 


transporter 




AtKT2p [Arabidopsis thaliana 


] ' 








Seq. No. 


14675 


Seq. ID 


OJ990427 


02. 9924 


.C26 


Gene No. 


31259 


■Strand 








Start 


98 


End 


418 






Name 


OJ990427 02. 9924 .C26.ol.gs 


Method 


GENSCAN 






Start 


98 


End 


418 






GI 


none 


Score 


.77 






Exons 


98 . . 223, 347 .. 418 










Seq. No. 


14676 


Seq. ID 


OJ990427 


_02.9924 


.C27 


Gene No. 


31260 


Strand 


+ 






Start 


5078 


End 


6644 






Name 


OJ990427 02 . 9924 .C27 . o2 . gs 


Method 


GENSCAN 






Start 


5078 


End 


6644 






GI 


none 


Score 


.61 






Exons 


5078.. 5094, 5679.. 5801, 6302 


. .6452, 6477. .6644 






Seq. No. 


14676 


Seq. ID 


OJ990427 


_02.9924 


.C27 


Gene No. 


31261 


Strand 


+ 






Start 


9597 


End 


10411 






Name 


OJ990427_02 . 9924 . C27 . o3 .gs 


Method 


GENSCAN 






Start 


9597 


End 


10411 






GI 


none 


Score 


. 62 






Exons 


9597. .1004 9, 10175. .10411 










Seq. No. 


14676 


Seq. ID 


OJ990427 


_02.9924 


C27 


Gene No. 


31262 


Strand 


+ 






Start 


13314 


End 


18890 






Name 


OJ990427 02.9924 .C27.ol.np 


Method 


AAT/NAP 






Start 


13314 


End 


18687 






GI 


927575 


Score 


827 






Exons 


13314. .134 7 5, 14 4 66. .14 516, 


14670. . 14728, 15098 


. .15154, 





15245. . 15279, 15510 .. 15613, 15712 15784 , 15882 .. 1594 0, 
16043. .16108, 16202. .16285, 16382 .. 16446, 16539 .. 16621, 
16909. .16999, 17 4 63 .. 174 95, 18102 .. 18259, 18601. .18687 



15369 




GI Descrip. 


(U12926) alpha galactosidase [Glycine 


max] 






Seq. No. 


14676 




Seq. ID 


OJ990427 


J32.9924 


.C27 


Gene No. 


31262 




Strand 


+ 






Start 


13314 




End 


18890 






Name 


OJ990427 02.9924.C27 


.ol.gp 


Method 


AAT/GAP 






Start 


14313 




End 


15267 






GI 


2312735 




Score 


534 






Exons 


14313. . 14516, 14670. 


.14728, 


15098. .15154, 15245 


. .15267 




GI Descrip. 


927575 2.0e-16 (U12926) alpha galactosidase [Glycine max] 


Seq. No. 


14676 




Seq. ID 


OJ990427 


_02.9924 


.C27 


Gene No. 


31262 




Strand 


+ 






Start 


13314 




End 


18890 






Name 


OJ990427 02.9924.C27 


. o5 . gs 


Method 


GENSCAN 






Start 


14323 




End 


18708 






GI 


none 




Score 


.83 






Exons 


14323. . 14516, 14670. 


.14728, 


15245. .15279, 15882 


. .15940, 






16202. .16285, 17762. 


.17861, 


18119. .18259, 18601 


. .18708 




Seq. No. 


14676 




Seq. ID 


OJ990427 


_02.9924 


.C27 


Gene No. 


31262 




Strand 


+ 






Start 


13314 




End 


18890 






Name 


OJ990427 02.9924.C27 


. o2 . gp 


Method 


AAT/GAP 






Start 


16363 




End 


18890 






GI 


16828. 1.R1084 




Score 


1323 






Exons 


' 16363. .16446, 16539. 


.16621, 


16909. .16999, 17463 


. .17521, 






18119. .18259, 18601. 


.18890 










GI Descrip. 


'927575 2.0e-16 (U12926) alpha galactosidase [Glycine max] 1 


Seq. No. 


14676 




Seq. ID 


OJ990427 


_02.9924 


C27 


Gene No. 


31263 




Strand 








Start 


2489 




End 


3016 






Name 


OJ990427 02.9924.C27 


. ol . gs 


Method 


GENSCAN 






Start 


2489 




End 


3016 






GI ■ 


none 




Score 


.78 






Exons 


2489. .3016 












Seq. No. 


14676 




Seq. ID 


OJ990427 


_02.9924 


C27 


Gene No. 


31264 




Strand 








Start 


11096 




End 


14002 






Name 


OJ990427 02.9924.C27 


,o4 .gs 


Method 


GENSCAN 






Start 


11096 




End 


14002 






GI 


none 




Score 


.67 ■ 






Exons 


11096. .11247, 11740. 


.11950, 


12516. . 12556, 13948 


. . 14002 




Seq. No. 


14676 




Seq. ID 


OJ990427 


JD2.9924 


C27 


Gene No. 


31265 




Strand 








Start 


14671 




End 


18710 






Name 


OJ990427 02.9924.C27 


. ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


14671 




End 


18684 






GI 


none 




Score 


90 






Exons 


14671. .14736, 15091. 


.15153, 


15516. .15614, 15518 


. . 15613, 






15733. .15780, 15734. 


.15784, 


15881. .15943, 15882 


. . 15941, 






15882. .15944, 16034. 


.16108, 


16041. .16109, 16041 


. . 16109, 






16200. .16280, 16202. 


.16285, 


16203. . 16280, 16379 


. . 16444, 






16380. .16445, 16383. 


.16445, 


16535. . 16624, 16537 


. .16623, 





15370 



16906. .16998, 18112 18255, 18113 18259, 18595.. 18684 



Seq. No. 14676 

Gene No. 31265 

Start 14671 

Name OJ9904 27_02 . 9924 . C27 . ol . tw 

Start 15516 

GI none 

Exons 15516 
15881 



Seq. ID 

Strand 

End 

Method 

End 

Score 



15614, 15518. . 15613, 15525 .. 15638 , 15722 
15940, 15882. . 15941 



OJ990427_02. 9924 .C27 
18710 

TBLASTX: Wheat 

15941 

141 

15784, 



Seq. No. 14676 

Gene No. 31265 

Start 14671 

Name OJ990427_02 . 9924 . C27 . ol . tc 

Start 15591 

GI none 

Exons 15591. .15614, 15725 .. 15784 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_02 . 9924 . C27 
18710 

TBLASTX: Cress 

16998 

38 



15881. .15949, 15882. .15941, 



16034. .16108, 16041. .16109, 16200 .. 16283, 16202 .. 16285, 
16203. .16283, 16379 .. 164 4 4 , 16380 .. 16445, 16380 .. 1644 5, 
16535. .16624, 16537 16623, 16906.. 16998 



Seq. No. 14676 
Gene No. 31265 
Start 14671 

Name OJ990427_02 . 9924 . C27 . ol . tm 

Start 15733 
GI none 
Exons 15733, 

15882, 

16044 . 

16379. 

16535. 

16908. 

18110. 



,15783, 15734. 

,15941, 15890. 

,16109, 16045. 

,16444, 16380. 

16624, 16537. 

17000, 17460. 

18259, 18598. 



15784, 
15946, 
16110, 
16445, 
16623, 
17525, 
18696, 



Seq. ID OJ990427_02.9924.C27 
Strand 

End 18710 

Method TBLASTX : Mai ze 

End 18710 

Score 77 
15736. .15786, 15881 .. 1594 3 , 
16041. .16109, 16043. .16108, 
16190. .16285, 16203. .16283, 
16380. .16445, 16381 .. 164 4 6, 
16900. .16998, 16906 .. 16998 , 
17462. .17524, 18109 .. 18258, 
18598. .18678, 18600. .18710 



Seq. No. 14677 Seq. ID 

Gene No. 31266 Strand 

Start 32 End 

Name OJ990427_02 . 9924 . C28 . ol . gs Method 

Start 32 End 

GI none Score 

Exons 32 . , 122 



OJ990427_02.9924.C28 
122 

GENSCAN 

122 

.51 



Seq. No. 14678 Seq. ID 

Gene No. 31267 Strand 

Start 186 End 

Name OJ9904 27_02 . 9924 . C29 . ol . gs Method 

Start 186 End 

GI none Score 

Exons 186.. 348, 389.. 516 



OJ990427_02.9924.C29 
516 

GENSCAN 

516 

.51 



Seq. No. 14679 Seq. ID 

Gene No.- 31268 Strand 

Start 67 End 

Name OJ990427_02 . 9924 . C30 . ol . gp Method 

Start 67 End 



OJ990427_02.9924.C30 
+ 

650 

AAT/GAP 
397 



15371 






ox 


9Q9 1 R10A4 
£.zfc x • r\x w o *s 


Score 


510 








fi7 ~^Q7 












'949Q99ft 1 fAFfi1 446 c M 


peroxidase [Oryza sativa] 1 






Seq. No. 


14679 


Seq. ID 


OJ990427_02. 9924 


.C30 




Gene No. 


31268 


Strand 


+ 






OLal L 


67 


End 


650 






Name 


D.TQQ0497 09 QQ94 T^fl nl n<z 


Method 


GENSCAN 








71 ~ 
/ X 


End 


650 






VjX 


none 


Score 


A ■ 






Exons 


71 i^i S7 ^ fisn 










Seq. No. 


14680 


Seq. ID 


OJ990427 02.9924 


.C31 




Gene No. 


31269 


Strand 


- 






OLai L 


S9 Q 


End 


760 






Name 


O.TQQH4 97 09 QQ9 4 P^l n1 rr<? 


Method 


GENSCAN 






J L d I L 


R9Q ~~ 

O £ -7 


End 


760 






r:T 


i lUi lc 


Score 


.51 






Exons 


S9Q 760 














Seq. ID 


OJ990407_02.9923 


. X 




Gene No. 


31270 


Strand 


+ 






Start 


486 


End 


1243 








OJ990407 02.9923.Cl.ol.np 


Method 


AAT/NAP 




iii 


O Lai L 


486 


End . 


1243 






P T 


6907086 


Score 


900 




rn 


LAUilO 


486. .1243 








r! 1 




(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


14681 


Seq. ID 


OJ990407_02.9923 


.CI 




Gene No. 


31270 


Strand 


+ 






O Ldl L 


486 


End 


1243 




!"! * 
■ bf 


in cut it. 


OJ990407 02.9923.Cl.ol.gs 


Method 


GENSCAN 




;= 


<5 1- a -r t- 


729 


End 


1232 








none 


Score 


. 97 






TT von c: 


729. .1232 








i_ t 


Can Mo 


14682 


Seq. ID 


OJ990407_02. 9923 


CO 


. z i 


Gene No. 


31271 


Strand 


+ 




i. ~\ 


Start 


181 


End 


6682 






KI a m o 


OJ990407 02. 9923.C2.ol.gs 


Method 


GENSCAN 






o ldl U 


181 


End 


6682 






r-T 

O X 


none 


Score 


.84 








181. .279, 359. .461, 4203. .4234, 4345.. 


4593, 5073.. 6536, 








6629. .6682 












14682 


Seq. ID 


OJ990407_02. 9923 






Gene No. 


31271 


Strand 


+ 






Start 


181 


End 


6682 






Name 


OJ990407 02.9923.C2.ol.np 


Method 


AAT/NAP 






Q -)- --n -.4- 


4402 


End 


6679 






GI 


2462832 


Score 


1587 






Exons 


4402. .4593, 5073. .6536, 6629. 


.6679 








GI Descrip. 


(AF000657) similar to Bacillus CotA [Arabidopsis thaliana] 




Seq. No. 


14682 


Seq. ID 


OJ990407_02. 9923 


.C2 




Gene No. 


31271 


Strand 


+ 





15372 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



181 



End 

Method 
End 
Score 



6682 
AAT/GAP 
6506 
909 



OJ990407_02.9923.C2.ol.gp 
6008 

LIB3434-003-P1-K1-B1 
6008. .6506 

'5803242/dbj I AP000399 . 1 | AP000399 7.0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 . 



Seq. No. 


14682 








Seq. ID 


OJ990407 


_02.9923.C2 


Gene No. 


31272 








Strand 






Start 


7805 








End 


9941 




Name 


OJ990407 02. 


9923, 


,C2.o3. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


4480 ~~ 








End 


5333 




GI 


none 








Score 


83 




Exons 


4480 . . 4593, 


5072 , 


. . 5257, 


5073. 


.5252, 5264.. 5332, 


5265 . .5333 


Sea. No. 


14682 








Seq. ID 


OJ990407 


02. 9923. C2 


Gene No. 


31272 








Strand 






Start 


7805 








End 


9941 




Name 


OJ990407 02. 


9923, 


. C2.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5235 ~~ 








End 


9939 




GI 


none 








Score 


333 




Exons 


5235 . . 5507, 


5246, 


. .5434, 


5550 . 


.5618, 9730.. 9816, 


9817 . . 9939 


Seq. No. 


14682 








Seq. ID 


OJ990407 


02 . 9923 .C2 


Gene No 


31272 








Strand 






Start 


7805 








End 


9941 




.Name 


OJ990407 02. 


9923. 


,C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5594 








End 


9756 




GI 


none 








Score 


389 




Exons 


5594 . .5686, 


5595. 


. .5999, 


5789. 


.5890, 9385. .9432, 


9464 . . 9583, 




9466. . 9756, 


9653. 


. . 9745 










Seq. No. 


14682 








Seq. ID 


OJ990407 


02 . 9923. C2 


Gene No . 


31272 








Strand 






Start 


7805 








End 


9941 




Name 


OJ990407 02. 


9923. 


.C2.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5999 








End 


9183 




GI 


none 








Score 


62 




Exons 


5999. . 6112, 


6000, 


. . 6113, 


6122 . 


.6268, 6123.. 6317, 


6216 . . 6281, 




8992. . 9183, 


9038 . 


, . 9091 










Sea. No 


14682 








Seq. ID 


OJ990407 


02 9923 C2 


Gene No. 


31272 








Strand 






Start 


7805 








End 


9941 




Name 


OJ990407 02. 


9923. 


.C2.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6060 








End 


9258 




GI 


none 








Score 


226 




Exons 


6060. . 6296, 


6101. 


. . 6307> 


6305. 


.6391, 6309. .6404, 


9004 . . 9168, 




9166. . 9258 














Seq. No. 


14682 








Seq. ID 


OJ990407 


_02.9923.C2 


Gene No. 


31272 








Strand 






Start 


7805 








End 


9941 




Name 


OJ990407 02. 


9923. 


C2.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6213 








End 


9091 




GI 


none 








Score 


309 





15373 




Exons 


6213. . 6527, 


6215.. 6445, 6629 


..6664, 8779.. 9090, 


8843. .9091 


Seq. No. 


14682 




Seq. ID 


OJ990407 


_02. 


9923 


,C2 


Gene No. 


31272 




Strand 


— 








Start 


7805 




End 


9941 








Name 


OJ990407 02 


. 9923.C2.o2.gs 


Method 


GENSCAN 








Start 


7805 




End 


9892 








GI 


none 




Score 


.92 








Exons 


7805 . . 8062, 


8770 . . 9892 












Seq. No. 


14682 




Seq. ID 


OJ990407 


_02. 


9923 


,C2 


Gene No. 


31272 




Strand 










Start 


7805 




End 


9941 








Name 


OJ990407 02 


. 9923.C2.o2.np 


Method 


AAT/NAP 








Start 


8547 




End 


9941 








GI 


2462832 




Score 


922 








Exons 


8547 . . 8597, 


8770.. 9303, 9334 


. .9941 










GI Descrip. 


(AF000657) 


similar to Bacillus CotA [Arabidopsis thaliana] 


Seq. No. 


14682 




Seq. ID 


OJ990407 


_02. 


9923 


C2 


Gene No . 


31272 




Strand 










Start 


7805 




End 


9941 








Name 


OJ990407 02 


.9923.C2.o4.gp 


Method 


AAT/GAP 








Start 


9040 




End . 


9478 








GI 


LIB3434-010 


-P1-K1-F2 


Score 


801 








Exons 


9040. .9478 














GI Descrip. 


'2462832 3. 


Oe-19 (AF000657) 


similar to 


Bacillus 


CotA 






[Arabidopsis thaliana] 1 












Seq. No. 


14683 




Seq. ID 


OJ990407_ 


_02. 


9923 


C3 


Gene No. 


31273 




Strand 


+ 








Start 


3037 




End 


3213 








Name 


OJ990407 02 


.9923.C3.o2.gs 


Method 


GENSCAN 








Start 


3037 




End 


3213 








GI 


none 




Score 


. 64 








Exons 


3037. .3213 














Seq. No. 


14683 




Seq. ID 


OJ990407_ 


_02. 


9923 


C3 


Gene No. 


31274 




Strand 


+' 








Start 


7496 




End 


7825 








Name 


OJ990407 02 


.9923.C3.o3.gp 


Method 


AAT/GAP 








Start 


7496 




End 


7825 








GI 


none 




Score 


384 








Exons 


7496. .7825 














Seq. No. 


14683 




Seq. ID 


OJ990407_ 


_02. 


9923, 


C3 


Gene No. 


31275 




Strand 










Start 


233 




End 


866 








Name 


OJ990407 02 


.9923.C3.ol.gs 


Method 


GENSCAN 








Start 


233 




End 


628 








GI 


none 




Score 


.42 








Exons 


233. .628 














Seq. No. 


14683 




Seq. ID 


OJ990407_ 


_02. 


9923. 


C3 


Gene No. 


31275 




Strand 










Start 


233 




End 


866 








Name 


OJ990407 02 


. 9923.C3.ol.gp 


Method 


AAT/GAP 









15374 




Start 


322 




End 


866 




GI 


none 




Score 


740 




Exons 


322. .628, 757. .866 










Seq. No. 


14683 




Seq. ID 


OJ990407_02.9923. 


C3 


Gene No. 


31276 




Strand 






Start 


4999 




End 


8069 




Name 


OJ990407 02.9923.C3.o3. 


gs 


Method 


GENSCAN 




Start 


4999 




End 


7823 




GI 


none 




Score 


.42 




Exons 


4999. .5078, 5137. .6613, 


7410 


. .7823 






Seq. No. 


14683 




Seq. ID 


OJ990407_02.9923. 


C3 


Gene No. 


31276 




Strand 






Start 


4999 




End 


8069 




Name 


OJ990407 02.9923.C3.ol. 


np 


Method 


AAT/NAP 




Start 


5028 




End 


7817 




GI 


2462832 




Score 


1257 




Exons 


5028. .5078, 5168.. 6613, 


7410 


..7530, 7792. .7817 




GI Descrip. 


(AF000657) similar to Bacillus CotA [Arabidopsis thaliana] 


Seq. No. 


14683 




Seq. ID 


OJ990407 02.9923. 


C3 


Gene No. 


31276 




Strand 






Start 


4999 




End 


8069 




Name 


OJ990407 02. 9923.C3.o2. 


gp 


Method 


AAT/GAP 




Start 


5336 




End 


5960 




GI 


21192 1.R1084 




Score 


1153 




Exons 


5336. .5960 










GI Descrip. 


'2462832 4.0e-38 (AF000657) 


similar to 


Bacillus CotA 






[Arabidopsis thaliana] 1 










Seq. No. 


14683 




Seq. ID 


OJ990407_02.9923. 


C3 


Gene No. 


31276 




Strand 






Start 


4999 




End 


8069 




Name 


OJ990407 02. 9923.C3.o4 . 


gp 


Method 


AAT/GAP 




Start 


7615 




End 


8069 




GI 


none 




Score 


484 




Exons 


7615. .7823, 8017. .8069 










Seq. No. 


14683 




Seq. ID 


OJ990407_02. 9923. 


C3 


Gene No. 


31277 




Strand 






Start 


11736 




End 


14807 




Name 


OJ990407 02. 9923.C3.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


5031 




End 


5491 




GI 


none 




Score 


242 




Exons 


5031. .5078, 5177. .5491 










Seq. No. 


14 683 




Seq. ID 


OJ990407_02. 9923. 


C3 


Gene No. 


31277 




Strand 






Start 


11736 




End 


14807 




Name 


OJ990407 02.9923.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5387 




End 


5576 




GI 


none 




Score 


118 




Exons 


5387. .5572, 5436. .5576 










Seq. No. 


14683 




Seq. ID 


OJ990407_02.9923. 


C3 


Gene No. 


31277 




Strand 







15375 




Start 


11736 


End 


14807 




Name 


OJ990407 02 9923 C3 o2 ts 


Method 


TBLASTX : Soybean 




Start 


5738 ~~ 


End 


6091 




GI 


none 


Score 


57 




Pyrin c 


5738 5794 5772 5915 5822 


..5935, 5939. .6091, 5968.-5982 




6027 6080 








Seq. No. 


14683 


Seq. ID 


OJ990407 02.9923, 


.C3 


Gene No. 


31277 


Strand 






Start 


11736 


End 


14807 




Name 


OJ990407 02 9923 C3 ol tc 


Method 


TBLASTX: Cress 




Start 


6095 ~~ 


End 


6448 




GI 


none 


Score 


178 




Fvon ^ 

J__J V^/ 1 1 J 


6095 6151 6152 6448. 6252 


. .6440 






Seq. No. 


14683 


Seq. ID 


OJ990407JD2.9923, 


,C3 


Gene No . 


31277 


Strand 






Start 


11736 


End 


14807 




Name 


OJ990407 02 9923 C3 ol ts 


Method 


TBLASTX: Soybean 




Start 


6353 _ 


End 


7523 




GI 


none 


Score 


87 




Ex on 


6353 6421. 6354 6422. 6429 


..6611, 6434. .6613, 7410. .7523 


Kfn 

O C . INU . 


14683 


Seq. ID 


OJ990407_02.9923. 


,C3 


Gene No. 


31277 


Strand 






Start 


11736 


End 


14807 




Name 


OJ990407 02 9923 C3 ol tm 


Method 


TBLASTX: Maize 




Start 


11719 _ 


End 


14775 




GI 


none 


Score 


343 




1—1 AWI 1 O 


11719 12060 11739 12065 


11*740. .12060, 11760. .12065, 






14653 14775, 14660 14761 








Seq. No. 


14683 


Seq. ID 


OJ990407_02.9923. 


.C3 


Gene No. 


31277 


Strand 






Start 


11736 


End 


14807 




Name 


OJ990407 02 9923 C3 o4 as 


Method 


GENSCAN 




Start 


11736 _ 


End 


14742 




GI 


none r 


Score 






Exons 


11736 .. 12057 . 12880 13139. 


14644. . 14742 




Sea. No. 


14683 


Seq. ID 


OJ990407_02. 9923. 


.C3 


Gen_@ No # 


31277 


Strand 






Start 


11736 


End 


14807 




Name 


OJ990407 02. 9923.C3.o2.np 


Method 


AAT/NAP 




Start 


11760 


End 


14807 




GI 


3024874 


Score 


276 




Ex on ^ 


11760. .12057, 12880. .13139, 


14644. .14807 






HYPOTHETICAL 50.0 KD PROTEIN 


SLR0076 gi | 1001707 | dbj | BAA105' 




(D64004) hypothetical protein [Synechocystis sp.] 




Seq. No. 


14683 


Seq. ID 


OJ990407_02.9923. 


C3 


Gene No. 


31277 


Strand 






Start 


11736 


End 


14807 




Name 


OJ990407 02. 9923.C3.o3.ts 


Method 


TBLASTX : Soybean 




Start 


11772 


End 


12087 




GI 


none 


Score 


48 




Exons 


11772. .11915, 11836. .11895, 


11895. .120? 


36, 11914. .12087 





15376 






Seq. No. 


14683 


Seq. ID 


OJ990407 


_02.9923 


.C3 




Gene No. 


31277 


Strand 










Start 


11736 


End 


14807 








Name 


OJ990407 02.9923.C3.o4.ts 


Method 


TBLASTX: 


' \s jf ^* * 1 






Start 


12876 


End 


14760 








GI 


none 


Score 


112 








Exons 


12876. .12935, 12924 .. 13004 , 12947 .. 13132, 13005 


. . 13142, 








13018. .13134, 13020. .13142, 14 64 4. .14760 








Seq. No. 


14684 


Seq. ID 


OJ990407 


JD2.9923 


.C4 




Gene No. 


31278 


Strand 


+ 








Start 


279 


End 


4694 








Name 


OJ990407 02.9923.C4.6l.gs 


Method 


GENSCAN 








Start 


279 


End 


4694 








GI 


none 


Score 


.74 








Exons 


279. .530, 611. .727, 352. .980, 


1125.. 1301, 2094. 


. 2282, 








2360. .2431, 3326. .3444, 4035. 


.4199, 4274. .4694 








Sea No 


14684 


Seq. ID 


OJ990407 


02 . 9923 


. C4 




Gene No. 


31278 


Strand 


+ 








Start 


279 


End 


4694 








Name 


OJ990407 02.9923.C4.ol.np 


Method 


AAT/NAP 






: : z: 


Start 


438 


End 


2642 






W 


GI 


1653379 


Score 


637 








Exons 


438. .530, 611. .727, 852. .996, 


1144.. 1301, 1679. 


.1819, 




r\\ 




2094. .2276, 2366. .2431, 2531. 


.2642 








1 s? 
:==: 




(D90913) hypothetical protein 


[Synechocystis sp 


1 

• j 




I . 5 

i. i.; 


Seq. No. 


14684 


Seq. ID 


OJ990407 


JD2.9923 


.C4 


. -i 


Gene No . 


31278 


Strand 


+ 






HI 


Start 


279 


End 


4694 






: 3: 


Name 


OJ990407 02. 9923.C4 .ol.gp 


Method 


AAT/GAP 






:3 


Start 


2714 


End 


2948 






: ==: 
J- -f 


GI 


3759684 


Score 


436 








Exons 


2714. .2948 












Seq. No. 


14684 


Seq. ID 


OJ990407 


_02.9923 


.C4 




Gene No. 


31279 


Strand 


+ 






H 
'bs? 


Start 


5229 


End 


6327 






□ 


Name 


OJ990407 02. 9923.C4 .o2.gp 


Method 


AAT/GAP 








Start 


5200 


End 


6100 








GI 


95698 1.R1084 


Score 


1409 








Exons 


5200. .5334, 5421. .6100 












GI Descrip. 


, 4176420/dbj IBAA37167 | 2.0e-ll (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 












Seq. No. 


14684 


Seq. ID 


OJ990407 


_02.9923 


.C4 




Gpnp No 


31279 


Strand 


+ 










5229 


End 


6327 








Name 


OJ990407 02. 9923.C4 .o2.gs 


Method 


GENSCAN 








Start 


5229 


End 


6327 








GI 


none 


Score 


.97 








Exons 


5229.-5334, 5421. .5656, 5695. 


. 6327 










Seq. No. 


14684 


Seq. ID 


OJ990407 


_02.9923 


.C4 




Gene No. 


31279 


Strand 









15377 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5229 End 

OJ990407J32 . 9923 . C4 . o2 . np Method 

5229 End 

6553943 Score 



6327 
AAT/NAP 
6312 
965 



5229.. 5334, 5421.. 5572, 5615.. 6312 

(AC011915) putative reductase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14684 
31280 
7925 

OJ990407_02.9923.C4 .o3.gp 
7894 

22005JL.R1084 
7894. .8263 

' 124036/sp| P07084 | IBBR_ORYSA 2.0e-13 BOWMAN- B IRK TYPE BRAN 

TRYPSIN INHIBITOR (RBTI) >gi_476550_pir TIRZBR trypsin 

inhibitor (Bowman-Birk) - rice >gi_359095_prf 1310273A trypsin 

inhibitor [Oryza sativa] 1 



OJ990407_ 
+ 

8721 
AAT/GAP 
8263 
683 



02. 9923. C4 



Seq. No. 14684 Seq. ID 

Gene No. 31280 Strand 

Start 7925 End 

Name OJ9904 07_02 . 9923 . C4 . o3 . gs Method 

Start 7925 End 

GI none Score 

Exons 7925.. 8464 



OJ990407_02.9923.C4 
+ 

8721 
GENSCAN 
8464 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14684 Seq. ID 

31280 Strand 

7925 End 

OJ9904 07_02. 9923.C4 .o4 .gp Method 

8287 End 

LIB3434-033-P1-K1-F9 Score 
8287. .8721 

'3264598 8.0e-14 (AF057184) trypsin inhibitor [Zea mays] 1 



OJ990407_02.9923.C4 
+ 

8721 
AAT/GAP 
8721 
828 



14684 Seq. ID 

31281 Strand 

10426 End 

OJ9904 07_02 . 9923 . C4 . o4 . gs Method 

10426 End 

none Score 



OJ990407_02.9923.C4 
+ 

13497 
GENSCAN 
13497 
.82 



10426. .10650, 11213. 
12843. .12993, 13096. 



,11521, 11964. .12015, 12509 .. 1274 6, 
,13497 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



14684 Seq. ID 

31281 Strand 

10426 End 

OJ990407_02 . 9923 . C4 . o3. np Method 

10552 End 

2252862 Score 

10552. .10659, 11213 11423, 12509 .. 12717 , 12835. 
13096. .13398 

(AF013294) Similar to receptor kinase [Arabidopsis thaliana] 



OJ990407_02.9923.C4 
+ 

13497 
AAT/NAP 
13398 
674 

12993, 



14684 
31282 



Seq. ID OJ990407_02.9923.C4 
Strand + 



15378 




Start 


16563 








End 


16668 


Name 


OJ990407 02. 


9923 


,C4.o6. 


gp 


Method 


AAT/GAP 


OLui L 


16563 








End 


1 6668 

X \J U \J o 


ox 


5816518 










X *J J 


rvnn q 


16563. .16668 










O X UC OL-l X £J • 


4 521193/dbj | AB013450 . 1 | AB0134 


sn ^ n^- 


t\j uiy La jail vd L/iNrt, 




similar sequence 


to Pib gene 






Seq. No. 


14684 








Seq. ID 


OJ990407_02.9923.C4 


Gene No. 










Strand 




OLaiL 


18146 








End 


23182 


IN all It 


OJ990407 02. 


9923 


.C4.o4. 


tm 


Method 


TBLASTX: Maize 




2393 








End 


2752 


vjj X 


none 








Score 


59 


F von q 


2393. .2434, 


2530 


. .2736, 


2531. 


.2737, 2534.. 2752 


Seq. No. 


14684 








Seq. ID 


OJ990407_02.9923.C4 


Gene No. 


31283 








Strand 




Start 


1 P 1 A £ 
1 0 1 H O 








End 


23182 




OJ990407 02. 


9923 


.C4.o3. 


ts 


Method 


TBLASTX: Soybean 


OLdl L 


5228 








End 


5557 


wX 


none 








Score 


151 




5228. .5335, 


5229 


.5339, 


5422. 


.5544, 5423. .5557 




14684 








Seq. ID 


OJ990407_02.9923.C4 


Gene No. 


31283 








Strand 




Start 


± 0 x f± D 








End 


23182 


Name 


OJ990407 02. 


9923 


C4 . o2 . 


tc 


Method 


TBLASTX : Cress" 


Of- -a r 4- 


5231 








End 


5826 


w X 


none 








Score 


114 


P 1 von <5 


5231. .5332, 


5232 


.5333, 


5422. 


.5559, 5423.. 5557, 5621.. 5689, 




5644 . .5694, 


5746 


.5826 








Seq. No. 


14684 








Seq. ID 


OJ990407_02. 9923.C4 


Gene No. 


31283 








Strand 




Start 


18146 








End 


23182 


Name 








lw 


Method 


TBLASTX: Wheat 




5241 








End 


5563 


O X 


none 








Score 


103 


R von c; 


5241. .5330, 


5423 


.5557, 


5443. 


.5559, 5453.. 5563 


Seq. No. 


14684 








Seq. ID 


OJ990407_02.9923.C4 


T~i Q Kio 


31283 








Strand 




Start 


18146 








End 


23182 


Name 


OJ990407 02. 


9923 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5419 








End 


8446 


(IT 

\J X 


none 








Score 


50 


£j A i 1 o 


5419. .5547, 


8060, 


.8095, 


8060. 


.8077, 8102. .8185, 8108. .8131, 




. 8180. .8239, 


8222, 


.8239, 


8269. 


.8445, 8270. .8446, 8270. .8290, 




8315. .8374 












Seq. No. 


14684 








Seq. ID 


OJ990407_02. 9923.C4 


Gene No. 


31283 








Strand 




Start 


18146 








End 


23182 


Name 


OJ990407 02. 


9923. 


C4.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5722 








End 


6153 


GI 


none 








Score 


■ 46 



15379 






Exons 


5722. .5754, 


5773.. 6153, 5895 


. . 6152 








Seq. No. 


14684 




Seq. ID 


OJ990407_02.9923 


.C4 




Gene No. 


31283 




Strand 








Start 


18146 




End 


23182 






Name 


OJ990407 02. 


9923.C4.o3.tm 


Method 


TBLASTX: Maize 






Start 


5773 




End 


6240 






GI 


none 




Score 


249 






Exons 


5773. .6240 












Seq. No. 


14684 




Seq. ID 


OJ990407_02.9923 


C4 




Gene No. 


31283 




Strand 








Start 


18146 




End 


23182 






Name 


OJ990407 02. 


9923.C4.o4.tw 


Method 


TBLASTX: Wheat 






Start 


5827 




End 


6168 






GI 


none 




Score 


194 






Exons 


5827. .6168 












Seq. No. 


14684 




Seq. ID 


OJ990407_02.9923 


C4 




Gene No. 


31283 




Strand 








Start 


18146 




End 


23182 






Name 


OJ990407 02. 


9923.C4 .o3. tc 


Method 


TBLASTX: Cress 






Start 


. 5896 




End 


6312 




U 


GI 


none ■ 




Score 


66 






Exons 


5896. .5988, 


6061.. 6312, 6078 


. .6308, 6082. .6312 




\\ \ 


Seq. No. 


14684 




Seq'. ID 


OJ990407_02.9923 


C4 


.S3; 


Gene No. 


31283 




Strand 






L_i 


Start 


18146 




End 


23182 




hi 

■: st 


Name 


OJ990407 02. 


9923.C4.o3.tw 


Method 


TBLASTX: Wheat 




c; 
i, _i 


Start 


8060 




End 


8446 




|= Li 


GI 


none 




Score 


44 






Exons 


8060. .8077, 


8108.. 8146, 8248 


..8352, 8249.. 8353, 8254.. 8343, 


it 

.set 

U 




8258. .8446, 


8392. .8442 








:. 3 
' i 


Seq. No. 


14684 




Seq. ID 


OJ990407_02.9923 


C4 


;:=: 


Gene No. 


31283 




Strand 






'as? 


Star-t 


18146 




End 


23182 




Q 


Name 


OJ990407 02. 


9923.C4.ol.ts 


Method 


TBLASTX: Soybean 




: i 


Start 


10564 




End 


13299 






GI 


none 




Score 


105 






Exons 


10564. .10659 


, 10575. .10658, 


11210. . 11422, 11212. . 11418, 








12508. .12741 


, 12516. .12743, 


12829. .12993, 1284 3 .. 12953, 





13099. .13149, 13156.. 13299 



Seq. No. 14684 Seq. ID 

Gene No. 31283 Strand 

Start 18146 End 

Name OJ9904 07_02 . 9923 . C4 . ol . tm Method 

Start 10588 End 

GI none Score 
Exons 



OJ990407_02.9923.C4 
23182 

TBLASTX: Maize 

12987 

80 



10588. .10659, 11210 114 40 , 12523 .. 12726, 12531 .. 12725, 
12844. .12987 



Seq. No." 14684 Seq. ID OJ990407_02 . 9923 . C4 

Gene No. 31283 Strand 

Start .18146 End 23182 

15380 




Name 


OJ990407 02. 9923. C4 . 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


10588 






End 


11425 




GI 


none 






Score 


71 




Exons 


10588. . 


10659, 11201. 


.11425, 


11212. .11424 




Seq. No. 


14684 






Seq. ID 


OJ990407_02.9923 


.C4 


Gene No. 


31283 






Strand 






Start 


18146 






End 


23182 




Name 


OJ990407 02. 9923. C4. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11210 






End 


12570 




GI 


none 






Score 


212 




Exons 


11210. . 


11437, 11212. 


.11418, 


12508. .12570 




Seq. No. 


14684 






Seq. ID 


OJ990407_02.9923 


.C4 


Gene No. 


31283 






Strand 






Start 


18146 






End 


23182 




Name 


OJ990407 02. 9923. C4. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


12532 






End 


13170 




GI 


none 






Score 


211 




Exons 


12532. . 


12726, 12534. 


. 12728, 


12840. .12986, 12844 .. 13005, 






13099. . 


13170 










Seq. No. 


14684 






Seq. ID 


OJ990407_02.9923 


.C4 


Gene No. 


31283 






Strand 






Start 


18146 






End 


23182 




Name 


OJ990407 02. 9923. C4. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


12571 






End 


12993 




GI 


none 






Score 


195 




Exons 


12571. . 


12741, 12573. 


. 12743, 


12577. .12744, 12618 .. 12743, 






12829. . 


12993, 12843. 


. 12950 








Seq. No. 


14684 






Seq. ID 


OJ990407_02.9923 


.C4 


Gene No. 


31283 






Strand 






Start 


18146 






End 


23182 




Name 


OJ990407 02. 9923. C4. 


o5 . gp 


Method 


AAT/GAP 




Start 


16305 






End 


16554 




GI 


3761181 






Score 


422 




Exons 


16305. . 


16554 










GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 1.0e-99 Oryza sativa DNA, 




similar 


sequence to 


Pib gene 








Seq. No. 


14684 






Seq. ID 


OJ990407_02. 9923 


.C4 


Gene No. 


31283 






Strand 






Start 


18146 






End 


23182 




Name 


OJ990407 02. 9923. C4. 


o4 . np 


Method 


AAT/NAP 




Start 


17896 






End 


23182 




GI 


5091513 






Score 


2059 




Exons 


17896. . 


18322, 18811. 


.18920, 


19024. .20126, 208 65 .. 2164 3, 






23149. . 


23182 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


14684 






Seq. ID 


OJ990407_02. 9923 


.C4 


Gene No. 


31283 






Strand 






Start 


18146 






End 


23182 




Name 


OJ990407 02. 9923. C4. 


o5 . gs 


Method 


GENSCAN 




Start 


18146 






End 


18301 




GI 


none 






Score 


.67 





15381 



Exons 



18146. .18301 



Seq. No. 14684 Seq. ID 

Gene No. 31283 Strand 

Start 18146 End 

Name OJ990407_02 . 9923 . C4 . o7 . gs Method 

Start 20961 End 

GI none Score 

Exons 20961. .21607, 21892.. 22000 



OJ990407_02. 9923.C4 

23182 
GENSCAN 
22000 
.53 



Seq. No. 14684 Seq. ID OJ990407_02 . 9923 . C4 

Gene No. 31283 Strand 

Start 18146 End 23182 

Name OJ990407_02 . 9923 . C4 . o7 . gp Method AAT/GAP 

Start 22267 End 22516 

GI 3761181 Score 423 

Exons 22267 . . 22516 

GI Descrip. 4 521193/dbj I ABO 134 50 . 1 1 ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 14685 Seq. ID 

Gene No. 31284 Strand 

Start 1107 End 

Name OJ990407_02 . 9923 .C5.ol.gs Method 

Start 1107 End 

GI none Score 

Exons 1107.. 1159, 1657.. 1666 



OJ990407_02. 9923.C5 
+ 

1666 
GENSCAN 
1666 
.72 



Seq. No. 14686 

Gene No. 31285 

Start 268 

Name OJ9904 07_02 . 9923 . C6 . o2 . tw 

Start 262 

GI none 

Exons 262.. 336, 276.. 329, 318.. 398, 
406. .576 



Seq. ID OJ990407_02. 9923.C6 

Strand + 

End 1026 

Method TBLASTX : Wheat 

End 57 6 

Score 54 

319. .402, 405. .566, 405. .575, 



Seq. No. 14686 - Seq. ID 

Gene No. 31285 Strand 

Start 268 End 

Name OJ990407JD2 . 9923 . C6 . ol . gs Method 

Start 268 End 

GI none Score 

Exons 268 . . 993 



OJ990407_02. 9923.C6 
+ 

1026 
GENSCAN 
993 
.98 



Seq. No. 14686 

Gene No. 31285 

Start 268 

Name OJ9904 07_02 . 9923 . C6 . ol . np 

Start 277 

GI 5257279 

Exons 277.. 1026 

GI Descrip. (AP000364) 
homologues 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_ 
+ 

1026 
AAT/NAP 
1026 
1019 



02. 9923. C6 



Similar to Transposon MAGGY gag and pol gene 
(L35053) [Oryza sativa] 



Seq. No. 
Gene No. 



14686 
31285 



Seq. ID OJ990407_02. 9923.C6 
Strand + 



15382 



Start 
Name 
Start 
GI 

Exons 



268 End 

OJ9904 07_02 . 992 3 . C6 . ol . tm Method 

415 End 

none Score 
415. .594, 580. .915, 741. .893 



1026 

TBLASTX: Maize 

915 

162 



Seq. ID OJ990407_02.9923.C6 

Strand + 

End 1026 

Method TBLASTX : Soybean 

End 864 

Score 56 

469. .501, 469. .501, 486. .545, 505. .864, 505. .813, 621. .863 



Seq. No. 14686 

Gene No. 31285 

Start 268 

Name OJ990407_02 . 9923 . C6. ol . ts 

Start 469 

GI none 
Exons 



Seq. No. 


14686 






Seq. ID 


OJ990407_02. 9923 


.C6 


Gene No. 


31285 






Strand 


+ 




Start 


268 






End 


1026 




Name 


OJ990407 


02. 9923. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


577 






End 


977 




GI 


none 






Score 


453 




Exons 


577. .954, 


621. .944, 


951. .977 








Seq. No. 


14687 






Seq. ID 


OJ990407_02.9923 


.C7 


Gene No. 


31286 






Strand 


+ 




Start 


61 






End 


466 




Name 


OJ990407 


02. 9923. C7. 


ol . gs 


Method 


GENSCAN 




Start 


61 






End 


466 




GI 


none 






Score 


. 99 




Exons 


61. .466 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14688 
31287 
8 

OJ9904 07_02. 9923.C9.ol .np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990407_02.9923.C9 
559 

AAT/NAP 
559 
451 



2462832 
8. .58, 151. .559 

(AF000657) similar to Bacillus CotA [Arabidopsis thaliana] 



14688 
31287 
8 

OJ990407_02. 9923 . C9 . ol . tc 
11 

none 

11. .58, 160. .474, 242. .472 



Seq. ID OJ990407_02. 9923.C9 

Strand 

End 559 

Method TBLASTX : Cres s 

End 474 

Score 127 



Seq. No. 14688 Seq.. ID 

Gene No. 31287 Strand 

Start 8 End 

Name OJ990407_02 . 9923 . C9 . ol . gs Method 

Start 151 End 

GI none Score 

Exons 151.. 496 



OJ990407_02.9923.C9 
559 

GENSCAN 

496 

.43 



Seq. No. 
Gene No. 



14688 
31287 



Seq. ID 
Strand 



OJ990407 02. 9923. C9 



15383 




Start 8 End 559 

Name OJ990407_02 . 9923 .C9 . ol . gp Method AAT/GAP 

Start 181 End 559 

GI LIB3434-003-P1-K1-B1 Score 676 

Exons 181. .559 



GI Descrip. 1 5803242/dbj I AP000399 . 1 | AP000399 7.0e-10 Oryza sativa genomic 
DNA, chromosome 6, - clone : P0535G04 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14688 
31287 
8 

OJ990407 

283 

none 



02.9923.C9.ol.ts 



Seq. ID OJ990407_02.9923.C9 
Strand 
End 

Method 
End 
Score 



559 

TBLASTX: Soybean 

559 

58 



283. .378, 296. .382, 391. .501, 482. .559 



Seq. No. 


14689 






Seq. ID 


OJ990407 


Gene No. 


31288 






Strand 




Start 


1639 






End 


9016 


Name 


OJ990407 02 


.9923.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1639 






End 


9016 


GI 


1786136 






Score 


38 


Exons 


1639. . 1783, 


4519. .4693, 


8984. 


.9016 




GI Descrip. 


(AB000452) 


PEThy; ZPT2-6 


[Petunia x hybrida] 


Seq. No. 


14689 






Seq. ID 


OJ990407 


Gene No. 


31288 






Strand 




Start 


1639 






End 


9016 


Name 


OJ990407 02 


.9923.C14.ol, 


.gp 


Method 


AAT/GAP 


Start 


4009 






End 


5057 


GI 


2310781 






Score 


693 


Exons 


4009. .4150, 


4280. .4361, 


4607. 


.4732, 4983.. 5057 



Seq. No. 


14690 




Seq. ID 


OJ990407 


_02, 


. 9923. C15 


Gene No. 


31289 




Strand 








Start 


2268 




End 


2881 






Name 


OJ990407 02. 9923.C15.ol 


.gs 


Method 


GENSCAN 






Start 


2268 




End 


2881 






GI 


none 




Score 


.76 






Exons 


2268.-2372, 2494. .2620, 


2669. 


.2881 








Seq. No. 


14690 




Seq. ID 


OJ990407 


_02, 


,9923. C15 


Gene No. 


31290 




Strand 








Start 


3717 




End 


3833 






Name 


OJ990407 02.9923.C15.ol, 


.gp 


Method 


AAT/GAP 






Start 


3717 




End 


3833 






GI 


2800454 




Score 


195 






Exons 


3717.. 3833 












Seq. No. 


14691 




Seq. ID 


OJ990407 


_02. 


9923. C16 


Gene No. 


31291 




Strand 








Start 


1 




End 


105 






Name 


OJ990407 02.9923.C16.ol, 


-gp 


Method 


AAT/GAP 






Start 


1 




End 


105 






GI 


uC-osrocyp002b09bl 




Score 


197 






Exons 


1." .105 












GI Descrip. 


' 4 521193/dbj IAB013450.1! 


IAB013450 l.Oe- 


99 Oryza 


sativa DNA, 



15384 



similar sequence to Pib gene 1 

Seq. No. 14691 

Gene No. 31292 

Start .1680 

Name OJ990407_02 . 9923 . C16 . ol . ts 

Start 1659 

GI none 

Exons 1659.. 1922, 1756.. 1917, 1950.. 2243, 2035.. 2145 



Seq. ID OJ990407_02.9923.C16 
Strand 

End 2252 

Method TBLASTX : Soybean 

End 2243 

Score 72 



Seq. No. 14691 

Gene No. 31292 

Start 1680 

Name OJ990407_02 . 9923 . C16 . ol . gs 

Start 1680 

GI none 

Exons 1680.. 2155 



Seq. ID OJ990407_02.9923.C16 
Strand 

End 2252 

Method GENSCAN 

End 2155 

Score .91 



Seq. No. 14691 

Gene No. 31292 

Start 1680 

Name OJ990407_02 . 9923 . CI 6 . ol . np 

Start 1683 

GI 6630685 

Exons 1683.. 2252 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ990407_02. 9923.C16 
Strand 

2252 
AAT/NAP 
2252 
602 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14691 
31292 
1680 

OJ9904 07_02. 9923.C16.ol.tc 

1701 

none 



Seq. ID OJ990407_02.9923.C16 
Strand 

End 2252 

Method TBLASTX: Cress 

End 2252 

Score 67 



1701. .1913, 1795. .1914, 1932. .2066, 2178. .2252 



14691 
31292 
1680 

OJ9904 07_02. 9923.C16.ol.tm 

1701 

none 

1701. .2243, 1702. .2241 



Seq. ID OJ990407_02.9923.C16 
Strand 

End 2252 

Method TBLASTX : Mai ze 

End 2243 

Score 238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



14691 
31292 
1680 

OJ9904 07_02. 9923.C16.ol.tw 

1728 

none 



Seq. ID OJ990407_02.9923.C16 
Strand 

End 2252 

Method TBLASTX : Wheat 

End 2207 

Score 64 



1728. .1922, 1741. .1917, 1815. .1919, 1941. .2207 



14692 
31293 
3801 

OJ990407_02.9923.C17.ol.gp 
3801 



Seq. ID OJ990407_02.9923.C17 

'Strand + 

End 4146 

Method AAT/GAP 

End 4146 



15385 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



uC-osrocyp002b09al Score 477 

3801. .4146 

•4768980/gb|AAD29703.1|AF140490_l 1.0e-35 (AF140490) heat-shock 
protein [Oryza sativa] ' 



14692 
31294 
1 

OJ990407_02.9923.C17.ol.np 
1 

3777527 



Seq. ID OJ990407_02.9923.C17 
Strand 

End 4 94 5 

Method AAT/NAP 

End 4 94 5 

Score 1528 



1..915, 1000. .2291, 4920. .4945 

(AF053008) gag-pol polyprotein [Glycine max] 



14692 
31294 
1 

OJ9904 07_02. 9923.C17 .o2.tm 
74 

none 

74. .520, 84. .521 

14692 
31294 
1 

OJ990407_02. 9923.C17.ol.gs 

163 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_02 . 9923 . C17 
4945 

TBLASTX: Maize 

521 

346 



Seq. ID OJ990407_02.9923.C17 
Strand 

End 4945 

Method GENSCAN 

End 4911 

Score . 6 



163. .804, 826. .3456, 4293. .4615, 4829. .4911 

OJ990407 02.9923.C17 



14692 
31294 
1 

OJ9904 07_02.9923.C17.ol.ts 

183 ■ 

5509260 

183. .752, 185. .712 



14692 
31294 
1 

OJ9904 07_02.9923.C17.ol.tw 

200 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4945 

TBLASTX: Soybean 

752 

406 



OJ990407_02.9923.C17 
4945 

TBLASTX: Wheat 

667 

155 



200. .544, 201. .368, 283. .369, 399. .527, 578. .667, 584. .661 

OJ990407 02.9923.C17 



14692 
31294 
1 

OJ9904 07_02.9923.C17.ol.tc 

302 

none 

302. .568, 303. .563 

14692 
31294 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 



4945 

TBLASTX: Cress 

568 

116 



OJ990407 02.9923.C17 



15386 



Start 
Name 
Start 
GI 

Exons 



OJ990407_02.9923.C17.ol, 

1025 

none 

1025.. 1177, 1159.. 1260, 
1597. .1629 



tm 



End 

Method 

End 

Score 



4945 

TBLASTX: Maize 

1660 

274 



1172. .1594, 1173. .1502, 1577. .1660, 



Seq. No. 14692 

Gene No. 31294 

Start 1 

Name OJ990407_02 . 9923 . C17 . o2 . 

Start 1025 

GI none 

Exons 1025.. 1153, 1044.. 1163, 

Seq. No. 14692 

Gene No. 31294 

Start 1 

Name OJ9904 07_02 . 9923 . C17 . o2 . 

Start 1026 

GI none 

Exons 1026.. 1163, 1031.. 1162, 

Seq. No. 14692 

Gene No. 31294 

Start 1 

Name OJ990407_02 . 9923 . C17 . o2 . 

Start 1328 

GI none 

Exons 1328.. 1615, 1329.. 1430, 

Seq. No. 14692 

Gene No. 31294 

Start 1 

Name OJ990407_02 . 9923 . C17 . o3 . 

Start 2972 

GI none 

Exons • 2972. .3265 



Seq. ID OJ990407_02.9923.C17 
Strand 

End 4 94 5 

ts Method TBLASTX : Soybean 

End 1486 

Score 52 
1175. .1486, 1182. .1475 

Seq. ID OJ990407_02.9923.C17 
Strand 

End 4945 

tc Method TBLASTX: Cress 

End 1468 

Score 36 
1178. .1468, 1247. .1444 

Seq. ID OJ990407_02.9923.C17 
Strand 

End 4 94 5 

tw Method TBLASTX: Wheat 

End 1891 

Score 96 
1343. .1618, 1655. .1891, 1673. .1885 

Seq. ID OJ990407_02.9923.C17 
Strand 

End 4945 

ts Method TBLASTX : Soybean 

End 32 65 

Score 180 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14692 
31294 
1 

OJ990407_02.9923.C17 . o2 
4358 

uC-osrocyp002b09bl 
4358. .4868 

•4521193/dbj IAB0134 50.1 
similar sequence to Pib 

14693 
31295 
807 

OJ9904 07_02. 9923.C18.ol, 
807 
none 

807.. 961, 2333.. 2525 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_02.9923.C17 

4945 
AAT/GAP 
4868 
987 



IAB013450 1.0e-99 Oryza sativa DNA, 
gene 1 

Seq. ID OJ990407_02.9923.C18 

Strand + 

End 2525 

gs Method GENSCAN 

End 2525 

Score .47 



15387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gi Descrip. 



14693 Seq. ID 

31296 - Strand 

1 End 

OJ9904 07_02 . 9923 . C18 . ol . np Method 

1 End 

2822157 Score 



OJ990407_02 . 9923 . C18 

9981 
AAT/NAP 
8103 
64 



1..28, 3958. .4255, 4774. .4870, 8077. .8103 

(AC004084) similar to GTPase-activating proteins; 35% similar to 
JC5047 (PID:g2136083) [Homo sapiens] 



Seq. No. 


14693 








Seq. ID 


OJ990407 


_02.9923.C18 


Gene No. 


31296 








Strand 






Start 


1 








End 


9981 




Name 


OJ990407 02 


.9923 


.C18 .ol 


. gp 


Method 


AAT/GAP 




Start 


3505 








End 


4806 • 




GI 


none 








Score 


1274 




Exons 


3505. .3824, 


3950, 


. .4255, 


4774. 


.4806 






Seq. No. 


14693 








Seq. ID 


OJ990407 


02. 9923.C18 


Gene No. 


31296 








Strand 






Start 


1 








End 


9981 




Name 


OJ990407 02 


.9923, 


.C18.o2 


. gs 


Method 


GEN SCAN 




Start 


3606 








End 


9981 




GI 


none 








Score 


.91 




Exons 


3606. .3824, 


3950, 


. . 4255, 


4774 . 


.4911, 5200. .5475,- 


5556. .5777, 




6536. . 6651, 


6663, 


. . 6744, 


6772. 


.7182, 7301. .7444, 


7934 . .8059, 




8579. .8668, 


8750, 


, .8812, 


9239. 


.9346, 9793.. 9981 




Seq. No. 


14693 








Seq. ID 


OJ990407 


_02. 9923.C18 


Gene No. 


31297 








Strand 






Start 


13102 








End 


14970 




Name 


OJ990407 02 


. 9923, 


.C18.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3693 








End 


5466 




GI 


none 








Score 


100 




Exons 


3693. .3827, 


3742, 


. .3828, 


3799. 


.3828, 3937. .4257, 


3944 . . 4258, 




3945. .3989, 


4026. 


. .4256, 


4043. 


.4258, 5236.. 5343, 


5362. .5466 


Seq. No. 


14693 








Seq. ID 


OJ990407 


_02. 9923.C18 


Gene No. 


31297 








Strand 






Start 


13102 








End 


14970 




Name 


OJ990407 02 


. 9923, 


.CI8.0I, 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3985 








End 


4821 




GI 


none 








Score 


185 




Exons 


3985. .4257, 


4001. 


. .4258, 


4026. 


.4256, 4756. .4821 




Seq. No. 


14693 








Seq. ID 


OJ990407 


_02. 9923.C18 


Gene No. 


31297 








Strand 






Start 


13102 








End 


14970 




Name 


OJ990407 02 


.9923. 


.CI8.0I. 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4037 








End 


5679 




GI 


none 








Score 


127 




Exons 


4037. .4144, 


4172. 


, .4243, 


4196. 


.4258, 4771. .4884, 


4771. .4875, 




4772. .4885, 


5224. 


, .5457, 


5255. , 


.5446, 5553.. 5678, 


5554. .5679 


Seq. No. 


14693 








Seq. ID 


OJ990407 


_02.9923.C18 


Gene No. 


31297 








Strand 






Start 


13102 








End 


14970 





15388 



Name 


OJ990407 02 9923 C18 o5 tm 


Method 


TBLASTX: Maize 


Start 


4774 _ 


End 


5748 


GI 


none 


Score 


208 


F von 


4774 4881 5551 5745 5554 


..5601, 5556. .5744, 5644. .5748 


O C • I ' • 


14 693 


Seq. ID 


OJ990407_02. 9923.C18 


Gene No. 


31297 


Strand 




Start 


13102 


End 


14970 


Name 


OJ990407 02 9923 C18 o2 ts 


Method 


TBLASTX : Soybean 


Start 


6543 _ 


End 


6877 


GI 


none 


Score 


84 


F 1 von q 


6543 6665 6550 6660 6551 


..6670, 6552. .6674, 6764. .6877, 




6769 6R76 






Mo 


1 4 693 


Seq. ID 


OJ990407_02.9923.C18 


Gene No. 


31297 


Strand 




Start 


13102 


End 


14970 


Name 


OJ990407 02 9923 C18 o3 tm 


Method 


TBLASTX: Maize 


Start 


664 6 ~~ 


End 


7004 


GI 


none 


Score 


52 


F. v o n s 


6646 6681 6650 6679 6766 


..6984, 6770. .7000, 6772. .7002, 




6813 7004 






ij C • 1NV • 


14 693 


Seq. ID 


OJ990407_02.9923.C18 


Gene No . 


31297 


Strand 




Start 


13102 


End 


14970 


Name 


OJ990407 02.9923.C18.o3.np 


Method 


AAT/NAP 


Start 


13102 


End 


14970 


GI 


479357 


Score 


938 


F 1 von q 


13102. .14739, 14 831. .14 970 






Vjl UC JUJ — L £J * 


hypothetical protein 612 - maize transposon MuA2 




gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 


Seq. No. 


14693 


Seq. ID 


OJ990407_02.9923.C18 


Gene No. 


31297 


Strand 




Start 


13102 


End 


14970 


Name 


OJ990407 02.9923.C18.o4.gs 


Method 


GENSCAN 


Start 


13654 


End 


14469 


GI 


• none 


Score 


.56 


Exons 


13654. .14469 






Spa No 


14693 


Seq. ID 


OJ990407_02.9923.C18 


Gene No. 


31297 


Strand 




Start 


13102 


End 


14970 


Name 


OJ990407 02.9923.C18.o2.tm 


Method 


TBLASTX: Maize 




13744 


End 


14370 




none 


Score 


73 


£jAUUO 


13744. .14019, 13745. .13873, 


13783. .14007, 14035 .. 14 100, 




14036. .14089, 14 101 .. 14370 , 


14126. .14365, 14182. .14367 


Seq. No. 


14693 


Seq. ID 


OJ990407_02.9923.C18 


Gene No. 


31297 


Strand 




Start 


13102 


End 


14970 


Name 


OJ990407 02.9923.C18.o4.tm 


Method 


TBLASTX: Maize 


Start 


14374 


End 


14725 


GI 


none 


Score 


133 



Exons 



14374. .14724, 14426. .14725 



15389 



Seq. No. 14694 

Gene No. 31298 

Start 1384 

Name OJ990407_02 . 9923 . C19 . o2 . 

Start 1384 

GI none 

Exons .. 1384.. 1395, 1415.. 1939 



gs 



Seq. ID OJ990407_02.9923.C19 

Strand + 

End 1939 

Method GENSCAN 

End 1939 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990407 02.9923.C19 



14694 Seq. ID 

31299 Strand 

1 End 2178 

OJ990407_02 . 9923 . CI 9 . ol . np Method AAT/NAP 

1 End 2178 

2880040 Score 152 
1..220, 312. .490, 2120. .2178 

(AC002340) Mutator-like transposase [Arabidopsis thaliana] 



14694 
31299 
1 

OJ990407_02.9923.C19.ol, 

608 

none 

608. .890 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_02.9923.C19 

2178 
GENSCAN 
890 
.49 



Seq. No. 14694 - Seq. ID 

Gene No. 31300 Strand 

Start 2559 End 

Name OJ990407_02 . 9923 . CI 9 . ol . tc Method 

Start 26 End 

GI none Score 

Exons 26.. 220, 309.. 482, 328.. 486 



OJ990407_02.9923.C19 
3235 

TBLASTX: Cress 

486 

76 



Seq. No. 14694 

Gene No. 31300 

Start 2559 

'■"Name OJ9904 07_02 . 9923 . C19 . ol , 

Start 2559 

GI none 

Exons 2559.. 2702, 2563.. 2697 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_02.9923.C19 
3235 

TBLASTX: Maize 

2702 

126 



Seq. No. 14694 

Gene No. 31300 

Start 2559 

Name OJ9904 07_02 . 9923 . C19 . o3 . 

Start 2559 

GI none 

Exons. 2559.. 3125 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_02.9923.C19 

3235 
GENSCAN 
3125 
.96 



Seq. No. 14694 

Gene No. 31300 

Start 2559 

Name OJ9904 07_02 . 9923 . C19 . o2 , 

Start 2562 

GI 6498441 

Exons 2562.. 2843, 2937.. 3235 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_02.9923.C19 

3235 
AAT/NAP 
3235 
961 



15390 



GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 14694 
Gene No. ' 31300 
Start " 2559 

Name OJ9904 07_02 . 9923 . CI 9 . ol . tw 

Start 2571 

GI none 
Exons 



Seq. ID OJ990407_02.9923.C19 
Strand 
End 

Method 
End 
Score 



3235 

TBLASTX: Wheat 

3180 

77 



2571. .2696, 2575. .2697, 2884. .3033, 2889. .3083, 2987. .3040, 
3033. .3146, 3086. .3178, 3109. .3180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14695 Seq. ID 

31301 Strand 

1 End 

OJ9904 07_02 . 9923 . C20 . ol . np Method 

1 End 

6498441 Score 



OJ990407 02.9923.C20 



3578 
AAT/NAP 
3578 
4657 

.3022, 3086. 



.3578 



1..1266, 1437. .2155, 2331. .2465, 2649. 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 14695 Seq. ID 

Gene No. 31301 Strand 

Start 1 End 

Name OJ9904 07_02 . 9923 . C20 . o2 . tw Method 

Start 102 End 

'GI none Score 

Exons 102.. 482, 133.. 483 



OJ990407_02 . 9923. C20 
3578 

TBLASTX: Wheat 

483 

238 



Seq. No. 14695 

Gene No. 31301 

Start 1 

Name OJ990407_02 . 9923 . C20 . o2 , 

Start 258 

GI none 

Exons 258.. 305, 288.. 500, 297. 



tm 



Seq. ID OJ990407_02. 9923.C20 
Strand 
End 

Method 
End 
Score 



3578 

TBLASTX: Maize 

620 

80 



,620, 310. .591 



Seq. No. 14695 

Gene No. 31301 

Start 1 

Name OJ990407_02 . 9923 . C20 . o7 . 

Start 813 

GI none 

Exons 813.. 1073, 949.. 1125 



tw 



Seq. ID OJ990407_02. 9923.C20 
Strand 

End 3578 

Method TBLASTX : Wheat 

End 1125 

Score 67 



Seq. No. 14695 

Gene No. 31301 

Start 1 

Name OJ9904 07_02 . 9923 . C20 . o4 , 

Start 1128 

GI none 

Exons 1128.. 1277, 1129.. 1251, 
1436. . 1561 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_02.9923.C20 
3578 

TBLASTX: Wheat 

1585 

84 



1321. .1437, 1338. .1436, 1424. .1585, 



15391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
• Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14695 
31301 
1 

OJ990407_02. 

1942 

none 

1942. .222.9, 

14695 
31301 
1 . 

OJ990407_02. 

1993 

none 

1993. .2223, 

14695 
31301 
1 

OJ990407JD2. 

2116 

none 

2116. .2310, 

14695 
31301 
1 

OJ990407_02. 

2240 

none 

2240. .2545, 

14695 
31301 
1 

OJ990407_02. 

2528 

none 

2528. .2833, 

14695 
31301 
1 

OJ990407_02. 

2552 

none 

2552. .3013, 

14695 
31301 
1 

OJ990407JD2. 

2609 

none 

2609. .2743, 



, 9923.C20.o6.tw 
2135. .2224 

9923.C20.ol.ts 
2219.. 2365, 2223. 

9923.C20.o3.tm 
2135.. 2263, 2222. 

9923.C20.o3.tw 
2253. .2543, 2448. 

9923.C20.ol.tm 
2528. .2884, 2733. 

9923.C20.ol.tw 
2558.. 3013, 2572. 

9923.C20.o2.ts 
2750. .2974 



Seq. ID OJ990407_02.9923.C20 
Strand 

End 3578 

Method TBLASTX : Wheat 

End 2229 

Score 60 



Seq. ID OJ990407_02.9923.C20 
Strand 

3578 

TBLASTX : Soybean 
2365 
86 



End 

Method 
End 
Score 
.2348 



Seq. ID OJ990407_02. 9923.C20 
Strand 

End 3578 

Method TBLASTX : Maize 

End 2501 

Score 60 
.2500, 2223.. 2501 

Seq. ID-. OJ990407_02.9923.C20 
Strand 

3578 

TBLASTX: Wheat 
2546 
182 



End 

Method 
End 
Score 
.2546 



Seq. ID OJ990407_02.9923.C20 
Strand 

3578 

TBLASTX: Maize 
2884 
124 



End 

Method 
End 
Score 
.2849 



Seq. ID OJ990407_02.9923.C20 
Strand 

End 3578 

Method TBLASTX : Wheat 

End 3015 

Score 216 
.3015, 2751.. 3014 

Seq. ID OJ990407_02.9923.C20 
Strand 

End 3578 

Method TBLASTX : Soybean 

End 2974 

Score 117 



Seq. No. 



14695 



Seq. ID OJ990407 02.9923.C20 



15392 



Gene No. 31301 Strand 

Start 1 End 

Name OJ9904 07_02 . 9923 . C20 . o5 . tw Method 

Start 3260 End 

GI none Score 

Exons 3260.. 3571, 3261.. 3467 



3578 

TBLASTX: Wheat 

3571 

152 



5 E 
f| 

is 

sr 

A 



E 



Seq. No. 


14696 


Seq. ID 


OJ990407 


Gene No. 


31302 


Strand 




Start 


1 


End 


938 


Name 


OJ990407 02.9923.C21.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


938 


GI 


5042454 


Score 


367 


Exons 


1..298, 352. .443, 844. .938 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


14696 


Seq. ID 


OJ990407 


Gene No. 


31302 


Strand 




Start 


1 


End 


938 


Name 


OJ990407 02.9923.C21.ol.gs 


Method 


GENSCAN 


Start 


43 


End 


558 


GI 


none 


Score 


.75 


Exons 


43. .298, 352. .558 






Seq. No. 


14697 


Seq. ID 


OJ990407 


Gene No . 


31303 


Strand 


+ 


Start 


130 


End 


251 


Name 


OJ990407 02.9923.C22.ol.gs 


Method 


GENSCAN 


Start 


130 


End 


251 


GI 


none 


Score 


.67 


Exons 


130. .251 






Seq. No. 


14698 


Seq. ID 


OJ990407 


Gene No . 


31304 


Strand 




Start 


1 


End 


1128 


Name 


OJ990407 02.9923.C24.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1128 


GI- 


4539660 


Score 


1376 


Exons 


1..1128 






GI Descrip. 


(AF061282) polyprotein [Sorghum bicolor] 


Seq. No. 


14698 


Seq. ID 


OJ990407 


Gene No. 


31304 


Strand 




Start 


1 


End 


1128 


Name 


OJ990407 02.9923.C24.o2.tw 


Method 


TBLASTX: 


Start 


21 


End 


409 


GI 


none 


Score 


87 


Exons 


21. .164, 22. .408, 26. .409 






Seq. No. 


14698 


Seq. ID 


OJ990407 


Gene No. 


31304 


Strand 




Start 


1 


End 


1128 


Name 


OJ990407 02.9923.C24.ol.gs 


Method 


GENSCAN 


Start 


23 


End 


1081 


GI 


none 


Score 


.47 


Exons 


23.-652, 897. .1081 







15393 



Seq. No. 14698 Seq. ID 

Gene No. 31304 Strand 

Start 1 End 

Name OJ990407_02 . 9923 . C24 . ol . tm Method 

Start 130 End 

GI none Score 

Exons 130.. 435, 133.. 450, 137.. 448 



OJ990407_02. 9923.C24 
1128 

TBLASTX: Maize 

450 

214 



Seq. No. 14698 

Gene No. 31304 

Start 1 

Name OJ990407JD2 . 9923 . C24 . ol . ts 

Start 367 

GI none 

Exons 367.. 615, 368 .. 622 



Seq. ID OJ990407_02. 9923.C24 
Strand 

End 1128 

Method TBLASTX : Soybean 

End 622 

Score 17 9 



Seq. No. 14698 

Gene No. 31304 

Start 1 

Name OJ9904 07_02 . 9923 .C24 . ol . tw 

Start 415 

GI none 
Exons 



Seq. ID OJ990407_02.9923.C24 
Strand 

End 1128 

Method TBLASTX : Wheat 

End 873 

Score 218 



415. .648, 419. .649, 419. .655, 654. .785, 805. .873 





Seq. No. 


14698 


Seq. ID 


OJ990407 02.9923. 


C24 


Li ! 


Gene No. 


31304 


Strand 






rii 


Start 


1 


End 


1128 






Name 


OJ990407 02.9923.C24.o2.tm 


Method 


TBLASTX: Maize 






Start 


451 


End 


622 




U! 


GI 


none 


Score 


152 




. = ": 

: 

e s: 

rl[ 


Exons 


451. .618, 452. .622, 468. .620 








! 

15 


Seq. No. 


14698 


Seq. ID 


OJ990407_02.9923. 


C24 


o 


Gene No. 


31304 


Strand 






t. c 


Start 


1 


End 


1128 




"A 


Name 


OJ990407 02.9923.C24.o3.tw 


Method 


TBLASTX: Wheat 




15 Si 


Start 


932 


End 


1127 




31 

: i 
'c;f 


GI 


none 


Score 


100 




.5 ^ 


Exons 


932. .1126, 968. .1126, 1053.. 


1127 








Seq. No. 


14698 


Seq. ID 


OJ990407_02. 9923. 


C24 




Gene No. 


31304 


Strand 








Start 


1 


End 


1128 






Name 


OJ990407 02. 9923.C24 .o3.tm 


Method 


TBLASTX :Maize 






Start 


980 


End 


1127 






GI 


none 


Score 


85 






Exons 


980. .1126, 983. .1126, 1032.. 


1127 








Seq. No-. 


14699 


Seq. ID 


OJ990407_02. 9923. 


C25 




Gene No. 


31305 


Strand 


+ 






Start 


147 


End 


946 






Name 


OJ990407 02.9923.C25.ol.np 


Method 


AAT/NAP 






Start 


147 


End 


946 






GI 


6907087 


Score 


696 






Exons 


147. .530, 738. .946 










GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond 


: to 



region of the predicted gene.; hypothetical protein [Oryza 



15394 



sativa] 



Seq. No. 14700 Seq. ID OJ990407_02 . 9923 . C26 

Gene No. 31306 Strand + 

Start 257 End 638 

Name . OJ9904 07_02 . 9923 . C26 . ol . gp Method AAT/GAP 

Start ' * 257 . End 638 

GI uC-osflcyp033a04bl Score 655 

Exons 257.. 638 

GI Descrip. 1 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14700 Seq. ID 

31307 Strand 

186 End 
OJ9904 07_02 . 9923 . C26 . ol . np Method 

18 6 End 

4680186 Score 
186. .406 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990407_02.9923.C26 
406 

AAT/NAP 
406 
245 





Seq. No. 


14701 




Seq. ID 


OJ990407 02.9923 


.C27 




Gene No. 


31308 




Strand 






*s c* 


Start 


1 




End 


2310 




. =: 


Name 


OJ990407 02. 9923.C27.ol 




Method 


AAT/NAP 




llfl 


Start 


1 




End 


2139 




rli 


GI 


4680179 




Score 


1161 






Exons 


1. .980, 1083. .2139 










ui 


GI Descrip. 


(AF111709) polyprotein 


[ Oryza 


sativa ; 


subsD . indical 




; 

'a sr 


Seq. No. 


14701 




Seq. ID 


OJ990407_02.9923 


.C27 


fli 


Gene No. 


31308 




Strand 








Start 


1 




End 


2310 




a 


Name 


OJ990407 02.9923.C27.ol 


.gs 


Method 


GENSCAN 






Start 


118 




End 


2310 




i: 


GI 


none 




Score 


.98 




M« 

. ="r 


Exons 


118. .2310 










; ss; 
'ssl 


Seq. No. 


14701 




Seq. ID 


OJ990407_02.9923 


.C27 


: >s i 


Gene No. 


31309 




Strand 








Start 


2630 




End 


2702 






Name 


OJ990407 02.9923.C27.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


152 




End 


388 






GI 


none 




Score 


146 






Exons 


152. .388, 169. .387 












Seq. No. 


14701 




Seq. ID 


OJ990407_02.9923 


.C27 




Gene No. 


31309 




Strand 








Start 


2630 




End 


2702 






Name 


OJ990407 02. 9923.C27.o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


164 




End 


351 






GI 


none 




Score 


110 






Exons 


164. .319, 166. .351 












Seq. No. 


14701 




Seq. ID 


OJ990407_02.9923 


.C27 




Gene No. 


31309 




Strand 








Start 


2630 




End 


2702 





15395 



Name 


OJ990407 02 . 9923 .C27 . ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


352 ~~ 




End 


766 




GI 


none 




Score 


87 




Exons 


352. .501, 359.. 478, 577 


. . 765, 


584 . . 766 






Seq. No. 


14701 




Seq. ID 


OJ990407J32.9923 


.C27 


Gene No. 


31309 




Strand 






Start 


2630 




End 


2702 




Name 


OJ990407 02 . 9923.C27 . o3 


. tm 


Method 


TBLASTX • Maize 




Start 


626 ~~ 




End 


952 




GI 


none 




Score 


44 




R von s 


626. .709, 628. .951, 811 


. . 945, 


839 . . 952 






Seq. No. 


14701 




Seq. ID 


OJ990407J32.9923 


.C27 


Gene No. 


31309 




Strand 






Start 


2630 




End 


2702 




Name 


OJ990407 02 9923 C27 o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


796 _ 




End 


1137 




GI 


none 




Score 


48 




Exons 


796. .966, 798. .908, 803 


. . 928, 


1039. .1137 




Seq. No. 


14701 




Seq. ID 


OJ990407JD2.9923 


.C27 


Gene No. 


31309 




Strand 


- 




Start 


2630 




End 


2702 




Name 


OJ990407 02 9923 C27 o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1261 — 




End 


1662 




GI 


none 




Score 


240 




Exons 


1261 . . 1662 










Seq. # No. 


14701 




Seq. ID 


OJ990407_02.9923 


.C27 


Gene No. 


31309' 




Strand 






Start 


2630 




End 


2702 




Name 


OJ990407 02 9923 C27 o2 


. tw 


Method 


TBLASTX .-Wheat 




Start 


1543 _ 




End 


1920 




GI 


none 




Score 


59 




Ex on s 


1543 1920, 1802 1903 










Sea No 


14701 




Seq. ID 


OJ990407_02.9923 


. C27 


Gene No. 


31309 




Strand 






Start 


2630 




End 


2702 




Name 


OJ990407 02. 9923.C27.o2 


. np 


Method 


AAT/NAP 




Start 


2630 




End 


2702 




GI 


6002794 




Score 


97 




Exons 


2630. .2702 










GI Descrip. 


(AF149813) unknown [Oryza sativa] 






Seq. No. 


14702 




Seq. ID 


OJ990407_02.9923 


.C28 


Gene No. 


31310 




Strand 


+ 




Start 


161 




End 


451 . 




Name 


OJ990407 02.9923.C28.ol 


.gs 


Method 


GENSCAN 




o Lai. t 


161 




End 


451 




GI 


none 




Score 


.59 




Exons 


161. .451 










Seq. No. 


14702 




Seq. ID 


OJ990407_02.9923 


.C28 


Gene No. 


31311 




Strand 


+ 




Start 


1438 




End 


2515 





15396 



Name OJ990407_02 . 9923 .C28 . o2 .np Method AAT/NAP 

Start 1438 End 2515 

GI 6907088 Score 574 

Exons 1438.. 1575, 1751.. 1989, 2475.. 2515 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 14702 

Gene No. 31312 

Start 1 

Name OJ990407_02 . 9923 . C28 . ol . np 

Start 1 

GI 6002794 

Exons 1. .300 

GI Descrip. (AF149813) unknown [Oryza sativa] 



Seq. ID OJ990407_02.9923.C28 
Strand 

End 300 

Method AAT/NAP 

End 300 

Score 424 



Seq. No. 14702 

Gene No. 31313 

Start 883 

Name OJ990407_02 . 9923 . C28 . o2 . gs 

Start 883 

GI none 

Exons 883.. 956, 1452.. 1542 



Seq. ID OJ990407_02.9923.C28 
Strand 

End 1542 

Method GENSCAN 

End 1542 

Score .58 



Seq. No.: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14703 
31314 
104 

OJ990407_02. 9923.C32.ol.np 
104 

6957720 



Seq. ID OJ990407_02.9923.C32 
Strand + 
End 3702 
Method AAT/NAP 
End 2984 
Score 663 
104. .151, 926. .1154, 2148. .2414, 2661. .2984 

(AC021640) putative mannose-6-phosphate isomerase [Arabidopsis 
thaliana] 



14703 
31314 
104 

OJ9904 07_02. 9923.C32.ol.ts 

927 

none 



Seq. ID OJ990407_02. 9923.C32 

Strand + 

End 3702 

Method TBLASTX : Soybean 

End 2975 

Score 157 



927. .1160, 2131. .2415, 2145. .2420, 2150. .2413, 2188. .2427, 
2657. .2836, 2660. .2728, 2667. .2828, 2847. .2924, 2849. .2911, 
2895. .2975 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14703 
31314 
104 

OJ9904 07_02.9923.C32.ol.gs 

933 

none 



Seq. ID OJ990407_02. 9923.C32 

Strand + 

End 3702 

Method GENSCAN 

End 3702 

Score .69 



933. .1154, 2148. .2414, 2661. .2837, 2896. .3029, 3356. .3512, 
3562.. 3702 



Seq. No. 14703 

Gene No. 31314 

Start 104 

Name OJ990407_02 . 9923 . C32 . ol . tm 

Start 939 



Seq. ID OJ990407_02.9923.C32 

Strand + 

End 3702 

Method TBLASTX: Maize 

End 2324 



15397 




GI 


none 








Score 


244 


Exons 


939. . 1193, 


939. . 


1154, 941. .1204, 2097. 


.2324, 2150. .2323 


Seq. No. 


14703 








Seq. ID 


OJ990407_02.9923.C32 


Gene No. 


31314 








Strand 


+ 


Start 


104 








End 


3702 . 


Name 


OJ990407 02 


. 9923 


.C32.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2145 








End 


2714 


GI 


none 








Score 


375 


Exons 


2145. .2411, 


2159 


. .2401, 


2178 . 


.2411, 2664.. 2714 


Seq. No. 


14704 








Seq. ID 


OJ990407_02.9923.C33 


Gene No. 


31315 








Strand 




Start 


6845 








End 


9044 


Name 


OJ990407 02 


.9923 


,C33.ol 


.np 


Method 


AAT/NAP 


Start 


6845 








End 


9017 


GI 


6715735 








Score 


531 


Exons 


6845. . 6934, 


8178 


. .8539, 


8635. 


.8764, 8864. .9017 


GI Descrip. 


(AC016447) 


putative transcription factor [Arabidopsis thaliana] 


Seq. No. 


14704 








Seq. ID 


OJ990407_02.9923.C33 


Gene No. 


31315 








Strand 




Start 


6845 








End 


9044 


Name 


OJ990407 02 


.9923 


.C33.o2, 


.qs 


Method 


GENSCAN 


Start 


7790 ~ 








End 


9044 


GI 


none 








Score 


.81 


Exons 


7790. .8565, 


8864 


. . 9044 








Seq. No. 


14704 








Seq. ID 


OJ990407_02.9923.C33 


Gene No. 


31316 








Strand 




Start 


9692 








End 


22057 


Name 


OJ990407 02 


.9923 


.C33.ol, 


. tc 


Method 


TBLASTX: Cress 


Start 


8371 








End 


8963 


GI 


none 








Score 


163 


Exons 


8371. .8541, 


8372 


. .8572, 


8634. 


.8765, 8860. .8955, 8862. .8963 


Seq. No. 


14704 








Seq. ID 


OJ990407_02.9923.C33 


Gene No. 


31316 








Strand 




Start 


9692 








End 


22057 


Name 


OJ990407 02 


.9923 


.C33.ol. 


.ts 


Method 


TBLASTX : Soybean 


Start 


8371 








End 


8963 


GI 


none 








Score 


133 


Exons 


8371. .8541, 


8390 


. .8575, 


8634. 


.8765, 8860. .8955, 8862. .8963, 




8874 . .8957 












Seq. No. 


14704 








Seq. ID 


OJ990407_02.9923.C33 


Gene No. 


31316 








Strand 




Start 


9692 








End 


22057 


Name 


OJ990407 ' 02 


.9923 


.C33.o4. 


,tm 


Method 


TBLASTX: Maize 


Start 


8371 ~~ 








End 


8518 


GI 


none 








Score 


127 


Exons 


8371. .8517, 


8372 


. .8518 








Seq. No. 


14704 








Seq. ID 


OJ990407_02.9923.C33 


Gene No. 


31316 








Strand 




Start 


9692 








End 


22057 


Name 


OJ990407 02 


.9923 


.C33.ol. 


, tw 


Method 


TBLASTX: Wheat 



15398 



Start 


8428 


GI 


none 


Exons 


8428. .8541, 8474. .8572, 8634 


Seq. No. 


14704 


Gene No. 


31316 


Start 


9692 


Name 


OJ990407 02.9923.C33.ol.tm 


Start 


8652 


GI 


none 


Exons 


8652.. 8726, 8652.-8765, 8686 




9159.. 9206, 9160.. 9183, 9183 


Seq. No. 


14704 


Gene No . 


31316 


Start 


9692 


Name 


OJ990407 02.9923.C33.o3.gs 


Start 


9692 


GI 


none 


Exons 


9692.. 9710, 9913.. 9934, 1057 




20026. .20062, 20272 20374 , ; 




21300. .21367, 21439 .. 2 1531, 


Sea No . 


14704 


Gene No. 


31316 - • 


Start 


9692 


Name 


OJ990407 02. 9923.C33.o3.tm, 


Start 


20921 


GI 


none 


Exons 


20921. .21034, 2094 5 .. 21040, . 




21439. .21531 


Seq. No. 


14704 


Gene No . 


31316 


Start 


9692 


Name 


OJ990407 02. 9923.C33.o2.np 


Start 


20942 


GI 


4099833 


Exons 


20942. .21033, 21137 21210, 




21681. .21764, 21857 21920, ; 


GI Descrip. 


(U90265) bifunctional nuclea, 


Seq. No. 


14704 


Gene No. 


31316 


Start 


9692 


Name 


OJ990407 02. 9923.C33.o2.tc 


Start 


20942 ~~ 


GI 


none 


Exons 


20942. .21040, 2094 9 21035, : 


Seq. No. 


14704 


Gene No. 


31316 


Start 


9692 


Name 


OJ990407 02.9923.C33.o2.tm 


Start 


21671 


GI 


none 


Exons 


21671. .21766, 21675 .. 21782, : 



End 
Score 



8957 
82 



Seq. ID OJ990407_02.9923.C33 
Strand 

End 22057 

Method" TBLASTX: Maize 

End 9227 

Score 77 



Seq. ID OJ990407_02.9923.C33 
Strand 

End 22057 

Method GEN SCAN 

End 21952 

Score .48 



Seq. ID OJ990407_02.9923.C33 
Strand 

End 22057 

Method TBLASTX : Mai ze 

End 21531 

Score 69 



Seq. ID OJ990407_02.9923.C33 
Strand 

End 22057 

Method AAT/NAP 

End 22057 

Score 453 



Seq. ID OJ990407_02.9923.C33 
Strand 

End 22057 

Method TBLASTX : Cress 

End 21361 

Score 78 



Seq. ID OJ990407_02. 9923.C33 
Strand 

End 22057 

Method TBLASTX : Mai ze 

End 22057 

Score 127 



15399 




21857. .21910, 21858. .21911, 22010 .. 22057 , 22028. .22057 





Seq. No. 


14705 


Seq. ID 


OJ990407 


_02. 9923.C34 




Gene No. 


31317 


Strand 


+ 






Start 


2426 


End 


5849 






Name 


OJ990407 02.9923.C34.o2.gs 


Method 


GENSCAN ' 






Start 


2426 


End ~ 


5849 






GI 


none 


Score 


.59 






Exons 


2426.. 2566, 2668.. 2839, 4283. 


.4384, 4494. .4737, 


5066. .5139, 






5247. .5354, 5815. .5849 










Seq. No. 


14705 


Seq. ID 


OJ990407 


_02.9923.C34 




Gene No. 


31317 


Strand 


+ 






Start 


2426 


End 


5849 






Name 


OJ990407 02.9923.C34.ol.gp 


Method 


AAT/GAP 






Start 


2428 


End 


2843 






GI 


LIB3477-010-P1-K1-K6 


Score 


581 






Exons 


2428.-2566, 2668. .2843 










GI Descrip. 


1 5672 692 /dbj | BAA82696.il 9.0e 


-17 (AB028448) nuclease I [Hordeum 






vulgare] 1 










Seq. No. 


14705 


Seq. ID 


OJ990407_ 


_02.9923.C34 




Gene No. 


31317 


Strand 


+ 




n 


Start 


2426 


End 


5849 




Si 
W 


Name 


OJ990407 02. 9923.C34 .o2.np 


Method 


AAT/NAP 




i!H 


Start 


2444 


End 


5338 






GI 


6715723 


Score 


646 




I'll 


Exons 


2444. .2566, 2668. .2839, 4283. 


.4384, 44 


35. .4633, 


4738. .4830, 


i"l 




4908. .4975, 5066. .5139, 5247. 


.5338 






LlI 


GI Descrip. 


(AC016447) putative bifunctional nuclease [Arabidopsis thaliana] 


ru 


Seq. No. 


14705 


Seq. ID 


OJ990407_ 


_02.9923.C34 




Gene No. 


31317 


Strand 


+ 






Start 


2426 


End 


5849 




■s z ? 


Name 


OJ990407 02. 9923.C34 .o3.gp 


Method 


AAT/GAP 




V : 
- 1 


Start 


5256 


End 


5696 






GI 


702658 


Score 


857 




':!! 


Exons 


5256. .5696 










Seq. No. 


14705 


Seq. ID 


OJ990407_ 


_02.9923.C34 




Gene No. 


31318 


Strand 








Start 


1 


End 


682 






Name 


OJ990407 02.9923.C34.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


655 






GI 


4099833 


Score 


309 






Exons 


1..210, 311. .485, 560. .655 










GI Descrip. 


(U90265) bifunctional nuclease [Zinnia 


elegans] 






Seq. No. 


14705 


Seq. ID 


OJ990407_ 


_02.9923.C34 




Gene No. 


31318 


Strand 








Start 


1 


End 


682 






Name 


OJ990407 02.9923.C34.ol.gs 


Method 


GENSCAN 






Start 


280 


End 


682 






GI 


none 


Score 


.88 






Exons 


280. .485, 502. .682 










Seq. No. 


14705 


Seq. ID 


OJ990407_ 


_02.9923.C34 



15400 



Gene No. 31319 Strand 

Start 3092 End 3192 

Name OJ990407_02 . 9923 . C34 . o2 . gp Method AAT/GAP 

Start 3092 End 3192 

GI LIB3477-003-P1-K1-E9 Score 122 

Exons 3092.. 3192 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


14705 








Seq. ID 


OJ990407_02.9923.C34 


Gphp No. 


31320 








Strand 




Start 


6002 








End 


18227 


Name 


OJ990407 02, 


.9923. 


C34 ,o2 


.tm 


Method 


TBLASTX: Maize 


Start 


128 








End 


5380 


GI 


none 








Score 


67 


Exon s 

i-J -fV 1 X *J 


128. .214, 339. .497, 340 


. . 474 , 


560. .604, 


564. .605, 2494. .2565, 




2495. .2566, 


2665. 


.2841, 


2667 . 


.2840, 4270. .4371, 4271. .4369, 




4276. .4380, 


4495. 


.4626, 


4496. 


.4654, 4729. .4830, 4737. .4832, 




4907. .4975, 


4908. 


.4976, 


4908 . 


.4979, 5029. .5151, 5067. .5147, 




5068. .5148, 


5245. 


.5337, 


5245 . 


.5373, 5246. .5380 


Seq. No. 


14705 








Seq. ID 


OJ990407_02.9923.C34 


Gene No . 


31320 








Strand 




Start 


6002 








End 


18227 


Name 


OJ990407 02. 


.9923. 


C34.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


128 








End 


4567 


GI 


none 








Score 


98 


Exons 


128.. 208, 309.. 497, 322 


. .483, 


554. .601, 


2480. .2620, 2665. .2814, 




4285. .4368, 


4314. 


.4367, 


4484. 


.4549, 4496. .4567 


Seq. No. 


14705 








Seq. ID 


OJ990407_02.9923.C34 


Gene No . 


31320 








Strand 




Start 


6002 








End 


18227 


Name 


OJ990407 02. 


.9923. 


C34.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4899 








End 


5335 


GI 


none 








Score 


66 


Exons 

_J 1 1 


4899. .4973, 


5065. 


.5154, 


5067 . 


.5147, 5245. .5331, 5246. .5335 


Seq. No. 


14705 








Seq. ID 


OJ990407_02.9923.C34 


Gene No. 


31320 








Strand 




Start 


6002 








End 


18227 


Name 


OJ990407 02. 


.9923. 


C34.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5939 








End 


6342 


GI 


none 








Score 


44 


Exons 


5939. .6007, 


5988. 


.6143, 


6002. 


.6142, 6253.. 6342, 6254.. 6337 


Seq. No. 


14705 








Seq. ID 


OJ990407_02.9923.C34 


Gene No. 


31320 








Strand 




Start 


6002 








End 


18227 


Name 


OJ990407 02. 


,9923. 


C34 .ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5960 








End 


6310 


GI 


none 








Score 


37 


Exons 


5960. .6007, 


6001. 


.6138, 


6002. 


.6142, 6003.. 6143, 6253.. 6309, 




6254. .6310 












Seq. No. 


14705 








Seq. ID 


OJ990407_02. 9923.C34 



15401 



Gene No. ' 31320 

Start 6002 

Name OJ9904 07_02 . 9923 . C34 . o3 . ts 

Start 5996 

GI none 

Exons 5996.. 6142, 6033.. 6143, 6253. 
6417. .6452 



Strand 
End 

Method 

End 

Score 



18227 

TBLASTX : Soybean 

6452 

104 



.6345, 6254. .6343, 6416. .6451, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



14705 
31320 
6002 

OJ9904 07_02. 9923.C34 .o3.gs 
6002 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990407 02.9923.C34 



18227 
GEN SCAN 
18227 

none score . 68 

6002. .6140, 6254. .6342, 6422. .6550, 6637. .6720, 6895. .7104, 
7113. .7307, 8226. .8483, 8785. .8916, 8997. .9076, 9179. .9308, 
9396.. 9528, 9636.. 9757, 9872.. 10009, 10753 .. 10938 , 11902 .. 11973, 
12328. .13141, 14463. .14845, 15384 15531 , 15659 .. 15827 , 
18086. .18227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14705 
31320 
6002 

OJ990407_02. 9923. C34 . o4 . tm 

6416 

none 



Seq. ID OJ990407_02.9923.C34 



Strand 
End 

Method 

End 

Score 



18227 

TBLASTX: Maize 

70-18 

168 



6416.. 6550,' 6423.. 6560, 6637.. 6660, 6650.. 6742, 6659.. 6736, 
6823. .6858, 6837. .6854, 6895. .6921, 6957. .7010, 6962. .7018 



Seq. No. 14705 Seq. ID 

Gene No. 31320 Strand 

Start ' 6002 End 

Name OJ990407_02 . 9923 . C34 . o4 . gp Method 

Start 6915 End 

GI none Score 

Exons 6915.. 7029, 7113.. 7275 



OJ990407_02.9923.C34 

18227 
AAT/GAP 
7275 
480 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14705 

31320 

6002 

OJ990 

8020 

none 

8020. 

8256. 

8785. 

8997. 

9183. 

9635. 

9867. 

10744 

12556 



407 02.9923.C34.ol.tm 



Seq. ID 

Strand 

End • 

Method 

End 

Score 



OJ990407 02.9923.C34 



18227 
TBLASTX: 
12726 
41 



Maize 



.8106, 8193. .8300, 8196.. 
.8450, 8256. .8414, 8269.. 
.8916, 8823. .8918, 8990.. 
.9077, 9173. .9310, 9178.. 
.9362, 9381. .9530, 9394.. 
.9757, 9636. .9758, 9636.. 
.10010, 9872.. 10012, 9873 
..10947, 10753. .10950, 11 
..12600, 12561. . 12629, 12 



8249, 8197.. 8250, 
8478, 8269.. 8439, 
9073, 8992.. 9072, 
9318, 9179.. 9271, 
9531, 9395.. 9529, 
9758, 9637.. 9759, 
..10010, 10727. .1 
833.. 11988, 11836 
676.. 12726, 12677 



8243. .8440, 
8785. .8916, 
8997. .9104, 



9181 
9397 
9637 
0948, 
11988, 
12721 



9309, 
9531, 
9759, 



Seq. No. 14705 

Gene No. 31320 

Start 6002 

Name OJ990407_02 . 9923 . C34 . o3 . np 



Seq. ID OJ990407_02. 9923.C34 
Strand 

End 18227 

Method AAT/NAP 



15402 



Start 
GI 

Exons 



-GI Descrip. 



8163 End 12786 

5902390 Score 1020 

8163. .8429, 8785. .8916, 8997. .9076, 9179. .9308, 9396. .9528, 
9636.. 9757, 9872.. 10012, 10753 .. 10938 , 1 1836 .. 11973, 
12328. .12786 

(AC008148) Unknown protein [Arabidopsis thaliana] 

gi I 6453884 |gb|AAF09067.1|AC011663_3 (AC011663) unknown protein 

[Arabidopsis thaliana] 



Seq. No. 14705 

Gene No. 31320 

Start 6002 

Name OJ9904 07_02 . 9923 . C34 . o5 . gp 

Start 8239 

GI 6840_2.R1084 

Exons 8239.-8438, 8785.. 8916, 8997.. 

9636.-9757, 9872.. 10009, 10753 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9076, 9179 
10942 



OJ990407 02.9923.C34 



18227 
AAT/GAP 
10942 
2061 

9308, 



9396. .9528, 



? 5902390/gb|AAD55492.1|AC008148_2 1.0e-105 (AC008148) 
protein [Arabidopsis thaliana] 1 



Unknown 



Seq. No. 14705 
Gene No. 31320 
Start 6002 

Name OJ990407_02 . 9923 . C34 . ol . ts 

Start . 8997 

GI * none 
Exons 



Seq. ID OJ990407_02. 9923.C34 
Strand 
End 

Method 
End 
Score 



18227 

TBLASTX: Soybean 

9949 

99 



8997. .9074, 9189. .9308, 9214. .9309, 9381. .9530, 9400. .9516, 
9635. .9757, 9636. .9758, 9872. .9949, 9873. .9944 



Seq. No. 14705 

Gene No. 31320 

Start 6002 

Name OJ990407_02 . 9923 . C34 . ol . tc 

Start 9396 

GI none 
Exons 



Seq. ID OJ990407_02.9923.C34 
Strand 

End 18227 

Method TBLASTX : Cress 

End 12720 

Score 114 



9396. .9530, 9397. .9552, 9635.-9676, 9695. .9757, 9872. .10012, 
9873.. 10013, 10741. . 10863, 1084 0 .. 10950, 10852 .. 10947 , 
11833. .11973, 11867. . 11989, 12676.. 12720 



Seq. No. 14705 

Gene No. 31320 

Start 6002 

Name OJ9904 07JD2 . 9923 . C34 . o4 . ts 

Start 10873 

GI none 

Exons 10873. .10947, 11833 .. 11979, 11867.. 11956 



Seq. ID OJ990407_02. 9923.C34 



Strand 
End 

Method 

End 

Score 



18227 

TBLASTX : Soybean 
11979 
88 



Seq. No. 14705 Seq. ID 

Gene No. 31320 Strand 

Start 6002 End 

Name OJ9904 07_02 . 9923 . C34 . 06 . gp Method 

Start 12450 End 

GI none Score 

Exons 12450. . 12894 



OJ990407_02.9923.C34 

18227 
AAT/GAP 
12894 
851 



Seq. No. 
Gene No. 



14705 
31320 



Seq. ID 
Strand 



OJ990407 02.9923.C34 



15403 






Start 


6002 


End 


18227 






Name 


OJ990407 02.9923.C34.o7.gp 


Method 


AAT/GAP 






jicii u 


17167 


End 


17231 






Kji. 


uC-osflcypl58c04al 


Score 


91 








17167. .17231 












■ 4581164 /gb | AAD24 647 . 1 1 AC006220_3 2 . Oe 


-17 (AC006220) putati^ 






polyprotein [Arabidopsis thaliana] ' 










14706 


Seq. ID 


OJ990407_02. 9923 


.C36 




riprip No 


31321 


Strand 


+ 






Start 


15 


End 


1149 






Name 


OJ990407_02. 9923.C36.ol.np 


Method 


AAT/NAP 






Start 


1 D 


End 


1149 








6498441 


Score 


1642 








15. .1149 












(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. ( 


AF098806) 


[Oryza sativa] 






Seq. No. 


14706 


Seq. ID 


OJ990407_02.9923 


.C36 




Gene No. 


■31 OOI 
JlJ^ 1 


Strand 


+ 






o Lai l_ 


15 


End 


1149 






Name 


OJ990407 02.9923.C36.ol.gs 


Method 


GENSCAN 




«C3f 




17 


End 


1078 




Ci 

w 




none 


Score 


.74 






17. .1078 








: r 
: ! : 

t s si 


Seq. No. 


14706 


Seq. ID 


OJ990407_02.9923 


C36 




Gene No. 




Strand 


+ 




III 


O Lai l_ 


15 


End 


1149 




i "i 


Mama 


OJ990407 02.9923.C36.ol.tw 


Method 


TBLASTX: Wheat 




I s ! ! 


O Lai. L 


167 


End 


556 




i fcf 


fir 


none 


Score 


54 




:i 

□ 




167. .211, 218. .316, 223. .315 


, 283. .522, 299. .556 






Seq. No. 


14706 


Seq. ID 


OJ990407_02.9923 


C36 


y : 


Gene No. 


31321 


Strand 


+ 




•■ill 


Start 


15 


End 


1149 






LN CHllC 


OJ990407 02.9923.C36.ol.tm 


Method 


TBLASTX: Maize 




a 




206 


End 


454 








none 


Score 


196 








206. .454, 208. .453 












14707 


Seq. ID 


OJ990407_02.9923 


C37 




Gene No. 


31322 


Strand 








Start 


1 


End 


442 






IN diuc 


OJ990407 02.9923.C37.ol.np 


Method 


AAT/NAP 






OLdl U 


1 


End 


442 








5091513 


Score 


582 






Exons 


1. .442 










uescrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


14707 


Seq. ID 


OJ990407_02.9923. 


C37 




Gene No. 


31322 


Strand 








Start 


1 


End 


442 






Name 


OJ990407 02.9923.C37.ol.gs 


Method 


GENSCAN 






Start 


76 


End 


402 





15404 




GI 


none 


Score 


.9 




Exons 


76. .402 








Seq. No. 


14708 


Seq. ID 


OJ990617_09.9922 


.CI 


Gene No. 


31323 


Strand 






Start 


144 


End 


2526 




Name 


OJ990617 09.-9922. CI. ol.gs 


Method 


GENSCAN 




Start 


144 


End 


1826 




GI 


none 


Score 


. 55 




Exons 


144. .1826 








Seq. No. 


14708 


Seq. ID 


OJ990617_09. 9922 


.CI 


Gene No. 


31323 


Strand 






Start 


144 


End 


2526 




Name 


OJ990617 09.9922.Cl.ol.np 


Method 


AAT/NAP 




Start 


147 


End 


2526 




GI 


4680179 


Score 


2588 




Exons 


147. .1906, 2505. .2526 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


14708 


Seq. ID 


OJ990617_09. 9922 


.CI 


Gene No. 


31323 


Strand 






Start 


144 


End 


2526 




Name 


OJ990617 09.9922.Cl.o3.tw 


Method 


TBLASTX : Wheat 




Start 


192 


End 


525 




GI 


none 


Score 


81 '* 




Exons 


192. .524, 213. .374, 244. .525 








Seq. No. 


14708 


Seq. ID 


OJ990617_09.9922 


.CI 


Gene No. 


31323 


Strand 






Start 


144 


End 


2526 




Name 


OJ990617 09.9922.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


387 


End 


972 




GI 


none 


Score 


103 




Exons 


387.. 812, 388.. 585, 402.. 653, 


640. .813, 


810. .971, 817.. 


972 


Seq. No. 


14708 


Seq. ID 


OJ990617_09. 9922 


.CI 


Gene No. 


31323 


Strand 






Start 


144 


End 


2526 




Name 


OJ990617 09.9922.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


525 


End 


1151 




GI 


none 


Score 


40 




Exons 


525. .1151, 526. .585, 534. .1091, 643. .1092 




Seq. No. 


14708 


Seq. ID 


OJ990617_09.9922 


.CI 


Gene No. 


31323 


Strand 






Start 


144 


End 


2526 




Name 


OJ990617 09. 9922.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


1020 


End 


1312 




GI 


none 


Score 


163 




Exons 


1020.. 1310, 1023.. 1310, 1024.. 


1311, 1025.. 1312 




Seq. No. 


14708 


Seq. ID 


OJ990617_09. 9922 


.CI 


Gene No. 


31323 


Strand 






Start 


144 


End 


2526 




Name 


OJ990617 09.9922.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1110 


End 


1370 





15405 



GI 

Exons 



none 

1110. .1370, 1111. 



1359 



Score 



177 



Seq. No. 14708 

Gene No. 31323 

Start 144 

Name OJ990617_09 . 9922 . CI . ol . tc 

Start 1134 

GI none 

Exons 1134.. 1277, 1135.. 1266, 127E 

Seq. No. 14708 

Gene No. 31323 

Start 144 

Name - OJ990617_09 . 9922 . CI . o2 . tw 

Start 1158 

GI none 

Exons 1158.. 1697, 1162.. 1515 



Seq. ID OJ990617_09. 9922. CI 
Strand 

End 2526 

Method TBLASTX : Cress 

End 14 60 

Score 77 
. 1460 

Seq. ID OJ990617_09. 9922. CI 
Strand 

End 2526 

Method TBLASTX : Wheat 

End 1697 

Score 298 



Seq. No. 14708 Seq. ID 

Gene No. 31323 Strand 

Start 144 End 

Name OJ990617_09 . 9922 . CI . o3 . tm Method 

Start 1725 End 

GI none Score 

Exons 1725.. 1907, 1732.. 1875 



OJ990617_09.9922.C1 
2526 

TBLASTX: Maize 

1907 

85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



14708 Seq. ID 

31323 * Strand 

144 End 

OJ990617_09. 9922.Cl.o4 .tw Method 

1725 End 

none Score 

1725. .1907, 1732. .1866 



OJ990617_09.9922.C1 
2526 

TBLASTX: Wheat 

1907 

124 



14709 
31324 
1 

OJ990617_09.9922.C3.o2.np 
1 

6705984 

1. .51, 282. .367, 1721. .1919 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990617_09. 9922.C3 

Strand + 

End 1919 

Method AAT/NAP 

End 1919.., 

Score 121 



14709 Seq. ID 

31325 Strand 

1 End 1162 

OJ990617_j09 . 9922 . C3 . ol . np Method AAT/NAP 

1 End 1162 

2586082 Score 1006 
1. .1162 

(U72725) retrofit [Oryza longistaminata] 



OJ990617 09. 9922. C3 



14709 Seq. ID 

31325 Strand 

1 End 

OJ990617 09.9922.C3.ol.tw Method 



OJ990617_09.9922.C3 
1162 

TBLASTX: Wheat 



15406 






Start 


2 








End 


239 






GI 


none 








Score 


204 






Exons 


2. .238, 9. .239 














Seq. No. 


14709 








Seq. ID 


OJ990617JD9.9922 


.C3 




Gene No. 


31325 








Strand 








Start 


' 1 








End 


1162 






Name 


OJ990617 


09. 9922. C3 


.o2. 


, tm 


Method 


TBLASTX: Maize 






Start 


95 








End 


646 






GI 


none 








Score 


79 






Exons 


95. .238, 


96. .254, 224.. 


331, 


266. . 325, 


527 . . 646 






Seq. No. 


14709 








Seq. ID 


OJ990617J39. 9922 


.C3 




Gene No. 


31325 








Strand 








Start 


1 








End 


1162 






Name 


OJ990617 


09. 9922. C3 


.ol. 


OS 


Method 


GENSCAN 






Start 


97 








End 


1150 






GI 


none 








Score 


. 98 






Exons 


97. .1150 
















Seq. No. 


14709 








Seq. ID 


OJ990617JD9.9922, 


,C3 




Gene No. 


31325 








Strand 








Start 


1 








End 


1162 




Q 


Name 


OJ990617 


09. 9922. C3 


.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


482 








End 


766 




m 


GI 


none 








Score 


75 






Exons 


482. .766, 


608. .751 












□ 

: I 

; ; t 


Seq. No. 


14709 








Seq. ID 


OJ990617_09.9922, 


.C3 


I ~\ 


Gene No. 


31325 








Strand 








Start 


1 








End 


1162 




rll 


Name 


OJ990617 


09. 9922. C3 


.ol. 


tc 


Method 


TBLASTX: Cress 




:3 


Start 


569 








End 


1090 




,5=1 

: sr 


GI 


none 








Score 


77 




*E 


Exons 


569. .943, 


989. .1090 












M« 


Seq. No. 


14709 








Seq. ID 


OJ990617_09.9922, 


,C3 




Gene No. 


31325 








Strand 






Q 


Start 


1 








End 


1162 




.S ~; 

: B 3? 


Name 


OJ990617_ 


09. 9922. C3 


.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


647 








End 


1067 






GI 


none 








Score 


158 






Exons 


647. .943, 


657. .893, 


956. .1066, 957. .1067 






Seq. No. 


14709 








Seq. ID 


OJ990617_09.9922, 


,C3 




Gene No. 


31325 








Strand 








Start 


1 








End 


1162 






Name 


OJ990617 


09. 9922. C3 


.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


767 








End 


1144 






GI 


none 








Score 


233 






Exons 


767. .1144 
















Seq. No. 


14710 








Seq. ID 


OJ990617_09.9922. 


,C4 




Gene No. 


31326 








Strand 


+ 






Start 


1 








End 


114 






Name 


OJ990617 


09. 9922. C4 , 


.ol. 


gp 


Method 


AAT/GAP 






Start 


1 








End 


114 





15407 



GI 5002953 Score 180 

Exons 1 . .114 

GI Descrip. 4 680203/gb | AAD27566 . 1 | AF114 171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



Seq. No. 14711 

Gene No. 31327 

Start 37 

Name OJ990617_09 . 9922 . C5 . ol . gs 

Start 37 

GI none 

Exons 37.. 84 6 



Seq. ID OJ990617_09.9922.C5 
Strand 

End 84 6 

Method GENSCAN 

End 84 6 

Score .95 



Seq. No. 14712 

Gene No. 31328 

Start 480 

Name OJ990617_09 . 9922 . C6 . ol . gs 

Start 480 

GI none 

Exons 480.. 522, 566.-623 



Seq. ID OJ990617_09.9922.C6 
Strand 

End 623 

Method GENSCAN 

End 623 

Score . 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14713 
31329 
1 

OJ990617_09. 9922 .C7.ol.np 
1 

6742729 
1..164, 213. .1366 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990617_09.9922.C7 

Strand + 

End 1379 

Method AAT/NAP 

End 1366 

Score 950 



14713 
31329 
1 

OJ990617_09 . 9922 . C7 . ol . gs 
14 

none 

14. .433, 613. .1245 



Seq. ID OJ990617_09.9922.C7 

Strand + 

End 1379 

Method GENSCAN 

End 1245 

Score . 63 



Seq. No. 14713 

Gene No. 31329 

Start 1 

Name OJ990617_09 . 9922 . C7 . o2 . tw 

Start 182 

GI none 
Exons 



Seq. ID OJ990617_09.9922.C7 

Strand + 

End 1379 

Method TBLASTX : Wheat 

End 556 

Score 183 



182. .412, 211. .411, 448. .537, 449. .556 



Seq. No. 14713 

Gene No. 31329 

Start 1- . 

Name OJ990617_09 . 9922 . C7 . o2 . tm 

Start 188 

GI none 

Exons 188.. 334, 217.. 324, 341.. 403 



Seq. ID OJ990617_09.9922.C7 

Strand + 

End 1379 

Method TBLASTX: Maize 

End 4 03 

Score 166 



Seq. No. 
Gene No. 
Start 



14713 
31329 
1 



Seq. ID OJ990617_09.9922.C7 
Strand + 
End 1379 



15408 




Name OJ990617_09 . 9922 . C7 . ol . gp Method AAT/GAP 

Start 521 End 1320 

GI 5002953 Score 945 

Exons 521.. 651, 910.. 1320 

GI Descrip. 4 680203/gb | AAD27566 . 1 1 AF114 171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



Seq. No. 14713 Seq. ID 

Gene No. 31329 Strand 

Start 1 End 

Name OJ990617J39 . 9922 . C7 . ol . tw Method 

Start 565 End 

GI none Score 

Exons 565.. 1077, 579.. 1025, 1096.. 1161, 1113 
1260.. 1379, 1295.. 1366 



OJ990617_09.9922.C7 
+ 

1379 

TBLASTX: Wheat 

1379 

477 

, . 1160, 1170. . 1256, 



Seq. No. 


14713 


Seq. ID 


OJ990617_09.9922.C7 


Gene No. 


31329 


Strand 


+ 


Start 


1 


End 


1379 


Name 


OJ990617 09.9922.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


576 


End 


891 


GI 


none 


Score 


261 


Exons 


576. .848, 577. .891 






Seq. No. 


14713 


Seq. ID 


OJ990617_09.9922.C7 


Gene No . 


31329 


Strand 


+ 


Start 


1 


End 


1379 


Name 


OJ990617 09.9922.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


822 


End 


1247 


GI 


none 


Score 


205 


Exons 


822. .1025, 826. .1077, 1096.. 


1161, 1113. 


. . 1160, 1170. . 1247 


Seq. No. 


14714 


Seq. ID 


OJ990617_09.9922.C8 


Gene No. 


31330 


Strand 


+ 


Start 


1555 


End 


4876 


Name 


OJ990617 09.9922.C8.ol.gs 


Method 


GENSCAN 


Start 


1555 ' 


End 


4761 


GI 


none 


Score 


.55 


Exons 


1555.. 1684, 1773.. 1820, 1869 


. .2506,- 2965. .3045, 3127.. 3948 




4068. .4201, 4368. .4539, 4645 


. .4761 




Seq. No. 


14714 


Seq. ID 


OJ990617_09.9922.C8 


Gene No. 


31330 ' 


Strand 


+ 


Start 


1555 


End 


4876 


Name 


OJ990617 09.9922.C8.ol.gp 


Method 


AAT/GAP 


Start 


4409 


End 


4876 


GI 


LIB34 31-001-P1-N1-B5 


Score 


625 


Exons 


4409. .4539, 4645. .4876 






GI Descrip. 


'4680203/gb|AAD27566.1|AF114171 7 1 . Oe- 


-39 (AF114171) TNP2- 




protein [Sorghum bicolor] 1 







Seq. No. 14715 Seq. ID OJ990617_09 . 9922 . C9 

Gene No. 31331 Strand + 

Start 626 End 733 

Name OJ990617J39 . 9922 . C9 . ol . gs Method GENSCAN 

Start 626 End 733 

GI none Score .86 



15409 



Exons 



626. .733 



Seq. No. 14715 Seq. ID OJ990617_09 . 9922 . C9 

Gene No. 31332 Strand + 

Start 3814 End 3871 

Name OJ990617_09 . 9922 . C9 . ol . gp Method AAT/GAP 

Start- 3814 End 3871 

GI 2800484 Score 67 

Exons 3814.. 3871 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 7.0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 14715 Seq. ID 

Gene No. 31333 Strand 

Start 5467 End 

Name OJ990617JD9 . 9922 . C9 . o2 . gp Method 

Start 54 67 End 

GI uC-osflM202048cl2bl Score 

Exons 5467.. 5993 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990617_09.9922.C9 
+ 

5993 
AAT/GAP 
5993 
895 



Seq. No. 14715 Seq. ID 

Gene No. 31334 Strand 

Start 6134 End 

Name OJ990617_09 . 9922 . C9 . o3 . gp Method 

Start 6134 End 

GI uC-osroM202024h08al Score 

Exons 6i34..6201 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 5.0e-84 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ990617_09.9922.C9 
+ 

6201 
AAT/GAP 
6201 
78 



Seq. No. 


14715 




Seq. ID 


OJ990617 


_09. 


9922, 


.C9 


Gene No. 


31335 




Strand 


+ 








Start 


6494 




End 


21992 








Name 


OJ990617 09. 9922. C9 


.o2.np 


Method 


AAT/NAP 








Start 


6494 




End 


21992 








GI 


5852175 




Score 


350 








Exons 


6494.. 7024, 10264.. 


10339, 11912.. 12050 


, 12544.. 


12592, 






13167. .13268, 13887 


. .13919, 


21847. .21992 








GI Descrip. 


(AL117265) zhbOOOS. 


1 [Oryza 


sativa] 










Seq. No. 


14715 




Seq. ID 


OJ990617 


_09. 


9922. 


,C9 


Gene No. 


31335 




Strand 


+ 








Start 


6494 




End 


21992 








Name 


OJ990617 09. 9922. C9 


. o4 . gs 


Method 


GENSCAN 








Start 


11446 




End 


12043 








GI 


none 




Score 


.87 








Exons 


11446. .11573, 11809 


. .12043 












Seq. No. 


14715 




Seq. ID 


OJ990617 


_09. 


9922. 


.C9 


Gene No. 


31335 




Strand 


+ 








Start 


6494 




End 


21992 








Name 


OJ990617 09. 9922. C9 


. o4 . gp 


Method 


AAT/GAP 








Start 


12570 




End 


12799 








GI 


101153 1.R1084 




Score 


376 








Exons 


12570. .12799 















15410 



GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. No. 14715 Seq. ID 

Gene No. 31335 Strand 

Start 6494 End 

Name OJ990617_0 9 . 9922 . C9 . o5 . gp Method 

Start 13778 . End 

GI 61605_3.R1084 Score 

Exons 13778. .14101 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



OJ990617_09.9922.C9 
+ 

21992 
AAT/GAP 
14101 
341 



Seq. No. 14715 Seq. ID 

Gene No. 31335 Strand 

Start 64 94 End 

Name OJ990617_09 . 9922 . C9 . o3 . np Method 

Start 14227 End 

GI 6721512 Score 

Exons 14227. .14247, 16155.. 16250 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ990617_09.9922.C9 
+ 

21992 
AAT/NAP 
16250 
52 



Seq. No. 14715 

Gene No. 31336 

Start , 1963 

Name OJ990617_09 . 9922 . C9 . o2 . gs 

Start 1963 

GI none 
Exons 



Seq. ID OJ990617_09.9922.C9 
Strand 

End '■*■ 5218 

Method GENSCAN 

End 5218 

Score .4 



1963. .2244, 2601. .2731, 3031. .3219, 3805. .3860, 5184. .5218 



Seq. No. 14715 Seq. ID 

Gene No. 31337 Strand 

Start 20985 End 

Name OJ990617_09 . 9922 . C9 . 06 . gs Method 

Start 20985 End 

GI none Score 

Exons 20985.. 21797 



OJ990617_09.9922.C9 

21797 
GENSCAN 
21797 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14716 
31338 
1 

OJ990617_09. 9922. C10. ol.np 
1 

4680179 
1..287, 321. .1008 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990617_09. 9922. C10 

Strand + 

End 1008 

Method AAT/NAP 

End 1008 

Score 690 



Seq. No. 14716 

Gene No. 31338 

Start "*■ 1 

Name OJ990617_09 . 9922 . C10 . o2 . tw 

Start 234 

GI none 

Exons 234. .284, 239. .283, 339. .503, 419. .466 



Seq. ID OJ990617 09. 9922. C10 



Strand 
End 

Method 

End 

Score 



+ 

1008 

TBLASTX: Wheat 

503 

65 



Seq. No. 
Gene No. 



14716 
31338 



Seq. ID OJ990617_09. 9922. C10' 
Strand + 



15411 



Start 
Name 
Start 
GI 

Exons 



OJ990617_09 . 9922 . CIO . ol . tm 

342 

none 

342.. 665 



End 

Method 

End 

Score 



1008 

TBLASTX: Maize 

665 

182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



14716 
31338 
1 

OJ990617_09. 9922. CIO. ol.tw 

528 

none 

528. .794, 795. .932, 810. .881, 

14717 
31339 
1 

OJ990617_09. 9922.Cll.ol.np 
1 

4680203 
1. .1232 

(AF114171) TNP2-like protein 

14717 
31339 
1 

OJ990617_09. 9922. Cll. ol.tw 
14 

none 

14. .328, 15. .260, 1038. .1121 

14717 
31339 
1 

OJ990617JD9. 9922. Cll. ol.tm 
54 

none 

54. .326, 56. .331, 476. .541 

14717 
31339 
1 

OJ990617JD9. 9922. Cll. ol.tc 

101 

none 

101. .448, 102. .176, 143. .247, 

14717 
31339 
1 

OJ990617_09. 9922.Cll.ol.ts 

179 

none 

179. .445, 191. .424, 476. .598, 

14717 
31339 



Seq. ID OJ990617_09. 9922. C10 
Strand + 

1008 

TBLASTX: Wheat 
932 
120 



End 

Method 
End 
Score 
866. .925 



Seq. ID OJ990617_09. 9922. Cll 
Strand 

End 1232 

Method AAT/NAP 

End 1232 

Score 914 

[Sorghum bicolor] 

Seq. ID OJ990617_09. 9922. Cll 
Strand 

End " 1232 

Method TBLASTX : Wheat 

End 1121 

Score 192 



Seq. ID OJ990617_09. 9922. Cll 
Strand 

End 1232 

Method TBLASTX :Maize 

End 541 

Score 145 



Seq. ID OJ990617_09. 9922. Cll 
Strand 

End 1232 

Method TBLASTX : Cress 

End 4 52 

Score 59 

198. .257, 294. .452 

Seq. ID OJ990617JD9. 9922. Cll 
Strand 

End 1232 

Method TBLASTX : Soybean 

End 598 

Score 63 

477. .596 

Seq. ID OJ990617J)9. 9922. Cll 
Strand 



15412 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990617_09.9922.Cll.o2.tw 

341 

none 



End 

Method 

End 

Score 



1232 

TBLASTX: Wheat 

787 

44 



341. .439, 341. .448, 476. .787, 477. .638 



14717 
31339 
1 

OJ990617_09.9922.Cll.ol.gs 

4 60 

none 

460.. 639, 803.. 1232 



Seq. ID OJ990617_09.9922.C11 
Strand 

End 1232 

Method GENSCAN 

End 1232 

Score .57 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_ 
+ 

1709 
AAT/NAP 
1709 
41 



09.9922.C12 



14718 
31340 
1 

OJ990617_09.9922.C12.ol.np 
1 

5922636 

1..64, 1036. .1174, 1667. .1709 

(AP000492) ESTs C99517 (E20319) ,AU078130 (E20319) correspond 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA8 5212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



to a 



Seq. No. 


14718 




Seq. ID 


OJ990617JD9, 


. 9922 


.C12 


Gene No. 


31341 




Strand 








Start 


716 




End 


1166 






Name 


OJ990617 09.9922.C12 


. ol . gs 


Method 


GENSCAN 






Start 


716 




End 


1166 






GI 


none 




Score 


.52 






Exons 


716. .807, 888. .1083, 


1092. .1166 








Seq. No. 


14719 




Seq. ID 


OJ990617_09. 


.9922 


.C13 


Gene No. 


31342 




Strand 


+ 






Start 


6277 




End 


6561 






Name 


OJ990617 09.9922.C13 


,o2.gs 


Method 


GENSCAN 






Start 


6277 




End 


6561 






GI 


none 




Score 


.81 






Exons 


6277. .6561 












Seq. No. 


14719 




Seq. ID 


OJ990617_09, 


,9922 


.C13 


Gene No. 


31343 




Strand 








Start 


1 




End 


5294 






Name 


OJ990617 09.9922.C13 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


2966 






GI ' * 


4680179 




Score 


3125 






Exons 


1. . 1850, 1884. .2966 












GI Descrip. 


(AF111709) polyprote. 


in [Oryza 


sativa : 


subsp. indica] 






Seq. No. 


14719 




Seq. ID 


OJ990617_09. 


9922 


.C13 


Gene No. 


31343 




Strand 








Start 


1 




End 


5294 






Name 


OJ990617 09.9922.C13 


.ol .gs 


Method 


GENSCAN 






Start 


84 




End 


5115 







15413 



C T 


none 




R4 1 Sfi'} 1 779 1 Qft9 




^04 4 1 R 




14 / 




J X -J *i J 


Start 


1 - 


Name 


OJ990617 09.9922.C13 


O Lai L 


4 91 9 


PT 

ul 




U 1 v « 

Lxons 


4 Q1 9 R9Q4 


x n A O V T T"\ 

ol UcbCiip • 


1 fini fift a s /Hh-i i npooo S7 1 




UlNfl/ L-l 11. UllUJO UilLG X/ 


Seq. No. 


14719 


Gene No. 


31344 


O Lai L 


7371 


Name 


OTQQnfil 7 HQ QQ99 PI ^ 


O Lax L 


4 / 


fT 
U 1 


none 


Exons 


4 7 4 00 SO 4 00 S 1 


Seq. No. 


14719 


Gene No. 


31344 


o Lai t 


7^71 


Name 


O7QQ0£17 OQ QQ99 r-1 ^ 


o uaiTT, 






none 


Exons 


47 494 47 479 SI 

4 / . . 4 Z 4 , 4 f . • 4 / Z , D ± 


Seq. No. 


14719 


Gene No. 


31344 


OLai L 


7371 


Name 


HTQQ0617 0Q QQ99 pi 7 


o carr. 


9 91 
Z Z x 


TT 

ul 


none 


EjAUI 1 o 


991 4 fifi 999 44 Q 


Seq. No. 


14719 


Gene No. 


31344 . . 


jLai l 


7371 


Name 


PiTQQ0fi17 0Q QQ99 PI ^ 


Of a r*+- 

oiart. 


4^7 
4 J / 




none 


ill AUilo 


4^7 7 SI 4R0 s*30 1 

4.J/../.JX, 40U • i JJU^ 


Seq. No. 


14719 


Gene No. 


31344 




7^71 


Name 


ATQQO£17 OQ QQ99 PI "3 


Start 




GI 


none 


Exons 


473. .775, 489. .773, < 


Seq. No. 


14719 


Gene No. 


31344 


Start 


7371 



Score 



.73 



Seq. ID OJ990617_09.9922.C13 
Strand 

End 5294 

Method AAT/GAP 

End 5294 

Score 700 



Seq. ID OJ990617_09. 9922.C13 
Strand 

End 94 4 6 

Method TBLASTX : Ma i z e 

End 9306 

Score 174 



,9306 



Seq. ID OJ990617_09. 9922.C13 
Strand 

End . 9446 

Method TBLASTX: Wheat 

End 9377 

Score 216 



Seq. ID OJ990617_09. 9922.C13 
Strand 

End 9446 

Method TBLASTX : Soybean 

End 9371 

Score 94 



Seq. ID OJ990617_09. 9922.C13 
Strand 

End 94 4 6 

Method TBLASTX :Maize 

End 94 4 6 

Score 50 

758. .937, 783. .929, 9342. .9446 

Seq. ID OJ990617__09. 9922.C13 
Strand 

End 94 4 6 

Method TBLASTX: Wheat 

End 94 4 6 

Score 267 

9378. .9446 

Seq. ID OJ990617__09.9922.C13 
Strand 

End 94 4 6 



15414 




Name 


OJ990617 09 


.9922 


.C13.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


488 








End 


9446 




GI 


none 








Score 


184 




Exons 


488.-847, 489. .779, 807 


. .845, 


851. .883, 


852. .881, 9393. 


.944 


Seq. No. 


14719 








Seq. ID. 


OJ990617_09.9922 


.C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


. 9922 


.C13.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


824 








End 


1310 




GI 


none 








Score 


272 




Exons 


824 . . 1201, 


867 . . 


1310, 1256.. 1306 






Seq. No. 


14719 








Seq. ID 


OJ990617JD9.9922 


.C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


. 9922 


.C13.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1005 








End 


1295 




GI 


none 








Score 


185 




Exons 


1005 . . 1295, 


1007 


. . 1294 










Seq. No. 


14719 








Seq. ID 


OJ990617_09.9922 


.C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


. 9922 


.C13.o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


1406 








End 


1823 




GI 


none 








Score 


69 




Exons 


1406 . . 1447, 


1475 


. . 1612, 


1476. 


.1589, 1614. .1823, 1615. .1767 


Seq. No. 


14719 








Seq. ID 


OJ990617_09.9922 


.C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


. 9922 


.C13.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


2142 








End 


2500 




GI 


none 








Score 


112 




Exons 


2142 . . 2492 , 


2299 


. .2493, 


2324 . 


.2500 






Seq. No. 


14719 








Seq. ID 


OJ990617_09.9922 


.C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


. 9922 


.C13.o6 


.tm 


Method 


TBLASTX: Maize 




Start 


2187 








End 


2492 




GI 


none 








Score 


90 




Exons 


2187 . . 24 92 , 


2362 


. .2478 










Seq. No. 


14719 








Seq. ID 


OJ990617_09.9922 


.C13 


Gene No. 










Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


.9922 


.C13.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


2527 








End 


2786 




GI 


none 








Score 


109 




Exons 


2527. .2724, 


2529 


. .2726, 


2739. 


.2786 






Seq. No. 


14719 








Seq. ID 


OJ990617JD9.9922 


.C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


. 9922 


,C13.o3 


.gs 


Method 


GENSCAN 





15415 




Start 


7371 








End 


9425 




GI 


none 








Score 


.47 




Exons 


7371. .8657, 


8703 


. . 9425 










Seq. No. 


14719 








Seq. ID 


OJ990617 09.9922. 


C13 


Gene No. 


• 31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


.9922 


.C13.o2 


. np 


Method 


AAT/NAP 




Start 


7374 








End • 


9446 




GI 


4680179 








Score 


2997 




Exons 


7374 . . 9446 














GI Descrip. 


(AF111709) ] 


polyprotein 


[Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


14719 








Seq. ID 


OJ990617_09.9922. 


C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


. 9922 


.C13.o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


7419 








End 


7752 




GI 


none 








Score 


124 




Exons 


7419. .7751, 


7440 


. .7748, 


7483. 


.7752 






Seq. No. 


14719 








Seq. ID 


OJ990617_09.9922. 


C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


. 9922 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


7599 








End 


8198 




GI 


none 








Score 


115 




Exons 


7599. . 8039, 


7614 


. .7877, 


7615. 


.8040, 8037. .8198, 8044. .8190 


Seq. No. 


14719 








Seq. ID 


OJ990617_09.9922. 


C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


. 9922 


.C13.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


7752 








End 


8378 




GI 


none 








Score 


293 




Exons 


7752. .8378, 


7753 


. .8322 










Seq. No. 


14719 








Seq. ID 


OJ990617_09.9922. 


C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


.9922 


.C13.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


8247 








End 


8539 




GI 


none 








Score 


201 




Exons 


8247. .8537, 


8251 


. .8538, 


8378 . 


.8539 






Seq. No. 


14719 








Seq. ID 


OJ990617JD9. 9922. 


C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09 


. 9922 


.C13.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


8337 ~ 








End 


8597 




GI 


none 








Score ' 


153 




Exons 


8337. .8597, 


8338 


. .8592 










Seq. No. 


14719 








Seq. ID 


OJ990617JD9.9922. 


C13 


Gene No. 


31344 








Strand 






Start 


7371 








End 


9446 




Name 


OJ990617 09, 


. 9922 


.C13.01 


. tc 


Method 


TBLASTX :Cress 





15416 



Start 
GI 

Exons 



8361 End 8678 

none Score 85 

8361.. 8504, 8362.. 8502, 8505.. 8678 



Seq. No. 14719 

Gene No. 31344 

Start 7371 

Name OJ990617_09 . 9922 . C13 . o2 . tw 

Start 8385 

GI none ' 

Exons 8385.. 8921, 8386.. 8952 



Seq. ID OJ990617_09.9922.C13 
Strand 

End 94 4 6 

Method TBLASTX : Wheat 

End 8952 

Score 338 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14720 
31345 
1 

OJ990617_09. 9922.C14 .ol.np 
1 

5042447 
1. .588 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990617_09.9922.C14 
Strand 

761 

AAT/NAP 
588 
424 



End 

Method 

End 

Score 



Seq. ID OJ990617_09. 9922 .C14 
Strand 

End 7 61 

Method TBLASTX : Wheat 

End 352 

none Score 112 

2. .259, 3. .260, 237. .290, 256. .351, 257. .352 



14720 
31345 
1 

OJ990617_09. 9922.C14 .ol.tw 
2 



Seq. No. 14720 

Gene No. 31345 

Start 1 

Name OJ990617_09. 9922 . C14 . ol . gs 

Start 250 

GI none 

■Exons 250.. 585, 756.. 761 



Seq. ID OJ990617_09. 9922 .C14 
Strand 

End 7 61 

Method GENSCAN 

End 7 61 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14721 
31346 
1 

OJ990617_09. 9922.C15.ol .np 
1 

2586082 
1..345, 373. .780, 820. .2351 
(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990617_09. 9922.C15 

Strand + 

End 5085 

Method AAT/NAP 

End 2351 

Score 2488 



14721 
31346 
1 

OJ990617_09. 9922.C15.ol.gs 

294 

none 



Seq. ID OJ990617_09. 9922.C15 

Strand + 

End 5085 

Method GENSCAN 

End 5085 

Score .72 



294. .747, 820. .2265, 3056. .3171, 3934. .4031, 4293. .4578, 
4921. .5085 



Seq. No. 
Gene No. 



14721 
31346 



Seq. ID OJ990617_09. 9922.C15 
Strand + 



15417 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



5085 
AAT/NAP 
5058 
280 



OJ990617_09. 9922.C15.o3.np 
3746 
6069646 
3746. .3783, 4065. .5058 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



14721 
31347 
9519 

OJ990617_09. 9922.C15.o3.gs 
9519 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
9519. .9605, 10041. .10103, 102 99 .. 10382, 10654 .. 107 61 , 
10852. .11024, 11774. .11889, 12242 .. 12312, 12400 .. 12462, 
12917. .13018, 13939. . 14214, 14309 .. 14 383, 15058 .. 15076, 
15106. .15188, 15686. . 15895, 17501 .. 17733, 18096 .. 18237 , 
18546. .19118, 19353. .19507, 19561 .. 19592, 19660. .19730 



OJ990617_09.9922.C15 
+ 

19730 
GENSCAN 
19730 
. 68 



14721 
31347 
9519 

OJ990617_09. 9922.C15.o4 . np 

9519 

2501850 



Seq. ID OJ990617_09.9922.C15 

Strand + 

End 19730 

Method AAT/NAP 

End 14899 

Score 1617 



9519. .9605, 10041. .10103, 10299. .10382, 10654. .107 61, 
10852. .11024, 11774 .. 11885, 12232 .. 12312, 12400 .. 124 62, 
12917. .13018, 13756. . 13880, 14004 .. 14 214 , 14309. .14 383, 
14852. .14899 

(AF012823) GDP dissociation inhibitor [Nicotiana tabacum] 



OJ990617_09.9922.C15 
+ 

19730 
AAT/GAP 
9676 
63 



14721 Seq. ID 

31347 Strand 
9519 End 
OJ990617_09. 9922.C15.o2 .gp Method 
9609 End 
53415_1.R1084 Score 
9609. .9676 

1 130897/sp | P20664 | PRI1_M0USE 9.0e-18 DNA PRIMASE SMALL SUBUNIT 

(DNA PRIMASE 49 KD SUBUNIT) (P49) >gi_4234 18_pir D46642 DNA 

primase (EC 2.7.7.-) 4 6K chain - mouse 

>gi_303661_dbj_BAA0274 4 . 1_ (D13544) primase small subunit [Mus 
musculus] 1 



14721 
31347 
9519 

OJ990617_09.9922.C15.o3.gp 

14565 

none 

14565. . 14703 



Seq. ID ,OJ990617_09.9922.C15 

Strand + 

End 19730 

Method AAT/GAP 

End 14703 

Score 274 



Seq. No. 



14721 



Seq. ID OJ990617 09.9922.C15 



15418 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31347 Strand + 

9519 End 19730 

OJ990617_09. 9922.C15.o6.np Method AAT/NAP 
18118 End 19536 

6911848 Score 1173 

18118. .18237, 1854 6. .19118, 19353. .19536 

(AL138649) n-acetylglucosaminyl-phosphatidylinositol-like 
protein [Arabidopsis thaliana] 



Seq. No. 14721 Seq. ID OJ990617_09 . 9922 . C15 

Gene No. 31348 Strand 

Start 9460 End 9724 

Name " OJ990617_09 . 9922 . C15 . ol . gp Method AAT/GAP 

Start 9460 End 9724 

GI uC-osflM202075dl0bl Score 256 

Exons 9460.. 9610, 9700.. 9724 

GI Descrip. 1 3355623/emb | CAA03964 | 1.0e-I7 (AJ000240) partial sequence, 
homology to GDP dissociation inhibitor [Hordeum vulgare] ' 



Seq. No. 


14721 




Seq. ID 


OJ990617_09.9922, 


.C15 


Gene No. 


31349 




Strand 






Start 


13092 




End 


17842 




Name 


OJ990617 09.9922.C15. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


822 




End 


1322 




GI 


5509260 




Score 


418 




Exons 


822. .1322, 944. .1108, 


1150 


. .1281 






GI D'e scrip. 












Seq. No. 


14721 




Seq. ID 


OJ990617_09. 9922. 


.C15 


Gene No. 


31349 




Strand 






Start 


13092 




End 


17842 




Name 


OJ990617 09.9922.C15. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


869 




End 


1121 




GI 


none 




Score 


219 




Exons 


869. .1120, 870. .1121 










Seq. No. 


14721 




Seq. ID 


OJ990617_09.9922. 


,C15 


Gene No. 


31349 




Strand 






Start 


13092 




End 


17842 




Name 


OJ990617 09.9922.C15. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


931 




End 


1208 




GI 


none 




Score 


295 




Exons 


931. .996, 938. .1189, 


939. . 


1208, 1018.. 


1200 





Seq. No. 14721 

Gene No. 3134 9 

Start 13092 

Name OJ990617_09 . 9922 . C15 . o3 . tw 

Start 989 

GI none 
Exons 



Seq. ID OJ990617_09. 9922.C15 
Strand 
End 

Method 
End 
Score 



17842 

TBLASTX: Wheat 

1502 

291 



989. .1117, 990. .1334, 1150. .1215, 1326. .1502 



Seq. No. 14721 Seq. ID OJ990617_09 . 9922 . C15 

Gene No. 31349 Strand 

Start 13092 End 17842 

Name OJ990617__09 . 9922 . C15 . o3 . tm Method TBLASTX :Maize 

Start 1122 End 1568 



15419 



GI none Score 403 

Exons 1122.. 1568 



Seq. No. 14721 Seq. ID 

Gene No. '31349 Strand 

Start 13092 End 

Name OJ990617JD9 . 9922 . C15 . o4 . tc Method 

Start 1389 End 

GI none Score 

Exons 1389.. 1637, 1389.. 1529, 1565.. 1636 



OJ990617_09.9922.C15 
17842 

TBLASTX: Cress 

1637 

196 



Seq. No. 14721 Seq. ID 

Gene No. 31349 Strand 

Start 13092 End 

Name OJ990617_09 . 9922 . C15 . ol . tw Method 

Start 1503 End 

GI none Score 

Exons 1503.. 1940, 1508.. 1939 



OJ990617_09.9922.C15 
17842 

TBLASTX: Wheat 

1940 

473 



Seq. No. 


14721 








Seq. ID 


OJ990617_09.9922 


.CIS 


Gene No. 


31349 








Strand 






Start 


13092 








End 


17842 




Name 


OJ990617 09 


9922. 


C15.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1637 








End 


1829 




GI 


none 








Score 


279 




Exons 


1637. .1828, 


1638. 


.1829 










Seq. No. 


14721 








Seq. ID 


OJ990617_09.9922 


. CIS 


Gene No. 


31349 








Strand 






Start 


13092 








End 


17842 




Name 


OJ990617 09 


9922. 


C15.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


1683 








End 


2327 




GI 


none 








Score 


124 




Exons 


1683. . 1886, 


1896. 


. 1967, 


1977. 


.2099, 2133. .2327 




Seq. No. 


14721 








Seq. ID 


OJ990617_09.9922 


.CIS 


Gene No. 


31349 








Strand 






Start 


13092 








End 


17842 




Name 


OJ990617 09. 


9922. 


C15.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1704 








End 


2381 




GI 


none 








Score 


546 




Exons 


1704. .2318, 


1706. 


. 1831, 


1898. 


.2308, 2352. .2381 





Seq. No. 14721 

Gene No. 31349 

Start 13092 

Name OJ990617_09 . 9922 . CIS . o4 . tm 

Start 1830 

GI none 
Exons 



Seq. ID OJ990617_09. 9922. CIS 
Strand 
End 

Method 
End 
Score 

1830. .1892, 1871. .2005, 1872. .2000, 2006. .2293, 2007. .2294 



17842 

TBLASTX: Maize 

2294 

42 • 



Seq. No. 14721 Seq. ID OJ990617_09 . 9922 . CIS 

Gene No. 31349 Strand 

Start 13092 End 17842 

Name OJ990617_09 . 9922 . CIS . 06 . tm Method TBLASTX : Maize 

Start 4459 End 5049 

GI none Score 81 



15420 



Exons 



4459. .4548, 4603. .4791, 4906. .5049 



Seq. No. 14721 
Gene No. 31349 
Start 13092 

Name OJ990617_09 . 9922 . C15 . ol . tc 

Start 9506 
GI none 
Exons 9506. . 9610, 

10296. .10397 

10654. .10764 

11775. . 11900 

12395. .12472 

13753. .13899 

13966. .14214 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_09.9922.C15 
17842 

TBLASTX: Cress 

14419 

135 



9507. .9611, 10032. .10103, 10038 10106, 



10298. 
10831. 
12226. 
12396. 
13755. 
14297. 



10393, 10653. 

11025, 10860. 

12312, 12231. 

12476, 12914. 

13892, 13765. 

14419, 14308. 



,10763, 10653. .10763, 

,11021, 11774. .11908, 

,12308, 12391. .12471, 

,13024, 12919. .13020, 

,13893, 13935. .14213, 
,14382 



m 

ril 



i :i 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14721 
31349 
13092 

OJ990617_09. 
9512 
none 
9512. . 
10038. 
10653. 
10849. 
11774. 
12240. 
12914. 
13755. 
14005. 



9922.C15.o2. tm 



9607, 
.10103 
.10751 
.11004 
.11908 
.12311 
.12997 
.13892 
.14214 



Seq. ID OJ990617_09. 9922.C15 
Strand 

End 17842 
Method TBLASTX : Maize 
End 14419 
Score 146 
9513. .9611, 10018. .10101, 10038. .10106, 
, 10040. .10105, 10296. .10382, 10298 10387 , 
, 10653. .10760, 10654. .10764, 10831 .. 11025, 
11021, 11766. .11903, 11768 .. 11884 , 
11900, 12226. .12312, 12240 .. 12314 , 
12471, 12399. . 12473, 12 914 .. 13024 , 
13020, 13016. .13063, 13753 138 99, 
13893, 13965. .14087, 13998 14213, 
14419, 14308. .14400 



10857. 
11775. 
12391. 
12919. 
13765. 
14297. 



14721 
31349 
13092 

OJ990617_09. 

9518 

none 

9518. .9607, 



9922.C15.o4.ts 



Seq. ID OJ990617_09. 9922.C15 
Strand 

17842 

TBLASTX : Soybean 
13824 
135 



10040. 
10653. 
10857. 
12234. 
12396. 
13753. 



,10105 
, 10763 
, 11021 
, 12314 
,12491 
,13824 



End 

Method 
End 
Score 

9519. .9611, 10038. .10106, 10038 .. 10103, 

, 10296. .10382, 10298 .. 10387 , 10653 .. 10763, 



10654 
11774 
12237 



,10764, 10831. .11025, 10849, 
,11908, 11775. . 11900, 12226, 



12308, 12388, 
12398. .12472, 12914. 
13755. .13823 



12471, 12391. 
13024, 12919. 



, 11019, 
12312, 
12471, 
13020, 



Seq. No. 14721 
Gene No. 31349 
Starf ; 13092 

Name ' OJ990617_09 . 9922 . C15 . o2 . tw 

Start 10036 
GI none 
Exons 10036. 

10287. 

10653. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_09. 9922.C15 
17842 

TBLASTX: Wheat 

10986 

56 



,10092, 10039. .10092, 1004 0 .. 10099, 1004 4 .. 10106, 
,10382, 10295. .10387, 102 96 .. 10382, 10653 .. 107 60 , 
,10760, 10654. .10764, 10831 .. 1098 6, 10851. .10985 



Seq. No. 



14721 



Seq. ID OJ990617_09. 9922.C15 



15421 



p 



-! i 



'hs? 

III 

Q 

""A 

Li: 



fjpnp Mo 


31349 




Strand 






Start 


13092 




End 


17842 




Name 


OJ990617 09.9922.C15 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12259 




End 


14081 




GI 


none 




Score 


101 




F von 


12259 12312 12261 


. 12311 , 


12391. .12471, 12398. .12472, 






12914 13024 12919 


. 13020, 


1374 4. .13899, 13755. .13892, 






13765 -13893 13966 


.14079, 


13998.. 14081 




Seq. No.* 


14721 




Seq. ID 


OJ990617_09.9922 


. C15 


Gene No. 


31349 




Strand 






Start 


13092 




End 


17842 




Name 


OJ990617 09.9922.C15 


. o5 . np 


Method 


AAT/NAP 




Start 


13092 




End 


17842 




GI 


2415368 




Score 


17 




Exons 


13092. .13154, 15768. 


.15866, 


17568. .17761, 17798. .17842 




GT DosrriD 


(AF015276) protease/reverse 


transcriptase [Volvox carteri] 


Seq. No. 


14721 




Seq. ID 


OJ990617_09.9922 


.C15 


fiifinp No 


31349 




Strand 






Start 


13092 




End 


17842 




Name 


OJ990617 09.9922.C15 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


13825 




End 


14932 




GI 


none 




Score 


102 




F! von s 


13825. .13899, 13830. 


.13892, 


13852. .13890, 13965 .. 14 12 6, 






13966. .14214, 13998. 


.14213, 


14014 . .14229, 14297. .14419, 






14308. .14400, 14834. 


.14932 








Q e^rr No 


14721 




Seq. ID 


OJ990617JD9.9922 


.C15 


Gene No. 


31350 




Strand 






Start 


18130 




End 


18668 




Name 


OJ990617 09.9922.C15 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


18130 




End 


18668 




GI 


none 




Score 


190 




Exon*5 


18130. .18240, 18132. 


.18239, 


18543. .18668, 18543 .. 18659, 






18545. .18661 










Seq. No. 


14721 




Seq. ID 


OJ990617_09.9922 


.C15 : 


Gene No. 


31351 




Strand 






Start 


18632 




End 


19121 




Name 


OJ990617 09.9922.C15 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


18632 




End 


19121 




GI 


none 




Score 


626 




Exons 


18632. .19120, 18632. 


.19114, 


18633. .19121 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



14722 Seq. ID 

31352 Strand 

247 End 
OJ990617_09. 9922.C16.ol.np Method 

247 End 

6911848 Score 

247. .343, 436. .557, 726 



OJ990617JD9. 9922. C16 
+ 

2042 
AAT/NAP 
1192 
425 



829, 940.. 1030, 1103.. 1192 
(AL138 64 9 ) n-acetylglucosaminyl-phosphatidylinositol-like 
protein [Arabidopsis thaliana] 



14722 
31352 



Seq. ID OJ990617_09.9922.C16 
Strand + 



15422 




Start 


247 




End 


2042 




Name 


OJ990617 09 


.9922.C16.ol.gs 


Method 


GENSCAN 




Start 


249 




End 


2042 




GI 


none 




Score 


.6 




Exons 


249. .339, 441. .557, 726. .829, 


1871. .2042 




Seq. No. 


14722 




Seq. ID 


OJ990617_09. 


9922. C16 


Gene No. 


31353 




Strand 


+ 




Start 


10393 




End 


10716 




Name 


OJ990617 09, 


.9922.C16.o4.gs 


Method 


GENSCAN 




Start 


10393 




End 


10716 




GI 


none 




Score 


.72 




Exons 


10393. .10490, 10602. .10716 








Seq. No. 


14722 




Seq. ID 


OJ990617_09. 


9922. C16 


Gene No. 


31354 




Strand 






Start 


513 




End 


5395 




Name 


OJ990617 09. 


.9922.C16.o2.np 


Method 


AAT/NAP 




Start 


513 




End 


5395 




GI 


6433991 




Score 


347 




Exons 


513. .590, 2559. .2659, 2852. .2954, 3029. 


.3172, 3244. 


. 3331, 




4235. .4332, 


4416. .4534, 5132.. 


5241, 5334.. 5395 




GI Descrip. 


(AL132798) makl6-like protein 


[Schizosaccharomyces 


pombe ] 


Seq. No. 


14722 




Seq. ID 


OJ990617_09. 


9922. C16 


Gene No. 


31354 




Strand 






Start 


513 




End 


5395 




Name 


OJ990617 09. 


.9922.C16.ol.gp 


Method 


AAT/GAP 




Start 


1955 




End 


2654 




GI 


27063 1.R10E 


54 


Score 


938 




Exons 


1955. .2344, 


2547. .2654 








GI Descrip. 


*1109826/gb|AAB47596.1| 3.0e-16 (U41534) similar to yeast MAK1 




protein (SP: 


: MK1 6_YEAST, P10962) 


[Caenorhabditis elegans] 1 


Seq. No. 


14722 




Seq. ID 


OJ990617_09. 


9922. C16 


Gene No. 


31354 




Strand 






Start 


513 




End ' 


5395 




Name 


OJ990617 09. 


,9922.C16.o2.gs 


Method 


GENSCAN 




Start 


2297 




End 


5392 




GI 


none 




Score 


.85 




Exons 


2297. .2344, 


2547. .2659, 2852.. 


2954, 3038. .3172, 3244. .3331, 




4235. .4332, 


4416. .4534, 5132.. 


5241, 5334.. 5392 




Seq. No. 


14722 




Seq. ID 


OJ990617_09. 


9922. C16 


Gene No. 


31354 




Strand 






Start 


513 




End 


5395 




Name 


OJ990617 09. 


9922.C16.o2.gp 


Method 


AAT/GAP 




Start 


3046 




End 


4456 




GI 


427797 • 




Score 


640 




Exons 


3046. .3172, 


3244. .3331, 4235. . 


4332, 4416.. 4456 




GI Descrip. 


1109826/gb|AAB47596. 1 | 3.0e-l€ 


i (U41534) 


similar to 


yeast MAK16 




protein (SP: 


MK16_YEAST, P10962) 


[Caenorhabditis elegans] 


Seq. No. 


14722 




Seq. ID 


OJ990617_09. 


9922. C16 


Gene No. 


31355 




Strand 






Start 


6479 




End 


9717 




Name 


OJ990617 09. 


9922.C16.o3.gs 


Method 


GENSCAN 





15423 



Start 
GI 

Exons 



6479 End 9717 

none Score . 61 

6479. .6578, 7627 . .7727 , 7906. .8091, 8416. .8547, 9661. .9717 



Seq. No. 14722 Seq. ID 

Gene No. 31356 Strand 

Start 11332 End 

Name OJ990617_09 . 9922 . CI 6 . o2 . tm Method 

Start 24 6 End 

GI none Score 
Exons 



OJ990617_09.9922.C16 
14723 

TBLASTX: Maize 

978 

150 



246. .395, 247. .342, 438. .560, 440. .571, 450. .560, 725. .841, 
726. .842, 726. .830, 728. .841, 938. .976, 940. .978 



Seq. No. 


14722 










Seq. ID 


OJ990617 


09.9922.C16 


Gene No. 


31356 










Strand 






Start 


11332 










End 


14723 




Name 


OJ990617 09, 


.9922 


.C16.o2. 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


720 










End 


1132 




GI 


none 










Score 


131 




Exons 


720. .: 


842, 734. .8 


41, 938, 


. .1030, 


940.. 1029, 1100. 


.1132, 1102. 


Seq. No. 


14722 










Seq. ID 


OJ990617 


_09.9922.C16 


Gene No. 


31356 










Strand 






Start 


11332 










End 


14723" 




Name 


OJ990617 09. 


.9922 


,C16.ol, 


. tm 


Method 


TBLASTX : 


Maize 


Start 


2541 










End 


5395 




GI 


none 










Score 


79 




Exons 


2541. 


.2660, 


2545 


. .2667, 


2897. . 


2920, 3035.. 3172, 


3062. .3196, 




3073. 


.3174, 


3238 


. .3336, 


3247. . 


3330, 4212. .4331, 


4231. .4332, 




4234. 


.4332, 


4396 


. .4539, 


4416. . 


4535, 5121. .5252, 


5128. .5244, 




5333. 


.5395, 


5334 


. .5381 










Seq. No. 


14722 










Seq. ID 


OJ990617 


_09. 9922.C16 


Gene No. 


31356 










Strand 






Start 


11332 










End 


14723 




Name 


OJ990617 09. 


.9922 


.C16.ol, 


.ts 


Method 


TBLASTX -Soybean 


Start 


2541 










End 


5395 




GI 


none 










Score 


79 




Exons 


2541. 


.2660, 


2545 


. .2667, 


2897. . 


2920, 3035. .3172, 


3062. .3196, 




3073. 


.3174, 


3238 


. .3336, 


3247. . 


3330, 4212. .4331, 


4231. .4332, 




4234. 


.4332, 


4396 


. .4539, 


4416. . 


4535, 5121.. 5252, 


5128. .5244, 




5333. 


.5395, 


5334 


. .5381 











Seq. No. 14722 Seq. ID OJ990617_09 . 9922 . C16 

Gene No. 31356 Strand 

Start 11332 End 14723 

Name OJ990617J39 . 9922 . C16 . o3 . np Method AAT/NAP 

Start 11332 End 14723 

GI 4680182 Score 1222 

Exons ■•" 11332. .11355, 12584 .. 13091 , 13167 .. 1357 6, 1364 6 .. 138 18 , 
13873. . 14723 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 14722 Seq. ID OJ990617JD9 . 9922 . CI 6 

Gene No. 31356 Strand 

Start 11332 End 14723 

Name OJ990617 09 . 9922 . C16 . o3 . tm Method TBLASTX : Maize 



15424 



Start 14202 End 14642 

GI none Score 62 

Exons 14202. .14474, 14380 .. 14463, 14526. .14642 



Seq. No. 14723 Seq. ID OJ990617 

Gene No. 31357 Strand + 

Start 80 End : 276 

Name OJ990617_09 . 9922 . C17 . ol . gs Method GENSCAN 

Start 80 End 276 

GI none Score .89 

Exons 80.. 121, 194.. 276 



09.9922.C17 



Seq. No. 14724 Seq. ID 

Gene No. 31358 Strand 

Start 1 End 

Name OJ990617_09 . 9922 . C19 . ol . np Method 

Start 1 End 

GI 4680186 Score 

Exons 1..39, 167.. 393 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ990617_09.9922.C19 
+ 

393 

AAT/NAP 
393 
325 



Seq. No. 


14724 


Seq. ID 


OJ990617 


_09.9922.C19 


Gene No. 


31358 


Strand 


+ 




Start 


1 ,. 


End- 


393 




Name 


OJ990617 09. 9922.C19.ol.gs 


Method 


GENSCAN 




Start 


286 


End 


346 




GI 


none 


Score 


.45 




Exons 


286. .346 








Seq. No. 


14724 


Seq. ID 


OJ990617 


_09.9922.C19 


Gene No. 


31359 


Strand 






Start 


1 


End 


326 




Name 


OJ990617 09. 9922.C19.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


326 




GI 


uC-osflcyp033a04bl 


Score 


613 




Exons 


1. .326 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


14725 


Seq. ID 


OJ990617 


_09.9922.C20 


Gene No. 


31360 


Strand 


+ 




Start 


673 


End 


1055 




Name 


OJ990617 09.9922.C20.o2.gp 


Method 


AAT/GAP 




Start 


673 


End 


1055 




GI 


uC-osflcyp033a04bl 


Score 


700 




Exons 


673. .1055 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 f 






Seq. No. 


14725 


Seq. ID 


OJ990617 


_09.9922.C20 


Gene No. 


31361 


Strand 






Start 


606 


End 


805 




Name 


OJ990617 09.9922.C20.ol.np 


Method 


AAT/NAP 




Start 


606 


End 


805 




GI 


4680186 


Score 


324 




Exons 


606. .805 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 





15425 




Seq. No. 


14725 






Seq. ID 


OJ990617_09.9922 


.C20 


f^pnp Mo 


31361 






Strand 






Start 


606 






End 


805 




Name 


OJ990617 


09 9922 C20 ol 




Mp t~ Hod 

l IKS U 11UU 


O £j IN O V* 




Start 


653 






End 


713 




GI 


none 






Score 


. 5 




P,v on <=; 


653 . . 713 












Seq. No. 


14726 






Seq. ID 


OJ990617_09.9922 


.C21 


Gene No. 


31362 






Strand 






Start 


1 






End 


3448 






OJ990617 


09.9922.C21.ol 


no 


Method 


AAT/NAP 




J Lai L 


1 






End 


3448 






4680179 






Score 


2966 




Fix nn ^ 


1..75, 448. .3121, 3403. 


. 3448 








VJ -L " -J <-~- -L. -1- £-<• • 


( AF1117GS 


W no 1 vr>T"ot* p i n 

' J \y _i_ y k-/ -i_ e x ii 


[ Or y za 


sativa subsp. indica] 




Seq. No. 


14726 






Seq. ID 


OJ990617_09.9922. 


.C21 


f2c»np ]s]o 


31363 






Strand 


- 






3390 






End 


4184 




Name 


zf y \j \j j. / 


nq QQ99 noi o^ 


. t s 


Method 


TBLASTX : Soybean 




o Lai u 


4 ?4 _ 
*± j *± 






End 


691 




GI 


none 






Score 


198 




F von q 


434 691 












Seq. No. 


14726 






Seq. ID 


OJ990617_09.9922, 


.C21 




31363 






Strand 






Start 


3390 






End 


4184 




Name 


OJ990617 


09 9922 T21 oS 

\J Zs . ZJ ZJ t~ ■ ^ J_ * \J *J 


. tw 


Method 


TBLASTX: Wheat 




Start 


4 34 ~ 






End 


598 




GI 


none 






Score 


107 




F.von c; 


434 598 


449 SR0 4S9 


596 








Seq. No. 


14726 






Seq. ID 


OJ990617_09. 9922. 


,C21 


fipnp No 


31363 






Strand 






Start 


3390 






End 


4184 




Name 


OJ990617 


09.9922.C21.ol 


* nu 


Method - 


TBLASTX .-Maize 




Start 


443 






End 


817 




GI 


none 






Score 


90 




F! von 


443. .817, 


449. .610, 459 


. .764, 


677. .775 






Seq. No. 


14726 






Seq. ID 


OJ990617JD9.9922. 


,C21 


Gpnp No 


31363 






Strand 






Start 


3390 






End 


4184 




Name 


OJ990617 


09.9922.C21.o2 


• L. W 


Method 


TBLASTX: Wheat 




Start 


599 






End 


1000 




GI 


none 






Score 


319 




F 1 von c: 


599. .961, 


600.. 959, 604 


9R1 

. . -7 o x , 


665. .1000 




Seq. No. 


14726 






Seq. ID 


OJ990617_09.9922. 


C21 


Gene No. 


31363 






Strand 






Start 


3390 






End 


4184 




Name 


OJ990617 


09.9922.C21.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


713 






End 


1108 




GI 


none 






Score 


173 




Exons 


713. .964, 


723..9S6, 909 


. .1067, 


1019. .1072, 1029. .1070, 





15426 



1075. .1107, 107 6. .1108, 107.6. .1108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14726 
31363 
3390 

OJ990617_09. 

1019 

none 

1019. . 1462, 

14726 
31363 
3390 

OJ990617_09. 

1049 

none 

1049. .1531, 

14726 
31363 
3390 

OJ990617_09. 

1181 

none 

1181. .1495 



9922.C21.o2.tm 



1224. .1466 



9922.C21.ol.tw 



1052.. 1528, 1092. 



9922.C21.o2. ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
. 1532 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_09. 9922.C21 
4184 

TBLASTX: Maize 

1466 

71 



OJ990617_09.9922.C21 
4184 

TBLASTX: Wheat 

1532 

235 



OJ990617_09. 9922.C21 
4184 

TBLASTX : Soybean 

1495 

198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14726 
31363 
3390 

OJ990617_09. 

1469 

none 

1469. .1660, 

14726 
31363 
3390 

OJ990617_09. 

1664 

none 

1664. .2017 



9922.C21.o4.tm 



1515. . 1622 



9922.C21.o4.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_09. 9922.C21 
4184 

TBLASTX-: Maize 

1660 

106 



OJ990617_09. 9922.C21 
4184 

TBLASTX: Wheat 

2017 

246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14726 
31363 
3390 

OJ990617_09. 

2351 

none 

2351. .2701, 

14726 
31363 
3390 

OJ990617_09. 

2396 

none 

2396. .2701 



9922.C21 .o3.tw 



2507. .2704 



9922.C21.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_09. 9922.C21 
4184 

TBLASTX: Wheat 

2704 

73 



OJ990617_09. 9922.C21 
4184 

TBLASTX: Maize 

2701 

244 



15427 




Seq. No. 


14726 


Seq. ID 


OJ990617_09. 9922 


.C21 


Gene No. 


31363 


Strand 






Start 


3390 


End 


4184 




Name 


OJ990617 09.9922.C21.o6.tw 


Method 


TBLASTX: Wheat 




Start 


2753 


End 


2951 




GI 


none 


Score 


128 




Exons 


2753. .2935, 2754 . .2951 








Seq. No. 


14726 


Seq. ID 


OJ990617_09. 9922 


.C21 


Gene No. 


31363 


Strand 






Start 


3390 


End 


4184 




Name 


OJ990617 09.9922.C21.o2.gs 


Method 


GENSCAN 




Start 


3390 


End 


4184 




GI 


none 


Score 


. 74 




Exons 


3390. .4184 








Seq. No. 


14726 


Seq. ID 


OJ990617_09.9922, 


.C21 


Gene No. 


31363 


Strand 






Start 


3390 


End 


4184 




Name 


OJ990617 09.9922.C21.o2.np 


Method 


AAT/NAP 




Start 


3393 


End 


4184 




GI 


4512231 


Score 


1300 




Exons 


3393. .4184 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


14727 


Seq. ID 


OJ990617_08.9926, 


.CI 


Gene No. 


31364 


Strand 


+ 




Start 


316 


End 


1245 




Name 


OJ990617 08. 9926.Cl.ol.gs 


Method 


GENSCAN 




Start 


316 


End 


1245 




GI 


none 


Score 


.45 




Exons 


316. .485, 1171. .1245 








Seq. No. 


14728 


Seq. ID 


OJ990617_08.9926. 


,C2 


Gene No. 


31365 


Strand 






Start 


563 


End 


653 




Name 


OJ990617 08. 9926.C2.ol.gs ' 


Method 


GENSCAN 




Start 


563 


End 


653 




GI. 


none 


Score 


. 92 




Exons 


563. .653 








Seq. No. 


14729 


Seq. ID 


OJ990617_08.9926, 


,C4 


Gene No. 


31366 


Strand 


+ 




Start 


1 


End 


692 




Name 


OJ990617 08.9926.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


692 




GI 


6498441 


Score 


1116 




Exons 


1. . 692 








GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl . 


(AF098806) 


[Oryza sativa] 




Seq. No. 


14729 


Seq. ID 


OJ990617_08.9926. 


,C4 


Gene No. 


31366 


Strand 


+ 




Start 


1 


End 


692 




Name 


OJ990617 08.9926.C4.ol.gs 


Method 


GENSCAN 





15428 



Start 
GI 

Exons 



15 

none 
15. .601 



End 
Score 



601 
.59 



! if 
U 



ru 

a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14729 
31366 
1 

OJ990617_08. 9926.C4 .ol. tw 

300 

none 

300. .692, 414. .593, 476. .610 

14729 
31366 
1 

OJ990617_08. 992 6.C4.ol.tm 

402 

none 

402. .692, 446. .688, 522. .692 



Seq. ID OJ990617_08.9926.C4 

Strand + 

End 692 

Method TBLASTX: Wheat 

End 692 

Score 277 



Seq. ID OJ990617_08.9926.C4 

Strand + 

End 692 

Method TBLASTX: Maize 

End 692 

Score 332 



14730 
31367 
1 

OJ990617_08 . 992 6.C5.ol.np 
1 

6498441 
1..549, 646. .763 

(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990617JD8. 9926.C5 
Strand 

End 7 63 

Method AAT/NAP 

■ End 7 63 

Score 897 



Seq. No. 


14730 






Seq. ID 


OJ990617_08.9926. 


C5 


Gene No. 


31367 






Strand 






Start 


1 






End 


763 




Name 


OJ990617 


08. 9926. C5. 


. ol . gs 


Method 


GEN SCAN 




Start 


24 






End 


667 




GI 


none 






Score 


.5 




Exons 


24 . . 667*~- 












Seq. No. 


14730 






Seq. ID 


OJ990617JD8. 9926. 


C5 


Gene No. 


31367 






Strand 






Start 


1 






End 


763 




Name 


OJ990617 


08. 9926. C5. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


333 






End 


693 




GI 


none 






Score 


52 




Exons 


333. .416, 


334 . .372, 


435. .689, 


442. . 693 






Seq. No. 


14730 






Seq. ID 


OJ990617_08.9926. 


C5 


Gene No. 


31367 






Strand 






Start 


1 






End 


763 




Name 


OJ990617 


08. 9926. C5. 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


387 






End 


698 




GI 


none 






Score 


219 




Exons 


387. . 698 












Seq. No. 


14730 






Seq. ID 


OJ990617_08. 9926. 


C5 


Gene No. 


31367 






Strand 







15429 




Start 


1 




End 


763 


Name 


OJ990617 08. 9926.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


417 




End 


699 


GI 


none 




Score 


187 


Exons 


417 . . 698, 442. . 699 








Seq. No. 


14731 




Seq. ID 


OJ990617 08.9926 


Gene No. 


31368 




Strand 


+ 


Start 


1 




End 


386 


Name 


OJ990617 08. 9926.C8.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


374 


GI 


5734743 




Score 


245 


Exons 


1..110, 201. .374 








GI Descrip. 


(AC007 651) Hypothetical 


. Protein [Arabidopsis thaliana] 


Seq. No. 


14731 




Seq. ID 


OJ990617_08.9926 


Gene No. 


31368 




Strand 


+ 


Start 


1 




End 


386 


Name 


OJ990617 08. 9926.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


65 




End 


386 


GI 


none 




Score 


62 


Exons 


65. .124, 66. .113, 176.. 


364, 


198. .365, 


198. .386 


Seq. No. 


14731 




Seq. ID 


OJ990617_08. 9926 


Gene No. 


31368 




Strand 


+ 


Start 


1 




End 


386 


Name 


OJ990617 08.9926.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


65 




End 


383 


GI 


none 




Score 


69 


Exons 


65. .124, 66. .113, 159.. 


185, 


176. .364, 


198. .365, 198. .38: 


Seq. No. 


14731 




Seq. ID 


OJ990617_08.9926 


Gene No. 


31368 




Strand 


+ 


Start 


1 




End 


386 


Name 


OJ990617 08.9926.C8.ol. 


gs 


Method 


GENSCAN 


Start 


201 




End 


342 


GI 


none 




Score 


.78 


Exons 


201. .342 








Seq. No. 


14732 




Seq. ID 


OJ990617_08.9926 


Gene No. 


31369 




Strand 




Start 


76 




End 


510 


Name 


OJ990617 08. 9926.C9.ol. 


gs 


Method 


GENSCAN 


Start 


76 




End 


510 


GI 


none 




Score 


.59 


Exons 


76. . 510 








Seq. No. 


14733 




Seq. ID 


OJ990617_08. 9926 


Gene No. 


■31370 




Strand 




Start 


461 




End 


1081 


Name 


OJ990617 08. 9926.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


461 




End 


1081 


GI 


none 




Score 


.84 


Exons 


461. .480, 646. .857, 1047. .1081 




Seq. No. 


14734 




Seq. ID 


OJ990617_08. 9926. 


Gene No. 


31371 




Strand 





15430 




Start 6000 End 6089 

Name OJ990617_08 . 9926. C12 . ol . gp Method AAT/GAP 

Start 6000 End 6089 

GI 69953_1 . R1084 Score 122 

Exons 6000.. 6089 

GI Descrip. ' 5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P068 1F10, complete sequence* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14735 Seq. ID 

31372 Strand 

2017 End 

OJ990617_08.9926.C13.ol.np Method 

2010 End 

2388561 Score 



OJ990617_08.9926.C13 

4414 
AAT/NAP 
4414 
657 



2010. .2180, 2656. .2841, 2951. .3067, 3344. .3498, 4199. .4414 
(AC000098) Similar to Arabidopsis hypothetical protein 
PID:e326839 (gb|Z97337). [Arabidopsis' thaliana] 



□ 
III 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. v No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14735 
31372 
2017 

OJ990617J38. 9926.C13.ol.tm 
2013 
none 
2013. 
2939. 

4201. .4266, 4311. .4358, 4312. .4359 

14735 Seq. ID 

31372 Strand 

2017 End 
OJ990617_08 . 9926.C13.ol.gs Method 

2017 End 

none Score 

2017. .2186, 2656. .2729 



OJ990617_08.9926.C13 
4414 

TBLASTX: Maize 

4359 

87 



,2186, 2091. .2195, 2691. .2777, 2701. .2844, 2764. .2820, 
.3067, 2955. .3068, 2976. .3068, 3341. .3454, 4200... 4301, 



OJ990617_08.9926.C13 

4414 
GENSCAN 
2729 
.95 



Seq. No. 14735 

Gene No. 31372 

Start 2017 

Name OJ990617_08 . 9926 . C13 . ol . ts 

Start 2738 

GI none 

Exons 2738.. 2842, 2764.. 2820, 2939. 

2974. .3069, 3341. .3418, 3439. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617 08.9926.C13 



4414 

TBLASTX: Soybean 
4268 
51 

3067, 2955.. 3068, 2973.. 3068, 
3519, 4200.. 4268, 4201.. 4266 



Seq. No. 14735 
Gene No. 31372 
Start 2017 

Name .. OJ990617_08 . 9926 . C13 . ol . tc 
Start 2773 
GI none 

Exons 2773.. 2820, 2939.. 3067, 2964. 

4200. .4283, 4201. .4275 



OJ990617_08.9926.C13 
4414 

TBLASTX: Cress 

4283 

134 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,3068, 2973. .3068, 3341. .3436, 



Seq. No. 
Gene No. 
Start 



14736 
31373 
70 



Seq. ID 

Strand 

End 



OJ990617 08.9926.C14 



1324 



15431 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



+ 



OJ990617_08. 9926.C14 .ol.np Method AAT/NAP 
70 End 728 

2388561 Score 83 

70. .341, 704. .728 

(AC000098) Similar to Arabidopsis hypothetical protein 
PID:e326839 (gb|Z97337). [Arabidopsis thaliana] 



Seq. ID OJ990617_08. 9926.C14 
Strand 

End 1324 

Method AAT/GAP 

End 1324 

Score 491 



14736 
31373 
70 

OJ990617_08.9926.C14 .ol.gp 
109 

42451_1.R1084 
109. .320, 1249. .1324 

, 5302775/emb|CAB46053.1| 9.0e-40 (Z97337) hypothetical protein 
[Arabidopsis thaliana] ' 





Seq. No. 


14736 








Seq. ID 


OJ990617_08. 9926.C14 




Gene No. 


31374 








Strand 






Start 


3624 








End 


5325 




Name 


OJ990617 08 


9926, 


. C14 . o3 


CI s 


Method 


GENSCAN 




Start 


3624 ~~ 








End 


5325 




GI 


none 








Score 


.42 




Exons 


3624 . . 3763, 


4281 , 


. . 4372, 


5079. 


.5325 




m 


Seq. No. 


14736 








Seq. ID 


OJ990617_08. 9926.C14 


rif 


Gene No. 


31375 








Strand 




Q 


Start 


5228 








End 


5480 


i : I 


Name 


OJ990617 08 


9926 , 


.C14 .ol, 


. ts 


Method 


TBLASTX: Soybean 




Start 


3629 ~~ 








End 


5454 




GI 


none 








Score 


121 


ru 


l^J 1 X o 


3629 3763 


3634 , 


. .3762, 


3639 . 


.3764, 4282. .4356, 5074. .5223, 


n 




5079 5351 


5090 , 


5314 , 


5425 . 


.5454 






Seq. No. 


14736 








Seq. ID 


OJ990617_08. 9926.C14 


Mi 


Gene No. 


31375 








Strand 




. '-\ 


Start 


5228 








End 


5480 




Name 


- OJ990617 08. 


9926. 


.C14.02. 


,gp 


Method 


AAT/GAP 


□ 


Start 


5228 








End 


5480 


: !S ! 

'3 5? 


GI 


3759732 








Score 


227 




Exons 


5228. .5325, 


5427 , 


. .5480 










Seq. No. 


14737 








Seq. ID 


OJ990617_08.9926.C15 




Gene No. 


31376 








Strand 


+ 




Start 


452 








End 


745 




Name 


OJ990617 08. 


9926. 


■ClS.ol. 


,gs 


Method 


GENSCAN 




Start 


452 








End 


745 




GI 


none 








Score 


.73 




.Exons 


452. .745 














Seq. No. 


14738 








Seq. ID 


OJ990617_08. 9926.C16 




Gene No. 


31377 








Strand 


+ 




Start 


56 








End 


218 




Name 


OJ990617 08. 


9926. 


,C16.ol. 


gp 


Method 


AAT/GAP 




Start 


56 








End 


218 




GI 


8231 1.R1084 








Score 


261 




Exons 


56. .218 













15432 




GI Descrip. * 4587563/gb | AAD25794 . 1 | AC006550_2 1.0e-23 (AC006550) Similar to 
gb_U51990 pre-mRNA-spl icing factor hPrpl8 from Homo sapiens. 
ESTs gb_T4 6391 and gb_AA721815 come from this gene. [Arabidopsis 
thaliana] ' 



Seq. No. 


14738 Sea ID 


OJ990617 08 


9926 


.C16 


flpnp No 


31378 - Strand 








Start 


54 2 ' End 


1007 






Name 


OJ990617 08 9926 C16 ol no Method 


AAT/NAP 






Start 


54 2 ~ End 


1007 






GI 


3859568 Score 


85 






Exons 


542. .599, 680. .755, 935. .1007 








GI Descrip. 


(AF098752) unknown [Oryza sativa] 








Sea No 


14739 Seq. ID 


OJ990617_08. 


9926 


. C18 


Gene No . 


31379 Strand 








Start 


37 End 


557 






Name 


OJ990617 08.9926.C18.ol.tm Method 


TBLASTX: Maize 




Start 


1 End 


557 






GI 


none Score 


65 






Rxon s 

*V \-* 1 4 l_> 


1..72, 2. .49, 61. .135, 92. .136, 241. .327, 246. .326, 


504 


557 


Sea No 


14739 Seq. ID 


OJ990617_08. 


9926 


. C18 


fipnp No 


31379 Strand 


- 






Start 


37 ..End 


557 






Name 


OJ990617 08.9926.C18.ol.gs Method 


GENSCAN 






Start 


37 End 


554 






GI 


none Score. 


.8 






Rxon 


37. .141, 244. .330, 503. .554 








Seq. No. 


14740 Seq. ID 


OJ990617_08. 


9926 


. C19 




31380 Strand 








Start 


782 End 


946 






Name 


OJ990617 08.9926.C19.ol.gs Method 


GENSCAN 






Start 


782 End 


946 






GI 


none Score 


.4 






Exons 


782. .946 








Seq. No. 


14741 Seq. ID 


OJ990617_08. 


9926 


.C20 


Cenp No 


31381 Strand 


+ 






Start 


217 End 


405 






Name 


OJ990617 08. 9926.C20.ol.gs Method 


GENSCAN 






Start 


217 End 


405 






GI 


none Score 


.46 






Rxon s 


217. .405 








Seq. No. 


14741 Seq. ID 


OJ990617_08. 


9926 


.C20 


Gene No. 


31382 Strand 








Start 


1 End 


1956 






Name 


OJ990617 08. 9926.C20.ol.np Method 


AAT/NAP 






Start 


1 End 


1933 






GI 


3901268 Score 


305 






Exons 


1..34, 150. .393, 978. .1162, 1258. .1515, 


1719. . 1933 






GI Descrip. 


(AF060173) SV2 related protein [Rattus 


norvegicus] 






Seq. No. 


14741 Seq. ID 


OJ990617_08. 


9926 


.C20 


Gene No. 


31382 Strand 









15433 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990617J38 .9926.C20.ol.gp 
174 

35119_1.R1084 
174. .379, 987. .1034 
'3901268 5.0e-23 (AF060173) 
norvegicus] 1 



End 

Method 

End 

Score 



1956 
AAT/GAP 
1034 
451 



SV2 related protein [Rattus 



14741 
31382 
1 

OJ990617_08 . 9926 . C20 . ol . tm 
1008 
none 

1008.. 1220, 1009. .1221, 1010. 
1315. .1494, 1319. .1516, 1702. .1956, 1719. .1826 



OJ990617_08.9926.C20 
1956 

TBLASTX: Maize 
1956 
92 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1225, 1082. .1225, 1258. .1539, 



Seq. No. 
Gene No. 
Start 
Name 
Start 

U Exons 

Q GI Descrip. 

si 
1.1 I 



Seq. No. 
Gene No. 
U! Start 
h]\ Name 
r 1 1 Start 

:/ GI 

!i s . Exons 

H GI Descrip. 



14741 
31382 
1 

OJ990617_08 .9926.C20.o2.gp 
1708 

64972_1 .R1084 
1708. .1956 

' 586797/sp I P30638 | Y0U1_CAEEL 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_08.9926.C20 

1956 
AAT/GAP 
1956 
366 



3.0e-ll HYPOTHETICAL 59.1 KD 



PROTEIN ZK637.1 IN CHROMOSOME III 1 



14742 
31383 
1 

OJ990617 08. 9926.C21.ol.np 



.416, 1036. .1326, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2636. .2670 



6226936 
1..65, 179 

HYPOTHETICAL 58.3 KD PROTEIN ZK637.1 IN 
gi I 3878108 |emb|CAA80131. 11 (Z22175) pre 
similar to Sugar transporter; cDNA EST 
gene; cDNA EST yk311g8.5 comes from thi 
elegans] gi | 3881675 ! emb | CAA774 60 . 1 | (Zl 
Genefinder; similar to Sugar transporte 



OJ990617_08.9926.C21 

3378 
AAT/NAP 
2670 
261 

CHROMOSOME III 
dieted using Genefinder; 
yk311g8.3 comes from this 
s gene [Caenorhabditis 
1115) predicted using 
r; cDNA EST yk311g8.3 



Seq. No. 


14742 




Seq. ID 


OJ990617_08. 9926. 


C21 


Gene No. 


31383 




Strand 






Start 


1 




End 


3378 




Name 


OJ990617 08.9926.C21.ol. 


.tm 


Method 


TBLASTX : Maize 




Start 


163 




End 


410 




GI 


none 




Score 


274 




Exons 


163. .327, 177. .410, 179, 


. .409, 


183. .410 






Seq. No. 


14742 




Seq. ID 


OJ990617_08. 9926. 


C21 


Gene No. 


31383 




Strand 






Start 


1 




End 


3378 




Name 


OJ990617 08. 9926.C21.ol. 


■ gp 


Method 


AAT/GAP 




Start 


168 




End 


1412 




GI 


64972 1.R1084 




Score 


1106 




Exons 


168. .416, 1035. .1412 











GI Descrip. ' 586797/sp | P30638 | Y0U1_CAEEL 3.0e-ll HYPOTHETICAL 59.1 KD 



15434 



PROTEIN ZK637.1 IN CHROMOSOME III' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



14742 
31383 
1 

OJ990617_08.9926.C21.ol.gs 
247 
- none 



Seq. ID OJ990617_08.9926.C21 
Strand 

End 3378 

Method GENSCAN 

End 1331 

Score .82 



247. .416, 958. .1005, 1036. .1331 



14742 
31383 
1 

OJ990617_08 . 9926 . C21 . o2 . tm 

1086 

none 



Seq. ID OJ990617_08.9926.C21 
Strand 

End 3378 

Method TBLASTX : Maize 

End 1286 

Score 4 6 



1086. .1169, 1141. .1170, 1170. .1286, 1171. .1254 



14742 
31383 
1 

OJ990617_08 . 9926 . C21 . o2 . gs 

2196 

none 



Seq. ID OJ990617_08.9926.C21 
Strand 

End 3378 

Method GENSCAN 

End 3378 

Score . 63 



2196.'. 2571, 2811.. 2928, 2961.. 3195, 3206.. 3378 



Seq. ID OJ990617_08.9926.C22 

Strand + 

End 3657 

Method AAT/GAP 

End 3657 

Score 156 



14743 
31384 
3576 

OJ990617_08.9926.C22.o2.gp 
3576 

41565_1.R1084 
3576. .3657 

*5932548/gb|AAD57003.1 |AC009465_17 4.0e-30 (AC009465) unknown 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ990617_08.9926.C22 
Strand 

End 2271 

Method AAT/GAP 

End 115 

Score 191 



14743 
31385 
1 

OJ990617_08 . 992 6.C22.ol.gp 
1 

8231_1.R1084 
1..115 

'4587563/gb|AAD25794.1|AC006550_2 1.0e-23 (AC006550) Similar to 
gb__U51990 pre-mRNA-splicing factor hPrpl8 from Homo sapiens. 
ESTs gb_T4 6391 and gb_AA721815 come from this gene. [Arabidopsis 
thaliana] ' 



14743 
31385 
1 

OJ990617_08.9926.C22.ol.ts 
1 

none 



Seq. ID OJ990617_08.9926.C2'2 

Strand - 

End 2271 

Method TBLASTX : Soybean 

End 1581 

Score 129 



1..78, 2. .100, 6. .152, 1360. .1581, 1360. .1560 

14743 Seq. ID OJ990617_08 . 9926 . C22 



15435 



Gene No. 31385 Strand 

Start 1 End 2271 

Name OJ990617_08 . 9926 .C22 .ol .np Method AAT/NAP 

Start 1 End 2271 

GI 4587563 Score 797 

Exons 1..118, 1363.. 1956, 2002.. 2271 

GI Descrip. (AC006550) . Similar to gb|U51990 pre-mRNA-splicing factor hPrpl8 
from Homo sapiens. ESTs gb|T46391 and gb|AA721815 come from 
this gene. [Arabidopsis thaliana] 



Seq. No. 14743 

Gene No. 31385 

Start 1 

Name OJ990617_08 . 9926 . C22 . ol 

Start 1 

GI none 

Exons 1..120, 2.. 100, 3.. 119, 
1361. .1441 

Seq. No. 14743 

Gene No. 31385 

Start 1 

Name OJ990617_08 . 9926 . C22 . ol 

Start 2 

GI none 

Exons 2.. 100, 3.. 152, 3.. 119, 
1513. .1578, 1679. .1720, 



Seq. ID OJ990617_08. 9926.C22 
Strand 

End 2271 

.tw Method TBLASTX : Wheat 

End 1470 

Score 183 
1341. .1415, 1355. .1444, 1360. .1470, 



Seq. ID OJ990617_08.9926.C22 
Strand 

End 2271 
.tm Method TBLASTX : Maize 

End 1977 

Score 163 
1360. .1560, 1361. .1570, 14 81. .1588, 
1696. .1725, 1705. .1932, 1708. .1977 



Seq. No. 14743 

Gene No. 31385 

Start 1 

Name OJ990617_08 . 9926 . C22 . ol . gs 

Start 1363 

GI none 

Exons 1363.. 2271 



Seq. ID OJ990617_08.9926.C22 
Strand 

End 2271 

Method GENSCAN 

End 2271 

Score .81 



Seq. No. 14743 

Gene No. 313-85 

Start 1 

Name OJ990617_08 . 9926 . C22 . ol . tc 

Start 1708 

GI none 

Exons 1708.. 1785, 1709.. 1768, 1780. 

Seq. No. 14744 

Gene No. 31386 

Start 83 

Name OJ990617_08 . 9926 . C23 . ol . gs 

Start 83 

GI none 

Exons 83.. 874, 2061.. 2324 



Seq. ID OJ990617_08. 9926.C22 
Strand 

End 2271 

Method TBLASTX : Cress . 

End 2214 

Score 70 
.1929, 2137.. 2214 

Seq. ID OJ990617_08. 9926.C23 

Strand + 

End 2372 

Method GENSCAN 

End 2324 

Score .41 



Seq. No. 14744 Seq. ID OJ990617__08 . 9926 . C23 

Gene No. 31386 Strand + 

Start 83 End 2372 

Name OJ990617_08 . 9926 . C23 . ol . np Method AAT/NAP 

Start 109 End 2348 



15436 




GI 4263521 Score 1007 

Exons 109.. 442, 509.. 874, 2061.. 2348 

GI Descrip. (AC004044) putative WD-repeat protein [Arabidopsis thaliana] 



Seq. No. 


14744 


Seq. ID 


OJ990617 08.9926.C23 


Gene No. 


31386 


Strand a 


+ 


Start 


83 


End 


2372 


Name 


OJ990617 08.9926.C23.ol.gp 


Method 


AAT/GAP 


Start • 


126 


End 


619 


GI 


41565 1.R1084 


Score 


877 


Exons 


126. .619 






GI Descrip. 


•5932548/gb|AAD57003.1|AC009465 17 4.0e-30 (AC009465) unknov 




protein [Arabidopsis thaliana 


] ' 




Seq. No. 


14744 


Seq. ID 


OJ990617 08.9926.C23 


Gene No. 


31386 


Strand 


+ 


Start 


83 


End 


2372 


Name 


OJ990617 08. 9926.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


199 


End 


2312 


GI 


none 


Score 


350 


Exons 


199. .432, 212. .454, 509. .862, 


511. .864, 


590. .757, 721. .864, 




2124. .2312, 2136. .2294 






Seq. No. 


14744 


Seq. ID 


OJ990617_08. 9926.C23 


Gene No. 


31386 


Strand 


+ 


Start 


83 


End 


2372 


Name 


OJ990617 08.9926.C23.o2.ts 


Method 


TBLASTX : Soybean 


Start 


212 


End 


868 


GI 


none 


Score 


220 


Exons 


212. .433, 334. .432, 734. .868 






Seq. No. 


14744 


Seq. ID 


OJ990617_08 . 9926.C23 


Gene No. 


31386 


Strand 


+ 


Start 


83 


End 


2372 


Name 


OJ990617 08.9926.C23.ol.ts 


Method 


TBLASTX : Soybean 


Start 


539 


End 


2372 


GI 


5057942 


Score 


.82 


Exons 


539. .730, 2051. .2341, 2061. .2342, 2078. 


.2302, 2085.. 2372 


GI Descrip. 


426352'1/gb AAD15347 9.0e-38 


(AC004044) 


putative WD-repeat 




protein [Arabidopsis thaliana] 




Seq. No. 


14745 


Seq. ID 


OJ990617_08. 9926.C24 


Gene No. 


31387 


Strand 


+ 


Start 


1788 


End 


3317 


Name 


OJ990617 08.9926.C24.ol.np 


Method 


AAT/NAP 


Start 


1773 


End 


3317 


GI 


3819099 


Score 


417 


Exons 


1773. .2586, 3183. .3317 






GI Descrip. 


(AJ009825) copper amine oxidase [Cicer 


arietinuml 


Seq. No. 


14745 


Seq. ID 


OJ990617_08.9926.C24 


Gene No. 


31387 


Strand 


+ 


Start 


1788 


End 


3317 


Name 


OJ990617 08.9926.C24.ol.gs 


Method 


GENSCAN 


Start 


1788 


End 


2584 


GI 


none 


Score 


.71 


Exons 


1788. .2584 







15437 




Seq. No. 


14745 








Seq. ID 


OJ990617 


_08.9926.C24 




31387 








Strand 


+ 






1788 

X / o o 








End 


3317 






O.TQQ061 7 08 


Q996 


^ *5 • \J X 


. L- v_ 


Method 


TBLASTX : 


Cr e s s 




1866 _ 








End 


2483 




\J X 


nnn » 








Score 


80 




ill AU1 lO 


1866 1 991 

X O \J V • • X ^ ^ X , 


9040 


9171 

. £- X / X , 


9 1 91 

X d. X . 


.2294, 2292. .2483 




Seq. No. 


14745 








Seq. ID 


OJ990617 


_08.9926.C24 


UC11C • 


11 187 

J X J o / 








Strand 


+ 




C+- v-f- 

D L a. XT U 


1 7ft 8 








End 


3317 




Name 


O.TQQ061 7 Oft 


QQ9 6 


P94 n1 


. LS 


Method 


TBLASTX: 


Soybean 


OLdl L. 


1866 _ 

X O O \J 








End 


2381 


O J. 


none 








Score 


105 




Exons 


1 8 66 1 QQ1 

lOOO. . X ,7 ;? X , 


1 Q98 


1 Q87 


9078 


.2293, 2109. .2294, 


99Q9 0"3Q1 


Seq. No. 


14746 








Seq. ID 


OJ990617 


_08.9926.C25 




31388 








Strand 


+ 




Of- a >-•»- 
O Lai L 


1 1 91 

X X ^ X 








End 


2703 




Name 


O.TQQ061 7 08 


QQ9 6 


pot: 


. gs 


Method 


GENSCAN 




Of a -rf 


1191 _ 

X X X 








End 


2703 






none 








Score 


.78 




£j AU11S 


1191 1711 

11^,1 i . X / X X , 


1719 


1 8 4 R 


1 Q1 8 

X .7 X o • 


.2703 






Seq. No. 


14746 








Seq. ID 


OJ990617 


_08.9926.C25 


Gene No. 


31388 








Strand 


+ 




Of- o ri* 


1121 








End 


2703 




Name 


OJ990617 08 


.9926. 


C25.ol 


.np 


Method 


AAT/NAP 




O ldl L 


1218 








End 


2631 




O X 


2244851 








Score 


1100 






1218. .1630, 


1732. 


.1845, 


1918. 


.2631 








(Z97337) amine oxidase 


like protein [Arabidopsis thaliana] 




14746 








Seq. ID 


OJ990617 


_08.9926.C25 


Gene No. 


31389 








Strand 






Start 


3336 








End 


4093 




Name 


OJ990617 08 


992 6. 


C25.ol 


.tc 


Method , 


TBLASTX: 


Cress- ' 


O Lai L 


1222 








End 


2628 




(IT 


none 








Score 


97 




P von Q 


1222. .1284, 


1229. 


.1300, 


1343. 


.1633, 1346. .1459, 


1357. .1572, 




1731. . 1847, 


1732. 


.1848, 


1918.. 


.2094, 2152.. 2220, 


2211. .2621, 




2221. .2628 














Seq. No. 


14746 








Seq. ID 


OJ990617 


__08.9926.C25 


(^on o Kin 


31389 








Strand 






OLal L 


3336 








End 


4093 




Name 


OJ990617 08. 


9926. 


C25.o2 


. ts 


Method 


TBLASTX: 


Soybean 




1229 








End 


1597 


(IT 

\J X 


none 








Score 


83 ' 




Exons 


1229. .1300, 


1346. 


.1597, 


1357. 


.1596 






Seq. No. 


14746 








Seq. ID 


OJ990617 


_08.9926.C25 


Gene No. 


31389 








Strand 






Start 


3336 








End 


4093 




Name 


OJ990617 08. 


9926. 


C25.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1785 








End 


2646 



15438"- 



GI 

Exons 



none Score 89 

1785. .1838, 1786. .1839, 1918. .2094, 2152. .2220, 2220. .2300, 
2221. .2340, 2326. .2646, 2334. .2633 



Seq. No. 


14746 


Seq. ID 


OJ990617 08 9926 


. C25 


Gene No . 


31389 ^. 


Strand 






Start 


3336 


End 


4093 




Name 


OJ990617 08. 992 6.C25.ol.tw 


Met hod 


TBLA^TX • Wheat 

X J— ' J—IAX LwJ X /\ ft fill \w O L- 




Start 


1981 


End 


2310 




GI 


none 


Score 


144 




Exons 


1981. .2094, 2146. .2310, 2148. 


. 2309 






Seq. No. 


14746 


Seq. ID 


OJ990617 08 9926 


. C25 


Gene No . 


31389 


Strand 






Start 


3336 


End 


4093 




Name 


OJ990617 08.9926.C25.o2.gs 


Method 

llv U 11 v\A 


GEN SCAN 

\J 1—1 ll t^s villi 




Start* 


3336 


End 


4093 




GI 


none 


Score 


.74 




Exons 


3336. .3511, 3793..38S9, 3942. 


.4093 






Seq. No. 


14747 


Seq. ID 


OJ990617 08 992 6 


. C26 


Gene No . 


31390 


Strand 


+ 




Start 


4 


End 


5255 




Name 


OJ990617 08.9926.C26.ol.gs 


Method 


\J 1—1 1\ V^lllN 




Start 


4 


End 


5255 




GI 


none 


Score 


. 64 




Exons 


4. .129, 1843. .1960, 3023. .3096, 3950.. 


4025, 4123. .4302, 






4465. .5255 








Seq. No. 


14747 


Seq. ID 


OJ990617_08.9926 


. C26 


Gene No . 


31390 


Strand 


+ 




Start 


4 


End 


5255 




Name 


OJ990617 08.9926.C26.o2.np 


Method 


AAT/NAP 




Start 


4401 


End 


5252 




GI 


5932548 


Score 


715 




Exons 


4401. .5252 








GI Descrip. 


(AC009465) unknown protein [Arabidopsis thaliana] 




Seq. No. 


14747 


Seq. ID 


OJ990617_08.9926 


.C26 


Gene No. 


31390 


Strand , 


+ 




Start 


4 


End 


5255 




Name 


OJ990617 08.9926.C26.ol.gp 


Method 


AAT/GAP 




Start 


4636 


End 


5063 




GI 


5803489 


Score 


800 




Exons 


4636. .5063 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5932548/gb| AAD57003. 1 |AC009465_17 4 . Oe-30 (AC009465) 
protein [Arabidopsis thaliana] 



unknown 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617 08.9926.C26 



14747 
31391 
929 

OJ990617_08.992 6.C2 6.ol.np 
929 

2583130 
929. .3144 

(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



3144 
AAT/NAP 
3144 
800 



15439 




Seq. No. 


14747 








Seq. ID 


OJ990617_08 . 9926 


.C26 


Gene No. 


31392 








Strand 






Start 


5121 








End 


5522 




Name 


OJ990617 08 


.9926. 


,C26.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


2156 








End 


2542 




GI 


none 








Score 


60 




Exons 


2156. .2251, 


2279. 


.2542, 


2346. 


.2510 






Seq. No. 


14747 








Seq. ID 


OJ990617_08 . 9926 


.C26 


Gene No. 


31392 








Strand 






Start 


5121 








End 


5522 




Name 


OJ990617 08 


. 9926. 


C26.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2327 








End 


2689 




GI 


none 








Score 


91 




Exons 


2327. .2659, 


2339. 


.2689, 


2571 . 


.2687 






Seq. No. 


14747 








Seq. ID 


OJ990617_08 . 9926 


.C26 


Gene No. 


31392 








Strand 






Start 


5121 








End 


5522 




Name 


OJ990617 08 


.9926. 


C26.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2414 








End 


2818 




GI 


none 








Score 


160 




Exons 


2414. .2818, 


2439. 


.2765 










Seq. No. 


14747 








Seq. ID 


OJ990617_08.9926 


.C26 


Gene No. 


31392 








Strand 






Start 


5121 








End 


5522 




Name 


OJ990617 08 


.9926. 


C26.o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


2543 








End 


2845 




GI 


none 








Score 


125 




Exons 


2543. .2662, 


2675. 


.2845 










Seq. No. 


14747 








Seq. ID 


OJ990617_08.9926 


.C26 


Gene No. 


31392 








Strand 






Start 


5121 








End 


5522 




Name - 


OJ990617 08 


.9926. 


C26.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


4395 








End 


4790 




GI 


none 








Score 


66 




Exons 


4395. .4460, 


4452. 


.4790, 


4472. 


.4738 






Seq. No. 


14747 








Seq. ID 


OJ990617_08.9926. 


.C26 


Gene No. 


31392 








Strand 






Start 


5121 








End 


5522 




Name 


OJ990617 08 


.9926. 


C26.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4446 








End 


5084 




GI 


none 








Score 


66 




Exons 


4446. .4589, 


4601. 


.4945, 


4602. 


.4982, 4965. .5084 




Seq. No. 


14747 '; 








Seq. ID 


OJ990617_08.9926, 


■ C26 


Gene No. 


31392 








Strand 






Start 


5121 








End 


5522 




Name 


OJ990617 08 


. 9926. 


C2 6.o2. 


. ts 


Method 


TBLASTX: Soybean 




Start 


4896 








End 


5258 




GI 


none 








Score 


296 




Exons 


4896. .5165, 


4896. 


.5108, 


4898. , 


.5164, 5005. .5166, 5150. .5251, 



5175. .5258 



15440 




Seq. No. 


1 A ~1 A ~1 

14747 




Seq. ID 


OJ990617_08.9926.C26 


Gene No. 


31392 




Strand 




Start 


5121 




End 


5522 


Name 


OJ990617 08.9926.C26.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4953 




End 


5261 


GI 


none 




Score 


175 - 


Exons 


4953.. 5108, 4964.. 5107, 


5124. 


.5255, 5202.. 5261 


Seq. No. 


14747 




Seq. ID 


OJ990617_08. 9926.C26 


Gene No. 


31392 




Strand 




Start 


'5121 




hna 


c COO 


Name 


OJ990617 08.9926.C26.o2. 


gp 


Method 


AAT / GAP 


Start 


5121 




End 


5522 


GI 


5803488 




Score 




Exons 


5121. .5522 








Seq. No. 


14748 




Seq. ID 


OJ990617_08.9926.C27 


Gene No. 


31393 




Strand 


+ 


Start 


1195 




End 


1 / bl 


Name 


OJ990617 08.9926.C27.ol. 


gs 


Method 


GENSCAN 


Start 


1195 




End 


17 62 


GI 


none 




Score 


A O 

. 4 o 


Exons 


1195. .1273, 1582. .1762 








Seq. No. 


14 74 9 




Seq. ID 


OJ990617_08.9926.C29 


Gene No. 


31394 




Strand 




Start 


293 




T-l _ J 

hna 


TOO 


Name 


OJ990617 08.9926.C29.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


290 




End 


/-r /- 

ODD 


GI 


none 




Score 


oZ 


Exons 


290. .436, 293. .436, 294. 


.476, 


o n O A A *7 

z 9o . .44 / , 




Seq. No. 


14 74 9 




Seq. ID 


0J99Ud1 / Oo.yyzD.czy 


Gene No. 


31394 




Strand 




Start 


293 




End 


732 


Name 


OJ990617 08.9926.C29.ol. 


gs 


Method 


GENSCAN 


Start 


293 




End 


629 


GI 


none 




Score 


.76 


Exons 


293. .482, 555. .629 








Seq. No. 


14749 




Seq. ID 


OJ990617_08.9926.C29 


Gene No . 


31394 




Strand 




Start 


293 




End 


732 


Name 


OJ990617 08.9926.C29.ol. 


np 


Method 


AAT /NAP 


Start 


293 




End 


732 


GI 


2335108 




Score 


269 


Exons 


293. .482, 555. .732 








GI Descrip. 


(AC002339) putative zinc protease [Arabidopsis thaliana] 


Seq. No. 


14749 




Seq. ID 


OJ990617_08.9926.C29 


Gene No. 


31394 




Strand 




Start 


293 




End 


732 


Name 


OJ990617 08. 9926.C29.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


294 




End 


656 


GI 


none 




Score 


151 


Exons 


294. .476, 298. .480, 312. 


.485, 


528. .653, 


542. .619, 546. .656 



15441 




Seq. No. 


14749 


Seq. ID 


OJ990617_08. 9926.C29 


Gene No . 


31394 


Strand 




Start 


293 


End 


732 


Name 


OJ990617 08.9926.C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


340 


End 


656 


GI 


none 


Score 


154 


Exons 


340. .513, 348. .479, 367. .483, 


371 . . 484 


, 546. . 656, 547 . . 654 


Seq. No. 


14750 


Seq. ID 


OJ990617_08.9926.C30 


Gene No. 


31395 


Strand 




Start 


1 


End 


366 


Name 


OJ990617 08.9926.C30.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


366 


GI 


6630696 


Score 


631 


Exons 


1. .366 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond" 




region of the predicted gene. 


; Similar 


to retrovirus-related 




polyprotein from transposon Tnt 1-94. 


(P10978) [Oryza sativa 


Seq. No. 


14750 


Seq. ID 


OJ990617_08.9926.C30 


Gene No. 


31395 


Strand 




Start 


1 


End 


366 


Name 


OJ990617 08.9926..C30.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


300 


GI 


none 


Score 


222 


Exons 


1..204, 1..210, 2. .211, 2. .217, 226. .300, 227. .295, 240. .299 


Seq. No. 


14750 


Seq. ID 


OJ990617_08.9926.C30 


Gene No . 


31395 


Strand 




Start 


1 


End 


366 


Name 


OJ990617 08. 9926.C30.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


294 


GI 


none 


Score 


122 


Exons 


2. .157, 7. .162, 181. .294, 191 


. .259 




Seq. No. 


14750 


Seq. ID 


OJ990617_08.9926.C30 


Gene No. 


31395 


Strand 




Start 


1 •■ 


End 


366 


Name 


OJ990617 08. 9926.C30.ol.gs 


Method 


GENSCAN 


Start 


35 


End 


201 


GI 


none 


Score 


.48 


Exons 


35. .201 






Seq. No. 


14750 


Seq. ID 


OJ990617_08. 9926.C30 


Gene No. 


31395 


Strand 




Start 


1 


End 


366 


Name 


OJ990617 08.9926.C30.ol.tm 


Method 


TBLASTX: Maize 


Start 


157 


End 


366 


GI 


none 


Score 


177 


Exons 


157. .366, 158. .352, 166. .366 






Seq. No. 


14751 


. Seq. ID 


OJ990617_08.9926.C31 


Gene No. 


31396 


Strand 




Start 


654 


End 


1141 


Name 


OJ990617 08.9926.C31.o2.tw 


Method 


TBLASTX: Wheat 


Start 


165 


End 


516 



15442 



GI 

Exons 



none Score 83 

165. .191, 195. .332, 198. .290, 199. .348, 221. .331, 299. .364, 
299. .364, 307. .366, 375. .446, 376. .444, 472. .516, 484. .516 



Seq. No. 14751 

Gene No. 31396 

Start 654 

Name OJ990617_08 . 9926 . C31 . ol . tm 

Start 460 

GI none 
Exons 



Seq. ID OJ990617_08.9926.C31 
Strand 
End 

Method 
End 
Score 



1141 

TBLASTX: Maize 

783 

43 



460. .504, 462. .485, 511. .654, 551. .643, 552. .644, 562. .648, 
692. .781, 693. .782, 693. .782, 694. .783 



Seq. No. 14751 

Gene No. 31396 

Start 654 

Name OJ990617_08 . 9926 . C31 . ol . gs 

Start 654 

GI none 

Exons 654.. 995 



Seq. ID OJ990617_08.9926.C31 
Strand 

End 1141 

Method GENSCAN 

End 995 

Score .66 



Seq. No. 14751 Seq. ID OJ990617_08 . 9926 . C31 

Gene No. 31396 Strand 

Start 654 End 1141 

Name OJ990617_08 . 9926 . C31 . ol . np Method AAT/NAP 

Start 657 - End 1141 

GI 6630696 Score 798 

Exons 657.. 1141 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


14751 






Seq. ID 


OJ990617_08.9926, 


.C31 


Gene No . 


31396 






Strand 






Start 


654 






End 


1141 




Name 


OJ990617 08 


.9926 


.C31.ol.tw 


Method 


TBLASTX: Wheat 




Start 


793 






End 


1140 




GI 


none 






Score 


'363 




Exons 


793. .1140, 


793. . 


1131, 795.. 


1139 






Seq. No. 


14751 






Seq. ID 


OJ990617_08.9926, 


,C31 


Gene No. 


31396 






Strand 






Start 


654 






End 


1141 




Name 


OJ990617 08 


.9926 


.C31.ol.ts 


Method 


TBLASTX: Soybean 




Start 


921 






End 


1130 




GI 


none 






Score 


96 




Exons 


921. .1130, 


1000. 


.1125 








Seq. No. 


14752 






Seq. ID 


OJ990617_08.9926, 


X33 


Gene No. 


31397 






Strand 






Start 


244 






End 


394 




Name 


OJ990617 08 


.9926 


.C33.ol.gs 


Method 


GENSCAN 




Start 


244 






End 


394 




GI 


none 






Score 


.42 




Exons 


244 . .394 












Seq. No. 


14753 






Seq. ID 


OJ990617_08. 9926. 


.C35 



15443 



iiri 



I s !) 



Gene No . 


31398 


Strand 






Start 


1 


End 


509 




Name 


OJ990617 08.9926.C35.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


509 




GI 


3450841 


Score 


532 




Exons 


1..56, 166.. 323, 436. .509 








GI Descrip. 


3450842 0.0e+00 (AF080436) mitogen activated protein kinase 




ki ns^P rOr"V7^ q ^ 1~ i p 1 
imiiq oc y & □ jcili v a j 








Seq. No. 


1 4 7 


Odlj . X LJ 


O.TQQOfil 7 OR QQ9fi 




Gene No. 


31398 


J Li ul l\JL 






Start 


1 


End 


509 




Name 


OJ990617 08.9926.C35.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


509 




GI 


none 


Score 


67 




Exons 


1 S7 T Sfi 1 fifi ^97 1 fi7 


331, 342. 


.509, 434. .508 




Seq. No. 


1 47S3 

X *i / J J 


Seq. ID 


OJ990617_08.9926, 


.C35 


Gene No. 


31398 


Strand 






Start 


1 


End 


509 




Name 


OJ990617 08.9926.C35.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


509 




GI 


34 50842 


Score 


427 




Ex on s 


1 Sfi 1 fifi d^fi ^DQ 










\nj; uouiJuy mi uuy ell a^LX va Leu 


protein kinase kinase [Oryza 




C O +* 1 1 

o a u x V a. j 








Seq. No. 


14 753 


Seq. ID 


OJ990617_08.9926. 


.C35 


Gene No. 


31398 


Strand 






Start 


1 


End 


509 




Name 


OJ990617 08 9926 C35 ol as 


Method 


GENSCAN 




Start 


15 _ 


End 


309 




GI 


none 


Score 


. 69 




Exons 


15 56 166 309 








Seq. No. 


14753 


Seq. ID 


OJ990617_08.9926, 


,C35 


Gene No. 


31398 


Strand ■ 






Start 


1 


End 


509 




Name 


OJ990617 08 9926 C35 ol tr 


Method 


TBLASTX: Cress 




Start 


157 ~~ 

X *J f 


End 


509 




GI 




Score 


144 




Exons 


1 S7' ^27 1 Sft ^ 1 49D RDQ 


434. .508 






Seq. No. ' 


1 / 7 c: -3 
/ JJ 


Seq. ID 


OJ990617_08.9926. 


,C35 


Gene No. 


31398 


Strand 






Start 


1 


End 


509 




Name 


OJ990617 08-9926. C35.ol.tm 


Method 


TBLASTX: Maize 




Start 


166 


End 


506 




GI 


none 


Score 


126 




Exons 


166.. 342, 167.. 325, 437.. 50.5, 


453. .506 






Seq. No. 


14754 


Seq. ID 


OJ990617_08.9926. 


C36 


Gene No. 


31399 


Strand 






Start 


98 


End 


1351 




Name 


OJ990617 08.9926.C36.ol.gs 


Method 


GENSCAN 




Start 


98 


End 


1348 




GI 


none 


Score 


.8 





15444 



Exons 98.. 178, 485.. 556, 1177.. 1348 



Seq. No. 14754 Seq. ID OJ990617_08 . 9926 . C36 

Gene No. 31399 Strand 

Start 98 End 1351 

Name OJ990617_08 . 9926 . C36 . ol . np Method AAT/NAP 

Start 1177 End 1351 

GI 3319353 Score 97 

Exons 1177.. 1351 

GI Descrip. (AF077407) contains similarity to copper-binding proteins 
[Arabidopsis thaliana] 



Seq. No. 14755 Seq. ID 

Gene No. 31400 Strand 

Start 1 End 

Name OJ990617_08 . 9926 . C38 . o2 . np Method 

Start 1 End 

GI 4680186 Score 

Exons 1. .36, 519. .719 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ990617_08.9926.C38 
+ 

1321 
AAT/NAP 
719 
299 



Seq. No. 14755 Seq. ID 

Gene No. 31400 Strand 

Start 1 End 

Name OJ990617_08 . 9926 . C38 . ol . np Method 

Start 367 End 

GI 5852180 Score 

Exons 367.. 435, 1227.. 1321 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990617_08.9926.C38 
+ 

1321 
AAT/NAP 
1321 
38 



Seq. No. 14755 Seq. ID OJ990617_08 . 9926 . C38 

Gene No. 31401 Strand 

Start 269 End 652 

Name OJ990617_08 . 9926 . C38 . ol . gp Method AAT/GAP 

Start 269 End 652 

GI uC-osflcyp033a04bl Score 673 

Exons 269. . 652 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


14756 




Seq. ID 


OJ990617_08. 9926. 


.C39 


Gene No. 


31402 




Strand 






Start 


302 




End 


1427 




Name 


OJ990617 08.9926.C39.ol 


.np 


Method 


AAT/NAP 




Start 


302 




End 


1427 




GI 


4680179 




Score 


1631 




Exons 


302. .1427 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


14756 




Seq. ID 


OJ990617_08. 9926. 


.C39 


Gene No. 


31402 




Strand 






Start 


302 




End 


1427 




Name 


OJ990617 08.9926.C39.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


347 




End 


691 




GI 


none 




-Score 


115 




Exons 


347. .691, 368. .676, 411 


. .689 









15445 



Seq. No. 14756 

Gene No. 31402 

Start 302 

Name OJ990617_08 . 9926 . C39 . ol . tm 

Start 578 

GI none 

Exons 578.. 682, 694.. 738, 757.. 903, 



Seq. ID OJ990617_08.9926.C39 
Strand 

End 1427 

Method TBLASTX: Maize 

End 1140 

Score 101 

903. .977, 972. .1139, 973. .1140 



Seq. No. 14756 

Gene No. 31402 

Start 302 

Name OJ990617_08 . 9926 . C39 . ol . tw 

Start 694 

GI none 

Exons 694.. 804, 697.. 894, 800.. 889, 



Seq. ID OJ990617_08.9926.C39 
Strand 

End 1427 

Method TBLASTX : Wheat 

End 1304 

Score 43 

867. .1211, 867. .1304, 907. .1248 



Seq. No. 14756 

Gene No. 31402 

Start 302 

Name OJ990617_08.9926.C39.o2.tm 

Start 1173 

GI none 

Exons 1173.. 1424, 1177.. 1425 



Seq. ID OJ990617_08.9926.C39 
Strand 

End 1427 

Method TBLASTX : Mai ze 

End 1425 

Score • 184 



Seq. No. 14756 Seq. = ID 

Gene No. 31402 Strand 

Start 302 End 

Name OJ990617_08 . 9926 . C39 . ol . ts Method 

Start 1263 End 

GI none Score 

Exons 1263.. 1427, 1264.. 1398 



OJ990617_08.9926.C39 
1427 

TBLASTX : Soybean 

1427 

111 



Seq. No. 14756 Seq. ID 

Gene No. 31402 Strand 

Start 302 End 

Name OJ990617_08 . 992 6 . C39 . o3 . tw Method 

Start 1311 End 

GI none Score 

Exons 1311.. 1427, 1312.. 1422 



OJ990617_08.9926.C39 
1427 

TBLASTX: Wheat 

1427 

109 



Seq. No. 14757 

Gene No. 31403 

Start 1 

Name OJ990617_08 . 9926 . C4 0 . ol . np 

Start 1 

GI 4680179 

Exons 1..2133, 2167.. 3234 

GI Descfip. (AF111709) polyprotein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_08. 9926.C40 

3234 
AAT/NAP 
3234 
3498 



sativa subsp. indica] 



Seq. No. 14757 Seq. ID 

Gene No. 31403 Strand 

Start 1 End 

Name OJ990617_08 . 9926 . C40 . 06 . tw Method 

Start 1 End 

GI none Score 

Exons 1..231, 13.. 207, 50.. 232 



OJ990617_08.9926.C40 
3234 

TBLASTX: Wheat 

232 

89 



15446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14757 
31403 
1 

OJ990617_08.9926.C40.ol.gs 
61 

none 

61.. 1868, 2055.. 3084 

14757 
31403 
1 

OJ990617_08 .9926.C40.ol.tw 

232 
none 

232. .735, 314. .703 

14757 
31403 
1 

OJ990617_08.9926.C4 0.ol.tm 

301 

none 

301. .663, 310. .663, 314. .664 

14757 
31403 
1 

OJ990617_08 .9926.C40.o2.ts 

484 

none 

484. .729, 584. .712 



Seq. ID OJ990617_08.9926.C40 
Strand 

End 3234 

Method GENSCAN 

End 3084 

Score .81 



Seq. ID OJ990617_08.9926.C40 
Strand 

End 3234 

Method TBLASTX : Wheat 

End 735 

Score 354 



Seq. ID OJ990617_08.9926.C40 
Strand 

End 3234 

Method TBLASTX : Mai ze 

End 664 

Score 169 



Seq. ID OJ990617_08.9926.C40 
Strand 

End 3234 

Method TBLASTX : Soybean 

End 729 

Score 64 



Seq. No. 14757 

Gene No. 31403 

Start 1 

Name OJ990617_08 . 9926 . C40 . o2 . tm 

Start 700 

GI none 
Exons 



Seq. ID OJ990617_08 . 9926.C40 
Strand 

End 3234 

Method TBLASTX : Mai ze 

End 1200 

Score 52 



700. .1014, 743. .793, 821. .874, 1021. .1200, 1046. .1192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



14757 
31403 
1 

OJ990 617_08 . 9926 . C4 0 . o3 . tw 

736 

none 



Seq. ID OJ990617_08. 9926.C40 
Strand 

End 3234 

Method TBLASTX : Wheat 

End 1038 

Score 271 



736. .1038, 752. .1036, 957. .1037 



14757 
31403 
1 

OJ990 617_08. 992 6.C40.ol.ts 

751 
none 



Seq. ID OJ990617_08.9926.C40 
Strand 

End 3234 

Method TBLASTX : Soybean 

End 1146 

Score 203 



751. .1110, 752. .1042, 1070. .1108, 1114. .1146, 1115. .1144 
14757 Seq. ID OJ990617_08 . 9926 . C40 



15447 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31403 
1 

OJ990617_08. 

1087 

none 

1087. .1464, 

14757 
31403 
1 

OJ990617JD8. 

1268 

none 

1268. .1459, 

14757 
31403 
1 

OJ990617_08. 

1684 

none 

1684. .1851, 

14757 
31403 
1 

OJ990617_08. 

1789 

none 

1789. .2142 



9926.C40.o2.tw 
1130. .1465, 1519. 

9926.C40.o3.tm 
1270.. 1461, 1270. 

9926.C40.o5.tw 
1739.. 1852, 1897. 

9926.C40.o5.tm 



Strand 
End 

Method 
End 
Score 
.1569 



3234 

TBLASTX: Wheat 

1569 

222 



Seq. ID OJ990617_08.9926.C40 
Strand 

3234 

TBLASTX: Maize 
1557 
133 



End 

Method 
End 
Score 
.1557 



Seq. ID OJ990617_08. 9926.C40 
Strand 

End 3234 

Method TBLASTX : Wheat 

End 2106 

Score 73 
.2106, 1898.. 2050 

Seq. ID OJ990617_08.9926.C40 
Strand 

End 3234 

Method TBLASTX : Mai ze 

End 2142 

Score 192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14757 
31403 
1 

OJ990617_08, 

2422 

none 

2422. .2652 



9926.C40.o7.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_08.9926.C40 
3234 

TBLASTX: Wheat 

2652 

171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



14757 
31403 
1 

OJ990617_08. 

2467 

none 

2467. .2772, 

14757 
31403 
1 

OJ990617_08, 

2653 

none 

2653. .3015, 

14758 
31404 



9926.C40.o4 . tm 



2642. .275E 



9926.C40.o4.tw 



2654 . .3013 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 



OJ990617_08.9926.C40 
3234 

TBLASTX: Maize 

2772 

90 



OJ990617_08.9926.C40 
3234 

TBLASTX: Wheat 

3015 

149 



OJ990617 08.9926.C41 



15448 



Start 


100 


End 


260 








Name 


OJ990617 08 . 9926.C41 . ol .gs 


Method 


GENSCAN 








Start 


100 ~ 


End 


260 








GI 


none 


Score 


.41 








Exons 


100. .260 












Seq. No. 


14759 


Seq. ID 


OJ990617 


_08. 


9926. 


,C4 


Gene No. 


31405 


Strand 


+ 








Start 


495 


End 


548 








Name 


OJ990617 08 . 9926 .C42 .ol .gs 


Method 


GENSCAN 








Start 


495 ~~ 


End 


548 








GI 


none 


Score 


.77 








Exons 


495. . 548 












Seq. No. 


14760 


Seq. ID 


OJ990617 


08. 


9926, 


,C4 


Gene No. 


31406 


Strand 










Start 


1 


End 


475 








Name 


OJ990617 08.9926.C44.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


475 








GI 


14616 1.R1084 


Score 


922 








Exons 


1. .475 












GI Descrip. 


, 4 521193/dbj | AB0134 50 . 1 1 AB0134 50 l.Oe- 


99 Oryza 


sativa DNA, 




similar sequence to Pib gene' 













.i Cl 

I U 



!.-! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14,760 
31406 
1 

OJ990617JD8. 9926.C4 4.o2. tm 
9 

none 



Seq. ID OJ990617_08. 9926.C44 
Strand 

End 475 

Method TBLASTX: Maize 

End 298 

Score 166 



9. .125, 10. .126, 12. .137, 59. .139, 150. .236, 155. .244, 156. .242, 
219. .269, 224. .298 



14760 
31407 
821 

OJ990617_08. 992 6.C4 4 .ol.tm 

821 

none 

821. .1090, 825. .1088 



Seq. ID OJ990617_08.9926.C44 
Strand 

End 1090 

Method TBLASTX: Maize 

End 1090 

Score 248 



14761 
31408 
143 

OJ990617_08. 992 6.C45.ol.np 
136 

2388561 
136. .303 

(AC000098) Similar to Arabidopsis hypothetical protein 
PID:e326839 (gb|Z97337). [Arabidopsis thaliana] 



Seq. ID OJ990617_08.9926.C45 
Strand 

End 325 

Method AAT/NAP 

End 303 

Score 120 



Seq. No. 14761 

Gene No. 31408 

Start 143 

Name OJ990617_08 . 992 6 . C45 . ol . gs 

Start 143 

GI none 



Seq. ID OJ990617_08. 9926.C45 
Strand 

End 325 

Method GENSCAN 

End 312 

Score 1 



15449 




Exons 


14 3.. 312 










Seq. No. 


14761 




Seq. ID 


OJ990617_08. 9926. 


.C45 


Gene No. 


31408 




Strand 






OLai I 


143 




End 


325 




Name 


OJ990617 08.9926 


.C45.ol.tm 


Mot" hoH 


TRT A^TX • i 7<= 

L DiinO 1 £\ . L Jet i^C 




c -f- v-f- 


169 




FnH - 


J £. J 




o ± 


none 




Score 






ljaUIIo 


169. .306, 182. .325, 207. .314, 


?M ^1 ft 


?1 ft ^9 S 




Seq. No. 


14762 




Seq. ID 


OJ990617J38.9926. 


,C46 


Gene No. 


31409 




Strand 


+ 




O Lai L 


146 




End 


>J _J .7 




lMclilit: 


OJ990617 08.9926 


.C46.ol .gp 


t" h r>H 

L1C (_ 1 1 kJLL 


AAT /HAP 




oLdlL 


146 




FnH 

EjI 1U 


J O J 






4715075 




Score 


74ft 




Exons 


146. .539 










Seq. No. 


14762 




Seq. ID 


OJ990617_08.9926. 


.C46 


Gene No. 


4 1 n 

JlrtlU 




Strand 






Of- r +- 
O Ldl L 


454 




FnH 


U O J 




Name 


OJ990617 08.9926 


.C46.ol.gs 


i v i t; liiuu 


O Hi LN O v^rALM 




O Lax L 


454 




FnH 

Hi I L\JL 


vDj 




vjx 


none 




OLUL fcr 


ft 9 

. O £. 




EjXOILo 


454. .663 












14762 






O.TQQOfil 7 Oft QQ9fi 


P4 


UCllC LN U . 


^1 4 "I 0 




Strand 






Start 


454 




End 


663 




Name 


OJ990617 08.9926 


.C46.ol.np 


Method 


AAT /NAP 




q+- a >-+■ 
O Lai L, 


457 




End 


660 




riT 
\j x 


2415746 




Score 


69 




F von c 


457. .660 










vjx ucaoi xl; • 


(AB000617) Ycel 


[Bacillus subtilis] gi 


|2632581|emb|CAB12089 




(Z99105) similar 


to transporter [Bacillus subtilis] 




Seq. No. 


14763 




Seq. ID 


OJ990617_08.9926. 


>C48 


Gene No.. 


31411 




Strand 


+ 




ij Ldl L 


204 




End 


265 




Mama 


OJ990617 08.9926 


.C48.ol.gs 


Method 


GENSCAN 




O L Cl X L 


204 




End 


265 






none 




Score 


.83 




TT" V (^i T~l Q 


204 . .265 












14764 




Seq. ID 


OJ990617_08.9926. 


,C52 


Gene No. 


31412 




Strand 


+ 




Start 


1091 




End 


3721 




Name 


OJ990617 08.9926 


.C52.ol.np 


Method 


AAT /NAP 






1091 




End 


3721 




CT 

VJX 


2244806 




Score 


69 




Exons 


1091. .1174, 1546 


..1713, 2146., 


.2184, 3683. .3721 




GI Descrip. 


(Z97336) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. - 


14764 




Seq. ID 


OJ990617_08 . 9926. 


,C52 


Gene No. 


31413 




Strand 


+ 




Start 


3766 




End 


3988 




Name 


OJ990617 08.9926 


,C52 .o2 .gs 


Method 


GENSCAN 





15450 




C +- »-+- 

DCdiL 




FnH 


"3QRR 


V3 J. 


nunc 




. OJ 


Exons 


^7fifi ^7Q7 IflfiR ^Qfift 






Seq. No. 


14764 


Seq. ID 


OJ990617JD8. 9926.C52 


Gene No. 


31414 


Strand 




Cf art 1 


J Jul 


End 


S7 97 


Name 


n.TQQ0fi17 Oft QQ?fi PS? r>*3 rrc; 


Lie 1_ 1 1UU 


fZFN^PAN 
UuLNO V_,.rVLN 


OLalL 


s^m — 


FnH 


S7Q7 




none 


C z-' /-\ >~ r25 

Owl C 


71 


Exons 


S^ni S409 S714 S7Q7 






Seq. No. 


14765 


Seq. ID 


OJ990617_08.9926.C53 


Gene No. 


31415 


Strand 




u Lai L 






O O O \J 


Name 






X O lino l /\ ■ c o o 




U J 


FnH 


7?^ 


O J. 




OLUI C 




Exons 


^Q^ 997 4 1 S 


4fi7 fifil 


47R fifiO fiSS 79^ 


o e q . in o . 


1 4 / Dj 






nprip Mo 


31415 


Strand 




Start 


217 


End 


3880 


Name 


OJ990617 08,9926. C53.ol.ts 


Method 


TBLASTX : Soybean 


Start 


208 


End 


2908 


GI 


none 


Score 


69 


Exons 


208. .393, 226. .393, 227. .415 


, 467. .730, 


478. .732, 478. .729, 




480. .734, 262S..2876, 2630.. 


2878, 2634. 


.2729, 2635.. 2871, 



2636. .2908 



Seq. No. 


14765 Seq. ID 


OJ990617_08.9926 


C53 


Gene No. 


31415 Strand 






Start 


217 End 


3880 




Name 


OJ990617 08.9926.C53.ol.np Method 


AAT/NAP 




Start 


217 End 


3874 




GI 


5734743 Score 


1375 




Exons 


217.. 390, 481.. 731, 2552. .3874 






GI Descrip. 


(AC007651) Hypothetical Protein [Arabidopsis thaliana] 




Seq. No. 


14765 Seq. ID 


OJ990617_08. 9926 


C53 


Gene No. 


31415 Strand 






Start 


217 End 


3880 




Name 


OJ990617 08. 9926.C53.ol.gs Method 


GENSCAN 




Start 


24 9 End 


3880 




GI 


none Score 


.95 




Exons 


249. .390, 481. .730, 2634. .3880 







Seq. No. 14765 Seq. ID OJ990617_08 . 9926 . C53 

Gene No.' 31415 . Strand 

Start 217 End 3880 

Name OJ990617_08 . 992 6 . C53 . ol . gp Method AAT/GAP 

Start 827 End 1412 

GI uC-osf lcyp075ellbl Score 1152 

Exons 827.. 1412 

GI Descrip. ' 5441876/dbj | AP000367 . 1 | AP000367 3.0e-98 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



15451 




Seq. No. 


14765 


Seq. ID 


OJ990617_08.9926. 


C53 


Gene No. 


31415 


Strand 






Start 


217 


End 


3880 




Name 


OJ990617 08.9926.C53.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2993 


End 


3223 




GI 


none 


Score 


142 




Exons 


2993.. 3043, 3035 .. 3223, . 3065 


. .3223 






Seq. No. 


14766 


Seq. ID 


OJ990617_08.9926. 


C54 


Gene No. 


31416 


Strand 


+ 




Start 


476 


End 


669 




Name 


OJ990617 08.9926.C54.ol.gp 


Method 


AAT/GAP 




Start 


476 


End 


669 




GI 


3769201 


Score 


348 




Exons 


476. .669 








Seq. No. 


14767 


Seq. ID 


OJ990617_08.9926. 


C55 


Gene No. 


31417 


Strand 


+ 




Start 


526 


End 


657 




Name 


OJ990617 08.9926.C55.ol.gs 


Method 


GENSCAN 




Start 


526 


End 


629 




GI 


none 


Score 


.91 




Exons 


526.. 629 








Seq. No. 


14767 


Seq. ID 


OJ990617_08. 9926. 


C55 


Gene No. 


31417 


Strand 


+ 




Start 


526 


End 


657 




Name 


OJ990617 08.9926.C55.ol.np 


Method 


AAT/NAP 




Start 


526 


End 


657 




GI 


6706418 


Score 


61 




Exons 


526. .657 








GI Descrip. 


(AL133248) protease-like protein [Arabidopsis thaliana] 




Seq. No. 


14768 


Seq. ID 


OJ990617_08.9926. 


C56 


Gene No. 


31418 


Strand 






Start 


1 


End 


375 




Name 


OJ990617 08.9926.C56.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


369 




GI 


4689034 


■ Score 


228 




Exons 


1..187, 272. .369 








GI Descrip. 


(AJ133751) chloroplast ribosome recycling factor protein 




[Spinacia oleracea] 








Seq. No. 


14768 


Seq. ID 


OJ990617_08.9926. 


C56 


Gene No. 


31418 


Strand 






Start 


1 


End 


375 




Name 


OJ990617 08.9926.C56.ol.ts 


Method 


TBLASTX : Soybean 




Start 


64 


End 


375 




GI 


none 


Score 


90 




Exons 


64. .189, 76. .195, 271. .375, 


275. .370, 


276. .371, 277. .372 




Seq. No. 


14768 ' 


Seq. ID 


OJ990617JD8.9926. 


C56 


Gene No. 


31418 


Strand 






Start 


1 


End 


375 




Name 


OJ990617 08.9926.C56.ol.tm 


Method 


TBLASTX: Maize 




Start 


73 


End 


375 




GI 


none 


Score 


159 





15452 




Exons 


73. .189, 74. .190, 74. .193, 76, 


..195, 271. .375, 275. .370, 


280 


Seq. No. 


14768 


Seq. ID 


OJ990617_08.9926. 


C56 


Gene No. 


31418 


Strand 






Start 


1 


End 


375 




Name 


OJ990617 08.9926.C56.ol.gs 


Method 


GENSCAN 




Start 


76 


End 


369 




GI 


none 


Score 


. 94 




Exons 


76. .244, 272. .369 








Seq. No. 


14769 


Seq. ID 


OJ990617_08.9926. 


C57 


Gene No. 


31419 


Strand 


+ 




Start 


264 


End 


402 




Name 


OJ990617 08.9926.C57.ol.gs 


Method 


GENSCAN 




Start 


264 


End 


402 




GI 


none 


Score 


. 85 




Exons 


264. .402 








Seq. No. 


14770 


Seq. ID 


OJ990617_08.9926. 


C58 


Gene No. 


31420 


Strand 






Start 


1 


End 


3187 




Name . 


OJ990617 08.9926.C58.ol.np 


Method 


AAT/NAP 




Start • 


1 


End 


3187 




GI 


6721517 


Score 


4465 




Exons 


1..2035, 2084. .2836, 2916. .3070, 3124.. 


3187 




GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa; 


Seq. No. 


14770 


Seq. ID 


OJ990617_08.9926. 


C58 


Gene No. 


31421 


Strand 






Start 


6970 


End 


8736 




Name 


OJ990617 08.9926.C58.o2.tw 


Method 


TBLASTX: Wheat 




Start 


108 


End 


8671 




GI 


none 


Score 


40 




Exons 


108. .227, 199. .228, 222. .500, 


233. .616, 


273. .584, 8465.. 


867: 




8555. .8671 








Seq. No. 


14770 


Seq. ID 


OJ990617_08. 9926. 


C58 


Gene No. 


31421 


Strand 






Start 


6970 


End 


8736 




Name 


OJ990617 08.9926.C58.o2.tm 


Method 


TBLASTX: Maize 




Start 


305 


End 


745 




GI 


none 


Score 


156 




Exons 


305. .745, 317. .712, 366. .731 








Seq. No. 


14770 


Seq. ID 


OJ990617_08. 9926. 


C58 


Gene No. 


31421 


Strand 






Start 


6970 


End 


8736 




Name 


OJ990617 08.9926.C58.o3.ts 


Method 


TBLASTX : Soybean 




Start 


365 v 


End 


607 




GI 


none 


Score 


197 




Exons 


365. . 607 








Seq. No. 


14770 


Seq. ID 


OJ990617_08.9926. 


C58 


Gene No. 


31421 


Strand 






Start 


6970 


End 


8736 




Name 


OJ990617 08.9926.C58.o5.tw 


Method 


TBLASTX: Wheat 




Start 


617 


End 


919 





15453 




GI 


none 




Score 


182 




Exons 


617. .919, 617. .919 










Seq. No. 


14770 




Seq. ID 


OJ990617 08.9926 


.C58 


Gene No. 


31421 




Strand 






Start 


6970 




End 


8736 




Name 


OJ990617 08.9926.C58.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


631 




End 


1027 




GI 


none 




Score 


125 




Exons 


631.. 984, 632.. 991, 633 


. .875 


, 850.. 984 


, 914. .988, 995.. 


1027 




995. .1027 










Seq. No. 


14770 




Seq. ID 


OJ990617_08.9926 


.C58 


Gene No. 


31421 




Strand 






Start 


6970 




End 


8736 




Name 


OJ990617 08. 9926.C58.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


750 




End 


913 




GI 


none 




Score 


127 




Exons 


750. .908, 751. .909, 752 


. .913 








Seq. No. 


14770 




Seq. ID 


OJ990617_08.9926 


.C58 


Gene No. 


31421 




Strand 






Start 


6970 




End 


8736 




Name 


OJ990617 08.9926.C58.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


914 




End 


1385 




GI 


none 




Score 


98 




Exons 


914. .1381, 947. .1294, 1140.. 


1385 






Seq. No. 


14770 




Seq. ID 


OJ990617_08.9926 


;'C58 


Gene No. 


31421 




Strand 






Start 


6970 




End 


8736 




Name 


OJ990617 08.9926.C58.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


968 




End 


1454 




GI 


none 




Score 


301 




Exons 


968. .1450, 1011. .1454 










Seq. No. 


14770 




Seq. ID 


OJ990617JD8.9926 


.C58 


Gene No. 


31421 




Strand 






Start 


6970 




End 


8736 




Name 


OJ990617 08.9926.C58.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


1100 




End 


1381 




GI 


none 




Score 


66 




Exons 


1100. .1381, 1101. .1298 










Seq. No. 


14770 




Seq. ID 


OJ990617_08.9926 


.C58 


Gene No. 


31421 




Strand 






Start 


6970 




End 


8736 




Name 


OJ990617 08.9926.C58.o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


1625 




End 


1979 




GI 


none 




Score 


74 




Exons 


1625. .1978, 1661. .1795, 


1839 


. . 1979 






Seq. No. 


14770 . 




Seq. ID 


OJ990617_08.9926 


.C58 


Gene No. 


31421 




Strand 






Start 


6970 




End 


8736 




Name 


OJ990617 08.9926.C58.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1712 




End 


2032 





15454 



GI 

Exons 



none 

1712. .2032 



Score 



209 



Seq. No. 14770 

Gene No. 31421 

Start 6970 

Name OJ990617_08 . 9926. C58> 06 . tm 

Start 2378 

GI none 

Exons 2378.. 2674, 2468.. 2584, 2487.. 

Seq. No. 14770 

Gene No. 31421 

Start 6970 

Name OJ990617_08 . 9926 . C58 . o7 . tw 

Start 2555 

GI none 

Exons 2555.. 2914, 2556.-2789, 2814., 

Seq. No. 14770 

Gene No. 31421 

Start 6970 

Name OJ990617_08 . 9926 . C58 . o2 . np 

Start 6970 

GI 4680179 

Exons 6970.. 8736 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 14770 

Gene No. 31421 

Start 6970 

Name OJ990617_08 . 9926 . C58 . 08 . tm 

Start 6994 

GI none 

Exons 6994.. 7191 



Seq. ID OJ990617_08.9926.C58 
Strand 

End 8736 

Method TBLASTX : Mai ze 

End 267 4 

Score 67 
.2657 

Seq. ID OJ990617_08.9926.C58 
Strand 

End 8736 

Method TBLASTX : Wheat 

End 2918 

Score 84 
.2918 

Seq. ID OJ990617_08.9926.C58 
Strand 

End 8736 

Method AAT/NAP 

End 8736 

Score 2721 

sativa subsp. indica] 

Seq. ID OJ990617_08.9926.C58 
Strand 

End 8736 

Method TBLASTX: Maize 

End 7191 

Score 191 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



14770 
31421 
6970 

OJ990617JD8 . 9926 . C58 . 06 . tw 

7015 

none 

7015. .7185, 7211.. 7348, 7212. 

14770 
31421 
6970 

OJ990617_08 .992 6. C58 . ol . tm 

7208 

none 

7208. .7477, 7209. .7469, 7538. 
7634. .7795, 7641. .7787, 7643. 

14770 
31421 
6970 

OJ990617 08.9926.C58.ol.tw 



Seq. ID OJ990617_08.9926.C58 
Strand 

8736 

TBLASTX: Wheat 
7349 
79 



End 

Method 
End 
Score 
.7349 



Seq. ID OJ990617_08.9926.C58 
Strand 

End 8736 

Method TBLASTX : Mai ze 

End 7795 

Score 131 

.7636, 7539. .7634, 7568. .7636, 
.7789 

Seq. ID OJ990617_08.9926.C58 
Strand 

End 8736 

Method TBLASTX : Wheat 



15455 




Start 


7349 








End 


7975 




GI 


none 








Score 


355 




Exons 


7349. .7975, 


7350. 


. .7919 










Seq. No. 


14770 








Seq. ID 


OJ990617_08.9926, 


>C58 


Gene No. 


31421 








Strand 






Start 


6970 








End 


8736 




Name 


OJ990617 08 


. 9926, 


.C58 .o4 


. tm 


Method 


TBLASTX: Maize 




Start 


7916 








End 


8332 




GI 


none 








Score 


48 




Exons 


7916. .8332, 


7929, 


. .8036, 


8106. 


.8297 






Seq. No. 


14770 








Seq. ID 


OJ990617_08.9926. 


.C58 


Gene No. 


31421 








Strand 






Start 


6970 








End 


8736 




Name 


OJ990617 08 


. 9926. 


>C58 .o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


7934 








End 


8194 




GI 


none 








Score 


54 




Exons 


7934 . .8002, 


7934. 


. .8194, 


8088. 


.8189 






Seq. No. 


14770 








Seq. ID 


OJ990617_08.9926. 


,C58 


Gene No. 


31421 








Strand 






Start 


6970 








End 


8736 




Name 


OJ990617 08 


. 9926. 


X58 .ol . 


. tc 


Method 


TBLASTX: Cress .. 




Start 


7958 








End 


8284 




GI 


none 








Score 


85 




Exons 


7958. .8101, 


8102 . 


. . 8284 










Seq. No. 


14770 








Seq. ID 


OJ990617_08.9926. 


.C58 


Gene No. 


31421 








Strand 






Start 


6970 








End 


8736 




Name 


OJ990617 08 


. 9926. 


,C58.o3, 


. tw 


Method 


TBLASTX: Wheat 




Start 


7982 








End 


8461 




GI 


none 








Score 


213 




Exons 


7982. .8461, 


7983, 


. .8366, 


7988. 


. 8443 






Seq. No. 


14771 








Seq. ID 


OJ990617_08. 9926. 


,C59 


Gene No. 


31422 








Strand 


+ 




Start 


186 








End 


950 




Name 


OJ990617 08 


. 9926, 


,C59.ol. 


. qs 


Method 


GENSCAN 




Start 


186 








End 


950 




GI 


none 








Score 


.46 




Exons 


186. . 950 














Seq. No. 


14771 








Seq. ID 


OJ990617_08. 9926. 


,C59 


Gene No. 


31423 








Strand 


+ 




Start 


1897 








End 


2630 




Name 


OJ990617 08 


. 9926. 


,C59.o2 . 


. gs 


Method 


GENSCAN 




Start 


1897 








End 


2630 




GI 


none 








Score 


.63 




Exons 


1897. .2028, 


2109. 


2128, 


2269. 


.2450, 2551.. 2630 




Seq. No. 


14772 








Seq. ID 


OJ990617_08. 9926. 


C60 


Gene No. 


31424 








Strand 






Start 


176 








End 


861 




Name 


OJ990617 08 


. 9926. 


C60.ol. 


■ gs 


Method 


GENSCAN 




Start 


176 








End 


861 





15456 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 
176. , 



Score 



345, 564. .861 



14773 
31425 
86 

OJ990617_08. 9926.C61.ol.gs 
86 

none 

86. .220, 699. .891 

14774 
31426 
4003 

OJ990617_08. 9926.C62.o2.gs 
4003 
none 

4003. .4073, 4320. .4449, 4771. .5325 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 

Score 



.87 



OJ990617_08. 9926.C61 
891 

GENSCAN 

891 

.65 



OJ990617_08.9926.C62 
+ 

5325 
GENSCAN 
5325 
.97 



OJ990617 08.9926.C62 



14774 Seq. ID 

31427 Strand 

46 End 4162 

OJ990617_08 . 9926.C62 .ol .gs Method GENSCAN 

46 End 3706 

none Score . 81 

46. .144, 714. .770, 889. .939, 1032 1088 , 2115 .. 2156, 2966. .3134, 
3162.. 3259, 3644.. 3706 



Seq. No. 14774 

Gene No. 31427 

Start 46 

Name OJ990617_08 . 9926 . C62 . ol . gp 

Start 191 

GI 28408_1.R1084 

Exons 191. .532, 714. .770, 889. .939, 
GI Descrip. 1 1420932/gb | U61383 | ORU61383 7, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1032 



OJ990617 08.9926.C62 



4162 
AAT/GAP 
2151 
957 
1088, 2115. 



.2151 



Oe-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14774 Seq. ID 

31427 Strand 

4 6 End 

OJ990617_08. 9926.C62.ol.np Method 

699 End 

4689034 Score 



OJ990617 08.9926.C62 



4162 
AAT/NAP 
4162 
536 
2156, 2966. 



.3077, 



699. .770, 889. .939, 1032. .1088, 2115. 
3162. .3259, 3599. .3694, 3785. .3841, 3924. .4162 
(AJ133751) chloroplast ribosome recycling factor protein 
[Spinacia oleracea] 



Seq. No. 14774 Seq. ID 

Gene No. 31428 Strand 

Start 4232 End 

Name OJ990617_08 . 9926 . C62 . ol . tm Method 

Start 712 End 

GI none Score 
Exons 



OJ990617_08.9926.C62 
4549 

TBLASTX: Maize 

4037 

109 



712. .774, 712. .777, 889. .966, 890. .952, 1017. .1091, 1031. .1090, 
2104. .2157, 2106. .2159, 2963. .3079, 2964. .3080, 2964. .3083, 



15457 



rii 



□ 



2966.. 3085, 3161.. 3265, 3165.. 3260, 3170.. 3262, 3596.. 3691, 
3596.. 3694, 3597.. 3695, 3752.. 3853, 3753.. 3860, 3786.. 3854, 
3885.. 4037, 3939.. 4016 



Seq. No. 14774 

Gene No. 31428 

Start 4232 

Name OJ990617_08 . 9926.C62 .ol .ts 

Start 718 

GI none 
Exons 



Seq. ID OJ990617_08.9926.C62 
Strand 

End -.-454 9 

Method TBLASTX : Soybean 

End 3857 

Score 68 



718. .774, 889. .966, 890. .952, 1017. .1091, 1032. .1088, 
2954.. 3079, 2966.. 3085, 3161.. 3265, 3165.. 3260, 3167.. 3262, 
3596.-3688, 3596. .3694, 3753. .3857, 3773. .3847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14774 



Seq. ID OJ990617_08.9926.C62 



31428 Strand 
4232 End 4549 

OJ990617_08 . 9926 . C62 . o2 . np Method AAT/NAP 
4232 End 4549 

6069646 Score 112 

4232. .4549 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14775 Seq. ID 

31429 Strand 

1655 End 

OJ990617_08. 9926.C63.o3.np Method 

1655 End 

3319353 Score 
1655. .1679, 2824. .3098 

(AF077407) contains similarity to copper-binding proteins 
[Arabidopsis thaliana] 



OJ990617_08.9926.C63 
+ 

3098 
AAT/NAP 
3098 
204 



14775 Seq. ID 

31429 Strand 
1655 End 
OJ990617_08. 9926.C63.ol.tm Method 
2180 End 
none Score 

2180. .2284, 2193. .2348, 2193. .2285, 2377. .2424, 2381 

2472. .2549, 2473. .2529, 2534. .2671, 2536. .2670 



OJ990617_08.9926.C63 
+ 

3098 

TBLASTX: Maize 
2671 
117 

2425, 



Seq. No. 14775 Seq. ID 

Gene No. 31429 Strand 

Start 1655 End 

Name OJ990617_08 . 9926 . C63 . ol . np Method 

Start 2186 End 

GI 133435 Score 

Exons 2186.. 2282 

GI Descrip. DNA- DIRECTED RNA POLYMERASE BETA 1 CHAIN gi | 66983 | pir | | RNRZC1 
DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - rice 
chloroplast gi | 11972 | emb | CAA33987 | (X15901) RNA polymerase beta 1 
subunit-1 [Oryza sativa] gi ! 226690 | prf | | 1603356Q RNA polymerase 



OJ990617_08.9926.C63 

3098 
AAT/NAP 
2282 
98 



15458 



/ 



beta'-l [Oryza sativa] 



□ 



i LI 



n 
hi 



Seq. No. 


14775 








Seq. ID 


OJ990617_08.9926 


.C63 


Gene No. 


31429 








Strand 


+ 




Start 


1655 








End 


3098 




Name 


OJ990617 08 


.9926. 


C63.ol, 


.ts 


Method 


TBLASTX : Soybean 




Start 


: 2193 








End 


2716 




GI 


none 








Score 


72 




Exons 


2193. .2258, 


2377. 


.2424, 


2381. 


.2425, 2472. .2549, 2473. .2529, 




2532. .2714, 


2533. 


.2715, 


2534. 


.2716, 2536.. 2715 




Seq. No. 


14775 








Seq. ID 


OJ990617_08. 9926 


.C63 


Gene No. 


31429 








Strand 


-f- 




Start 


1655 








End 


-) A AO 

3098 




Name 


OJ990617 08, 


.9926. 


C63.o2, 


.np 


Method 


AAT/NAP 




Start 


2300 








End 


2711 




GI 


225279 








Score 


294 




Exons 


2300. .2711 














GI Descrip. 


rpoC-like ORF 236 [Nicotiana 


tabacum] 






Seq. No. 


14775 








Seq. ID 


OJ99061 / 00.9926 


. C63 


Gene No. 


31429 








Strand 


+ 




Start 


1655 








End 


3098 




Name 


OJ990617 08, 


. 9926 . 


C63 . ol , 


. tc 


Method 


TBLASTX : Cress 




Start 


2566 








End 


2721 




GI 


none 








Score 


217 




Exons 


2566. .2715, 


2567. 


.2716, 


2569. 


.2721 






Seq. No. 


14775 








Seq. ID 


ojyyODi / Oo.yyzo 


. C63 


Gene No. 


31429 








Strand 


+ 




Start 


1655 








End 


o r\ n o 

3098 




Name 


OJ990617 08, 


. 9926. 


C63.o2, 


. tm 


Method 


TBLASTX : Maize 




Start 


2804 








End 


o n o r\ 
3U2U 




GI 


none 








Score 


123 




Exons 


2804. .2917, 


2822. 


.3019, 


2823. 


.3020 






Seq. No. 


14775 








Seq. ID 


ojyyuDi / uy.yyzo 


. C63 


Gene No. 


31429 








Strand 


+ 




Start 


1655 








End 


3098 




Name 


OJ990617 08, 


.9926. 


C63.ol, 


■ tw 


Method 


TBLASTX : Wheat 




Start 


2822 








End 


3020 




GI 


none 








Score 


210 




Exons 


2822. .3019, 


2823. 


.3020 










Seq. No. 


14775 








Seq. ID 


OJ990617J38. 9926 


.C63 


Gene No. 


31429 








Strand 


+ 




Start 


1655 








End 


3098 




Name 


OJ990617 08, 


.9926. 


C63.o2. 


.ts 


Method 


TBLASTX: Soybean 




Start 


2823 , 








End 


3020 




GI 


none 








Score 


229 




Exons 


2823. .3020, 


2825. 


.2866, 


2900. 


.3019 






Seq. No. 


14775 








Seq. ID 


OJ990617_08. 9926 


.C63 


Gene No. 


31429 








Strand 


+ 




Start 


1655 








End 


3098 




Name 


OJ990617 08, 


.9926. 


C63.o2. 


• gp 


Method 


AAT/GAP 




Start 


2824 








End 


3098 





15459 






GI 


31278 1.R1084 


Score 


471 




Exons 


2824. .3098 








GI Descrip. 


'3319353 2.0e-23 (AF077407) 


contains 


similarity to 






copper-binding proteins [Arabidopsis 


thaliana] ' 




Seq. No. 


14776 


Seq. ID 


OJ990617_08.9926.C64 




Gene No. 


31430 


Strand 


+ 




Start 


3683 


End 


3742 




Name 


OJ990617 08. 9926.C64 .ol.gp 


Method 


AAT/GAP 




Start 


3683 


End 


3742 




GI 


4715947 


Score 


71 




Exons 


3683. .3742 








GI Descrip. 


2252840 3.0e-09 (AF013293) contains regions of similarity t< 






Haemophilus influenzae permease (SP:P38767) [Arabidopsis 






thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 






contains regions of similarity to Haemophilus influenzae 






permease (SP:P38767) [Arabidopsis thaliana] 




Seq. No. 


14776 


Seq. ID 


OJ990617_08.9926.C64 




Gene No. 


31431 


Strand 


+ 




bt art 


4598 


End 


4930 




Name 


OJ990617 08. 9926.C64 .o2.np 


Method 


AAT/NAP 




Start 


4598 


End 


4930 




GI 


6706418 


Score 


;,191 


St 

U -! 


Exons 


4598. .4738, 4840. .4930 








GI Descrip. 


(AL133248) protease-like protein [Arabidopsis thaliana] 


la I : 

! LI 


Seq. No. 


14776 


Seq. ID 


OJ990617_08.9926.C64 




Gene No. 


31432 


Strand 




i • i 


Start 


3156 


End 


4930 


ll\ 


Name 


OJ990617 08.9926.C64.ol.np 


Method 


AAT/NAP 


s 

i i : 


Start 


3156 


End 


4930 


: ief 


GI 


4680492 


Score 


287 


ii 


Exons 


3156. .3728, 4909. .4930 






ill! 

:. e 

■!.! 


GI Descrip, 


(AF119222) putative reverse 


transcriptase [Oryza sativa] 


M< 


Seq. No. 


14776 


Seq., • ID 


OJ990617_08.9926.C64 




Gene No . 


31432 


Strand 






Start 


3156 


End 


4930 


Q 


Name 


OJ990617 08. 9926.C64 .ol.tm 


Method 


TBLASTX: Maize 




Start 


4528 


End 


4914 




GI 


none 


Score 


43 




Exons 


4528. .4572, 4636. .4737, 4637 


..4738, 4837. .4914, 4837. .4914 




Seq. No. 


14776 


Seq. ID 


OJ990617_08.9926.C64 




Gene No . 


31432 


Strand 






Start 


3156 


End 


4930 




Name 


OJ990617 08. 9926.C64 .ol.ts 


Method 


TBLASTX: Soybean 




Start 


4634 


End 


4914 




Gi 


none 


Score 


123 




Exons 


4634. .4738, 4634. .4738, 4837 


. .4914 






Seq. No. 


14777 


Seq. ID 


OJ990617_08.9926.C65 




Gene No. 


31433 


Strand 


+ 




Start 


1 


End 


8951 




Name 


OJ990617 08. 9926.C65.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


8951 



15460 



GI 


2335108 






Score 


917 


Exons 


1..57, 1541 


..1608, 2456 


..2547, 2631. .2704, 2794. .2837, 




2998. .3049, 


4459. .4581, 


4688. 


.4800, 4918. .5080, 7819. .7911, 




7996. .8081, 


8859. .8951 








GI Descrip. 


(AC002339) 


putative zinc protease [Arabidopsis thaliana] 


Seq. No. 


14777 






Seq. ID 


OJ990617_08.9926.C65 


Gene No. 


31433 






Strand 


+ 


Start 


1 






End 


8951 


Name 


OJ990617 08 


.9926.C65.ol 


.gs 


Method 


GENSCAN 


Start 


1541 






End 


4483 


GI 


none 






Score 


.71 


Exons 


1541. .1608, 


2456. .2547, 


2631. 


.2704, 2794. .2837, 2998. .3049, 




4217. .4409, 


4459 . .4483 








Seq. No. 


14777 






Seq. ID 


OJ990617_08. 9926.C65 


Gene No. 


31434 






Strand 




Start 


6953 






End 


8084 


Name 


OJ990617 08 


. 9926.C65 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4539 






End 


8084 


GI 


none 






Score 


56 


Exons 


4539. .4580, 


4687 . . 4803, 


4905 . 


.5081, 4906. .5082, 7784. .7909, 




7806. .7910, 


7995. .8084, 


7995 . 


.8033 




Seq. No. 


. 14777 






Seq. ID 


OJ990617_08. 9926.C65 


Gene No. 


31434 






Strand 




Start 


6953 






End 


8084 


Name 


OJ990617 08 


. 9926.C65.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4939 






End 


7910 


GI 


none 






Score 


216 


Exons 


4939. .5082, 


4944 . . 5081, 


7808 . 


.7906, 781 


.8. .7910 


Seq. No. 


14777 






Seq. ID 


OJ990617_08. 9926.C65 


Gene No. 


31434 






Strand 




Start 


6953 






End 


8084 


Name 


OJ990617 08 


. 9926 . C65 .o2 


.gs 


Method 


GENSCAN 


Start 


6953 






End 


7093 


GI 


none 






Score 


.65 


Exons 


6953. .7093 










Seq. No. 


14778 






Seq. ID 


OJ990617_08.9926.C66 


Gene No. 


31435 






Strand 


+ 


Start 


1 






End 


1385 


Name 


OJ990617 08 


.9926.C66.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1385 


GI 


2335108 






Score 


163 


Exons 


1..81, 286. 


.389, 1103.. 


1211, 


1302. .1385 


GI Descrip. 


(AC002339) ; 


putative zinc protease [Arabidopsis thaliana] 


Seq. No. 


14778 






Seq. ID 


OJ990617_08.9926.C66 


Gene No. 


31436 






Strand 




Start 


707 






End 


1204 


Name 


OJ990617 08 


.9926.C66.ol 


.gs 


Method 


GENSCAN 


Start 


707 






End 


1204 


GI 


none 






Score 


.55 


Exons 


707. .739, 1076. .1204 









15461 




Seq. No. 14779 Seq. ID OJ990617_08 . 9926 . C69 

Gene No. 31437 Strand + 



OLdl L 


1 




End 


483 






O.T990617 08 9996 P69 ol 


.gp 


Method 


AAT/GAP 




OLdi L 


— 

X 




End 


483 






14 616 1 R1 n R 4 
i*svitj x.r\xuo t i 




Score 


958 






1 . .4 83 










OX L/C OUl -L ^ • 


1 4 S91 1 Q^/Hh-i 1 AR01 74 SO 1 

*i J^. I I J *J / LLL» J | nD W X _) *i .J U • X 


IAB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib 


qene 1 


r 






tj C VJ • I'U • 


14779 




Seq. ID 


OJ990617_08.9926 


.C69 




31438 




Strand 






OUdi U 


192 




Hi 1U 


4 17 

4 X O 






O.T99061 7 08 9996 P69 ol 


. LIU 


rie inou 


i d xjHo i a . L v ia i z e 




Start 


73 ~ 




tina 


fl X J 




VJ X 


none 




Score 


Q4 




Exons 


73. .162, 127. .216, 129. 


91 ^ 


974 4 17 

^ O 4 . . 4 X ,3 , 


9 4 6 4 1^ 




OGL£ • LNL» • 


14 77 9 




Seq. ID 


OJ990617_08.9926 


.C69 


("^ o n o Mo 


71 4 78 

JII JO 




Strand 






Cfa >-+- 
J Lai L 


1 99 




Hi 1 ILL 


4 1^ 




Name 


fl.799061 7 OR 9996 P69 nl 


.gs 


Method 


pTT'XTCO , 7\M 




O Ldl L 


1 Q9 ~~ 

X Zf 




Hina 






OT 
O J. 


none 




Score 


* O 




Exons 


192. .346 










Q p>rr Mo 


14780 




Seq. ID 


OJ990617_08. 99.26 


.C70 


^eno Mo 


714 79 

JI4 J J 




Strand 


+ 




O L Cl X L 


76 




PnH 








OJ990617 08 9996 P70 ol 


. gs 


/-^ +- V*i /~s/"J 

Hctnoa 






OLal L 


7 6 _ 




ii«na 






lj X 


n An q 
1 1U1 it; 




Score 


64 




Exons 


76. .255, 2779. .3206 










Q Mo 


14780 




Seq. ID 


OJ990617J38.9926 


.C70 


f^ono Mo 


^1 4^9 

■J X *3 J _7 




Strand 


+ 




O Lai L 


7 6 




PnH 

Hi 11 LI 


790 6 




Name 


OJ990617 08 9996 P70 o9 


. gp 








Start 


533 ~~ 






i n 7 6 




\3 X 


' ^7 677 *}S 




Score 


t n 9 




Exons 


533.. 595, 633.. 1036 










Qpn Mo 


14780 




Seq. ID 


ujyyubi/ Uo.yy^o 


. C / U 


f!!pnp Mo 


31440 




Strand 


+ 




O Lai L 


S4 94 




End 


6017 




Name 


0.1990617 OR 9996 T70 o7 


.gs 


Method 


GENSCAN 




OLCtl L 


S4 94 ~ 




End 


6017 




nr 

\D A. 


none 




Score 


.64 




Exons 


C.CQC c:Qyl7 cm 7 










Seq. No. 


14780 




Seq. ID 


OJ990617_08.9926 


.C70 


Gene No. 


31441 




Strand 


+ 




Start 


6437 




End 


7524 




Name 


OJ990617 08.9926.C70.ol 


.np 


Method 


AAT/NAP 




Start 


6437 




End 


7524 




GI 


6630696 




Score 


1855 




Exons 


6437. .7524 











15462 




GI Descrip. (AP000969) ESTs D221 14 {C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 





Seg. No. 


14780 




Seq. ID 


OJ990617 08 9926 C70 




fiPne No 


31441 




Strand 


+ 




Start 


6437 




End 


7524 




Name 


OJ990617 08 9926 


C70 o4 as 


Mpf hod 


GEN SPAN 




Start 


6437 ~~ 




End 


7443 




GI 


none 




Score 


. 72 




Exons 


6437. .7184, 7295. 


. 7443 








Seq. No. 


14780 




Seq. ID 


OJ990617_08.9926.C70 




Gene No . 


31441 




Strand 


+ 




Start 


6437 




End 


7524 




Name 


OJ990617 08.9926. 


C70.o3.gp 


Method 


AAT/GAP 




Start 


6479 




End 


7369 




GI 


101595 1.R1084 




Score 


1427 




R von ^ 


6479.. 7179, 7295. 


.7369 








GI Descrip. 


'3047066 3.0e-15 


(AF058825) 


contains ; 


similarity to 






retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 




Sea No 


14780 




Seq. ID 


OJ990617_08.9926.C70 


i s J 


Gpnp No 


314 42 




Strand 




i I 


Start 


72 




End 


227 


e cr 

m 


Name 


OJ990617 08.9926. 


C70.ol.gp 


Method 


AAT/GAP 




Start 


72 




End 


227 


m 


GI 


14616 1.R1084 




Score 


278 


: 


Exons 


72. .227 








! if 

•:?? 


GI Descrip. 


'4 521193/dbj | AB013450 . 1 1 AB013450 1 . 0e- 


-99 Oryza sativa DNA, 


: ==! 




similar sequence 


to Pib gene 


i 




i ! L! 


Sea No 


14780 




Seq. ID 


OJ990617_08.9926.C70 


J: 


Gene No. 


31443 




Strand 




□ 


Start 


4129 




End 


5254 




Name 


OJ990617 08.9926. 


C70.o2.gs 


Method 


GENSCAN 


jss: 


Start 


4129 




End 


525.4 




GI 


none 




Score 


.87 




Exons 


4129. .4302, 4982. 


.5254 






0 


Seq. No. 


14780 




Seq. ID 


OJ990617_08.9926.C70 




Gene No . 


31444 




Strand 






Start 


6331' 




End 


6787 




Name 


OJ990617 08.9926. 


C70.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6331 




End 


6728 




GI 


none 




Score 


128 




Exons 


6331.. 6429, 6332. 


.6466, 6443 


..6727, 6517.. 6708, 6546.. 6728 




Seq. No. 


14780 




Seq. ID 


OJ990617_08.9926.C70 




Gene No. 


31444 




Strand 






Start 


6331 




End 


6787 




Name 


OJ990617 08.9926. 


C70.ol.tm 


Method 


TBLASTX: Maize 




Start 


6479 




End 


6787 




GI 


none 




Score 


318 




Exons 


6479. .6787, 6526. 


.6708, 6579 


. .6722, 6608. .6784 



Seq. No. 14780 Seq. ID OJ990617_08 . 9926 . C70 



15463 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31445 Strand 

7304 End 

0 J9 9 0 6 1 7_0 8.9926.C70.o2.tm Me t hod 

7 304 End 

none Score 



7524 

TBLASTX: Maize 

7524 

297 



7304. .7522, 7310.. 7522, 7312. .7524, 7312.. 7524 



14781 . Seq. ID 

31446 Strand 
1 End 
OJ990617_08. 9926.C72.ol.np Method 
1 End 
6498441 Score 
1. .294 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990617J38 . 9926 .C72 
+ 

294 

AAT/NAP 

294 

416 



14781 Seq. ID 

31447 Strand 

33 End 
OJ990617JD8 . 992 6 . C72 . ol . gs Method 

33 End 

none Score 
33. .82 



OJ990617_08.9926.C72 
82 

GENSCAN 

82 

.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14782 Seq. ID OJ990617_08 . 9926 . C73 

31448 Strand + 

1 End 4 60 

OJ990617_08. 9926.C73.ol.np Method AAT/NAP 

1 End 4 60 

6630696 Score 388 

1. .460 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



14782 
31448 
1 

OJ990 617_08. 992 6.C73.ol.tw 

100 

none 

100. .393, 155. .394 

14782 
31448 
1 

OJ990 617_08. 9926.C73.ol.gs 

334 

none 

334 . .352 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ.990617_08.9926.C73 
+ 

460 

TBLASTX: Wheat 

394 

324 



OJ990617_08.9926.C73 
+ 

460 

GENSCAN 

352 

.81 



Seq. No. 14783 Seq. ID 

Gene No. 314 4 9 Strand 

Start 210 ' End 

Name OJ990617 08 . 9926 . C7 4 . ol . gs Method 



OJ990617_08.9926.C74 
+ 

271 

GENSCAN 



15464 



Start 210 End 271 

GI none Score .85 

Exons 210.. 271 



Seq. No. 14784 Seq. ID 

Gene No. 31450 Strand 

Start 1039 End 

Name OJ990617_08 . 9926. C75 . ol . gs Method 

Start 1039 End 

GI none Score 

Exons 1039.. 1103, 1319.. 1508 



OJ990617_08.9926.C75 
+ 

1508 
GENSCAN 
1508 
.73 



Seq. No. 14784 Seq. ID OJ990617_08 . 9926 . C75 

Gene No. 31451 Strand 

Start 1798 End 2701 

Name OJ990617_08 . 9926 . C75 . ol . gp Method AAT/GAP 

Start 1798 End 2701 

GI 3450841 Score 1725 

Exons 1798.. 2701 

GI Descrip. 3450842 0.0e+00 (AF080436) mitogen activated protein kinase 
kinase [Oryza sativa] 





Seq. No. 


14784 










Seq. ID 


OJ990617 


_08.9926.C75 


U! 


Gene No. 


31451 










Strand 








Start r 


1798 










End 


2701 




r rl 


Name 


OJ990617 08, 


.9926. 


C75.o2, 


.tm 


Method 


TBLASTX: 


Maize 


... . 


Start 


1952 










End 


"2206 




j'ij 


GI 


none 










Score 


36 




| "S 


Exons 


1952. 


.1972, 


1953. 


.1973, 


1994. 


.2125, 1994 . .2131, 


1995. .2135, 


! t c 




2120. 


.2206, 


2121. 


.2183, 


2129. 


.2185 






, s i 


Seq. No. 


14784 










Seq. ID 


OJ990617 


_08.9926.C75 




Gene No. 


31451 










Strand 






I 


Start 


1798 










End 


2701 




: ti 

. „c 


Name 


OJ990617 08. 


.9926. 


C75.ol, 


.tw 


Method 


TBLASTX: 


Wheat 


* t: 

s it 


Start 


2048 










End 


2435 




GI 


none 










Score 


104 




= r 


Exons 


2048. 


.2128, 


2048. 


.2128, 


2103. 


.2174, 2138. .2173, 


2231. .2320, 


a=! 




2235. 


.2324, 


2236. 


.2283, 


2249. 


.2320, 2330. .2434, 


2330. .2434, 


s=i 

- ST 




2346. 


.2435, 


2346. 


.2435 










»| 


Seq. No. 


14784 










Seq. ID 


OJ990617 


_08.9926.C75 




Gene No. 


31451 










Strand 








Start 


1798 










End 


2701 






Name 


OJ990617 08. 


. 9926. 


C75.ol. 


.np 


Method 


AAT/NAP 






Start 


2100 










End 


2701 






GI 


3450842 








Score 


1038 






Exons 


2100. 


.2701 















GI Descrip. (AF080436) mitogen activated protein kinase kinase [Oryza 
sativa] 



Seq. No. 14784 Seq. ID 

Gene No. 31451 Strand 

Start 1798 End 

Name OJ990617_08. 9926 . C75 . ol . tm Method 

Start 2234 End 

GI none Score 



OJ990617_08. 9926.C75 
2701 

TBLASTX: Maize 

2700 

260 



15465 



Exons 



2234.. 2467, 2236.. 2580, 2250.. 2585, 2584.. 2700, 2586.. 2699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14785 
31452 
1 

OJ990617_08.9926.C7 6.ol.gp 
1 

3450841 



Seq. ID OJ990617_08.9926.C76 
Strand 

End 134 3 

Method AAT/GAP 

End 1326 

Score 2115 



1..521, 624. .1056, 1166. .1326 

3450842 0.0e+00 (AF080436) mitogen activated protein kinase 
kinase [Oryza sativa] 



14785 
31452 
1 

OJ990617_08.9926.C76.ol.tm 
1 

none 



Seq. ID OJ990617_08.9926.C76 
Strand 

End 1343 

Method TBLASTX: Maize 

End 516 

Score 102 



1..168, 2. .130, 3. .164, 130. .516, 135. .515 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14785 
31452 
1 

OJ990617_08. 992 6.C7 6.ol.np 
1 

3450842 



Seq. ID OJ990617_08.9926.C76 
Strand 

End 1343 

Method AAT/NAP 

End 1343 

Score 184 5 



1..521, 624.. 1056, 1166.. 1343 

(AF080436) "mitogen activated protein kinase kinase [Oryza 
sativa] 



14785 
31452 
1 

OJ990617_08. 9926.C76.ol.tc 

202 

none 



Seq. ID OJ990617_08. 9926.C76 
Strand 

End 1343 

Method TBLASTX : Cress 

End 1045 

Score 121 



202. .243, 262. .522, 341. .526, 396,-536, 622. .720, 623. .721, 
922. .1044, 923. .1045 



Seq. No. 14785 

Gene No. 31452 

Start 1 

Name OJ990617_08 . 9926 . C7 6 . o2 . ts 

Start 346 

GI none 

Exons 346.. 522, 347.. 526 



Seq. ID OJ990617_08.9926.C76 
Strand 

End 1343 

Method TBLASTX : Soybean 

End 526 

Score 117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



14785 
31452 
1 

OJ990617_08.9926.C7 6.ol.gs 

388 
none 



Seq. ID OJ990617_08.9926.C76 
Strand 

End 1343 

Method GEN SCAN 

End 1309 

Score .81 



388. .521, 624. .1056, 1166. .1309 



14785 
31452 



Seq. ID OJ990617_08.9926.C76 
Strand 



15466 



Start 
Name 
Start 
GI 

Exons 



Se'q.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990617_08 . 9926.C76.ol . 

622 

none 

622. .657, 658. .774, 817. 
1166.. 1324, 1167.. 1325 

14785 
31452 
1 

OJ990617JD8 . 9926 . C7 6 . o2 . 

622 

none 

622. .747, 622. .768, 751, 
893. .1015 



End 1343 
ts Method TBLASTX : Soybean 

End 1325 

Score 59 
.1056, 913. .1050, 923.. 1057, 1165.. 1263, 



Seq. ID OJ990617_08.9926.C76 
Strand 

End 1343 

tm Method TBLASTX : Maize 

End 1017 

Score 152 
.774, 768. .875, 781. .864, 892. .1017, 



Seq. No. 14785 

Gene No. 31452 

Start 1 

Name OJ990617JD8 . 9926 . C7 6 . o2 . tc 

Start 1157 

GI none 

Exons 1157.. 1327, 1158.. 1331 

Seq. No. 14785 

Gene No. 31452 

Start 1 

Name' OJ990617_08 . 9926 . C76 . o3 . tm 

Start 1166 

GI none 

Exons 1166.. 1342, 1167.. 1325 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_08. 9926.C7 6 
1343 

TBLASTX: Cress 

1331 

144 



OJ990617_08. 9926.C76 
1343 

TBLASTX: Maize 

1342 

126 



Seq. No. 14786 

Gene No. 31453 

Start 105 

Name OJ990617_08 . 9926 . C78 . ol . gs 

Start 105 

GI none 

Exons 105.. 248, 287.. 367, 541.. 575 

Seq. No. 14787 

Gene No. 31454 

Start 4 64 

Name OJ990617_08 . 9926 . C81 . ol . gs 

Start 464 

GI none 

Exons 464.. 576, 1013.. 1082 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_08. 9926.C78 
+ 

575 

GEN SCAN 
575 „ . 
.83 * 



OJ990617 08.9926.C81 



1082 
GENSCAN 
1082 
.46 



Seq. No. 14788 

Gene No. 31455 

Start 729 

Name OJ990617_08 . 9926 . C83 . ol . 

Start 729 

GI none 

Exons 729.. 914 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_08.9926.C83 
914 

GENSCAN 
914 
. 8 



Seq. No. 



14789 



Seq. ID OJ990617_08. 9926.C85 



15467 



Gene No. 31456 Strand 

Start 1013 End 

Name OJ990617_08 . 9926 . C85 . ol . gs Method 

Start 1013 End 

GI none Score 

Exons 1013.. 1261 



1261 
GENSCAN 
1261 
.43 



Seq. No. 14790 Seq. ID OJ990617_08 . 9926 . C86 *' 

Gene No. 31457 Strand + 

Start 1 End 735 

Name OJ990617_08 . 9926 . C86 . ol . gp Method AAT/GAP 

Start 1 End 426 

GI 42451_1.R1084 Score 384 

Exons 1..137, 291.. 426 

GI Descrip. ■ 5302775/emb | CAB4 6053 . 1 | 9.0e-40 (Z97337) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 14790 Seq. ID 

Gene No. 31457 Strand 

Start 1 End 

Name OJ990617_08 . 9926 . C86 . ol . np Method 

Start 1 End 

GI 2388561 Score 

Exons 1..137, 291.. 735 

GI Descrip. (AC000098) Similar to Arabidopsis hypothetical protein 
-PID:e326839 (gb|Z97337). [Arabidopsis thaliana] 



OJ990617_08 . 9926. C86 
+ 

735 . 
AAT/NAP 
735 
417 



Seq. No. 14790 

Gene No. 31457 

Start 1 

Name OJ990617_08 . 9926 . C8 6 . ol . tm 

Start 56 

GI none 
Exons 



Seq. ID OJ990617_08.9926.C86 
Strand 
End 

Method 
End 
Score 



+ 

735 

TBLASTX: Maize 

584 

102 



56. .139, 58. .138, 289. .465, 290. .466, 294. .485, 476. .577, 
492. .584, 511. .576 



Seq. No. 


14790 






Seq. ID 


OJ990617_08.9926.C86 


Gene No. 


31457 






Strand 


+ 


Start 


1 






End 


735 


Name 


OJ990617 


08.9926.C86.ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


56 






End 


576 


GI 


none 






Score 


119 


Exons 


56. .139, 


58. .138, 289..' 


368, 


290. .469, 


461. .574, 463. .576 


Seq. No. 


14790 






Seq. ID 


OJ990617_08.9926.C86 


Gene No. 


31457 






Strand 


+ 


Start 


1 






End 


735 


Name 


OJ990617 


08.9926.C86.ol. 


, tc 


Method 


TBLASTX: Cress 


Start 


308 






End 


586 


GI 


none' 






Score 


223 


Exons 


308. .463, 


310. .459, 476. 


. .58 


6, 478. .576 


, 482. .580 


Seq. No. 


14790 






Seq. ID 


OJ990617_08.9926.C86 


Gene No. 


31457 






Strand 


+ 


Start 


1 






End 


735 


Name 


OJ990617 


08. 9926.C86.ol, 


.gs 


Method 


GENSCAN 


Start 


324 






End 


578 



15468 



GI 

Exons 



none 

324 . .578 



Score 



43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14791 
31458 
72 

OJ990617_08. 9926.C87.ol.tw 

72 

none 

72. .209, 75. .167, 76. .225, 98, 



Seq. ID OJ990617_08.9926.C87 
Strand 
End 

Method 
End 
Score 
.208, 175, 



323 

TBLASTX: Wheat 

323 

83 

,240, 176. .241, 



176. .241, 184. .243, 241. .321, 252. .323, 253. .321, 254. .322 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14792 
31459 
1 

OJ990617_08. 9926.C88.ol.np 

1 

4587563 
1. .489 

(AC006550) Similar to gb|U51990 pre-mRNA-splicing factor hPrpl8 
from Homo sapiens. ESTs gb|T46391 and gb|AA721815 come from 
this gene. [Arabidopsis thaliana] 



OJ990617_ 
+ 

642 

AAT/NAP 

489 

533 



08.9926.C88 



14792 Seq. ID 

314 59 Strand 
"1 ' End 
OJ990617JD8. 992 6.C88 .ol.gs Method 

82 End 

none Score 
82. .489 



OJ990617_08.9926.C88 
+ 

642 

GEN SCAN 

489 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

• Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



14792 Seq. ID 

31459 Strand 
1 End 
OJ990617_08 . 9926. C88 . ol . gp Method 
85 End 
8231_1.R1084 Score 
85. .642 

*4587563/gb|AAD25794 .1 |AC006550_2 1.0e-23 (AC006550) Similar to 
gb_U51990 pre-mRNA-splicing factor hPrpl8 from Homo sapiens. 
ESTs gb_T46391 and gb_AA721815 come from this gene. [Arabidopsis 
thaliana] 1 



OJ990617_08.9926.C88 
+ 

642 

AAT/GAP 

642 

960 



14792 
31460 
420 

OJ990617_08.9926.C88.ol.tm 
80 

none 

80. .415, 81. .428, 81. .419, Si 

14792 
31460 
420 

OJ990617_08.9926.C88.ol.ts 
81 

none 



Seq. ID OJ990617_08.9926.C88 
Strand 

End 1453 

Method TBLASTX : Mai ze 

End 641 

Score 426 

..453, 415. .585, 451. .573, 570. .641 

Seq. ID OJ990617_08.9926.C88 
Strand 

End 1453 

Method TBLASTX : Soybean 

End 294 

Score 214 



15469 



Exons 



81. .293, 81. .293, 88. .294 



Seq. No. 14792 Seq. ID 

Gene No. 31460 Strand 

Start 420 End 

Name OJ990617_08 . 992 6 . C88 . ol . tw Method 

Start 81 End 

GI none Score 

Exons 81.. 398, 81.. 398, 88.. 399 



OJ990617_08.9926.C88 
1453 

TBLASTX: Wheat 

399 

464 



Seq. No. 14792 Seq. ID 

Gene No. 31460 Strand 

Start 420 End 

Name OJ990617_08 . 9926 . C88 . ol . tc Method 

Start 175 End 

GI none Score 

Exons 175.. 453, 177.. 407 



OJ990617_08.9926.C88 
1453 

TBLASTX: Cress 

453 

392 



Seq. No. 14792 Seq. ID 

Gene No. 31460 Strand 

Start 420 End 

Name OJ990617JD8 . 9926 . C88 . o2 . np Method 

Start 420 End 

GI 3859568 Score 

Exons 420.. 465, 1001.. 1023, 1104.. 1179, 1359. 
GI Descrip. (AF098752) unknown [Oryza sativa] 



OJ990617_08.9926.C88 

1453 
AAT/NAP 
1453 
75 

.1453 



u 
ill! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14793 Seq. ID 

31461 Strand 

1 End 

OJ990617_08. 9926.C8 9.ol.np Method 

1 End 

6907089 Score 
1..34, 628. .2209, 2261. .2287 
(AP001129) hypothetical protein [Oryza 

14793 Seq. ID 

31461 Strand 

1 End 

OJ990617_08. 9926.C89.ol.gs Method 

572 End 

none Score 
572. .1924, 2054. .2210 



OJ990617_08.9926.C89 

2287 
AAT/NAP 
2287 
1758 

sativa] 

OJ990617_08.9926.C89 

2287 
GENSCAN 
2210 
.87 



Seq. No. 14794 Seq. ID 

Gene No. 31462 Strand 

Start 21 End 

Name OJ990617JD8 . 992 6 . C90 . ol . gs Method 

Start 21 . End 

GI none Score 

Exons 21.. 29, 50.. 398, 568. .712, 1154. .1259 



OJ990617_08.9926.C90 
+ 

1259 
GENSCAN 
1259 
.7 



Seq. No. 14794 Seq. ID 

Gene No. 31463 Strand 

Start 1 End 

Name OJ990617_08 .992 6. C90 . ol . np Method 

Start 1 End 



OJ990617_08.9926.C90 
667 

AAT/NAP 
667 



15470 








6907089 


Score 


1014 






Exons 


1. .667 












(AP001129) hypothetical protein [Oryza 


caf "i -tra 1 
o d t — L va J 






Seq. No. 


14795 


Seq. ID 


OJ990617_08 


.9926.C93 




Gene No. 


31464 


Strand 


+ 






O Lai L 


1514 


End * 


1699 






Name 


OJ990617 08.9926.C93.ol.gs 


Method 


VJJ Hi IN O V_*/"V1N 






C4-a r 4- 


1514 


End 


1 fiQQ 
j. u y j 






\J ± 












oAUl la 


1514. .1699 










Seq. No. 


14796 


Seq. ID 


OJ990617_08 


.9926.C94 




Gene No. 


31465 


Strand 


+ 






O UCtl L 


416 


End 


2815 






IN CU 11 fcS 


OJ990617 08.9926.C94.ol.gs 


Method 


\J i_j IN O V^rt.LN 






OLdl L. 


416 


End 


?R1 s 






ul 


none 


Score 


■ j j 








416. .602, 2670. .2815 










Seq. No. 


14797 


Seq. ID 


OJ990617 08 


.9926. C95 




Gene No. 


31466 


Strand 








q+- a r +- 

O Lai L 


635 


End 


1 ^R7 






IN dint; 


OJ990617 08.9926.C95.ol.gs 


Method 


O Hi in j \~>r\lv 






O LclX. L 


635 


End 


1 ?R7 

±00/ 




il\ 




none 


Score 






f jj 




635. .707, 823. .866, 1217.. 


1387 






:=- = 




14798 


Seq. ID 


n.TQQD fil 7 DR 




! i! 


Gene No . 


31467 


Strand 


■ + — 






Start 


1 


End 


422 




m 


Name 


OJ990617 08.9926.C96.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


422 








3450842 


Score 


353 




.is; 


DAU1 1 0 


1. .422 








'h. : 


ul L^G O ^ J_ J. ■ 


(AF080436) mitogen activated protein kinase kinase 


[Oryza 






sativa] 










Seq. No. 


14798 


Seq. ID 


OJ990617_08 


.9926. C96 




Gene No. 


31467 


Strand 


+ 




f : = f 


Qf = rf 
L- a J_ U 


1 


End 


422 






in chug 


OJ990617 08.9926.C96.ol.ts 


Method 


TBLASTX: Soybean 




o Lai u 


62 


End 


294 






' GI 


none 


Score 


234 






LAUI lo 


62. .241, 80. .241, 82. .249, 


237. .293, 238. .294 








14798 


Seq. ID 


OJ990617_08 


.9926. C96 






■ 31467 


Strand 


+ 






Start 


1 


End 


422 






Name 


OJ990617 08. 9926.C96.ol.gp 


Method 


AAT/GAP 






Start 


88 


End 


314 






GI 


3450841 


Score 


385 






Exons 


88. .314 










GI Descrip. 


3450842 0.0e+00 (AF080436) 


mitogen activated protein kinase 






kinase [Oryza sativa] 










Seq. No. 


14798 


Seq. ID 


OJ990617_08 


. 9926. C96 



15471 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



31467 Strand 

1 End 

OJ990617_08 . 992 6 . C96 . ol . tm Method 

89 End 

none Score 



+ 

422 

TBLASTX: Maize 

309 

234 



89. .244, 89. .238, 97. .249, 237. .269, 238. .309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



14798 
31467 ' 
1 

OJ990617_08.9926.C96.ol.gs 

104 

none 

104. .303 



Seq. ID OJ990617_08.9926.C96 

Strand + 

End 4 22 

Method GENSCAN 

End 303 

Score .52 



14798 
31467 
1 

OJ990617_08.9926.C96.ol.tc 
107 
none 

107. .244, 109. .249, 237. .344, 238 .. 309 



Seq. ID OJ990617_08.9926.C96 



Strand 
End 

Method 

End 

Score 



+ 

422 

TBLASTX: Cress 

344 

213 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617 08.9926.C97 



477 

AAT/NAP 

477 

837 



14799 
31468 
1 

OJ990617_08.9926.C97.ol.np 
1 

6630696 
1. .477 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 

14799 
31468 
1 

OJ990617_08.9926.C97.ol.tw 
97 

none 

97. .285, 101. .286, 346. .477, 379 



Seq. ID 


OJ990617_08.9926.C97 


Strand 




End 


477 


Method 


TBLASTX: Wheat 


End 


477 


Score 


189 


379. .474 




Seq. ID 


OJ990617_08.9926.C98 


Strand 


+ 


End 


641 


Method 


AAT/NAP 


End 


641 


Score 


998 



14800 
31469 
1 

OJ990617_08.9926.C98.ol.np 
1 

6498441 
1..641 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



14800 Seq. ID 

31470 Strand 

132 End 

OJ990617 08. 9926.C98.ol.tm Method 



OJ990617_08.9926.C98 
525 

TBLASTX: Maize 



15472 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



67 End 

none Score 

67. .330, 69. .317, 127. .339, 322. .369 

14800 Seq. ID 

31470 Strand 

132 End 
OJ990617_08 . 9926.C98.ol.gs Method 

132 End 

none Score 
132. .463 



369 
329 



OJ990617_08.9926.C98 
525 

GENSCAN 
4 63 
.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14800 Seq. ID 

31470 Strand 
132 End 
OJ990617_08 . 992 6.C98.ol.tw Method 
14 4 End 
none Score 
144. .494, 145. .525 

14801 Seq. ID 

31471 Strand 
1 End 
OJ990727JD2. 9924 .Cl.ol.np Method 
1 End 
6705984 Score 
1..426 

(AB033235) gag-pol polyprotein [Oryza 

14801 Seq. ID 

31471 Strand 

1 End 

OJ990727_02 . 9924 . CI . ol . tw Method 

1 End 

none Score 
1..279, 1..144, 3. .278 



14801 
31471 
1 

OJ990727_02. 9924 .CI .ol.ts 
1 

none 

1..84, 6. .86, 82. .267, 90. .266 

14801 
31471 
1 

OJ990727_02. 9924 .Cl.ol.tm 
39 

none 

39. .392, 54. .341 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617_08.9926.C98 
525 

TBLASTX: Wheat 

525 

374 



OJ990727JD2.9924.C1 
426 

AAT/NAP 

426 

613 

sativa] 

OJ990727_02.9924.C1 

426 

TBLASTX: Wheat 

279 

246 



OJ990727_02. 9924 .'CI 
426 

TBLASTX: Soybean 

267 

59 



OJ990727_02.9924.C1 
426 

TBLASTX: Maize 

392 

96 



Seq. No. 14801 Seq. ID 

Gene No. 31471 Strand 

Start 1 End 

Name OJ990727 02 . 9924 . CI . o2 . ts Method 



OJ990727_02. 9924 .CI 
426 

TBLASTX : Soybean 



15473 




Start 


270 


End 


423 


GI 


none 


Score 


118 


Exons 


270. .422, 271. .423 






Seq. No. 


14802 


Seq. ID 


OJ990727_02.9924 .02 


Gene No. 


31472 


Strand 


+ 


Start 


1 


End 


3779 


Name 


OJ990727 02.9924.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1401 


GI 


5295955 


Score 


664 


Exons 


1..34, 203. .502, 536. .651, 769. .1401 




GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Seq. No. 


14802 


Seq. ID 


OJ990727_02.9924.C2 


Gene No. 


31472 


Strand 


+ 


Start 


1 


End 


3779 ■ 


Name 


OJ990727 02.9924.C2.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


3779 


GI 


134780 


Score 


75 


Exons 


1..41, 2525. .2727, 3414. .3779 






GI Descrip. 


SPORE COAT PROTEIN SP96 gi | 84 145 | pir | | S07 638 spore co.at protei 




SP96 precursor - slime mold (Dictyostelium discoideum) 




gi I 295736 | emb | CAA34508 | (X16491) spore 


coat protein sp96 




[Dictyostelium discoideum] 






Seq. No. 


14802 


Seq. ID 


OJ990727_02.9924.C2 


Gene No. 


31472 


Strand 


+ 


Start 


1 


End 


3779 


Name 


OJ990727 02.9924.C2.ol.gs 


Method 


GENSCAN 


Start 


398 


End 


856 


GI 


none 


Score 


.89 


Exons 


398. .856 






Seq. No. 


14802 


Seq. ID 


OJ990727_02.9924.C2 


Gene No. 


31473 


Strand 




Start 


1724 


End 


4541 


Name 


OJ990727 02.9924.C2.o2.gs 


Method 


GENSCAN 


Start 


1724 


End 


4541 


GI 


none 


Score 


.77 


Exons 


1724. .1867, 1966. .2951, 3040.. 


.3942, 4080. .4139, 4409. .4541 


Seq. No. 


14802 


Seq. ID 


OJ990727_02.9924.C2 


Gene No. 


31474 


Strand 




Start 


4995 


End 


5359 


Name 


OJ990727 02.9924 .C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4995 


End 


5320 


GI 


none 


Score 


84 


Exons 


4995. .5156, 5020 .. 5127 , '5192 . . 


.5320 




Seq. No. 


14802 


Seq. ID 


OJ990727_02. 9924 ,C2 


Gene No. 


31474 


Strand 




Start 


4995 


End 


5359 


Name 


OJ990727 02.9924.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


5088 


End 


5359 


GI 


none 


Score 


66 


Exons 


5088. .5162, 5162. .5344, 5177.. 


,5359 





15474 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14803 
31475 
1 

OJ990727_02 . 9924 . C3 . ol . np 
1 

4680181 
1..21, 830. .1359 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990727_02. 9924.C3 
Strand 

End 1359 

Method AAT/NAP 

End 1359 

Score 176 



14803 
31475 
1 

OJ990727_02. 9924.C3.ol.gs 

763 

none 

763. .1284 



Seq. ID OJ990727_02.9924.C3 
Strand 

End 1359 

Method GENSCAN 

End 1284 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14804 
31476 
1 

OJ990727JD2 . 9924 . C4 . ol . np 
1 

4680182 
1..307, 336. .686, 945. .1615 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990727_02. 9924 .C4 
Strand 

End 1615 

Method AAT/NAP 

End 1615 

Score 522 



14804 
31476 
1 

OJ990727_02 . 9924 . C4 . ol . gs 

115 

none 

115. .1214, 1220. .1615 



Seq. ID OJ990727_02.9924.C4 
Strand 

End 1615 

Method GENSCAN 

End 1615 

Score .4 



Seq. No. 14804 

Gene No. 31477 

Start 4405 

Name OJ990727_02 . 9924 . C4 . o2 . tm 

Start 1403 

GI none 
Exons 



Seq. ID OJ990727_02. 9924 .C4 
Strand 

End 7565 

Method TBLASTX: Maize 

End 1616 

Score 122 



1403. .1612, 1406. .1597, 1413. .1616, 1413. .1616 



Seq. ID OJ990727_02.9924.C4 
Strand 

End 7565 

Method GENSCAN 

End 7466 

Score .44 

4405. .4612, 4789. .4936, 5501. .5544, 5737. .6524, 7229. .7322, 
7372. .7466 



Seq. No. 14804 

Gene No. 31477 

Start 4405 

Name OJ990727_02 . 9924 . C4 . o2 . gs 

Start 4405 

GI none 
Exons 



Seq. No. 14804 

Gene No. 31477 

Start 4 4 05 

Name OJ990727_02 . 9924 . C4 . o2 . np 

Start 5736 



Seq. ID OJ990727_02.9924.C4 
Strand 

End 7565 

Method AAT/NAP 

End 7565 



15475 






GI 


6539553 


Score 


1384 




Exons 


5736.. 6633, 7528. .7565 








GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 






(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 






Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




- 


fOrv7a satival 








Seq. No. 


14804 


Seq. ID 


OJ990727_02.9924 .C4 




Gene No. 


314 77 


Strand 






Start 


4405 


End 


7565 




Name 


OJ990727 02 9924 C4 ol tw 


Method 


TBLASTX: Wheat 




Start 


5872 


End 


6348 




GI 


none 


Score 


366 




Exons 


5872 6258 5873 6256, 5910 


..6266, 6259.. 6342, 6273.. 6347, 






6275 6346 6277 6348 








Seq. No. 


14804 


Seq. ID 


OJ990727 02. 9924. C4 




Gene No. 


31477 


Strand 






Start 


4405 


End 


7565 




Name 


OJ990727 02.9924.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


6205 


End 


6542 




GI 


none 


Score 


184 


Q 


Exons 


6205 6528 6216 6536 6237 


. .6542 






Seq. No. 


14804 


Seq. ID 


OJ990727_02.9924.C4 


i* 


Gene No. 


31477 


Strand 






Start 


4405 


End 


7565 


i b: 

i ie i 


Name 


OJ990727 02 . 9924 . C4 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


6354 ~~ 


End 


6632 


j ; | 


GI 


none 


Score 


208 


c; 


Exons 


6354. .6632 






! y 


Seq. No. 


14805 


Seq. ID 


OJ990727_02.9924 .C5 


r -i 


Gene No . 


31478 


Strand 






Start 


1 


End 


1442 


•es 


Name 


OJ990727 02.9924.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1442 


!. 5 


GI 


6539553 


Score 


1500 


; sr 
i ss E 


Exons 


1..36, 471. .1442 






! 3 S? 


GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 


i. _r 




(D85597) [Oryza sativa] gi | 6539590 | dbj 1 BAA88206 . 1 | (AP000837) 






Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 






[Oryza sativa] 








Seq. No. 


14805 


Seq. ID 


OJ990727_02.9924 .C5 




Gene No. 


31478 


Strand 






Start 


1 


End 


1442 




Name 


OJ990727 02.9924.C5.o2-.tw 


Method 


TBLASTX: Wheat 




Start 


474 


End 


941 




GI 


none 


Score 


88 




l_i *\ \-/ 1 1 o 


474. .602, 597. .941, 621. .794 








Seq. No. 


14805 


Seq. ID 


OJ990727_02.9924.C5 




Gene No. 


31478 


Strand 






Start 


1 


End 


1442 




Name 


OJ990727 02.9924.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


477 


End 


941 



15476 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

477. .941, 624. .806 

14805 
31478 
1 

OJ990727 02.9924.C5.ol.ts 
612 

5509260 

612. .1049, 631. .684, 763. .981 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



14805 
31478 
1 

OJ990727_02.9924 .C5.ol.tc 
723 
none 

723. .983, 811. .981 
14805 

31478 Strand 
1 End 
OJ990727_02. 9924 .C5.ol. tw Method 
996 End 
none Score 



83 



OJ990727_02. 9924 .C5 
1442 

TBLASTX : Soybean 

1049 

60 



OJ990727_02.9924.C5 
1442 

TBLASTX: Cress 

983 

101 



Seq. ID OJ990727_02.9924.C5 



1442 

TBLASTX: Wheat 

1441 

253 



996. .1355, 996. .1358, 1249. .1356, 1352. .1441, 1358. .1441 



Seq. ID OJ990727_02.9924.C6 

Strand + 

End 6610 

Method AAT/NAP 

End 6610 

Score 103 



14806 
31479 
6314 

OJ990727_02.9924 .C6.o3.np 
6314 
862343 
6314. .6498, 6546. .6610 

(L10908) Gcapl gene product [Mus musculus] 

gi 1 1092097 |prf | | 2022314A granule cell marker protein [Mus 
musculus] gi 1 1092098 Iprf | I-2022315A granule cell marker protein 
[Mus musculus] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727 02. 9924. C6 



14806 
31480 
1 

OJ990727_02.9924 .C6.ol.np 
1 

6539553 
1. .1602 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 65395 90 | db j | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



1602 
AAT/NAP 
1602 
2599 



14806 Seq. ID 

31480 Strand 

1 End 

OJ990727_02. 9924 .C6.ol.gs Method 

324 End 



OJ990727_02.9924.C6 

1602 

GENSCAN 

1511 



15477 



GI 

Exons 



none Score 
324. .867, 878. .1104, 1125. .1511 



,49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14806 
31481 
1766 

OJ990727_02.9924.C6.ol.tm 
362 
none 

362. .529, 363. .677, 364. .657, 430. .684 

14806 
31481 
1766 

OJ990727_02. 9924 .C6.o2. tm 
1162 
none 

1162. .1467, 1164. .1475 

14806 
31481 
1766 

OJ990727_02.9924.C6.ol.tw 
1223 
none 

1223.. 1375, 1224.. 1523, 12 
1543. .1608 

14806 
31481 
1766 

OJ990727_02. 9924 .C6.o2.gs 
1766 
none 
1766. 
6605. 
8593. 



.1977, 2556. 
.6786, 7080. 
,8735 



.2742, 3457, 
.7152, 7254. 



Sea ID 


OJ990727 


02 9924 C6 


Strand 






End 


8839 




Method 


TBLASTX • 


Mai ze 


End 


684 




Score 


389 




430. . 684 






Seq. ID 


OJ990727 


02 9924 C6 


Strand 






End 


8839 




Method 


TBLASTX : 


Ma i ze 


End 


1475 




Score 


278 




Seq. ID 


OJ990727 


02 9924 C6 


Strand 






End 


8839 




Method 


TBLASTX: 


Whpat 


End 


1608 




Score 


200 




1494, 1227.. 1523, 


1532 1597 


Seq. ID 


OJ990727 


_02.9924.C6 


Strand 






End 


8839 




Method 


GENSCAN 




End 


8735 




Score 


.55 




3658, 4937.. 5080, 


6018 61?? 


7364, 7458. .7631, 


7720. .8488^ 


Seq. ID 


OJ990727 


_02.9924.C6 


Strand 






End 


8839 




Method 


AAT/NAP 




End 


8839 




Score 


148 





14806 
31481 
1766 

OJ990727_02.9924.C6.o2.np 
4638 
5922631 

4638. .4667, 5923. .6116, 8818. .8839 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 |dbj IBAA85207.1 | (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 14806 Seq. ID 

Gene No. 31481 Strand 

Start 1766 End 

Name OJ990727 02 . 9924 . C6 . o2 . tw Method 



OJ990727_02.9924.C6 
8839 

TBLASTX: Wheat 



15478 



Start 
GI 

Exons 



7286 End 7944 

none Score 4 6 

7286. .7366, 7293. .7367, 7445. .7645, 7448. .7633, 7713. .7793, 

7719. .7784, 7876.-7944 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14807 
31482 
1 

OJ990727_02 . 9924 . C7 . ol . np 
1 

4680204 
1. .943 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990727_02.9924.C7 
Strand 

End 943 

Method AAT/NAP 

End 943 

Score 484 



14807 
•31482 
1 

OJ9907 27_02 . 9924 . C7 . ol . tw 
48 

none 



Seq. ID- OJ990727_02. 9924 ,C7 
Strand 

End 94 3 

Method TBLASTX : Wheat 

End 34 9 

Score 61 



48. .341, 52. .222, 108. .311, 208. .348, 215. .349 



Seq. No. 14807 

Gene No. 31482 

Start 1 

Name OJ990727_02 . 9924 . C7 . ol . gs 

Start 428 

GI none 

Exons 428.. 862 



Seq. ID OJ990727JD2. 9924 .C7 
Strand 

End 943 

Method GENSCAN 

End 862 

Score .78 



Seq. No. 14808 

Gene No. 31483 

Start 4 67 

Name OJ9907 27_02 . 9924 . C9 . ol . gp 

Start 442 

GI none 

Exons 442.. 574 



Seq. ID OJ990727_02.9924.C9 

Strand + 

End 3367 

Method AAT/GAP 

End 57 4 

Score 199 



Seq. No. 14808 

Gene No. 31483 

Start 467 

Name OJ990727_02 . 9924 . C9 . ol . gs 

Start 4 67 

GI none 

Exons 467.. 907, 1757.. 1818, 2854, 



Seq. ID OJ990727_02. 9924 .C9 

Strand + 

End 3367 

Method GENSCAN 

End 3367 

Score .71 
,3367 



Seq. No. 14808 

Gene No. 31483 

Start 4 67 

Name OJ990727_02 . 9924 . C9 . ol . np 

Start 473 

GI 109219 

Exons 473.. 783, 2854.. 2884 

GI Descrip. dimethylaniline monooxygenase (N-oxide-f orming) (EC 1.14.13.8), 
hepatic 1 - rabbit 



Seq. ID OJ990727_02. 9924 ,C9 

Strand + 

End 3367 

Method AAT/NAP- 

End 2884 

Score 117 



Seq. No. 



14808 



Seq. ID OJ990727 02. 9924. C9 



15479 



Gene No. 31484 Strand + 

Start 5116 End 6659 

Name OJ990727_02 . 9924 . C9 . o2 . gp Method AAT/GAP 

Start 5070 End 5518 

GI uC-osflcyp082e08bl Score 582 

Exons 5070.. 5221, 5342.. 5518 

GI Descrip. ' 4835909/gb | AAD30294 . 1 | AF139190_1 3.0e-33 (AF139190) cytosolic 
ascorbate peroxidase [Mesembryanthemum crystallinum] ' 



Seq. No. 14808 Seq. ID 

Gene No. 31484 Strand 

Start 5116 End 

Name OJ990727_02 . 9924 . C9 . o2 . gs Method 

Start 5116 End 

GI none Score 
Exons 



OJ990727_02.9924 .C9 
+ 

6659 
GENSCAN 
6431 
.92 



5116. .5221, 5342. .5517, 5620. .5972, 6074. .6431 



Seq. No. 14808 Seq. ID 

Gene No. 31484 Strand 

Start 5116 End 

Name OJ990727_02 . 9924 . C9 . o3 . gp Method 

Start 6175 End 

GI none Score 

Exons 6175.. 6659 



OJ990727_02.9924.C9 
+ 

6659 
AAT/GAP 
6659 
863 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14808 
31485 
8478 

OJ990727 
8478 

60062__1. 
8478. .86 
T 3036801 
peroxida 
(AL03198 



02. 9924 .C9.o4 .gp 



R1084 
46, 8791. 



.8915, 9047, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9096, 



OJ990727_ 
+ 

13224 
AAT/GAP 
9623 
806 
9413. .9478, 



02. 9924. C9 



9573. ..9623 



/emb | CAA184 91 1 9.0e-35 (AL022373) putative ascorbate 
se [Arabidopsis thaliana] >gi_3805863_emb_CAA214 83 . 1_ 
6) putative ascorbate peroxidase [Arabidopsis thaliana] 1 



Seq. No. 


14808 


Seq. ID 


OJ990727_02.9924 .C9 


Gene No. 


31485 • 


Strand 


+ 


Start 


8478 


End 


13224 


Name 


OJ990727 02.9924.C9.o2.np 


Method 


AAT/NAP 


Start 


8534 


End 


10910 


GI 


5442410 


Score 


886 


Exons 


8534. .8646, 8791. .8915, 9047. 


.9096, 9413.. 9478, 9573. .9621, 




9893.. 9975, 10070 .. 1014 9, 10307 10409, 


10710. .10910 


GI Descrip. 


(AF159254) ascorbate peroxidase [ Zantedeschia aethiopica] 


Seq. No. 


14808 


Seq. ID 


OJ990727_02.9924.C9 


Gene No. 


31485 


Strand 


+ 


Start 


8478 


End 


13224 


Name 


OJ990727 02. 9924 .C9.o4.gs 


Method 


GENSCAN 


Start 


9139 ' 


End 


10913 


GI 


none 


Score 


.96 


Exons 


9139. .9359, 9413. .9443, 9573. 


.9621, 10059. . 10149, 10307 .. 104 09, 




10710. . 10913 






Seq. No. 


14808 


Seq. ID 


OJ990727_02.9924.C9 


Gene No. 


'31485 


Strand 


+ 



15480 



Start 


8478 




End 


13224 






Name 


OJ990727 02. 9924. C9 


.o3.np 


Method 


AAT/NAP 






Start 


9397 




End 


13224 






GI 


6630685 




Score 


1531 






P. von ^ 


9397 9421, 11730 


13224 










CJT Dp^criD 

\J J- 1_> v^r J. X • 


(AP000969) Similar 


to cooia- 


-type pol polyprotein 


i. (AF105716) 




f Orvza <5at ival 












Seq . No . 


14808 




Seq. ID 


OJ990727_ 


02. 9924 


.C9 


Gene No . 


31485 




Strand 


+ 






Start 


8478 




End 


13224 






Name 


OJ990727 02. 9924. C9 


. o5 . gp 


Method 


AAT/GAP 






Start 


10044 




End 


11121 








3767632 




Score 


1070 






F 1 von cr 


10044. .10149, 10307 


. .10409, 


10710. . 11121 






\J -L LsCOV^J L£^> 


4835909/gb|AAD30294 


.1|AF139190_1 3.0e- 


33 (AF139190) cytosolic 




ascorbate peroxidase [Mesembryanthemum 


crystallinum] 




Seq. No. 


14808 




Seq. ID 


OJ990727_ 


02. 9924 


.C9 


Gene No. 


31485 




Strand 


+ 






Start 


8478 




End 


13224 






Name 


OJ990727 02. 9924. C9 


. o5 . gs 


Method 


GEN SCAN 






Start 


11743 




End 


12849 






GI 


none 




Score 


.79 






Exons 


11743. .12849 












Sen No 


14808 




Seq. ID 


OJ990727_ 


02.9924 


.C9 


fl^Ti^ Mo 


31486 




Strand 


+ 






Start 


14757 




End 


37988 






Name 


OJ990727 02. 9924. C9 


. 06 . gs 


Method 


GENSCAN 






Start 


14757 




End 


37988 






GI 


none 




Score 


.7 






F. von s 


14757. .14850, 15064 


. . 15292, 


15464. .15551, 15956. 


.16051, 






16604 . . 16765, 17119 


. . 17237, 


17583. .17619, 17711. 


. 17791, 






18175. . 18369, 20717 


. .20827, 


20997. .21062, 22019. 


.22126, 






22460. .22516, 23181 


. .23244, 


23611. .23639, 23786. 


.23868, 






25057. .25108, 25272 


. .25331, 


26079. .261: 


85, 26759. 


.26881, 






30264 . .30344*,. 31251 


. .31308, 


31385. .31452, 32749. 


.32836, 






33443. .33532, 35717 


. .36085, 


36309. .36399, 36501. 


.36583, 






37602. .37638, 37816 


. .37988 










Sea No 


14808 




Seq. ID 


OJ990727_ 


02.9924, 


.C9 


Gene No. 


31486 




Strand 


+ 






Start 


14757 




End 


37988 






Name 


OJ990727 02. 9924. C9 


. o4 . np 


Method 


AAT/NAP 






Start 


15037 




End 


16675 






GI 


6539588 




Score 


84 






TT von s 


15037. .15357, 16614 


. .16675 










OX O J- -L ^-J • 


(AP000837) hypothetical protein [Oryza 


sativa] 






o jarr Mo 

JCtj. IN (J . 


14808 




Seq. ID 


OJ990727_ 


02.9924, 


.C9 


Gene No. 


31486 




Strand 


+ 






Start 


14757 




End 


37988 






Name 


OJ990727 02. 9924. C9 


. o5 . np 


Method 


AAT/NAP 






Start 


15279 




End 


15504 






GI 


6498430 




Score 


88 






Exons 


15279. .15504 













15481 



GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



14808 
31486 
14757 

OJ990727_02.9924 .C9.o7.np 

17399 

4678307 

17399. .17458, 17587 17 619, 
20717. .20857, 20997 21062, 
22460. .22516, 23181 .. 23288, 
26079. .26185, 26759 .. 26896, 
30264. .30348, 31251. .31301 
(AL049655) vacuolar protein 
thaliana] 



Seq. ID OJ990727_02.9924.C9 

Strand + 

End 37988 

Method AAT/NAP 

End 31301 

Score 1236 
17711. .17791, 18175. .18369, 
22019. .22126, 22203 .. 22247 , 
25244 . .25331, 25918 .. 26007 , 
28981. .29062, 29168 29238 , 

sorting-like protein [Arabidopsis 



Seq. No. 14808 ■ Seq. ID 

Gene No. 31487 Strand 

Start 41186 End 

Name OJ990727_02 . 9924 . C9 . 08 . gs Method 

Start 41186 End 

GI none Score 

Exons 41186. .41458 



OJ990727_02.9924.C9 
+ 

41458 
GENSCAN 
41458 
.94 



Seq. No. 14808 Seq. ID OJ990727 

Gene No. 31488 Strand + 

Start 44824 End 45105 

Name OJ990727_02 . 9924 . C9 . olO . gs Method GENSCAN 

Start 44824 End 45105 

GI none Score .71 

Exons 44824. .45105 



02. 9924. C9 



Seq. No. 14808 Seq. ID OJ990727_02 . 9924 . C9 

Gene No. 31489 Strand + 

Start 45257 End 45483 

Name OJ990727_02 . 9924 . C9 . 06 . gp Method AAT/GAP 

Start 45257 End 45483 

GI uC-osroM202024h08al Score 326 

Exons 45257.. 45483 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 5.0e-84 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 14808 Seq. ID 

Gene No. 31490 Strand 

Start 46050 End 

Name OJ990727_02 . 9924 . C9 . 08 . gp Method 

Start 45953 End 

GI uC-osflM202048cl2bl Score 

Exons 45953.. 46474 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990727_02.9924.C9 
+ 

47270 
AAT/GAP 
46474 
838 



Seq. No. 14808 Seq. ID 

Gene No. 31490 Strand 

Start 46050 End 

Name OJ990727_02 . 9924 . C9 . oil . gs Method 

Start 4 6050 End 



OJ990727_02.9924.C9 

+ 

47270 

GENSCAN 

47270 



15482 



GI 

Exons 



none 

46050. .46156, 46922.. 47270 



Score 



.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14808 Seq. ID 

31490 Strand 
46050 End 
OJ990727J32 . 9924 . C9 . o9 . gp Method 
46615 End 
uC-osroM202024h08al Score 
46615. .46681 

, 5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 1 



OJ990727_02.9924.C9 
+ 

47270 
AAT/'GAP . 
46681 
88 



14808 Seq. ID 

31491 Strand 
53885 End 
OJ990727_02. 9924.C9.ol0.gp Method 
53885 End 
uC-osroM202024h08al Score 
53885. .54111 

, 5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ990727_02.9924.C9 
+ 

54111 
AAT/GAP 
54111 
322 



14808 Seq. ID 

31492 Strand 

8263 End 

OJ990727_02. 9924 .C9.o3.gs Method 

82 63 End 

none Score 
8263. .8850 



OJ990727_02.9924.C9 

8850 
GENSCAN 
8850 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14808 Seq. ID 

31493 Strand 

14100 End 

OJ990727JD2. 9924 .C9.o6.np Method 

14100 End 

2529683 Score 



OJ990727_02.9924.C9 

17326 
AAT/NAP 
17326 
70 



14100. .14142, 16085. . 16166, 16227 .. 16541, 17187. .17326 
(AC002535) unknown protein [Arabidopsis thaliana] 



14808 Seq. ID 

31494 Strand 

39083 End 

OJ990727_02. 9924.C9.o8 . np Method 

39038 End 

5852172 Score 
39038. .39198, 42567. .42592 

(AL117265) zhb0002.1 [Oryza sativa] 

14808 Seq. ID 

31494 Strand 

39083 End 

OJ990727_02 . 9924 . C9 . o7 . gs Method 

39083 End 

none Score 
39083. .39198, 40230. .40284 



OJ990727J32.9924.C9 

42592 
AAT/NAP 
42592 
111 



OJ990727_02.9924.C9 

42592 
GENSCAN 
40284 
. 99 



15483 



Seq. No. 14808 Seq. ID OJ990727_02 . 9924 . C9 

Gene No. 31495 Strand 

Start 46023 End 46464 

Name OJ990727_02 . 9924 . C9 . o7 . gp Method AAT/GAP 

Start 4 6023 End 4 64 64 

GI 2428185 Score 551 

Exons 46023. .46464 

GI Descrip. 5852170/emb | AL117265 . 1 IOST17804 1.0e-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. No. 14808 Seq. ID 

Gene No. 314 96 Strand 

Start 47999 End 

Name OJ990727_02 . 9924 . C9 . ol2 . gs Method 

Start 47999 End 

GI none Score 

Exons 47999. .48898, 49123.. 52188 



OJ990727_02.9924 .C9 

52234 
GENSCAN 
52188 
.88 



Seq. No. 


14808 


Seq. ID 


OJ990727_02.9924 


,C9 


Gene No. 


31496 


Strand 






Start 


47999 


End 


52234 




Name 


OJ990727 02.9924.C9.o9.np 


Method 


AAT/NAP 




Start 


' 48002 


End 


52234 




GI 


4680179 


Score 


5013 




Exons 


48002. .51141, ' 51169. .52234 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


14808 


Seq. ID 


OJ990727__02.9924, 


.C9 


Gene No. 


31497 


Strand 






Start 


52477 


End 


53241 




Name 


OJ990727 02.9924.C9.o8.tm 


Method 


TBLASTX: Maize 




Start 


466 


End 


751 




GI 


none 


Score 


319 




Exons 


466. .750, 467. .751 








Seq. No. 


14808 


Seq. ID 


OJ990727_02.9924, 


■ C9 


Gene No. 


31497 


Strand 






Start 


52477 


End 


53241 




Name 


" OJ990727 02.992'4.C9.o4.ts 


Method 


TBLASTX: Soybean 




Start 


473 


End 


5043 




GI 


none 


Score 


309 




Exons 


473. .793, 481. .792, 790. .849, 


791. .856, 


4966. .5043 





Seq. No. 14808 

Gene No. 31497 

Start 52477 

Name OJ990727_02 . 9924 . C9 . o3 . tc 

Start 4981 

GI none 
Exons 



Seq. ID OJ990727_02. 9924 .C9 
Strand 
End 

Method 
End . 
Score 



53241 

TBLASTX: Cress 

5442 

219 



4981. .5220, 4986. .5114, 5356. .5442, 5359. .5412 



Seq. No. 14808 Seq. ID OJ990727JD2 . 9924 . C9 

Gene No. 31497 Strand 

Start 52477 End 53241 

Name OJ990727JD2 . 9924 . C9 . 08 . ts Method TBLASTX : Soybean 

Start 5140 End 5739 

GI none Score 104 



15484 



Exons 



5140. .5223, 5142. .5222, 5340. .5522, 5341. .5475, 5653. .5739 



Seq. No. 14808 

Gene No. 31497 

Start 52477 

Name OJ990727_02 . 9924 C9 . o7 . tm 

Start 5344 

GI none 
Exons 



Seq. ID OJ990727_02.9924.C9 
Strand 

End 53241 

Method TBLASTX : Mai ze 

End 5796 

Score 224 



5344. .5418, 5352. .5522, 5353. .5478, 5596. .5784, 5605. .5796, 
5619. .5795 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 



14808 
31497 
52477 

OJ990727JD2. 9924 .C9.o6.ts 

5744 

none 



14808 
31497 
52477 

OJ990727_02. 9924 .C9.ol0.tm 

5802 

none 



Seq. ID OJ990727_02.9924.C9 
Strand 
End 

Method 
End 
Score 



53241 

TBLASTX : Soybean 

5973 

69 



5744. .5923, 5749.-5973, 5754. .5972 



Seq. ID OJ990727. 02.9924.C9 



Strand 
End 

Method 

End 

Score 



53241 

TBLASTX: Maize 

6221 

151 



5802.. 5966, 5803.. ,5973, 6069. .6221, 6071.. 6211 



Seq. No. 14808 Seq. ID 

Gene No. 31497 Strand 

Start 52477 End 

Name OJ990727_02 . 9924 . C9 . ol5 . tm Method 

Start 6270 End 

GI none Score 

Exons 6270.. 6428, 6272.. 6418 



OJ990727_02.9924.C9 
53241 

TBLASTX: Maize 

6428 

229 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14808 
31497 
52477 

OJ990727JD2. 9924 .C9.ol3.tm 
8388 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990727 02. 9924. C9 



53241 

TBLASTX: Maize 
10790 

none Score 37 

8388. .8468, 8543. .8644, 8573. .8644, 8770. .8910, 8795. .8914, 
9046. .9099, 9407. .9484, 9410. .9472, 9570. .9623, 9572. .9622, 
9879. .9974, 9888. .9974, 9889. .9975, 9889. .9975, 10051 .. 10143, 
10061. .10150, 10065. .10118, 10069. .10155, 10186 .. 10245, 
10192. .10242, 10308. .10409, 10343 104 11, 10706 .. 10777 , 
10710. .10790 



Seq. No. ' 14808 
Gene No. 31497 
Start 52477 

Name OJ990727_02 . 9924 . C9 . o2 . 

Start 8543 
GI none 

Exons 8543.. 8644, 8770.. 8910, 

9570.. 9623, 9875.. 9973, 
10051. .10143, 10061. .10 



Seq. ID OJ990727_02.9924.C9 
Strand 

End 53241 
tc Method TBLASTX : Cress 

End 10790 
Score 133 
8795. .8911, 9046. .9099, 9407. .9484, 
9889. .9975, 9891. .9974, 9892. .9975, 
150, 10069. .10155, 1007 6 .. 10165 , 



15485 



10192. .10242, 10192. .10257, 10308 .. 10409, 10343 .. 104 11 , 
10706. .10789, 10710.. 10790 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14808 
31497 
52477 

OJ990727 02.9924.C9.o7.ts 



OJ990727 02. 9924. C9 



Seq. ID 
Strand 
End 

Method 

9043 End 
none Score 
9043. .9099, 9407. .9484, 9448. .9480, 9570. .9623, 9572. .9622, 
9879. .9971, 9889. .9975, 10061 .. 10150, 10069 .. 10155, 
10192. .10242, 10308. .10409, 10343 .. 104 1 1 , 10706 .. 10777 , 
10710.. 10778 



53241 

TBLASTX: Soybean 

10778 

71 





Sea No 


14808 






Seq. ID 


OJ990727 


02 . 9924 


. C9 






31497 






Strand 










Start 


52477 






End 


53241 








Name 


OJ990727 02. 9924. C9. 


o9. tw 


Method 


TBLASTX: 


Wheat 






Start 


9570 






End 


10778 








GI 


none 






Score 


71 








Exons 


9570. . 


9623, 9572.. 9622, 9879 


i. . 9974, 9889. . 9975, 


10061 . . 


101. 






10069. 


.10155, 10191. 


.10238, 


10192. . 10242, 10308 


. .10409, 








10343. 


.10411, 10706. 


.10777, 


10710. . 10778 






'is? ' 


Seq. No.- 


14808 






Seq. ID 


OJ990727 


_02.9924 


.C9 


Cn 


Gene No. 


31497 






Strand 








ri! 


Start 


52477 






End 


53241 








Name 


OJ990727 02. 9924. C9. 


ol . ts 


Method 


TBLASTX: 


Soybean 




n 

•is; 


Start 


11728 






End 


12197 






i i £ 


GI 


5509260 




Score 


549 






. =t 


Exons 


11728. 


.12192, 11742. 


.11894, 


11952. .12197 








GI Descrip. 
















is 


Seq. No. 


14808 






Seq. ID 


OJ990727 


_02. 9924 


.C9 




Gene No. 


31497 






Strand 








\\ 


Start 


52477 






End 


53241 








Name 


OJ990727 02. 9924. C9. 


o4 . tw 


Method 


TBLASTX: 


Wheat 




. s i 


Start 


11742 






End 


12189 








GI 


none 






Score 


55 






: "i 
'ssf 


Exons 


11742. 


.11801, 11743. 


. 11802, 


11782. .12183, 11844 


. .11894, 




' : 9sf 




11981. 


.12184, 12003. 


. 12173, 


12010. .12189 







Seq. No. 14808 Seq. ID 

Gene No. 31497 Strand 

Start 52477 End 

Name OJ990727_02 . 9924 . C9 . ol . tc Method 

Start 11809 End 

GI none Score 

Exons 11809. .12069 



OJ990727JD2. 9924 .C9 
53241 

TBLASTX: Cress 

12069 

223 



Seq. No. 14808 

Gene No. 31497 

Start 52477 

Name OJ990727_02 . 9924 . C9 . o3 . tm 

Start 11859 

GI none 
Exons 



Seq. ID OJ990727_02.9924.C9 
Strand 
End 

Method 
End 
Score 



53241 

TBLASTX: Maize 

12297 

489 



11859. .11894, 11860. .12297, 11887 .. 1194 3, 11936 .. 12034 , 



15486 




11952. .12236, 12013. .12237 



Seq. No. 


14808 






Seq. ID 


OJ990727 


02 . 9924 


. C9 


Qpnp No 


31497 






Strand 








Start 


52477 






End 


5324 1 






Name 


OJ990727 02. 9924. C9 


. 08 . tw 


Met* hod 


TBLASTX • 


Wheat 




Start 


12373 






End 


12804 






GI 


none 






Score 


97 






Exons 


12373. 


.12522, 12547 


. .12804 










Seq. No. 


14808 






Seq. ID 


OJ990727 


02 . 9924 


. C9 


Gene u 


31497 






Strand 








Start 


52477 






End 


53241 






Naine 


OJ990727 02. 9924. C9 


. o2 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


12550 






End 


13206 






GI 


none 






Score 


657 






Exons 


12550. 


.13206, 12558 


. .13175, 


12853. . 13191 






Seq. No. 


14808 






Seq. ID 


OJ990727 


02 . 9924 


. C9 


Gene No 


31497 






Strand 








Start 


52477 






End 


53241 






Name 


OJ990727 02. 9924. C9 


. o3 . ts 


Method 


TBLASTX : 


0 \j y kj can 




Start 


12568 






End 


13197 






GI 


none 






Score 


245 






Exons 


12568". 


.12957, 12672 


12899, 


12976. .13197, 12990 


. .13160 




Sea No 


14808 






Seq. ID 


OJ990727 


02 9924 




Gene No. 


314 97 






Strand 








Start 


52477 






End 


53241 






Name 


OJ990727 02. 9924. C9 


. oil . tm 


Method 


TBLASTX: 


Mai ze 




Start 


17393 






End 


21062 






GI 


none 






Score 


40 






Exons 


17393. 


.17455, 17587 


17625, 


17710. .17805, 17711 


. .17791, 






18162. 


.18359, 18172 


. 18360, 


18172. . 18342, 18174 


18362, 






20710. 


.20829, 20712 


. 20831, 


20714. .20827, 20716 


20829, 






20978. 


.21061, 20982 


. .21062 










Seq. No. 


14808 






■ Seq. ID 


OJ990727 


02 . 9924 


. C9 


Gene No . 


31497 






Strand 








Start 


52477 






End 


53241 






Name 


OJ990727 02. 9924. C9 


. ol4 . tm 


Method 


TBLASTX : 


Maize - 




Start 


22070 






End 


26195 






GI 


none 






Score 


81 






Exons 


22070. 


.22129, 22070 


22129, 


22202. .22249, 22203 


22259. 






22442. 


.22513, 22453 


22521 . 


23178. .23279, 23180 


23284 , 






23199. 


.23273, 25051, 


25095 


25055. .25111, 25058 


. 25111 , 






25250. 


.25330, 25257, 


25337 


25944. .260C 


16, 25945 


. 26004 , 






26020. 


.26184, 26030, 


26188 


26079. .2618 


!6, 26079 


. 2 6195 




Seq. No. 


14808 






Seq. ID 


OJ990727 


_02.9924 


.C9 


Gene No. 


31497 






Strand 








Start 


52477 






End 


53241 






Name 


OJ990727 02. 9924. C9, 


. 0I6 . tm 


Method 


TBLASTX:] 


Maize 




Start 


28978 






End 


33574 






GI 


none 






Score 


105 






Exons 


28978. 


.29064, 28978, 


. .29055, 


28979. .29071, 29152 


. .29238, 






29165. 


.29236, 30258. 


. .30344, 


30262. .30345, 30263 


. .30343, 





15487 






30264 . 


. 30344 , 30265 


. . 30345, 


31246. .31314, 31250 .. 31309, 






31384 . 


. 31452, 31385 


. . 31453, 


32746.-32829, 3274 7 .. 32836, 






32749. 


.32838, 32753 


. . 32839, 


33302. .33349, 334 37 3354 4 , 






33440. 


.33574, 33442 


. . 33573 








Seq. No. 


14808 






Seq. ID 


OJ990727_02.9924 


.C9 


Gene No. 


31497 






Strand 






Start 


52477 






End 


53241 




Name 


OJ990727 02. 9924. C9 


. ol7 . tm 


Method 


TBLASTX: Maize 




Start 


47992 






End 


48238 




GI 


none 






Score 


45 




Exons 


47992. 


.48024, 47992 


. '. 48033, 


48026. . 48208, 48026. .48238 




Seq. No. 


14808 






Seq. ID 


OJ990727_02. 9924 


.C9 


Gene No. 


31497 






Strand 






Start 


52477 






End 


53241 




Name 


OJ990727 02. 9924. C9 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


48047 






End 


48380 




GI 


none 






Score 


41 




Exons 


48047. 


.48379, 48240 


. . 48287, 


4 8263. . 4 837 6, 4 8306. .4 8380 




Seq. No. 


14808 






Seq. ID 


OJ990727_02.9924 


. ^ j 


Gene No. 


31497 






Strand 






Start 


52477 






End 


53241 




Name 


OJ990727 02. 9924. C9. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


48242 






End 


48826 




GI 


none 






Score 


162 




Exons 


48242. 


.48667, 48366, 


48668 


48663. . 4 8818, 4 8 665.-48826, 






48672. 


.48818, 48674, 


. . 48820 








Seq. No. 


14808 






Seq. ID 


OJ990727_02.9924 


.C9 


Gene No. 


31497 






Strand 






Start 


52477 






End 


53241 




Name 


OJ990727 02. 9924. C9, 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


48380 






End 


49006 




GI 


none 






Score 


51 




Exons 


48380. 


.49006, 48381. 


. . 48449, 


4 838 6. .48631, 4 84 92. .4 9004 




Seq. No. 


14808 






Seq. ID 


OJ990727_02.9924 


.C9 


Gene No. 


31497 






Strand 






Start 


52477 






End 


53241 




Name 


OJ990727 02. 9924. C9. 


o 5 tm 


Method 


TBLASTX: Maize 




Start 


48875 






End 


49146 




GI 


none 






Score 


263 




Exons 


48875. 


.49141, 48879. 


, . 49145, 


48934. .49146 




Seq. No. 


14808 






Seq. ID 


OJ990727_02. 9924 


.C9 


Gene" No. 


31497 






Strand 






Start 


52477 






End 


53241 




Name 


OJ990727 02. 9924. C9. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


48965 






End 


49141 




GI 


none 






Score 


145 




Exons 


48965. 


.49141, 48966. 


.49139 








Seq. No. 


14808 






Seq. ID 


OJ990727_02. 9924 , 


.C9 


Gene No. 


31497 






Strand 






Start 


52477 






End 


53241 





15488 






Name 


OJ990727 02. 9924. C9 


.oil. tw 


Method 


TBLASTX: Wheat 






Start 


49013 




End 


49287 






GI 


none 




Score 


161 






Exons 


49013. .49141, 49014 


. .49148, 


49018. .49143, 4 9126 .. 4 9287 , 








49130.. 49285 












Seq. No. 


14808 




-Seq. ID 


OJ990727_02. 9924 


.C9 




Gene No. 


31497 




Strand 








Start 


52477 




End 


53241 






Name 


OJ990727 02. 9924 ,C9 


. o2 . tw 


Method 


TBLASTX: Wheat 






Start 


49318 




End 


49744 






GI 


none 




Score 


241 






Exons 


49318. .49668, 49318 


. .49743, 


49325. .49744 






Seq. No. 


14808 




Seq. ID 


OJ990727_02.9924 


.C9 




Gene No. 


31497 




Strand 








Start 


52477 




End 


53241 






Name 


OJ990727 02. 9924. C9 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


49318 




End 


49671 






GI 


none 




Score 


49 






Exons 


49318. .49671, 49325 


. .49357, 


4 9333. .4 9665, 4 9403. .4 9666 






Seq. No. 


14808 




Seq. ID 


OJ990727J32. 9924 


.C9 




Gene No. 


31497 




Strand 








Start 


52477 




End 


53241 




i;fi 


Name 


OJ990727 02. 9924. C9 


. o9 . ts 


Method 


TBLASTX: Soybean 




t s ! : 


Start 


4 9489 ~ 




End 


49737 






GI 


none 




Score 


208 




□ 
■ ;E 


Exons 


49489. .49737 










s; 

W 


Seq. No. 


14808 




Seq. ID 


OJ990727_02. 9924 


.C9 


m 


Gene No. 


31497 




Strand 








Start 


52477 




End 


53241 






Name 


OJ990727 02. 9924. C9 


. o9 . tm 


Method 


TBLASTX: Maize 




: i 
3: 


Start 


49673 




End 


50010 




'".A 


GI 


none 




Score 


149 




: , 


Exons 


49673. .49957, 49678 


. . 50010 








SI 


Seq. No. 


14808 




Seq. ID 


OJ990727_02. 9924 


.C9 




Gene No. 


31497 




Strand 








Start 


52477 




End 


53241 






Name 


OJ990727 02. 9924. C9, 


. 06 . tw 


Method 


TBLASTX: Wheat 






Start 


49745 




End 


50019 






GI 


none 




Score 


254 






Exons 


49745. .50005, 49747 . 


. .50007, 


4 974 8. .50002, 4 9777. .50019 






Seq. No. 


14808 




Seq. ID 


OJ990727_02. 9924 , 


.C9 




Gene No. 


31497 




Strand 








Start 


52477 




End 


53241 ... 






Name 


OJ990727 02. 9924. C9. 


. o2 . ts 


Method 


TBLASTX: Soybean 






Start 


49759 




End 


50154 






GI 


none 




Score 


174 






Exons 


49759. .50010, 49769. 


. .50008, 


49816. .50013, 4 9973 .. 501 1 6, 








50038. .50118, 50065. 


, .50118, 


50122. .50154, 50122.. 50154 






Seq. No. 


14808 




Seq. ID 


OJ990727_02. 9924 . 


.C9 




Gene No. 


• 31497 




Strand 







15489 



Start 
Name 
Start 
GI 

Exons 



52477 End 

OJ990727_02. 9924.C9.o6.tm Method 

50065 End 

none Score 
50065. .50508, 50074.. 50436 



53241 

TBLASTX: Maize 

50508 

126 



Seq. No. 14808 Seq. ID 

Gene No. 31497 Strand 

Start 52477 End 

Name OJ990727_02 . 9924 . C9 . o3 . tw Method 

Start 50095 End 

GI none Score 

Exons 50095. .50577, 50138.. 50581 



OJ990727_02.9924.C9 
53241 

TBLASTX: Wheat 

50581 

294 



Seq. No. 14808 Seq. ID 

Gene No. 31497 Strand 

Start 52477 End 

Name OJ990727_02 . 9924 . C9 . olO . ts Method 

Start 50227 End 

GI none Score 

Exons 50227. .50541 



OJ990727_02.9924 .C9 
53241 

TBLASTX : Soybean 

50541 

195 



Seq. No. 14808 Seq. ID 

Gene No. 31497 Strand 

Start 52477 End 

Name OJ990727_02 . 9924 . C9 . olO . tw Method 

Start 50716 End 

GI none Score 

Exons 50716. .51063 



OJ990727_02.9924.C9 
53241 

TBLASTX: Wheat 

51063 

224 



Seq. No. 14808 

Gene No. 31497 

Start 52477 

Name OJ990727_02 . 9924 . C9 . o7 . tw 

Start 51418 

GI none 

Exons 51418. .51762, 51567 .. 51 602 , 



Seq. ID OJ990727_02.9924 .C9 
Strand 

End 53241 

Method TBLASTX : Wheat 

End 51763 

Score 36 
51632. .51763 



Seq. No. 14808 

Gene No. 31497 

Start 52477 

Name OJ990727_02 . 9924 . C9 . ol2 . tm 

Start 51463 

GI none 

Exons 51463. .51762, 514 64 .. 51544 , 



Seq. ID OJ990727_02. 9924 .C9 
Strand 

End 53241 

Method TBLASTX: Maize 

End 51762 

Score 47 
51632. .51739 



Seq. No. 14808 

Gene No. 314 97 

Start 52477 

Name OJ990727_02 . 9924 . C9 . ol2 . tw 

Start 51814 

GI none 

Exons 51814 . .51996, 51815.. 51994 



Seq. ID OJ990727_02. 9924 .C9 
Strand 

End 53241 

Method TBLASTX : Wheat 

End 51996 

Score 133 



Seq. No. 
Gene No. 
Start 



14808 
31497 
52477 



Seq. ID OJ990727JD2. 9924 .C9 
Strand 

End 53241 



15490 




Name 


OJ990727 02.9924 


,C9.ol3 


. gs 


Method 


GENSCAN 




Start 


52477 






End 


53241 




GI 


none 






Score 


.92 




Exons 


52477. .53241 












Seq. No. 


14808 






Seq. ID 


OJ990727 02.9924 


.C9 


Gene No. 


31497 






■Strand 


- 




Start 


524 77 






End 


5324 1 




Name 


OJ990727 02.9924 


.C9.ol0 


np 


Method 


AAT/NAP 




Start 


52480 






End 


53241 




GI 


4512229 






Score 


1209 




Exons 


52480. .53241 












GI Descrip. 


(AB014740) ORF0 


protein 


[Oryza sativa] 






Seq. No. 


14809 






Seq. ID 


OJ990727_02.9924 


.C10 


Gene No. 


31498 






Strand 


+ 




Start 


504 






End 


3386 




Name 


OJ990727 02.9924 


.ClO.ol 


gs 


Method 


GENSCAN 




Start 


504 






End 


3386 




GI 


none 






Score 


.89 




Exons 


504.. 662, 699.. 828, 917 


.1097, 


1131. .1801, 2025. .2434, 






2495.. 2826, 3116 


. .3204, 


3274. . 


3386 






Seq. No. 


14809 






Seq. ID 


OJ990727_02.9924 


.C10 


Gene No. 


31499 






Strand 


_ 




Start 


4215 






End 


9333 




Name 


OJ990727 02.9924 


.ClO.ol 


np 


Method 


AAT/NAP 




Start 


4215 






End 


9118 




GI 


4206306 






Score 


2810 




Exons 


4215. .7750, 9054 


. . 9118 










GI Descrip. 


(AF049110) prpol 


[Zea mays] 








Seq. No. 


14809 






Seq. ID 


OJ990727_02.9924 


.C10 


Gene No. 


31499 






Strand 






Start 


4215 






End 


9333 




Name 


OJ990727 02.9924 


.CIO.06 


tw 


Method 


TBLASTX: Wheat 




Start 


4224 






End 


4792 




GI 


none 






Score 


102 




Exons 


4224. ,4349, 4514 


, .4645, 


4673. . 


4792 






Seq. No. 


14809 






Seq. ID 


OJ990727JD2.9924 


.C10 


Gene No. 


31499 






Strand 






Start 


4215 






End 


9333 




Name 


OJ990727 02.9924 


,C10.o5 


tm 


Method 


TBLASTX: Maize 




Start 


4484 






End 


4747 




GI 


none 






Score 


210 




Exons 


4484 . .4747 












Seq. No. 


14809 






Seq. ID 


OJ990727_02.9924 


.C10 


Gene No. 


31499 






Strand 






Start 


4215 






End 


9333 




Name 


OJ990727 02.9924 


.C10.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


4763 






End 


5140 




GI 


none 






Score 


47 




Exons 


4763. .5140, 4770 


. .4940, 


4998. . 


5111 






Seq. No. 


14809 






Seq. ID 


OJ990727_02. 9924 


.C10 



15491 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



31499 
4215 

OJ990727JD2. 

4778 

none 

4778. .4951, 



9924 .CIO. o4 .tm 



4779. .4952 



Strand 
End 

Method 

End 

Score 



9333 

TBLASTX: Maize 

4952 

173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14809 
31499 
4215 

OJ990727_02, 

4952 

none 

4952. .5410, 



9924. CIO. o3.tm 
5000.. 5104, 5091. 



Seq. ID OJ990727_02. 9924. C10 
Strand 

End 9333 

Method TBLASTX : Maize 

End 5410 

Score 39 
.5345, 5135.. 5347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14809 
31499 
4215 

OJ990727J)2. 

5000 

none 

5000. .5410 



9924. C10. o4.tw 



Seq. ID OJ990727_02. 9924 .C10 
Strand 

End 9333 

Method TBLASTX : Wheat 

End 5410 

Score 233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 



14809 
31499 
4215 

OJ990727_02. 

5761 

none 

5761. .5901, 

14809 
31499 
4215 

OJ990727_02, 

6293 

none 

6293. .6463, 

14809 
31499 
4215 

OJ990727_02. 

6325 

none 

6325. . 6534, 

14809 
31499 
4215 

OJ990727_02. 

6409 

none 

6409. . 6795, 

14809 
31499 



9924. C10. o3.tw 



Seq. ID OJ990727_02. 9924 .C10 
Strand 

End 9333 

Method . TBLASTX: Wheat 

End 6168 

Score 68 



5762. .5902, 5924. .6115, 5944. .6168 



9924. C10. ol.ts 



6310.. 6660, 6500. 



9924 .C10. oS.tw 



6335.. 6529, 6346. 



9924 ,C10. o2.tm 



6425. . 6754 



Seq. ID OJ990727_02. 9924. C10 
Strand 

9333 

TBLASTX: Soybean 
6660 ' 
65 



End 

Method 
End 
Score 
.6643 



Seq. ID OJ990727_02. 9924. C10 
Strand 

9333 

TBLASTX: Wheat 
6534 
103 



End 

Method 
End 
Score 
.6531 



Seq. ID OJ990727_02. 9924 .C10 
Strand 

End 9333 

Method TBLASTX : Mai ze 

End 6795 

Score 178 



Seq. ID OJ990727_02. 9924 .C10 
Strand 



15492 



Start 
Name 
Start 
GI 

Exons 



4215 End 
OJ990727_02. 9924 .CIO. ol.tw Method 
6535 End 
none Score 
6S35..6954, 6536.. 6751, 6538.. 6954 



9333 

TBLASTX: Wheat 

6954 

136 



Con Mn 
OCL£ ■ ViKJ . 


1 4 8HQ 










O.TQQ0797 H9 QQ94 
uu yy\j i £. i \) £. . yy^.*± 


pi o 


Cono Mo 
OCIltS LNvJ. 


^1 4QQ 

«J X *i _7 -7 








r a nr J 
OLI al 1U 






Start 


4215 








End 


9333 




Name 


OJ990727 02 


.9924 .C10. ol 


.tm 


Method 


TBLASTX: Maize 




OLai L 


6823 










7180 

/ X O \J 














Score 


94 fi 




Exons 


fift93 71 7Q 


6824 


.7180 










Oct^ • lnu . 


X *S O VJ _7 








c prf t n 


O.TQQ0797 09 QQ94 
uu y y\j / £. i \j £ . yy c.'i 


n n 

. LIU 


Cqt*io hi /-\ 
bcilc LNU . 


31 4 QQ 

3 jlh yy 








otrailu 






Start 


4215 








End 


9333 




Name 


OJ990727 02 


QQ94 


pi n r>? 


.tw 


Method 


TBLASTX: Wheat 




O Lai L 


D .7 J J 










7 

f jkj y 




fT 

bl 


none 








Score 


90R 




V /"\ T*l Cf 






7937 


7 9 7 R 


/ jUi? 






OetJ . INO . 


1 4 fiOQ 








oeq . x ij 


nTQQP.797 HO QQ94 


pi n 


ucllc INO . 


^ 1 4 Q Q 
3 m yy 








o u r ana. 






jlai L 


4 9 1 ^ 

4 £ J. .J 








C"nrl 


3 j j j 




Name 


OJ990727 02 


.9924 


C10.o3 


.gs 


Method 


GENSCAN 




Start 


7281 








End 


8899 




GI 


none 








Score 


.43 




Exons 


7281. .7759, 


8060 


.8125, 


8158. . 


8899 






Seq. No. 


14809 








Seq. ID 


OJ990727_02.9924 


.C10 


Gene No. 


31499 








Strand 






Start 


4215 








End 


9333 




Name 


OJ990727 02 


.9924 


C10.O2 


.np 


Method 


AAT/NAP 




Start 


8392 








End 


9333 




GI 


6721562 








Score 


273 




Exons 


8392. .9003, 


9277 


.9333 










GI Descrip. 


(AP001073) 


Similar to Zea mays 


22-kDa 


alpha zein gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa]- 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 14810 

Gene No. 31500 

Start 641 

Name OJ990727JD2 . 9924 . Cll . o2 . tm 

Start 297 

GI none 
Exons 



Seq. ID OJ990727_02.9924.C11 
Strand 

End 1087 

Method TBLASTX : Mai ze 

End 787 

Score "53 



297. .359, 305. .418, 431. .484, 509. .589, 593. .787, 596. .766, 
649. .777 



Seq. No. 14810 Seq. ID OJ990727_02 . 9924 . Cll 

Gene No. 31500 Strand 

Start 641 End 1087 

Name OJ990727_02 . 9924 . Cll . ol . np Method AAT/NAP 

Start 641 End 1087 



15493 




GI 6705984 Score 603 

Exons 641 . . 1087 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. No. 


14810 






Seq. ID 


\JKJ Zs Z?\J 1 £. 1 \J * .7 .7 £.H 


pi i 


Gene No. 


31500 






Strand 






Start 


641 






End 


1087 




Name 


OJ990727 02 . 9924 .Cll 


. ol 


. tm 


Method 






Start 


788 






End 


1058 




GI 


none 






Score 


177 




Exons 


788. . 1057, 789. . 1058 












Seq. No. 


14810 






Seq. ID 


OJ990727 02 99? 4 


. Cll 


Gene No. 


31500 






St rand 






Start 


641 






End 


1087 




Name 


OJ990727 02 . 9924 . Cll 


. ol 


tw 


Mf*i~ h oH 


1 DlinO L /\ . VV i 1 c a. L, 




Start 


827 






End 


1085 




GI 


none 






Score 


215 




Exons 


827 . . 1084, 837 . . 1085 












Seq. No. 


14811 






Seq. ID 


O.79907 91 09 QQ9 A 

\J\J Zs Zs \J 1 1 \J . ZJ Z7 £. H 


pi ^ 


Gene No. 


31501 






Qf rand 






Start 


36 






End 


557 




Name 


OJ990727 02 9924 C13 


. ol 










Start ■ 


36 






End 


557 




GI 


none 






Score 


.79 




Exons 


36. . 557 












Seq. No. 


14812 






Seq. ID 


z? zj\j i i \J • Zs zs <± 


pi a 


Gene No. 


31502 






Strand 






Start 


683 






End 






Name 


OJ990727 02 . 9924 .CI 4 . 


. ol 




Mpj- hod 






Start 


683 ~~ 






End 


1 999 




GI 


none 






Score 


.98 




Exons 


683. . 1228 












Seq. No. 


14812 






Seq. ID 


OJ990727_02. 9924 


PI 4 


Gene No. 


31502 






Strand 






Start 


683 






End 


1301 




Name 


OJ990727 02.9924.C14. 


,ol 


.np 


Method 


AAT/NAP 




Start 


704 






End 


1301 




GI 


4680203 






Score 


565 




Exons 


704 . . 1301 












GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 




Seq. No. 


14812 






Seq. ID 


OJ990727_02. 9924 


.C14 


Gene No . 


31502 






Strand 






Start 


683 






End 


1301 . , 




Name 


OJ990727 02.9924.C14. 


ol. 


. tw 


Method 


TBLASTjf: Wheat 




Start 


758 






End 


1301 




GI 


none 






Score 


52 




Exons 


758. .850, 759. .824, 8 


139. 


. .919, 


867. .920, 


915. .1073, 926., 


. 1072 




1020. . 1115, 1052. .1111, 


1117. 


.1182, 111 


8. .1162, 1157. .1300, 




1173. . 1301 












Seq. No. 


14813 






Seq. ID 


OJ990727_02.9924. 


.C15 


Gene No. 


31503 






Strand 







15494 




Start 


1 


End 


5165 




Name 


OJ990727 02.9924.C15.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


2587 




GI 


342 1.R1084 


Score 


4270 




Exons 


1. .2587 








GI Descrip. 


, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Or; 




sativa] 1 








Seq. No. 


14813 


Seq. ID 


OJ990727_02. 9924 . 


C15 


Gene No. 


31503 


Strand 






Start 


1 


End 


5165 




Name 


OJ990727 02.9924.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2591 




GI 


4680203 


Score 


2553 




Exons 


1..259, 536. .766, 920. .2591 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


14813 


Seq. ID 


OJ990727_02.9924. 


C15 


Gene No. 


31503 


Strand 






Start 


1 


End 


5165 




Name 


OJ990727 02.9924.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


365 




GI 


none 


Score 


284 




Exons 


2. .361, 3. .365, 30. .365 








Seq. No. 


14813 


Seq. ID 


OJ990727_02. 9924 . 


C15 


Gene No. 


31503 • 


Strand 






Start 


1 


End 


5165 




Name 


OJ990727 02. 9924 .ClS'.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


652 




GI 


none 


Score 


514 




Exons 


2. .652, 3. .605, 473. .652 








Seq. No. 


14813 


Seq. ID 


OJ990727_02.9924. 


C15 


Gene No. 


31503 


Strand 






Start 


1 


End 


5165 




Name 


OJ990727 02.9924.C15.ol.gs 


Method 


GENSCAN 




Start 


173 


End 


5126 




GI 


none 


Score 


.73 




Exons 


173. .304, 440. .855, 1209. .1644, 1779.. 


2591, 3861.. 3985, 






4841. .5126 








Seq. No. 


14813 


Seq. ID 


OJ990727_02. 9924 . 


C15 


Gene No. 


31503 


Strand 






Start 


1 


End 


5165 




Name 


OJ990727 02. 9924 .C15.o3.tm 


Method 


TBLASTX: Maize 




Start 


296 


End 


610 




GI 


none 


Score 


145 




Exons 


296.. 610, 315.. 599 








Seq. No. 


14813 


Seq. ID 


OJ990727_02.9924. 


C15 


Gene No. 


31503 


Strand 






Start 


1 


End 


5165 




Name 


OJ990727 02. 9924 .C15.o3.tw 


Method 


TBLASTX: Wheat 




Start 


653 


End 


1064 




GI 


none 


Score 


75 




Exons 


6S3..739, 654. .740, 654. .743, 


665. .745 


, 773. .1015, 813.. 


995, 



15495 




963. .1064, 1001. .1063 



Seq. No. 14813 Seq. ID 

Gene No. 31503 Strand 

Start 1 End 

Name OJ990727_02 . 9924 .CIS . o3 . ts Method 

Start 1096 " - - End 

GI none Score 

Exons 1096.. 1338 



OJ990727_02. 9924 .CIS 
5165 

TBLASTX: Soybean 

1338 

198 



Seq. No. 14813 

Gene No. 31503 

Start 1 

Name OJ990727 _02 . 9924 . CIS . o2 . tm 

Start 1168 

GI none 

Exons 1168.. 1362, 1372.. 1614, 1373. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1624, 1477. .1626 



OJ990727_02 . 9924 . CIS 
5165 

TBLASTX: Maize 
1626 
89 



Seq. No. 14813 
Gene No. 31503 
Start 1 

Name OJ990727_02 . 9924 . CIS . o2 . tw 

Start 1202 
GI none 

Exons 1202.. 1408, 1202.. 1411, 1204. 

1411. .1509, 1412. .1504, 1513. 
1619. .1663 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990727 02 . 9924 . CIS 



5165 

TBLASTX: Wheat 
1671 
163 

1410, 1204. .1431, 1409. .1501, 
1617, 1517. .1618, 1615. .1671, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14813 Seq. ID 

31503 Strand 
1 End 
OJ990727_02 . 9924 . CIS . o2 . gp Method 
1458 End 
2310235 Score 

1458. .1479, 2452. .2591, 3042. .3079 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



OJ990727_02. 9924. CIS 

5165 
AAT/GAP 
3079 
290 



Seq. No. 14813 

Gene No. 31503 

Start 1 

Name OJ990727_02 . 9924 . CIS . o2 . tc 

Start 1459 

GI none 
Exons 



Seq. ID OJ990727_02.9924.C15 



Strand 
End 

Method 

End 

Score 



5165 

TBLASTX: Cress 

1806 

87 



1459. .1689, 1478. .1606, 1655. .1693, 1698. .1799, 1699. .1806 



Seq. No. 14813 

Gene No. 31503 

Start 1 

Name OJ990727_02 . 9924 . CIS . o2 . ts 

Start 1546 

GI none 
Exons 



Seq. ID OJ990727_02. 9924 .CIS 
Strand 
End 

Method 
End 
Score 



5165 

TBLASTX: Soybean 

1968 

60 



1546. .1680, 1553. .1681, 1558. .1683, 1674. .1835, 1693. .1803, 
1830. .1892, 1885. .1968, 1893. .1967 



Seq. No. 
Gene No. 



14813 
31503 



Seq. ID 
Strand 



OJ990727 02 . 9924 . CIS 



15496 




Start 
Name 
Start 
GI 

Exons 



OJ990727_02. 9924. CIS. o4.tw 

1884 

none 

1884. .2141, 
2133. .2285, 



1889.. 2131, 1897. 
2-147. .2254 



End 

Method 

End 

Score 



5165 

TBLASTX: Wheat 

2285 

168 



.2139, 1899.. 2150, 1900.. 2142, 



Seq. No. 14813 Seq. ID 

Gene No. 31503 Strand 

Start 1 End 

Name OJ990727_02 . 9924 . C15 . o2 . np Method 

Start 4 394 End 

GI 6522541 Score 

Exons 4394.. 4746, 4841.. 5165 

GI Descrip. (AL132955) receptor-kinase like protein [Arabidopsis thaliana] 



OJ990727_02 . 9924 .C15 

5165 
AAT/NAP 
5165 
360 



Seq. No. 14813 

Gene No. 31503 

Start 1 

Name OJ990727_02 . 9924 . C15 . ol 

Start 4451 

GI none 

Exons 4451.. 4552, 4452.. 4565, 
4842. .4967 

Seq. No. 14813 

Gene No. 31503 

Start 1 

Name OJ990727_02 . 9924 . C15 . ol 

Start 4562 

GI none 

Exons 4562.. 4789, 4614.. 4757, 
5106. .5159 



Seq. ID OJ990727_02.9924.C15 
Strand 

End 5165 

.tm Method TBLASTX : Maize 

End 4970 

Score 63 
4535. .4747, 4542. .4760, 4842. .4970, 



Seq. ID OJ990727_02. 9924 .C15 
Strand 

End 5165 

.ts Method TBLASTX: Soybean 

End 5159 

Score 74 
4872. .5084, 4906. .4995, 4923. .5084, 



Seq. No. 14813 Seq. ID 

Gene No. 31503 Strand 

Start 1 End 

Name OJ990727_02 . 9924 . C15 . o3 . tc Method 

Start 4 632 End 

GI none Score 

Exons 4632. .4760, 4658. .4747, 4842. .5159 



OJ990727_02.9924 .C15 
5165 

TBLASTX: Cress 

5159 

64 



Seq. No. 14813 Seq. ID 

Gene No. 31503 Strand 

Start 1 End 

Name OJ990727_02 . 9924 . C15 . o5 . tw Method 

Start 4 658 End 

GI none Score 

Exons 4658.. 4747, 4839.. 5141 



OJ990727_02.9924.C15 
5165 

TBLASTX: Wheat 

5141 

149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14814 Seq. ID 

31504 Strand 

694 6 End 

OJ990727__02. 9924 .C16.o2.gs Method 

6946 End 

none Score 



OJ990727_02.9924 .C16 
+ 

8622 
GENSCAN 
8622 
.65 



6946. .6952, 7762. .8053, 8061. .8262, 8443. .8622 



15497 



• 



OJ990727_02.9924.C16 
+ 

14657 
AAT/NAP 
14657 
911 



Seq. No. 14814 Seq. ID 

Gene No. 31505 Strand 

Start 11825 End 

Name OJ990727_02 . 9924 . CI 6 . o2 . np Method 

Start 11825 End 

GI 6705984 Score 

Exons " 11825. .12014,. 13182.. 14657 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 

Seq. No. 14814 Seq. ID OJ990727_02 . 9924 . C16 

Gene No. 31506 Strand 

Start 1 End 5972 

Name OJ990727_02 . 9924 . C16 . ol . np Method AAT/NAP 

Start 1 End 5936 

GI 1184077 Score 1222 

Exons 1..40, 1948. .2740, 2819. .36.42, 4244. .4542, 4696. .5039, 
5193. .5936 

GI Descrip. (U42445) Cf-2.2 [Lycopersicon pimpinellif olium] 

Seq. No. 14814 Seq. ID OJ990727_02 . 9924 . C16 

Gene No. 31506 Strand 

Start 1 End 5972 

Name OJ990727_02 . 9924 . C16 . ol . gs Method GENSCAN 

Start 26 End ■ 5972 

GI none Score .43 

Exons 26. .169, 174. .451, 531. .816, 880. .1049, 1182. .1315, 1470. .1866, 
2679. .3584, 4062. .4182, 4298.-4429, 4514. .4882, 5165. .5972 



Seq. No. 14814 Seq. ID 

Gene No. 31506 Strand 

Start 1 End 

Name OJ990727_02 . 9924 . CI 6 . o2 . tm Method 

Start 1504 End 

GI none Score 

Exons 1504.. 1755, 1506.. 1757 



OJ990727_02.9924.C16 
5972 

TBLASTX: Maize 

1757 

221 



Seq. No. 14814 Seq. ID 

Gene No. 31506 Strand 

Start 1 End 

Name OJ990727_02 . 9924 . C16 . o3 . ts Method 

Start 1506 End 

GI none Score 

Exons 1506.. 1742, 1507.. 1737 



OJ990727_02.9924.C16 
5972 

TBLASTX : Soybean 

1742 

135 



Seq. No. 14814 
Gene No. 31506 
Start 1 

Name OJ990727_02 . 9924 . C16 . ol . tc 

Start 1941 
GI none 
Exons 1941 

2012 

2138 



2312, 2006. 

2140, 2063. 

2608, 2139. 

2351.. 2605, 2363. 

2384. .2572, 2418. 

2498.. 2713, 2567. 



,2350, 2009. 

.2197, 2069. 

.2378, 2162. 

.2716, 2364. 

.2546, 2426. 

.2683, 2586. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2683, 2009 
.2137, 2069 
.2305, 2282 
.2528, 2370 
.2707, 2427 
.2678, 2705 



OJ990727 02.9924.C16 



5972 

TBLASTX: Cress 
5693 
104 

2563, 2010.. 2324, 

2602, 2105.. 2284, 

2683, 2321.. 2503, 
2552, 2373.. 2540, 

2684, 2456. .2605, 
2803, 2780.. 3106, 



15498 



2816. .3124, 
2942. .3292, 
3176. .3292, 
3344. .3514, 
3377. .3514, 
3533. .3682, 
4230. .4490, 
4242. .4526, 
4269. .4550, 
4554. .4601, 
4719. .5150, 
4851. .5126, 
5190. .5369, 
5379. .5468, 



2816. .3220, 
2963. .3124, 
3224. .3301, 
3344 . .3442, 
3393. .3593, 
3533. .3667, 
4230. .4364, 
4243. .4392, 
4341. .4556, 
4623. .4952, 
4785. .5135, 
4854. .5147, 
5211. .5375, 
5439. .5693, 



2816. .3127, 
3020. .3304, 
3338. .3493, 
3344 . .3451, 
3407. .3532, 
3533. .3649, 
4230. .4559, 
4257. .4511, 
4410. .4526, 
4659. .5156, 
4785. .4850, 
5067. .5144, 
5355. .5687, 
5442. .5687, 



2885. .3121, 
3170. .3337, 
3338. .3517, 
3365. .3490, 
3518. .3664, 
3533. .3637, 
4239. .4526, 
4260. .4526, 
4422. .4529, 
4659. .5135, 
4800. .5096, 
5190. .5375, 
5379. .5687, 
5446. .5637, 



2885. .3124, 
3173. .3253, 
3338. .3514, 
3374. .3532, 
3527. .3667, 
3533. .3622, 
4240. .4383, 
4261. .4389, 
4441. .4521, 
4659. .5162, 
4806. .4967, 
5190. .5360, 
5379. .5663, 
5472. .5663 



in 



m 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



14814 
31506 
1 

OJ990727_02. 
1949 



9924 .C16.ol.ts 



Seq. ID 

Strand 

End 

Method 
End 



OJ990727_02.9924.C16 
5972 

TBLASTX : Soybean 
5706 



none 










Score 


66 








1949. 


.2473, 


1950. 


.2045, 


2012. 


.2323, 


2013. 


.2240, 


2069. 


.2677, 


2075. 


.2539, 


2081. 


.2491, 


2150. 


.2707, 


2156. 


.2563, 


2225. 


.2608, 


2289. 


.2486, 


2372. 


.2686, 


2427. 


.2627, 


2816. 


.3127, 


2816. 


.3124, 


2816. 


.3082, 


2822. 


.3274, 


2876. 


.3256, 


2885. 


.3304, 


2885. 


.3127, 


2957. 


.3304, 


3173. 


.3346, 


3317. 


.3646, 


3338. 


.3526, 


3344. 


.3490, 


3344. 


.3490, 


3392. 


.3514, 


3393. 


.3491, 


3527. 


.3640, 


3533. 


.3661, 


3536. 


.3637, 


3542. 


.3673, 


3542. 


.3637, 


4230. 


.4364, 


4230. 


.4334, 


4234. 


.4383, 


4239. 


.4526, 


4239. 


.4502, 


4242. 


.4550, 


4245. 


.4601, 


4245. 


.4364, 


4281. 


.4526, 


4422. 


.4529, 


4659. 


.5147, 


4659. 


.4847, 


4659. 


.4970, 


4665. 


.5117, 


4701. 


.5135, 


4728. 


.5147, 


4728. 


.4751, 


4800. 


.5147, 


4800. 


.5138, 


4824 . 


.4949, 


4869. 


.5144, 


5089. 


.5154, 


5148. 


.5360, 


5190. 


.5687, 


5190. 


.5372, 


5190. 


.5351, 


5190. 


.5336, 


5214. 


.5360, 


5221. 


.5346, 


5379. 


.5693, 


5379. 


.5486, 


5379. 


.5693, 


5379. 


.5687, 


5379. 


.5555, 


5380. 


.5706, 


5382. 


.5693, 


5385. 


.5687, 


5388. 


.5657, 


5424. 


.5537, 


5452. 


.5688, 


5484 . 


.5609 







i.Ij 

5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14814 
31506 
1 

OJ990727_02. 

2012 

none 

2012. .2173, 
2960. .3127, 
3368. .3442, 
4230. .4520, 
4731. .5027, 
5166. .5297, 
5334. .5621, 



9924.C16.ol.tm 



2417. .2509, 2447. 

3024. .3119, 3032. 

3404.. 3526, 3527. 

4290. .4520, 4422. 

4803. .5102, 4917. 

5190. .5381, 5214. 

5391. .5693, 5518. 



Seq. ID OJ990727_02.9924.C16 
Strand 

End 5972 

Method TBLASTX : Mai ze 

End 5693 

Score 97 

,2608, 2699. .3121, 2709. .2990, 
.3256, 3102.. 3260, 3200.. 3304, 
.3649, 354S..3649, 3755. .3787, 
.4502, 4542. .4973, 4552. .4833, 
.5147, 5016. .5081, 5043. .5147, 
.5309, 5214 . .5360," ; 5329. .5670, 
.5688 



Seq. No. 14814 Seq. ID 

Gene No. 31506 Strand 

Start 1 End 

Name OJ990727_02 . 9924 . C16 . o3 . tw Method 

Start 2330 End 

GI none Score 



OJ990727_02.9924.C16 
5972 

TBLASTX: Wheat 

5861 

61 



15499 




F v on c: 


2330.. 2503, 3353.. 3487, 4401 


..4520, 4767. .4919, 


4830. .4964, 




5199.. 5333, 5433.. 5552, 5506 


..5616, 5559.. 5693, 


5563. .5688, 




5742 . . 5861 












Cpn No 


14814 




Seq. ID 


OJ990727 


_02.9924 


.C16 


fZpnp No 


31507 




Strand 








Stant 


10916 




End 


11405 






Name 


OJ990727 02 . 9924 .CI 6 


. o5 . tm 


Method 


TBLASTX: 


Ma i ze 




Start 


10916 — 




End 


11405 






GI 


none 




Score 


125 








10916. . 11143, 10919. 


.11143, 


11140. .11283, 11202 


. . 11303, 






11202.. 11240, 11203. 


. 11247, 


11308. .11403, 11308 


. . 11391, 






11309. .11404, 11310. 


.11405 










Seq. No. 


14814 




Seq. ID 


OJ990727 


02 . 9924 


.C16 


Gene No. 


31508 




Strand 








Start 


13240 




End 


13843 






Name 


OJ990727 02.9924.C16 


. o4 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


13240 ~~ 




End 


13442 






GI 


none 




Score 


73 








13240. .13380, 13263. 


.13442, 


13277. . 13441 






Seq. No. 


14814 




Seq. ID 


OJ990727 


02 . 9924 


. C16 


Gene No. 


31508 




Strand 








Start • 


13240 




End 


13843 






Mo mo 
in amc 


0J9 90727 02 . 9924 .CI 6 


. o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


13277 — 




End 


13843 






GI 


none 




Score 


130 






TT von q 


13277. .13684, 13278. 


.13442, 


13467. .13691, 13751 


. . 13843 




Seq. No. 


14814 




Seq. ID 


OJ990727 


02 . 9924 


. C16 


Gene No. 


31508 




Strand 








Start 


13240 




End 


13843 






Name 


OJ990727 02 . 9924 .CI 6 


. o2 . ts 


Method 


TBLASTX: 


Sovhpan 




Start 


13308 ~ 




End 


13691 




GI 


none 




Score 


106 






F.xon 


13308 . . 13484, 13476. 


. 13691 










Sea No 


14814 " 




Seq. ID 


OJ990727 


_02.9924 


.C16 




31509 




Strand 








Start 


14182 




. End 


14655 






Name 


OJ990727 02 . 9924 . CI 6 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


14182 _ 




End 


14640 






GI 


none 




Score 


112 






F von ^ 

i_j AVI 1 O 


14182 . . 14328, 14205 . 


14324 , 


14324 . . 1445 


8, 14326 


. .14445, 






14466 .14510. 14466 


14510, 


14467. .1452 


9, 14468 


. 14533, 






14520. . 14621, 14538. 


14633, 


14539. .14640, 14539 


. . 14640' 




Seq. No. 


14814 




Seq. ID 


OJ990727 


_02.9924 


.C16 


Gene No. 


31509 




Strand 








Start 


14182 




End 


14655 






Name 


OJ990727 02.9924.C16 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


14423 




End 


14655 






GI 


none 




Score 


137 






Exons 


14423. .14533, 14521. 


14655 










Seq. No. 


14814 




Seq. ID 


OJ990727 


_02. 9924 


.C16 



15500 






Gene No. 


31509 


Strand 






Start 


14182 


End 


14655 




Name 


OJ990727 02.9924.C16.o4.ts 


Method 


TBLASTX : Soybean 




Start 


14423 


End 


14655 




GI 


none 


Score 


137 




Exons 


14 423. .14533, 14521. .14 655 








Seq. No. 


14815 


Seq. ID 


OJ990617_05.9924.C1 




Gene No. 


31510 


Strand 






Start 


56 


End 


149 




Name 


OJ990617 05.9924.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


149 




GI 


none 


Score 


188 




Exons 


1..138, 1..138, 3. .149, 3.. 


143, 5. .145 






Seq. No. 


14815 


Seq. ID 


OJ990617_05.9924.C1 




Gene No. 


31510 


Strand 


— 




Start 


56 


End 


149 




Name 


ojyyuDi/ uo . y yz4 . ci . 01 . gp 


Method 


7\ 7\ rn //-ill n 

AAT/GAP 




Start 


56 


End 


144 




GI 


LIB3434-026-P1-K1-G9 


Score 


137 




Exons 


56. .144 








GI Descrip. 


1 1652280/dbj IBAA17203I 3.0e 


-14 (D90904) 


ribonuclease II 


Q 




[Synechocystis sp.] 1 






.3 SI 


Seq. No. 


14816 


Seq. ID 


OJ990617_05.9924 .C3 


fu 


Gene No. 


31511^ 


Strand 






Start 


1 


End 


O O *3 

833 


□ 


Name 


OJ990617 05.9924.C3.ol.np 


Method 


AAT/NAP 


: : 
ll\ 


Start 


1 


End 


833 


. «i 

W 


GI 


4206306 


Score 


221 


!- i ; 


Exons 


1..437, 807. .833 






: : : 
; cr 


GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


14816 


Seq. ID 


OJ990617_05.9924.C3 


'si 


Gene No. 


31511 


Strand 






Start 


1 


End 


833 




Name 


OJ990617 05.9924.C3.ol.tw 


Method 


TBLASTX: Wheat 


sr 


Start 


11 


End 


372 


L! 


GI 


none 


Score 


74 


.a =- 

L = i 


Exons 


11. .88, 85. .372, 86. .322 








Seq. No. 


14817 


Seq. ID 


OJ990617_05.9924.C4 




Gene No. 


31512 


Strand 






Start 


1 


End 


432 




Name 


OJ990617 05.9924.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


432 




GI 


1352200 


Score 


49 




Exons 


1..165, 403. .432 








GI Descrip. 


TRIOSE PHOSPHATE/PHOSPHATE 


TRANSLOCATOR, CHLOROPLAST PRECURSOR 






(CTPT) gi|480909|pir| IS37497 triose 








phosphate /3-phosphoglycerat 


e/phosphate 


translocator - maize 






gi | 4 05 635 |emb| CAA8134 9 | (Z26595) triose 


i phosphate/phosphate 






translocator [Zea mays] 








Seq. No. 


14818 


Seq. ID 


OJ990617_05. 9924 .C5 




Gene No. 


31513 


Strand 





15501 






Start 


11 




End 


156 






Name 


OJ990617 05.9924.C5.ol 


. gs 


Method 


GENSCAN 






Start 


11 




End 


156 






GI 


none 




Score 


.74 






Exons 


11. .156 












Seq. No. 


14819 




Seq. ID 


OJ990617_05.9924 


.C8 




Gene No. 


31514 




Strand 


+ 






Start 


909 




End ■ 


4147 






Name 


OJ990617 05.9924.C8.ol 


.gs 


Method 


GENSCAN 






Start 


909 




End 


4147 






GI 


none 




Score 


.69 






Exons 


909. . 1076, 1473. .1547, 


2817. 


.2914, 3955. .4147 






Seq. No. 


14819 




Seq. ID 


OJ990617_05.9924 


.C8 




Gene No. 


31515 




Strand 








Start 


6708 




End 


. 8521 






Name 


OJ990617 05.9924.C8.o2 


. gs 


Method 


GENSCAN 






Start 


6708 




End 


8477 






GI 


none 




Score 


.59 






Exons 


6708.. 7165, 8204.. 8477 












Seq. No. 


14819 




Seq. ID 


OJ990617_05. 9924 


.C8 




Gene No. 


31515 




Strand 








Start 


6708 




End 


8521 






Name 


OJ990617 05.9924.C8.ol 


.np 


Method 


AAT/NAP 






Start 


6926 




End 


8521 






GI 


3785979 




Score 


176 




□ 

: : 


Exons 


6926. .6943, 8372. .8521 












GI Descrip. 


(AC005560) putative homeodomain transcription factor 




si 

hJ 
;m ■ 




[Arabidopsis thaliana] 










! U 


Seq. No. 


14819 




Seq. ID 


OJ990617_05. 9924 


.C8 




Gene No. 


31515 




Strand 






I" 

: : =: 


Start 


6708 




End 


8521 




i;, I 
*: 


Name 


OJ990617 05.9924.C8.ol 


tm 


Method 


TBLASTX: Maize 




L j. 


Start 


8293 




End 


8520 






GI 


none 




Score 


313 




':!! 


Exons 


8293. .8520, 8346. .8519 












Seq. No. 


14820 




Seq. ID 


OJ990617 JDS. 9924 


.C9 




Gene No. 


31516 




Strand 


+ 






Start 


42 




End 


3182 






Name 


OJ990617 05.9924.C9.ol 


gs 


Method 


GENSCAN 






Start 


42 




End 


3182 






GI 


none 




Score 


.49 






Exons 


42. .161, 255. .403, 492 


.531, 


2874. .3063, 3088. .3182 






Seq. -No. . 


14820 




Seq. ID 


OJ990617_05.9924 


.C9 




Gene No. 


31516 




Strand 


+ 






Start 


42 




End 


3182 






Name 


OJ990617 05.9924.C9.ol. 


np 


Method 


AAT/NAP 






Start 


477 




End 


1902 






GI 


5852084 




Score 


80 






Exons 


477. .520, 1816. . 1902 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 







15502 




Seq. No. 


14820 


Seq. ID 


OJ990617 


05. 


9924 


.C9 


Gene No. 


31517 


Strand 


+ 








Start 


4272 


End 


5360 








Name 


OJ990617 05. 9924 .C9.o2.np 


Method 


AAT/NAP 








Start 


4272 


End 


5360 








GI 


6815053 


Score 


667 








Exons 


4272. .4418, 4919. .5074, 5124 


. .5360 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sat iva ] 








Seq. No. 


14820 


Seq. ID 


OJ990617_ 


05. 


9924 


.C9 


Gene No. 


31518 


Strand 










Start 


3876 


End 


7160 








Name 


OJ990617 05.9924.C9.o2.gs 


Method 


GEN SCAN 








Start 


3876 


End 


7160 








GI 


none 


Score 


.46 








Exons 


3876. .3903, 4513. .4578, 4959 


..5071, 6195. .6228, 


7060. .7160 


Seq. No. 


14821 


Seq. ID 


OJ990617_ 


05. 


9924 


.C10 


Gene No. 


31519 


Strand 


+ 








Start 


5 


End 


2041 








Name 


OJ990617 05. 9924 .C10.ol.gs 


Method 


GENSCAN 








Start 


5 


End 


2041 








GI 


none 


Score 


.46 








Exons 


5. .575, 629. .758, 842. .1014, 


1275. .2041 








Seq. No. 


14822 


Seq. ID 


OJ990617_ 


05. 


9924 


.Cll 


Gene No. 


31520 


Strand 


+ 








Start 


1 


End 


12889 








Name 


OJ990617 05.9924.Cll.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


12889 








GI 


4263831 


Score 


967 








Exons 


1..1108, 1317. .1678, 1853. .2248, 2375. 


2969, 12854. 


.128 


89 


GI Descrip. 


(AC006067) putative retroelement pol polyprotein 


[Arabidopsis 




thaliana] 












Seq. No. 


14822 


Seq. ID 


OJ990617_ 


05. 


9924 


.Cll 


Gene No. 


31520 


Strand 


+ 








Start 


•1 • 


End " 


12889 








Name 


OJ990617 05.9924.Cll.ol.gs 


Method 


GENSCAN 








Start 


45 


End 


461 








GI 


none 


Score 


.56 








Exons 


45. .461 












Seq. No. 


14822 


Seq. ID 


OJ990617_ 


05. 


9924 


.Cll 


Gene No . 


31521 


Strand 


+ 








Start 


17438 


End 


28839 








Name 


OJ990617 05. 9924 .Cll.o5.gs 


Method 


GENSCAN 








Start 


17438 


End 


28839 








GI 


none - 


Score 


.44 








Exons 


17438. .17532, 17649. . 17969, 


18129. . 18378, 18396. 


. 18 


811, 






18817. .19180, 19266. . 19432, 


20592. .20696, 21602. 


.21 


860, 






22423. .22863, 2304 3 .. 234 04 , 


23419. .23696, 24844. 


.24 


899, 






25337. .25534, 28633. .28839 












Seq. No. 


14822 


Seq. ID 


OJ990617_ 


05. 


9924 


.Cll 


Gene No . 


31521 


Strand 


+ 








Start 


17438 


End 


28839 









15503 




Name 


OJ990617 05.9924.Cll.o3.np 


Method 


AAT/NAP 






Start 


18674 


End 


27000 






GI 


6721512 


Score 


104 






R von s 


18674. .19184, 19617 .. 198 61, 


20609. .20696, 20739 


. . 20778, 






26829. .27000 










CiT Dpscrio. 


(AP001072) hypothetical protein [Oryza 


sat i va ] 






Seq. No. 


14822 - 


Seq. ID 


OJ990617 


_05.9924 


.Cll 


Gene No. 


31521 


Strand 


+ 






Start 


17438 


End 


28839 






Name 


OJ990617 05 9924 Cll o3 an 


Method 


AAT/GAP 






Start 


22263 


End 


22584 






GI 


3061127 


Score 


631 






R von ^ 


22263. .22584 










Seer No 


14822 


Seq. ID 


OJ990617 


05 . 9924 


. Cll 


Gene No. 


31521 


Strand 


+ 






Start 


17438 


End 


28839 






Name 


OJ990617 05.9924.Cll.o4.np 


Method 


AAT/NAP 






Start 


22481 


End 


23482 






GI 


6523057 


Score 


436 






R x on 


22481. .22626, 22741 22863, 


22982. .23143, 23246 


. .23482 




VJ X O X -X- • 


(AL133314) putative protein 


[Arabidopsis thaliana] 




Q^/-y No 


14"822 


Seq. ID 


OJ990617 


_05.9924 


. Cll 


fipnp No 


31521 


Strand 


+ 






Start 


17438 


End 


28839 






Name 


OJ990617 05.9924.Cll.o4.gp 


Method 


AAT/GAP 






Start 


22708 


End 


24166 






GI 


19190 1.R1084 


Score 


2814 






P von ^ 


22708. .24166 










QT Desrrio 

\J ^ 1*/ X-^ O ^ _L k-/ » 


'5922603/dbj | AP0004 92 . 1 | AP0004 92 3.0e- 


11 Oryza 


sativa genom: 




DNA, chromosome 1, clone : P0705D01 1 








Sea No 


14822 


Seq. ID 


OJ990617 


_05.9924 


.Cll 


Gene No. 


31521 


Strand 


+ 






Start 


17438 


End 


28839 






Name 


OJ990617 05.9924.Cll.o5.np 


Method 


AAT/NAP 






Start 


25259 


End 


26898 






GI 


6539588 


Score 


114 






Rxons 


25259. .25547, 26844. .26898 










v_J x j-> ^ ^ J— -i- • 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


14822 


Seq. ID 


OJ990617 


JDS. 9924 


.Cll 


Gene No. 


31522 


Strand 


+ 






Start 


30756 


End 


31106 






NaH^ 


OJ990617 05.9924.Cll.o6.gp 


Method 


AAT/GAP 






Start 


30756 


End 


31106 






GI 


2442807 


Score 


415 






Rvon<3 


30756. .30785, 30894. .31106 










Seq. No. 


14822 


Seq. ID 


OJ990617 


_05.9924 


.Cll 


Gene No. 


31523 


Strand 


+ 






Start 


31317 


End 


31464 






Name 


OJ990617 05.9924.Cll.o7.gp 


Method 


AAT/GAP 






Start 


31317 


End 


31464 






GI 


LIB347 9-011-Q6-K1-B9 


Score 


217 







15504 




Exons 31317. .31464 

GI Descrip. 1 130951/sp ( P1704 8 | PR02_0RYSA 2.0e-12 13 KD PROLAMIN PRECURSOR 

>gi_100697_pir S09249 13K prolamin precursor - rice 

>gi_20292_emb_CAA32565_ (X14392) preprolamin { AA -19 to 137) 

[Oryza sativa] >gi_1587669_prf 2207199A prolamin [Oryza 

sativa] 1 



Con No 


1 4 R?? ~ 


Seq. ID 


OJ990617 


VJ *J • . X X 


d d r\ a Mo 


^1 S?4 


Strand 






OLai L 




End 


7673 




Name 


OJ990617 05.9924.Cll.o3.gs 


Method 


GENSCAN 




Start 


3375 


End 


7673 




GI 


none 


Score 


.76 






3375.. 3670, 3750.. 4059, 4139 


..4222, 4538.. 4879, 


4960. .6249, 




6529.. 6673, 6996.. 7086, 7514 


. .7673 






Con Mo 


14822 


Seq. ID 


OJ990617 


_05. 9924 .Cll 


Cono Mo 


31525 


Strand 






f- a r* h 


10568 


End 


17020 




Name 


OJ990617 05.9924.Cll.ol.gp 


Method 


AAT/GAP 




Start 


10501 


End 


12966 




GI 


2311261 


Score 


743 




Vt 1 von c 


10501. .10591, 11401. .11606, 


12659. .1271 


36, 12920 


. . 12966 


T n^cpy i o 
\j ± UcdLI * 


3236242 8.0e-15 (AC004684) putative ribosomal protein L36 




[Arabidopsis t ha liana] 








Cpn Mo 


14822 


Seq. ID 


OJ990617_ 


_05. 9924 .Cll 


Cono Mo 


31525 


Strand 






O Lai t_ 


10568 


End 


17020 




Name 


OJ990617 05.9924.Cll.o4.gs 


Method 


GENSCAN 




Start 


10568 


End 


17020 






none 


Score 


.82 






10568. .10598, 114 07 11606, 


12658. . 1271 


36, 12920 


. . 12976, 




14365. .14475, 16040 16261, 


16599. . 16739, 16862 


. . 17020 


Q orr Mo 


14822 


Seq. ID 


OJ990617 


JDS. 9924 .Cll 


(TI O Pi O Mo 


31525 


Strand 






Start 


10568 


' End 


17020 




Name 


OJ990617 05.9924.Cll.o2.np 


Method 


AAT/NAP 




O LClX L 


11370 


End 


12759 






3236242 


Score 


369 




Exons 


11370. .11606, 12658. .12759 








T 0.0 C T* 1 'O 

\j X UcoLI • 


(AC004684) 60S ribosomal protein L36 [Arabidopsis thaliana] 


Seq. No. 


14822 


Seq. ID 


OJ990617_ 


_05. 9924 .Cll 


Gene No. 


31525 


Strand 






Start 


10568 


End 


17020 




Name 


OJ990617 05.9924.Cll.o2.gp 


Method 


AAT/GAP 




Start 


16279 


End 


16582 




GI 


none" 


Score 


550 




Exons 


16279. .16582 








Seq. No. 


14822 


Seq. ID 


OJ990617_ 


_05. 9924 .Cll 


Gene No. 


31526 


Strand 






Start 


30228 


End 


31511 




Name 


OJ990617 05. 9924 .Cll.o6.gs 


Method 


GENSCAN 




Start 


30228 


End 


31511 





15505 



GI 

Exons 



none 

30228. .31511 



Score 



.87 



Seq. No. 14822 

Gene No. 31527 

Start 31758 

Name OJ990617_05 . 9924 . Cll . ol . 

Start 96 

GI none 

Exons 96.. 152, 101.. 142, 147.. 

Seq. No. 14822 

Gene No. 31527 

Start 31758 

Name OJ990617_05 . 9924 .Cll .06. 

Start 150 

GI none 

Exons 150.. 368, 155.. 367 

Seq. No. 14822 

Gene No. 31527 

Start 31758 

Name OJ990617_05 . 9924 . Cll . ol . 

Start 369 

GI none 

Exons 369.. 830, 369.. 650, 371. 

Seq. No. 14822 

Gene No. 31527 

Start 31758 

Name OJ990617_05 . 9924 . Cll . o3 . 

Start 516 

GI none ' 

Exons 516.. 797, 554.. 691, 798. 

Seq. No. 14822 

Gene No. 31527 

Start 31758 

Name OJ990617_05 . 9924 . Cll . o3 . 

Start 518 

GI none 

Exons 518.. 832,' 519.. 836, 816. 

Seq. No. 14822 

Gene No. 31527 

Start 31758 

Name OJ990617_05 . 9924 . Cll . 08 . 

Start 2009 

GI none 

Exons 2009.. 2167, 2165.. 2389 

Seq. No. 14822 

Gene No. 31527 

Start 31758 

Name OJ990617_05 . 9924 .Cll .o7 . 

Start 2012 

GI none 



Seq. ID 

Strand 

End 

tw Method 
End 
Score 

500, 155.. 457, 

Seq. ID 

Strand 

End 

tm Method 
End 
Score 



Seq. ID 

Strand 

End 

tm Method 
End 
Score 

.829. 

..Seq. ID 
Strand 
End 

ts Method 
End 
Score 

.986, 842. .973 

Seq. ID 

Strand 

End 

tw Method 
End 
Score 

.899, 827. .895 

Seq. ID 

Strand 

End 

tm Method 
End 
Score 



Seq. ID 

Strand 

End 

ts Method 
End 
Score 



OJ990617_05. 9924. Cll 
37987 

TBLASTX: Wheat 

500 

81 

156. .500 

OJ990617JD5. 9924. Cll 
37987 

TBLASTX: Maize 

368 

286 



OJ990617JD5. 9924 .Cll 
37987 

TBLASTX: Maize 

830 

535 



OJ990617_05. 9924. Cll 
37987 

TBLASTX : Soybean 

986 

228 



OJ990617_05. 9924. Cll 
37987 

TBLASTX: Wheat 

899 

211 



OJ990617_05. 9924. Cll 
37987 

TBLASTX: Maize 

2389 

86 



OJ990617_05. 9924. Cll 
37987 

TBLASTX: Soybean 

2410 

240 



15506 



Exons 2012.. 2410, 2116.. 2232 



Seq. No. 14822 Seq. ID 

Gene No. 31527 Strand 

Start 31758 End 

Name OJ990617_05 . 9924 . Cll . o4 . tw Method 

Start 2167 End 

GI none Score 

Exons 2167.. 2250, 2168. .2437, 2492.. 2581 



OJ990617_05. 9924. Cll 
37987 

TBLASTX : Wheat 

2581 

174 



Seq. No. 14822 

Gene No. 31527 

Start 31758 

Name OJ990617J35 . 9924 . Cll . o9 . ts 

Start 2753 

GI none 
Exons 



Seq. ID OJ990617_05. 9924. Cll 
Strand 
End 

Method 
End 
Score 



37987 

TBLASTX : Soybean 

3002 

171 



2753. .2905, 2753. .2887, 2767. .2895, 2896. .2997, 2964. .3002 



Seq. No. 


14822 






Seq. ID 


OJ990617_05. 9924 


.Cll 


Gene No. 


31527 






Strand 






Start 


31758 






End 


37987 




Name 


OJ9906 


17_05. 9924. Cll 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11403 






End 


12763 




GI 


none 






Score 


121 




Exons 


11403. 


.11606, 11406. 


.11606, 


114 07. .11607, 12653. .127 63, 






12658. 


.12759 










Seq. No. 


■1*4 822 






Seq. ID 


OJ990617_05.9924 


.Cll 


Gene No. 


31527 






Strand 






Start 


31758 






End 


37987 




Name 


OJ9906 


17_05. 9924. Cll 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11404 






End 


12763 




GI 


none 






Score 


146 




Exons 


11404 . 


.11598, 11406. 


.11597, 


11406. . 116 


06, 11407. .11607, 






12658. 


.12759, 12659. 


. 12763 









Seq. No. 14822 

Gene No. 31527 

Start 31758' 

Name OJ990617J35 . 9924 . Cll . o2 

Start 11406 

GI none 

Exons 11406. .11606, 11406. .11 
12658. .12798, 12659. .12 



Seq. ID OJ990617JD5. 9924. Cll 
Strand 

End 37987 

. tw Method TBLASTX : Wheat 

End 12817 

Score 180 
606, 114 07. .11607, 114 59. . 11608, 



Seq. No. 14822 

Gene No. 31527 

Start 31758 

Name OJ990617_05 . 9924 . Cll . o3 . tc 

Start 11406 

GI none 

Exons 11406. .11573, 11406. . 11606, 11407 
12658. .12759 



Seq. ID 
Strand 
End 

Method 
End' 
Score 



OJ990617_05. 9924. Cll 
37987 

TBLASTX: Cress 

12759 

109 



11607, 12653. .12751, 



Seq. No. 14822 Seq. ID OJ990617_05 . 9924 . Cll 

Gene No. 31527 Strand 

Start 31758 End 37987 



15507 



Name 

Start 

GI 

Exons 



OJ990617_05 . 9924 . Cll . o4 . tc 

22532 

none 

22532. .22627, 2274 1 22878 , 



Method TBLASTX : Cress 
End 23066 
Score 101 
22742. .22864, 22980.. 23066 



Seq. No. 14822 

Gene No. 31527 

Start 31758 

Name OJ990617_05 . 9924 . Cll . o5 

Start 22534 

GI none 

Exons 22534. .22626, 22535.. 22 
22744. .22878, 23010.. 23 

Seq. No. 14822 

Gene No. 31527 

Start 31758 

Name OJ990617_05 . 9924 . Cll . 06 

Start 22535 

GI none 

Exons 22535. .22627, 22537.. 22 
22980. .23144, 23057.. 23 



Seq. ID OJ990617_05. 9924. Cll 
Strand 

End 37987 
. tm Method TBLASTX : Maize 

End 23138 

Score 145 
627, 22741. .22884, 22742 .. 22864 , 
138, 23051. .23137, 23061.. 23138 

Seq. ID OJ990617_05. 9924. Cll 
Strand 

End 37987 
.ts Method TBLASTX : Soybean - 

End 23381 

Score 104 
626, 22741. .22833, 22742 .. 22831, 
158, 23220.. 23381 



Seq. No. 


14822 






Seq. ID 


OJ990617 


05. 9924 


.Cll 


Gene No. 


31527 






Strand 








Start 


31758 






End 


37987 






Name 


OJ990617 05. 9924. Cll 


. o5 . ts 


Method 


TBLASTX: 


Sovbean 




Start 


30547 






End 


30795 






GI 


none 






Score 


203 






Exons 


30547. 


.30738, 30549. 


.30740, 


30742. .30795, 30756 


. .30794 




Seq. No. 


14822 






Seq. ID 


OJ990617 


_05.9924 


.Cll 


Gene No. 


31527 






Strand 








Start 


31758 






End 


37987 






Name 


OJ990617 05. 9924. Cll 


.o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


30550 






End 


30912 






GI 


none 






Score 


315 






Exons 


30550. 


.30912, 30552. 


.30911 










Seq. No. 


14822 






Seq. ID 


OJ990617 


_05. 9924 


.Cll 


Gene No. 


31527 






Strand 








Start 


31758 






End 


37987 






Name 


OJ990617 05. 9924. Cll 


. o7 . tm 


Method 


TBLASTX : 


Maize 




Start 


31117 






End 


31394 






GI 


none 






Score 


81 






Exons 


31117. 


.31161, 31119. 


.31169, 


31161. .31229, 31200 


. .31235, 






31272. 


.31385, 31276. 


.31350, 


31353. .31394 






Seq. No. 


14822 






Seq. ID 


OJ990617 


_05. 9924 


.Cll 


Gene No. 


31527 






Strand 








Start 


31758 






End 


37987 






Name 


OJ990617 05. 9924. Cll 


. o7 . gs 


Method 


GENSCAN 






Start 


31758 






End 


37914 






GI 


none 






Score 


. 63 






Exons 


31758. 


.31856, 32191. 


.32273, 


32481. .32541, 32572 


. .32650, 






33094 . 


.33188, 33804. 


.33848, 


34080. .34247, 34390 


. .34594, 






34727. 


.34924, 35265. 


.35353, 


37774. .37914 







15508 



Seq. No. 


14822 






Seq. ID 


OJ990617_05. 9924 


. Cll 




31527 






Strand 






Start 


31758 






End 


37987 




Name 


OJ990617 05.9924.C11 


. 06 . np 


Method 


AAT/NAP 




Start 


33239 






End 


37987 




GI* 


3785977 




Score 


-161 3'-' ■ - 




p. von <? 


33239. 


.33404, 33540. 


.33730, 


33804. .33971, 34 080 .. 34247, 






34390. 


.34594, 34727. 


.34924, 


35265. .35353, 35476 .. 35543, 






36422. 


.36487, 37770. 


.37987 








VJ J. I—' O V — ■ l_ _l_ ■ 


(AC005560) similar to axi 1 


protein from Nicotiana tabacum 




[Arabidopsis thaliana] 








Seq. No. 


14822 






Seq. ID 


OJ990617_05.9924 




Gene No. 


31527 






Strand 






Start 


31758 






End 


37987 




Name 


OJ990617 05.9924.C11 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


33257 






End 


33840 




GI 


none 






Score 


138 




Exons 


33257. 


.33400, 33258. 


.33401, 


33545. .33733, 33549. .33731, 






33581. 


.33733, 33792. 


.33839, 


33805. .33840 




Seq. No. 


14822 






Seq. ID 


OJ990617_05.9924 


n i 




31527 






Strand 






Start 


31758 






End 


37987 




Name 


OJ990617 05.9924.C11 


. o5 . tc 


Method 


TBLASTX: Cress 




O U d J- u 


33263 






End 


33404 




ox 


none 






Score 


80 






33263. 


.33403, 33276. 


. JJ4U4 








Seq. No. 


14822 






Seq. ID 


OJ990617_05. 9924 


.Cll 


f^prjp Mo 


31527 






Strand 






Start 


31758 






End 


37987 




Name 


OJ990617 05.9924.C11 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


33539 






End 


33747 




GI 


none 






Score 


199 




Pvnns 

L-J /\ VJ 1 1 O 


33539. 


.33733, 33540. 


.33731, 


33541. .33732, 33541. .33747 




Cpn No 


14822 






Seq. ID 


OJ990617_05.9924 


PI 1 


Gene No. 


31527 






Strand 






Start 


31758 






End 


37987 




Name 


OJ9906 


il7_05.9924.Cll 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


33671 






End 


34160 




GI 


none 






Score 


76 




Pynnc 

1— J w no 


33671. 


.33733, 33672. 


.33731, 


33673.-33747, 33747 3397 1 , 






33805. 


.33972, 33805. 


.33972, 


33806. .33973, 34077. .34154, 






34077. 


.34160, 34078. 


.34155 








Cpn No 


14822 






Seq. ID 


OJ990617_05. 9924 


.pll 


Gene No . 


31527 






Strand 




Start 


31758 






End 


37987 




Name 


OJ990617 05.9924.C11 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


33800 






End 


34617 




GI 


none 






Score 


186 




Exons 


33800. 


.33976, 33801. 


.33977, 


33802. .33987, 33802 .. 33990 , 






34061. 


.34285, 34075. 


.34155, 


34077. .34286, 34077 .. 3428 6, 






34160. 


.34288, 34375. 


.34617, 


34376. .34597, 34 389 .. 34 607 





15509 




Seq. No. 


14822 






Seq. ID 


OJ990617 


05 . 9924 


. Cll 


Gene No. 


31527 






Strand 








Start 


31758 






End 


37987 






Name 


OJ990617 05.9924.C11 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


33880 






End 


34531 




GI 


none 






Score 


86 






Exons 


33880 


..33972, 33882. 


. 33971, 


34077. .34250, 34078 


. . 34155, 






34091 


..34261, 34092. 


. 34274 , 


34371. .34454, 34385 


34531, 






34390 


. .34527 












Seq. No. 


14822 






Seq. ID 


OJ990617 


_05. 9924 


.Cll 


Gene No. 


31527 






Strand 








Start 


31758 






End 


37987 






Name 


OJ990617 05.9924.C11 


. 08 . gp 


Method 


AAT/GAP 






Start 


33939 






End 


34778 






GI 


uC-osflM202050g05bl 




Score 


841 






Exons 


33939 


.33971, 34080. 


.34247, 


34390. .34594, 34727 


. .34778 




GI Descrip. 


•3785977 2.0e-58 (AC005560) 


putative growth regulator prote 




[Arabidopsis thaliana] ' 










Seq. No. 


14822 






Seq. ID 


OJ990617 




pi i 


Gene No. 


31527 






Strand 








Start 


31758 






End 


37987 






Name 


OJ990617 05.9924.C11 


.o9. tm 


Method 


TBLASTX: 


Maize 




Start 


34796 






End 


35538 






GI 


none 






Score 


101 






Exons 


34796. 


.34924, 34797. 


.34901, 


34798.-34926, 34798 


. .34926, 






34832. 


.34927, 35265. 


.35354, 


35266. .35355, 35270 


. .35353, 






35473, 


.35538, 35476. 


.35538 








Seq. No. 


14822 






Seq. ID 


OJ990617 


_05.9924 


PI 1 


Gene No. 


31527 






Strand 








Start 


31758 






End 


37987 






Name 


OJ990617 05.9924.C11 


o8.ts 


Method 


TBLASTX: 


Soybean 




Start 


34870 






End 


37986 




GI 


none 






Score 


96 






Exons 


34870. 


.34926, 35265. 


35351, 


35266. .35352, 35270 


. .35353, 






35474 . 


.35548, 35476. 


35544, 


35477. .35554, 36414 


. .36491, 






37780. 


.37977, 37829. 


37966, 


37882. .37986 






Seq. No. 


14823 






Seq. ID 


OJ990617_ 


_05.9924 


.C12 


Gene No. 


31528 






Strand 


+ 






Start 


4752 






End 


7435 






Name 


OJ990617 05.9924.C12. 


ol . np 


Method 


AAT/NAP 






Start 


4752 






End 


7435 






GI 


4539460 




Score 


500 






Exons 


4752. . 


4778, 6358.. 7435 










GI Descrip. 


(AL049500) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


14823 






Seq. ID 


OJ990617_ 


_05.9924 


.C12 


Gene No. 


31528 






Strand 


+ 






Start 


4752 






End 


7435 






Name 


OJ990617 05.9924.C12. 


o2 . gs 


Method 


GENSCAN 






Start 


6216 






End 


6862 






GI 


none 






Score 


.68 






Exons 


6216. . 


6275, 6299.. 65£ 


0, 6680 


. . 6862 









15510 




Seq. No. 


14823 




Seq. ID 


OJ990617 


_05.9924.C12 


\J ~ ^ 1 1 ~ ^ LI v » 


31529 




Strand 


+ 




Start 


9350 




End 


10667 




Name 


OJ990617 05 9924 C12 o3 


.gs 


Method 


GENSCAN 

Vj J_J L^l fill 




Start 


9350 ~ 




End 


10667 




GI 


none 




Score 


. 73 




R von s 


9350 9397 9630 9786 


10552. .10667 






Qprr Mo 


14823 




Seq. ID 


OJ990617 


05 9924 C12 


Gene No. 


31530 




Strand 


+ 




Start 


11839 




End 


12222 




Name 


OJ990617 05.9924.C12.ol 


.gp 


Method 


AAT/GAP 




91-^ rt- 


11839 




End 


12222 




r; t 

O JL 


uC-osflM202020f02bl 




Score 


720 




R von 


11839. . 12222 










V-J -Z- J—/ ^ QUI 1 h-/ . 


'3236242 8.0e-15 (AC004684) 


putative ribosomal 






[Arabidopsis thaliana] 1 










Seq. No. 


14823 




Seq. ID 


OJ990617 


_05.9924.C12 


Gene No. 


31531 




Strand 


+ 




Start 


12272 




End 


14404 




Name 


.OJ990617 05.9924.C12.o2 


. np 


Method 


AAT/NAP 






12272 




End 


14404 






6708472 




Score 


118 




R von <? 


"12272. .124 4 2, 13562. .13621, 


13976. .14033, 14364 


. . 14404 


VJ X LJ\Z- ij X -J_ kj* . 


(AF214117) putative c-myb-like transcription factor [Arabidc 




thaliana] 










Seq. No. 


14823 




Seq. ID 


OJ990617 


_05.9924.C12 


flpnp Mo 


31532 




Strand 






Start 


2351 




End 


4751 




Name 


OJ990617 05.9924.C12.ol 


.gs 


Method 


GENSCAN 




Start 


2351 




End 


4751 




GI 


none 




Score 


.91 




R von c: 

ill A Ul 1 o 


2351. .2514, 4688. .4751 










Seq. No. 


14823 




Seq. ID 


OJ990617 


_05.9924.C12 


Gene No. 


31533 




Strand 






Start 


12286 




End 


14373 




Name 


OJ990617 05.9924.C12.ol 


.tc 


Method 


TBLASTX: 


Cress 




6356 




End 


7389 




GI 


none 




Score 


103 




R von s 


6356. .6529, 6359. .6505, 


6410 


..6517, 6899. .6976, 


7023. .7268, 




7027. .7299, 7057. .7299, 


7306 


. .7389 






Seq. No. 


14823 




Seq. ID 


OJ990617 


_05.9924.C12 


Gene No. 


31533 




Strand 








12286 




End 


14373 




Name 


OJ990617 05.9924.C12.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6392 




End 


7236 




GI 


none 




Score 


67 




Exons 


6392.. 6505, 7035.. 7103, 


7036 


..7110, 7036. .7110, 


7101. .7235, 




7120. .7236 










Seq. No. 


14823 




Seq. ID 


OJ990617 


_05.9924.C12 


Gene No. 


31533 




Strand 







15511 




Start - 


12286 


End 


14373 




Name 


OJ990617 05 9924 C12 o4 as 


Mp t* Hod 


i_J LV k_J V^yxVLN 




Start 


12286 ~ 


End 


14 373 




GI 


none 


Score 


. 55 




Pyon ^ 


12286 12381 14314 14373 








Spa No 


14 824 


Seq. ID 


O.T99061 7 

\_/ U 7 ^ U U 1 1 


OS PI d 


Gene No . 


31534 


Strand 


+ 




Start 


442 


End 


6841 




Name 


OJ990617 05. 9924 .C14 .ol.gp 


Method 


AAT/GAP 




Start 


442 


End 


1146... 




GI 


uC-osf Icvn037el2bl 


Score 


706 




K von s 


442 609 893 1146 








f^T DpQpT"i n 

VJ JL I-/ O V_- J_ -1- • 


1 2129953/Dir 1 IJC5229 3 0e-39 


1 a OCP{ *=; P 
_L CI v . v_- a. o ^ 


(EC 1.10.3 


. 2 ) - common 




tobacco >ai 1685087 (U43542) 


jl X X - X X J— 


oxidase [Nicotiana 




tabacuinl ' 

lv CI *w/ d ULL Lt J 








Seq. No. 


14824 


Seq. ID 


OJ990617 


_05.9924.C14 


Gene No. 


31534 


Strand 


+ 




Start 


442 


End 


6841 




Naiue 


OJ990617 05 9924 C14 ol as 


Mpt" hoH 


GEN SCAN 




Start 


481 _ 


End 


2048 




GI 


none 


Score 


.92 . 




Pvon 


481 609 893 2048 








Seq. No. 


14824 


Seq. ID 


OJ990617 


_05. 9924 .C14 


Gene No . 


31534 


Strand 


+ 




Start 


442 


End 


6841 




Name 


OJ990617 05. 9924 .C14.ol.np 


Method • 


AAT/NAP 




Start 


481 


End 


3781 




GI 


6478940 


Score 


233 




Exons 


481. .609, 893. .974, 3675. .3781 






GI Descrio 


(AC011436) putative MYB family transcription factor [Arabidopsis 




thaliana] 








Seq. No. 


14824 


Seq. ID 


OJ990617 


_05.9924 .C14 


Gene No. 


31534 


Strand 


+ 




Start 


442 


End 


6841 




Name 


OJ990617 05.9924.C14.o2.gp 


Method 


AAT/GAP 




Start 


1689 


End 


1928 




GI 


2797152 


Score 


459 




Exons 


1689. .1928 








Seq. No. 


14824 


Seq. ID 


OJ990617_ 


_05.9924 .C14 


(Zprip No 


31534 


Strand 


+ 




Start 


442 


End 


6841 




Name 


OJ990617 05.9924.C14.o2.gs 


Method 


GENSCAN 




Start 


3249 


End 


6549 




GI 


none 


Score 


.83 






3249. .3263, 3454. .3589, 3727. 


.3832, 3850. .3916, 


3952. .4027, 




4139. .4262, 4669. .4753, 5070. 


.5202, 5706. .5800, 


5976. . 6054, 




6199. . 6281, 6499. . 6549 








Seq. No. 


14824 


Seq. ID 


OJ990617_ 


_05.9924.C14 


Gene No. 


31534 


Strand 


+ 




Start 


442 


End 


6841 




Name 


OJ990617 05. 9924 .C14 . o4 . gp 


Method 


AAT/GAP 





15512 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3664 

22230_1.R1084 

3664.. 3832, 3952.. 4027, 4139. 
5706.. 5800, 5976.. 6054, 6199. 



End 6841 
Score 2174 

,4262, 4669.. 4753, 5070.. 5202, 
,6281, 6499.. 6841 



' 1351270/sp| P48494 |TPIS_ORYSA 1.0e-105 TRIOSEPHOSPHATE 

ISOMERASE, CYTOSOLIC (TIM) >gi_4784 10_pir JQ2255 

triose-phosphate isomerase (EC 5.3.1.1) - rice >gi_169821 
(M87064) triosephosphate isomerase [Oryza sativa] 1 



14824 
31534 
442 

OJ990617_05. 9924 .C14.o2.np 
3794 
1351279 
3794 . .3832, 
5706. .5800, 



3952. .4027, 4139. 
5976.. 6054, 6199. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4262, 4669 
.6281, 6499 



OJ990617_05.9924.C14 
+ 



6841 
AAT/NAP 
6546 
852 

4753, 
6546 



5070. .5202, 



TRIOSEPHOSPHATE ISOMERASE, CYTOSOLIC (TIM) 

gi|602590|emb|CAA58230| (X83227) triosephosphate isomerase 
[Petunia x hybrida] 



Sea. No 


14824 




Seq. ID 


OJ990617 05 9924 C14 


Gene No 


31535 




Strand 




Start 


2413 




End 


2694 


Name 


OJ990617 05.9924.C14.o3 


• gp 


Mpt~ hod 


AAT/GAP 

nn x / Lin i_ 


Start 


2413 




End 


2694 


GI 


none 




Score 


451 


Exons 


2413. .2694 








kJ C VJ . liU . 


14824 




Seq. ID 


OJ990617_05.9924.C14 


Gene No. 


31536 




Strand 




Start 


7358 




End 


7546 


Name 


OJ990617 05.9924.C14.o2 


tc 


Method 


TBLASTX: Cress 


Start 


4 63 




End 


962 


GI 


none 




Score 


191 


Exons 


463. .609, .479. .610, 514 


.615 


, 516. .611, 


890. .946, 891. .962 


Seq. No. 


14824 




Seq. ID 


OJ990617_05.9924.C14 


Gene No. 


31536 




Strand 




Start 


7358 




End 


7546 


Name 


OJ990617 05.9924.C14.o2 


ts 


Method 


TBLASTX: Soybean 


Start 


479 




End 


1883 


GI 


none 




Score 


73 


Exons 


479. .571, 479. .610, 481 


.609 


, 513. .641, 


575. .610, 879. .953, 




890. .946, 1371. .1439, 1469.. 


1627, 1476. 


.1667, 1791. .1883 


Seq. No. 


14824 




Seq. ID 


OJ990617_05.9924.C14 


Gene No. 


31536 




Strand 




Start 


7358 




End 


7546 


Name 


• OJ990617 05. 9924 .C14.o2, 


tm 


Method 


TBLASTX: Maize 


Start 


1635 




End 


2077 


GI 


none 




Score . 


102 


Exons 


1635. .1766, 1636. .1704, 


1637 


..1768, 1752. .1937, 1754. .1954, 




1755. .1796, 1784. .1948, 


2010 


..2069, 2010.. 2066, 2021.. 2077 


Seq. No. 


14824 




Seq. ID 


OJ990617_05.9924.C14 


Gene No. 


31536 




Strand 





15513 



Start 
Name 
Start 
GI 

Exons 



7358 

OJ990617_05. 

3791 

none 

3791. .3832, 
4137. .4262, 
4668. .4781, 
5702. .5803, 
5976. .6056, 
6493. .6546, 



9924 .C14.ol.tm 



3791.. 3841, 3952. 

4138.. 4260, 4666. 

5016.. 5198, 5070. 

5704.. 5802, 5967. 

6194. .6280, 6197. 

6493. .6540, 6498. 



End 

Method 

End 

Score 



7546 

TBLASTX: Maize 

6546 

79 



.4047, 3954. .4001, 3964. .4026, 

.4752, 4666. .4752, 4667. .4753, 

.5201, 5072.. 5200, 5673.. 5756, 

.6053, 5975.. 6055, 5975.. 6055, 

.6289, 6198.. 6293, 6204.. 6290, 
.6542 



Seq. No. 14824 
Gene No. 31536 
Start 7358 

Name OJ990617_05 . 9924 . C14 . ol . tc 

Start 3796 
GI none 
Exons 3796.. 3831, 3797 

4138.. 4260, 4666 

5069.. 5200, 5698 

6197.. 6289, 6198 



Seq. ID OJ990617_05.9924.C14 
Strand 

End 7546 
Method TBLASTX: Cress 
End 6549 
Score 73 
3832, 3952. .4047, 3954. .4001, 4137. .4262, 
4752, 4667. .4753, 5004. .5198, 5055. .5225, 
5796, 5702.. 5803, 5717.. 5803, 5976.. 6056, 
6293, 6493.. 6549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14824 
31536 
7358 

OJ990617_05. 9924 .C14.ol.ts 

3799 

none 

3799.. 3831, 3800. 
4141.. 4266, 4666. 
5704.. 5802, 5708. 
6197.. 6289, 6198. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_05. 9924 .C14 
7546 

TBLASTX : Soybean 

6293 

69 



,3832, 3952. .4047, 4137. .4262, 4138. .4260, 

,4752, 4667. .4753, 5019. .5213, 5042. .5206, 

,5803, 5975.. 6055, 5976.. 6056, 6173.. 6289, 

,6293, 6198.. 6290 



14824 
31536 
7358 

OJ990617_05. 9924 .C14 .ol.tw 

3800 

none 

3800.. 3832, 3952.. 4047, 4137. 

14824 
31536 
7358 

OJ990617_05.9924 .C14 .o3.gs 

7358 

none 

7358. .7546 



Seq. ID OJ990617_05.9924.C14 
Strand 

End 7546 

Method TBLASTX : Wheat 

End 4239 

Score 63 
.4238, 4138. .4239 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_05.9924.C14 

7546 
GENSCAN 
7546 
.75 



Seq. No. 14825 

Gene No. 3.1537 

Start 1523 

Name OJ990617_05 . 9924 . C15 . ol . gs 

Start 1523 

GI none 
Exons 



Seq. ID OJ990617 05.9924.C15 



Strand 
End 

Method 

End 

Score 



+ 

3036 
GENSCAN 
2809 
. 63 



1523. .1779, 1870. .1935, 2054. .2192, 2490. .2631, 2756. .2809 



15514 



:i 

r: 
; a 

12 



Seq. No. 


14825 








Seq. ID 


OJ990617 


_05.9924.C15 


Gene No. 


31537 








Strand 


+ 




Start 


1523 








End 


3036 




Name 


OJ990617 05. 


9924 


.C15.ol 


.gp 


Method 


AAT/GAP 




Start 


1574 








End 


3036 




GI 


1046 1.R1084 






Score 


1554 




Exons 


1574. .1779, 


1870 


. .1935, 


2054. 


.2192, 2490.. 2631, 


2756. .3036 


GI Descrip. 


'2920837 4.0e-89 


(U95135) Os- 


FIERG1 gene product [Oryza sativa] 


Seq. No. 


14825 








Seq. ID 


OJ990617 


_05. 9924 .C15 


Gene No. 


31537 








Strand 


+ 




Start 


1523 








End 


3036 




Name 


OJ990617 05. 


9924 


.C15.ol 


.np 


Method 


AAT/NAP 




Start 


1701 








End 


2806 




GI 


2920837 








Score 


697 




Exons 


1701 . . 1779, 


1870 


. .1935, 


2054. 


.2192, 2490. .2631, 


2756. .2806 


GI Descrip. 


(U95135) Os- 


FIERG1 gene 


product [Oryza 


sativa] 




Seq. No. 


14825 








Seq. ID 


OJ990617 


_05 . 9924 ,C15 


Gene No. 


31538 








Strand 






Start 


4430 








End 


11949 




Name 


OJ990617 05. 


9924 , 


.C15.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


1622 








End 


2159 




GI 


none 








Score 


101 




Exons 


1622 . . 1777, 


1692, 


. .1784, 


1707. 


.1778, 1720.. 1806, 


1721 . . 1807, 




1868 . . 1936, 


1868, 


. .1933, 


1869. 


.1940, 2053. .2157, 


2053. .2142, 




2058 . .2159 














Seq. No. 


14825 








Seq. ID 


OJ990617 


_05 . 9924 .C15 


Gene No. 


31538 








Strand 






Start 


4 4 30 








End 


11949 




Name 


OJ990617 05. 


9924 , 


.C15.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1667 








End 


2565 




GI 


none 








Score 


99 




Exons 


1667. .1768, 


1692. 


. .1778, 


1698. 


.1775, 1872. .1940, 


1877. .1930, 




1879. .1935, 


2052. 


. .2192, 


2053. 


.2193, 2053.. 2142, 


2058. .2192, 




2141. .2194, 


2473. 


. .2565 










Seq. No. 


14825 








Seq. ID 


OJ990617 


_05.9924.C15 


Gene No. 


31538 








Strand 






Start 


4430 








End 


11949 




Name 


OJ990617 05. 


9924, 


,C15.o3 


.gp 


Method 


AAT/GAP 




Start 


4430 








End 


6980 




GI 


3683 1.R1084 








Score 


2022 




Exons 


4430. .5204, 


6373, 


, . 6597, 


6812. 


.6980 







GI Descrip. 1 5734 616/db j | AP000391 . 1 | AP000391 2.0e-45 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ■ 



Seq. No. 14825 Seq. ID 

Gene No. 31538 Strand 

Start 4430 End 

Name OJ990617_05 . 9924 . CI 5 . o2 . np Method 

Start 5079 End 

GI 1652280 Score 
Exons 



OJ990617_05r9924 .C15 

11949 
AAT/NAP 
10668 
573 



5079. .5218, 6382. .6597, 6812. .7207, 7846. .8005, 8084. .8233, 
8311. .8417, 8525. .8587, 8847. .9029, 9303. .9489, 9948. .10076, 
10158. .10235, 10309. .10422, 10564.. 10668 



15515 



GI Descrip. (D90904) ribonuclease II [Synechocystis sp.] 



Seq. No. 14825 

Gene No. 31538 

Start 4430 

Name OJ990617_05 . 9924 . C15 . o2 . gs 

Start 5082 

GI none 
Exons 



Seq. ID OJ990617 05.9924.C15 



Strand 
End 

Method 

End 

Score 



11949 
GEN SCAN 
11949 
.87 



5082. .5204, 6373. .6597, 6812. .7207, 7846. .8041, 8084. .8233, 
8311. .8417, 8480. .8587, 8847. .9029, 9271. .9489, 9948. .10076, 
10158. .10235, 10309. .10422, 10564 . .10723, 11717. .11949 , 



Seq. No. 14825 

Gene No. 31538 

Start 4430 

Name OJ990617_05 . 9924 . CI 5 . ol . ts 

Start 6457 

GI none 

Exons 6457.. 6600, 6458.. 6595, 6460. 

6798. .7124, 6807. .7049, 6809. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617 05.9924.C15 



11949 

TBLASTX : Soybean 
7124 
67 

6600, 6461. .6604, 6471. .6611, 
7123 



3 



Seq. No. 14825 
Gene No. 31538 
Start 4430 

Name OJ990617_05 . 9924 . C15 . ol . tm 

Start 6992 
GI none 

Exons 6992.. 7213, 6993.. 7208, 6995. 

7845. .8006, 7845. .8006, 7936. 
8086. .8187, 8091. .8189 



Seq. ID OJ990617_05.9924.C15 

Strand ' - 

End 11949 

Method TBLASTX : Mai ze 

End '818 9 

Score 298 

.7219, 7822. .7881, 7844. .7999, 
.8007, 7943. .8008, 8084. .8188, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14825 Seq. ID 

31538 Strand 
4430 End 
OJ990617_05.9924 .C15.o4 . gp Method 
7126 End 
LIB3434-026-P1-K1-G9 Score 
7126. .7207, 7846.^8005, 8084. .8213 

'1652280/dbj IBAA17203I 3.0e-14 (D90904) ribonuclease II 
[Synechocystis sp. ] 1 



OJ990617_05.9924.C15 

11949 
AAT/GAP 
8213 
678 



14825 
31538 
4430 

OJ990617_05. 9924 .C15.ol.tc 

7942 

none 

7942. .8004, 



7943, 
8311.. 8391, 8313. 



,8005, 8086. 
,8420, 8525. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8235, 8087 
.8581 



OJ990617 05.9924.C15 



11949 

TBLASTX: Cress 
8581 
64 

8236, 8310.. 8420, 



Seq. No. 14826 Seq. ID 

Gene No. 31539 Strand 

Start 2056 End 

Name OJ990617_05 . 9924 . CI 6 . ol . gs Method 

Start 2056 End 

GI none Score 

Exons 2056.. 2370, 3812.. 3983, 5409.. 5482 



OJ990617_05.9924.C16 

+ 

5482 
GENSCAN 
5482 
. 69 



15516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14826 
31540 
7891 

OJ990617_05.9924.C16.ol.np 

7891 

3236247 

7891. .8042, 11290. .11491, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11643. .11928, 



OJ990617_05.9924.C16 
+ 

13452 
AAT/NAP 
13443 
1287 
12019. .13443 



(AC004 684) putative SCARECROW gene regulator [Arabidopsis 
thaliana] 



Seq. No. 14826 

Gene No. 31540 

Start 7891 

Name OJ990617_05. 9924 .C16.o3.gs 

Start 10996 

GI none 

Exons 10996. . 13452 



Seq. ID OJ990617_05.9924 .C16 

Strand + 

End 13452 

Method GENSCAN 

End 13452 

Score .52 



Seq. No. 14826 Seq. ID 

Gene No. 31540 Strand 

Start 7891 End 

Name OJ990617_05 . 9924 . C16 . ol . gp Method 

Start 11677 End 

GI none Score 

Exons 11677. .12407 



OJ990617_05.9924 .C16 
+ 

13452 
AAT/GAP 
12407 
1451 



Seq. No. 14826 

Gene No. 31541 

Start 12962 

Name OJ990617_05 . 9924 . C16 . o2 . gp 

Start 12962 

GI 3411_1.R1084 

Exons 12962. .13878 

GI Descrip. '3236247 4.0e-54 (AC004684) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_05.9924.C16 

13878 
AAT/GAP 
13878 
1815 



SCARECROW- like protein [Arabidopsis 



S.eq. No. 14826 Seq. ID 

Gene No. 31542 Strand 

Start 15732 End 

Name OJ990617_05 . 9924 . C16 . o4 . gs Method 

Start 15732 End 

GI none Score 

Exons 15732. .15932 



OJ990617_05.9924.C16 

15932 
GENSCAN 
15932 
.98 



Seq. No. 14826 

Gene No. 31543 

Start 16927 

Name OJ990617_05 . 9924 . CI 6 . o2 . tm 

Start 11968 

GI none 

Exons 11968. .12231, 11987 .. 12190, 
12288.. 12407 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_05.9924.C16 
17366 

TBLASTX: Maize 

12407 

343 



11988. .124 07, 12022. .124 05, 



Seq. No. 
Gene No. 
Start 



14826 
31543 
16927 



Seq. ID 

Strand 

End 



OJ990617 05.9924.C16 



17366 



15517 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990617_05.9924 .C16.o2. ts Method 

12313 End 

none Score 
12313. .12750, 12565. .12750 



14826 
31543 
16927 

OJ990617_05.9924.C16.ol.tc 

12469 

none 

12469. .12705, 12531 .. 12719, 
12727. .13167, 12924. .13241 



TBLASTX : Soybean 

12750 

260 



Seq. ID OJ990617_05.9924.C16 

Strand 

- End 17366 

Method TBLASTX : Cress 

End 13242 

Score 228 
12696. . 12797, 12706 .. 13242, 



Seq. No. 14826 

Gene No. 31543 

Start 16927 

Name OJ990617_05 . 9924 . CI 6 . ol . tm 

Start 12577 

GI none 

Exons 12577. . 13440, 12577 .. 13218 , 12579 .. 13433, 13297 .. 13437, 
13518. . 13556 



Seq. ID OJ990617_05.9924.C16 
Strand 

End 17366 

Method TBLASTX : Mai ze 

End 13556 

Score 1364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14826 
31543 
16927 

OJ990617_05. 9924 .C16.o2.tw 

12691 

none 

12691. . 13092, 12708. .12749 

14826 
31543 
16927 

OJ990617_05.9924 .C16.ol.ts 

12760 

none 

12760. .13335, 12762 .. 12842, 
13339. .13431, 13386.. 13433 



Seq. ID OJ990617__05. 9924 .CI 6 
Strand 

End 17366 

Method TBLASTX : Wheat 

End 13092 

Score 195 



Seq. ID OJ990617_05.9924.C16 
Strand 

End 17366 

Method TBLASTX : Soybean 

End 13433 

. Score 638 
12775. .13209, 12921 .. 13331, 



14826 
31543 
16927 

OJ990617_05. 9924 .C16.ol.tw 
13184 
none 

13184. .13426, 1318 6. .13428, 13482. .13508 



Seq. ID OJ990617_05.9924.C16 
Strand 

17366 

TBLASTX: Wheat 
13508 
405 



End 

Method 

End 

Score 



14826 
31543 
16927 

OJ990617_05. 9924 .C16.o2.tc 

13243 

none 

13243. . 13335, 13339. . 134 31 



Seq. ID OJ990617_05. 9924 .C16 
Strand 

End 17366 

Method TBLASTX : Cress 

End 13431 

Score 8 4 



Seq. No. 



14826 



Seq. ID OJ990617_05.9924.C16 



15518 



Gene No. 31543 Strand 

Start 16927 End 17366 

Name OJ990617_05 . 9924 . C16 . o5 . gs Method GEN SCAN 

Start 16927 End 17366 

GI none Score . 63 

Exons 16927. .17123, 17312.. 17366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14827 
31544 
1 

OJ990617_01.9924 .Cl.ol.np 
1 

6651300 
1. .214 

(AF161333) S-locus related 1 [Raphanus raphanistrum subsp. 
raphanistrum] 



Seq. ID OJ990617_01.9924.C1 
Strand 

End 921 

Method AAT/NAP 

End 214 

Score 155 



14827 
31544 
1 

OJ990617_01.9924.Cl.ol.tm 
34 

none 



Seq. ID OJ990617_01.9924.C1 
Strand 

End 921 

Method TBLASTX : Mai ze 

End 256 

Score 103 

34. . 117, 35. .124, 44. .118, 156. .206, 161. .199, 218. .256, 
221. .256 



Seq. No. 14827 

Gene No. 31544 

Start 1 

Name OJ990617_01 . 9924 . CI . ol . gs 

Start 81 

GI none 

Exons 81.. 263, 728.. 921 



Seq. ID OJ990617_01.9924.C1 
Strand 

End 921 

Method GENSCAN 

End 921 

Score .55 



Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990617_01.9924.C2 

Strand + 

End 2330 

Method AAT/GAP 

End 2330 

Score 507 



14828 
31545 
2051 

OJ990617_01.9924.C2.ol.gp 
2051 

LIB34 32-020-P1-K1-H1 
2051.. 2330 

'2735017 1.0e-40 (U82481) KI domain interacting kinase 1 [Zea 
mays] ' 



14828 
31546 
310 

OJ990617_01. 9924 .C2.ol.gs 

310' 

none 



Seq. ID OJ990617_01.9924.C2 
Strand 

End 2330 

Method GENSCAN 

End 2092 

Score .78 



310. .552, 1525. .1610, 1720. .1870, 2004. .2092 



Seq. No. 14828 

Gene No. , 31546 
Start 310 

Name OJ990617_01 . 9924 . C2 . ol . tm 

Start 1306 



Seq. ID OJ990617_01.9924.C2 
Strand 

End 2330 

Method TBLASTX: Maize 

End 1886 



15519 






GI 


none 








Score 


182 




Exons 


1306. .1350, 


1308 


. . 1625, 


1308 


..1625, 1387. .1626, 1397. .1630 






1708. .1884, 


1758 


. . 1886, 


1760 


..1885, 1782. .1886 




Seq. No. 


14828 








Seq. ID 


OJ990617_01.9924.C2 




Gene No. 


31546 








Strand 






Start 


310 








End 


2330 




Name 


OJ990617 01 


. 9924 


.C2\ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1308 








End 


2246 




GI 


none 








Score 


119 




Exons 


1308 . . 1400, 


1386 


. .1610, 


1390 


..1611, 1763. .1870, 1768. .1869 






2007 . .2246, 


2030 


. . 2236 










Seq. No. 


14828 








Seq. ID 


OJ990617_01. 9924 .C2 




Gene No. 


31546 








Strand 






Start 


310 








End 


2330 




Name 


OJ990617 01 


.9924 


.C2.ol. 


np 


Method 


AAT/NAP 




Start 


1311 








End 


2330 




GI 


3021283 








Score 


539 




Exons 


1311 . .1625, 


1732 


. .1870, 


2004 


. .2330 






GI Descrip. 


(AL022347) 


serine /threonine 


kinase-like protein [Arabidops 






thaliana] 












□ 


Seq. No. 


14828 








Seq. ID 


OJ990617 01 9924 C2 




Gene No. 


31546 








Strand 




w 


Start 


310 








End 


2330 


i.t : 


Name 


OJ990617 01 


.9924 


.C2.o2. 


tc 


Method 


TBLASTX: Cress 


m 


Start 


1398 ~~ 








End 


1646 




GI 


none 








Score 


84 




Exons 


1398 . .1646, 


1399 


1623 










Seq. No. 


14828 








Seq. ID 


OJ990617_01.9924.C2 




Gene No. 


31546 








Strand 






Start 


310 








. End 


2330 


i :5 = 

'■mt 


Name 


OJ990617 01 


.9924 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1407 ~ 








End 


1625 




GI 


none 








Score 


63 




Exons 


1407. .1610, 


1408 


. .1530, 


1449 


..1625 ; 






Seq. No. 


14828 








Seq. ID 


OJ990617_01.9924.C2 




Gene No. 


31546 








Strand 






Start 


310 








End 


2330 




Name 


OJ990617 01 


.9924 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1982 








End 


2233 




GI 


none 








Score 


151 




Exons 


1982. .2221, 


2004 


. .2225, 


2027 


. .2233 






Seq. No. 


14828 








Seq. ID 


OJ990617_01. 9924 .C2 




Gene No. 


31546 








Strand 






Start 


310 








End 


2330 




Name 


OJ990617 01 


. 9924 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2000 








End 


2243 




GI 


none 








Score 


127 




Exons 


2000. .2221, 


2011 


. .2136, 


2027 


..2233, 2055. .2243 




Seq. No. 


14828 








Seq. ID 


OJ990617_01. 9924 .C2 




Gene No. 


31546 








Strand 





15520 






Start 


310 






End 


2330 






Name 


OJ990617 01 


. 9924 .C2.o2 . 


tm 


Method 


TBLASTX: 


Mai ze 




Start 


2004 ~~ 






End 


2216 






GI 


none 






Score 


193 






Exons 


2004 . . 2213, 


2005. .2151, 


2027 . 


.2215, 2073.. 2216 






Seq. No. 


14829 






Seq. ID 


OJ990617 


_01.9924.C3 




Gene No. 


31547 






Strand 


— 






Start 


163 






End 


1770 






Name 


OJ990617 01 


.9924.C3.o2. 


tm 


Method 


TBLASTX: 


Mai ze 




Start 


3 






End 


641 






GI 


none 






Score 


76 






Exons 


3. .62, 4. .60, 161. .334, 


163. . 


336, 163.. 


357, 545 


. . 640, 546. . 641 




Seq. No. 


14829 






Seq. ID 


OJ990617 


_01.9924.C3 




Gene No. 


31547 






Strand 


— 






Start 


163 






End 


1770 






Name 


OJ990617 01 


.9924.C3.ol. 


as 


Method 


GENSCAN 






Start 


163 






End 


1609 






GI 


none 






Score 


.57 






Exons 


163. .341, 8 


08. . 1609 












Seq. No. 


14829 






Seq. ID 


OJ990617 


01 9924 "C3 




Gene No. 


31547 






Strand 


- 




e § 


Start 


163 






End 


1770 




i- t : 


Name 


OJ990617 01 


.9924.C3.ol. 


np 


Method 


AAT/NAP 






Start 


803 






End 


1770 




! 5? 


GI 


2351170 






Score 


424 




i" *"; 


Exons 


803. .1770 












j . ; 


GI Descrip. 


(D85219) S 


glycoprotein 


. [Brassica rapa] 






: I! 


Seq. No. 


14829 






Seq. ID 


OJ990617 


_01.9924.C3 


1 if 


Gene No. 


31547 






Strand 


— 




is 


Start 


163 






End 


1770 






Name 


OJ990617 01 


.9924.C3.o3. 


tm 


Method 


TBLASTX: 


Mai ze 


:. : 
1 ir i 


Start 


857 






End 


1085 






GI 


none 






Scor_e 


58 




'; 3? 


Exons 


oo / . . 910, o 


67 . . 908 , 8 99 


..1060, 912. .ioe 


15, 913.. 


1044, 972 . . 1055 




Seq. No. 


14829 






Seq. ID 


OJ990617 


01 9924 C3 


\''\ 
•s a: 


Gene No. 


31547 






Strand 








Start 


163 






End 


1770 






Name 


OJ990617 01 


.9924.C3.ol. 


tm 


Method 


TBLASTX: 


Mai ze 




Start 


1424 






End 


1769 






GI 


none 






Score 


52 






Exons 


1424. .1501, 


1518. .1715, 


1524. 


.1688, 1529. .1714, 


1541 1738. 






1713. . 1769, 


1715. .1768 












Seq. No. 


14830 • 






Seq. ID 


OJ990617 


_01. 9924.C4 




Gene No. 


31548 






Strand 


+ 






Start 


5100 






End 


6686 






Name 


OJ990617 01 


. 9924 .C4 .o2. 


gs 


Method 


GENSCAN 






Start 


5100 






End 


6686 






GI 


none 






Score 


.86 






Exons 


5100. .5160, 


5532. .5559, 


6092. 


.6215, 6459. .6686 






Seq. No. 


14830 






Seq. ID 


OJ990617 


_01. 9924 .C4 



15521 



Gene No. 31549 Strand + 

Start 11985 End 12480 

Name OJ990617_01 . 9924 . C4 . o4 . gs Method GEN SCAN 

Start 11985 End 12480 

GI none Score . 4 

Exons 11985. . 12136, 12397.. 12480 



Seq. No. 14830 Seq. ID 

Gene No. 31550 Strand 

Start 891 End 

Name OJ990617_01 . 9924 . C4 . ol . gs Method 

Start 891 End 

GI none Score 

Exons 891. .1193, 1278. .1428, 1533. .1770, 2170 
2659. .3922 



OJ990617_01.9924 .C4 

12256 ' 
GENSCAN 
3922 
.68 

2349, 2413. .2529, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14830 
31550 
891 

OJ990617_01.9924 .C4 .ol.np 
894 

6686398 



Seq. ID OJ990617_01.9924 .C4 
Strand 

End 12256 

Method AAT/NAP 

End 9704 

Score 2455 



894. .1193, 1278. .1428, 1533. .1770, 1865. .2075, 2156. .2357, 
2486. .2617, 2659. .3873, 4595.-4892, 4985. .5134, 5234. .5471, 
7326. .7536, 7931. .8124, 8 161 8294 , 84 11 .. 9704 



GI Descrip. (AC007234) *F1E22.15 [Arabidopsis thaliana] 



Seq. No. 14830 
Gene No. 31550 
Start 891 

Name OJ990617JD1 . 9924 . C4 .ol 

Start 963 
GI none 
Exons 963 . . 

1321. 

1866. 

4717. 

5234. 

6518. 

6987. 



1022, 990. .1019, 
.1428, 1332. .1427 
1921 
4728 
5236 



Seq. I 
Strand 
End 

.tm Method 
End 
Score 
1018. .1098, 10 
, 1346. .1429, 



.2084, 
.4797, 
.5452, 
.6691, 
.7205, 



2019, 
4901, 
5481, 



6803. .6910, 
7327. .7545, 



D OJ990617_01.9924 .C4 
12256 

TBLASTX: Maize 
8038 
39 

32. .1205, 1141. .1206, 
1533. . 1751, 1553. . 1780, 
4721, 4690. .4722, 
5117, 5033. .5116, 
5750, 6516.. 6608, 
7206, 6976.. 7071, 



2156. .2260, 4662. 

4840. .4893, 5028. 

5591. .5809, 5595. 

6817. .6909, 6943. 

7334. .7510, 7931. .8038, 7938. .8024 



Seq. No. 14830 
Gene No. 31550 
Start 891 

Name OJ990617_01 . 9924 . C4 . ol . ts 

Start 978 

GI none 

Exons 978.. 1205, 982.. 

1333.. 1428, 1529 
1866.. 2084, 1918 
5033.. 5116, 5040 
5236.. 5481, 5237 
6471.. 6608, 6803 
6981.. 7199, 6987 
7334.. 7510, 7931 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_01.9924.C4 
12256 

TBLASTX: Soybean 

8012 

80 



1206, 1326. .1427, 1326. .1427, 1333. .1428, 

..1708, 1533. .1619, 1536. .1772, 1553. .1780, 

..2019, 2156. .2227, 4677. .4901, 4681. .4827, 

..5117, 5052. .5117, 5230, 

..5473, 5591. .5809, 5595. 

..6910, 6806. .6907, 6817, 

..7229, 7033. .7215, 7315. 

..8002, 7932. .8012 



.5412, 5234. .5386, 

,5750, 6470. .6691, 

,6909, 6976. .7074, 

,7479, 7315. .7545, 



Seq. No. 



14830 



Seq. ID OJ990617_01.9924.C4 



15522 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



31550 
891 

OJ990617_01 

981 

none 

981. .1205, 
1553. .1780, 



9924 .C4 .ol.tc 



2156. 
5236. 
64 62. 
6981. 
7397. 



.2239, 
,5481, 
.6611, 
,7199, 
,7513, 



1300. . 
1851. 
4680. 
5237. 
6470. 
6987. 
7931. 



1425, 1311. 

.1997, 1859 

.4883, 4681 

.5452, 5579 

.6682, 6802 

.7229, 6988 

.8011, 7932 



Strand 

End 12256 
Method TBLASTX : Cress 
End 8011 
Score 103 
,1424, 1336. .1425, 1536. .1751, 
.1990, 1866.. 2084, 1936.. 2019, 
.4821, 5027. .5116, 5028. .5117, 
.5746, 5591. .5809, 5592. .5750, 
.6906, 6803. .6907, 6843. .6911, 
.7230, 7327. .7545, 7339. .7482, 
, .8003 



Seq. No. 14830 
Gene No. 31550 
Start 891 

Name OJ990617_01 . 9924 . C4 . o2 . tw 

Start 1152 

GI none 

Exons 1152.. 1193, 1284 

1553.. 1654, 4851 
5236.. 5355, 5237 
6803.. 6910, 6987 



OJ990617 01. 9924. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1427, 1321. .1428, 1535. .1654, 1536 
4892, 4991. .5116, 5028. .5117, 5236 
5356, 6641.. 6682, 6802.. 6906, 6802 
7106, 6987.. 7106, 6988.. 7107 



12256 

TBLASTX: Wheat 

7107 

116 



.1655, 
.5355, 
. 6909, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14830 
31550 
891 

OJ990617_01. 9924 .C4.ol.tw 
1656 



OJ990617 01. 9924. C4 



none 
1656. 
5357. 
5583. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1820, 1658. .1780, 1866. .2078, 1918. .2022, 5357 
5446, 5359. .5523, 5359. .5481, 5569. .5664, 5582 



12256 

TBLASTX: Wheat 

7539 

72 



,5449, 
,5803, 



,5744, 7108. .7212, 7110. .7229, 7297. .7539, 7334. .7510 



Seq. No. 14830 

Gene No. 31550 

Start 891 

Name- OJ990617_01 . 9924 . C4 . o3 . tm 

Start 2699 

GI none 

Exons 2699.. 2758, 2700.. 2750, 2700, 
2790. .2930, 8505. .8579 



Seq. ID OJ990617_01.9924.C4 
Strand 

End 12256 

Method TBLASTX : Mai ze 

End 8579 

Score 58 

.2762, 2747. .2812, 2789.. 2929, 



Seq. No. 14830 

Gene No. 31550 

Start 891 

Name OJ990617_01 . 9924 . C4 . o3 . ts 

Start 2711 

GI none 

Exons 2711.. 2776, 2798.. 2845, 8463. 

8667. .8756, 8674. .8748 



Seq. ID OJ990617_01.9924.C4 
Strand 

End 12256 

Method TBLASTX : Soybean 

End 8756 

Score 8 9 

.8510, 8499. .8651, 8500. .8649, 



Seq. No. 14830 

Gene No. 31550 

Start 891 

Name OJ990617_01 . 9924 . C4 . o2 . tc 

Start 2975 



Seq. ID OJ990617_01. 9924 .C4 
Strand 

End 12256 

Method TBLASTX : Cress 

End 9268 



15523 



GI 


none 








Score 


56 




Exons 


2975. ..3001, 


3005. 


. 3064, 


3080. 


.3169, 3314. .3424, 


34 62. . 




3470. .3553, 


3602. 


. 3826, 


3669. 


.3806, 8526.. 8567, 


8685. . 




8760. .8927, 


9029. 


. 9088, 


9143. 


.9181, 9215.. 9268 




Seq. No. 


14830 








Seq. ID 


OJ990617 


01 . 992 


Gene No. 


31550 








Strand 






Start 


891 






. .. 


End 


12256 




Name 


OJ990617 01 


.9924. 


C4 ,o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3308 








End 


9481 




GI 


none 








Score 


49 




Exons 


3308 3358. 


3311 . 


. 3355, 


3365 . 


.3580, 3378.. 3581, 


3482 . . 




3554 . . 3676, 


3576. 


. 3656, 


3605. 


.3670, 3653.. 3763, 


3677 . . 




3678 . . 3755, 


9110. 


. 9289, 


9332 . 


.9481 






Seq. No. 


14830 








Seq. ID 


OJ990617 


01 . 992 


Gene No . 


31550 








Strand 






Start 


891 








End 


12256 




Name 


OJ990617 01 


.9924. 


C4.o2. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


3374 








End 


9592 




GI 


none 








Score 


87 




Exons 


3374 . . 3508, 


3381. 


. 3524, 


3518 . 


.3775, 3687.. 3770, 


3770 . . 




9138 . . 9272, 


9140 . 


. 9271, 


9290 . 


.9373, 9291.. 9332, 


9446. . 




9454 . . 9471, 


9500. 


. 9592 










Seq. No. 


14830 








Seq. ID 


OJ990617 


01 . 992 


Gene No. 


31550 








Strand 






Start 


891 








End 


12256 




Name 


OJ990617 01 


.9924. 


C4.o2. 


np 


Method 


AAT/NAP 




Start 


9431 ~~ 








End 


12256 




GI 


6539570 








Score 


152 




Exons 


9431. . 9488, 


11786. .11847, 12050.. 12256 






GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


14831 








Seq. ID 


OJ990617 


01 . 992 


Gene No. 


31551 








Strand 


+ 




Start 


1 








End 


639 




Name 


OJ990617 01 


.9924. 


CS.ol. 


np 


Method 


AAT/NAP 




Start ■' 


1 








End 


639 




GI 


4680179 








Score 


1085 




Exons 


1 . . 639 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


14831 








Seq. ID 


OJ990617 


_01.992' 


Gene No. 


31551 








Strand 


+ 




Start 


1 








End 


639 




Name 


OJ990617 01 


.9924. 


CS.ol. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


1 ~ 








End 


438 




GI 


none 








Score 


496 




Exons 


1 . . 438, 60 . 


.395 












Seq. No. 


14831 








Seq. ID 


OJ990617 


_01.992< 


Gene No. 


31551 








Strand 


+ 




Start 


1 








End 


639 




Name 


OJ990617 01 


.9924 . 


CS.ol. 


gs 


Method 


GENSCAN 




Start 


4 








End 


567 




GI 


none 








Score 


.48 





3748, 



15524 




Exons 


4.. 567 










Seq. No. 


14831 




Seq. ID 


OJ990617_01.9924. 


.C5 


Gene No. 


31551 




Strand 


+ 




Start 


1 




End 


639 




Name 


OJ990617 01. 9924. C5 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


25 




End 


492 




GI 


none 




Score 


389 




Exons 


25. .492, 96. .395 










Seq. No. 


14831 




Seq. ID 


OJ990617_01.9924. 


.C5 


Gene No. 


31551 




Strand 


+ 




Start 


1 




End 


639 




Name 


OJ990617 01. 9924. C5 


. o2. ts 


Method 


TBLASTX : Soybean 




Start 


25 




End 


306 




GI 


none 




Score 


181 




Exons 


25. .306, 108. .305 










Seq. No. 


14831 




Seq. ID 


OJ990617_01.9924. 


,C5 


Gene No. 


31551 




Strand 


+ 




Start 


1 




End 


639 




Name 


OJ990617 01. 9924. C5 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


379 




End 


639 




GI 


none 




Score 


57 




Exons 


379. .411, 381. .407, 


415. . 639, 


422. .562, 507. .635 




Seq. No. 


14831 




Seq. ID 


^ OJ990617_0L.9924. 


,C5 


Gene No. 


31551 




Strand 


+ 




Start 


1 




End 


639 




Name 


OJ990617 01. 9924. C5 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


487 




End 


639 




GI 


none 




Score 


192 




Exons 


487. .639, 488. .565, 


516. .638 








Seq. No. 


14832 




Seq. ID 


OJ990617_01.9924 . 


C6 


Gene No. 


31552 




Strand 


+ 




Start 


2400 




End 


6259 , , 




Name 


OJ990617 01. 9924. C6 


. o2.np 


Method 


AAT/NAP 




Start 


2400 




End 


6259 




GI 


4680179 




Score 


5550 




Exons 


2400.. 6259 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


14832 




Seq. ID 


OJ990617_01.9924 . 


C6 


Gene No. 


31553 




Strand 






Start 


175 




End 


6259 




Name 


OJ990617 01. 9924. C6. 


. ol . gs 


Method 


GENSCAN 




Start . 


175 




End 


1570 




GI - 


none 




Score 


.85 




Exons 


175. .256, 740. .858, 


1265. . 1401, 1537. . 


1570 




Seq. No. 


14832 




Seq. ID 


OJ990617_01.9924. 


C6 


Gene No. 


31553 




Strand 






Start 


175 




End 


6259 




Name 


OJ990617 01. 9924. C6, 


. ol . np 


Method 


AAT/NAP 




Start 


637 




End 


6259 




GI 


4680183 




Score 


139 





15525 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



637. .728, 1333. .1401, 6218. .6259 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



14832 
31553 
175 

OJ990617_01.9924 .C6.o6.tw 

2613 . 

none 

2613. .2993, 2633.. 2992 



Seq. ID OJ990617_01.9924.C6 
Strand 

End 6259 

Method TBLASTX : Wheat 

End 2993 

Score 304 



Seq. No. 14832 Seq. ID 

Gene No. ' 31553 Strand 

Start 175 End 

Name OJ990617_01 . 9924 . C6 . 06 . tm Method 

Start 2874 End 

GI none Score 

Exons 2874.. 3206, 2897.. 3061 



OJ990617_01.9924.C6 
6259 

TBLASTX: Maize 

3206 

226 



Seq. No. 14832 

Gene No. 31553 

Start 175 

Name OJ990617_01 . 9924 .C6.o7.tw 

Start 3534 

GI none 

Exons - 3534.. 3758, 3548.. 3700, 3762. 

Seq. No. 14832 

Gene No. 31553 

Start 175 

Name OJ990617_01 . 9924 .C6.o7.tm 

Start 3572 

GI none 

Exons 3572. .3673, 3573. .3848 

Seq. No. 14832 

Gene No. 31553 

Start 175 

Name . OJ990617_01 . 9924 . C6 . o3 . tw 

Start 4110 

GI none 

Exons 4110. .4550, 4214. .4549, 4221. 

Seq. No. 14832 

Gene No. 31553 

Start 175 

Name OJ990617JU . 9924 . C6 . o4 . tm 

Start 41,22 

GI none 

Exons 4122.. 4409, 4220.. 4411 

Seq. No. 14832 

Gene No. 31553 

Start 175 

Name OJ990617_01 . 9924 . C6 . o4 . ts 

Start 4146 

GI none 



OJ990617_01.9924.C6 
6259 

TBLASTX: Wheat 
3935 
150 

3935, 3795.. 3854, 3836.. 3904 
OJ990617 01. 9924. C6 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



6259 

TBLASTX: Maize 

3848 

195 



Seq. ID OJ990617_01.9924 .C6 
Strand 

6259 

TBLASTX: Wheat 
4550 
523 



End 

Method 
End 
Score 
.4550 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ990617JD1.9924 .C6 
6259 

TBLASTX: Maize 

4411 

322 



Seq. ID OJ990617_01. 9924 ,C6 
Strand 

End 6259 

Method TBLASTX : Soybean 

End 4 4 60 

Score 183 



15526 



Exons 



4146. .4460 



n 

I J 



! 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14832 
31553 
175 

OJ990617_01. 

4479 

none 

4479. . 4550, 

14832 
31553 
175 

OJ990617JD1. 

4587 

none 

4587. .4946, 

14832 
31553 
175 

OJ990617_01. 

4659 

none 

4659. .4961, 

14832 
31553 
175 

OJ990617_01. 

4962 

none 

4962. .5471, 

14832 
31553 
175 

OJ990617JD1. 

4968 

none 

4968. .5213 

14832 
31553 
175 

OJ990617_01. 

5034 

none 

5034 . .5387, 

14832 
31553 
175 

OJ990617_01. 

5475 

none 

5475. .5954, 



9924 .C6.o3.tm 



Seq. ID OJ990617_01. 9924 .C6 
Strand 

End 6259 

Method TBLASTX : Maize 

End 4 997 

Score 68 

4587. .4676, 4662.". 4997, 4748. .4879, 4904. .4951 



Seq. ID OJ990617_01.9924.C6 
Strand 

End 6259 

Method TBLASTX : Soybean 

End 4 94 6 

Score 458 
.4916, 4679. .4945 



9924 .C6.ol.ts 
4594. .4734, 4599. 

9924.C6.o4.tw 
4660. .4737, 4662. 

9924 .C6.ol.tw 
4970. .5380, 5004. 

9924.C6.o3.ts 



9924.C6.ol.tm 



5036. .5380, 5074, 



9924 .C6.o2. tw 



5508. .5918, 5699. 



Seq. ID OJ990617_01.9924.C6 

Strand 

End 6259 

Method TBLASTX : Wheat 

End 4961 

Score 396 
.4952,. 4688. .4960 

Seq. ID OJ990617_01. 9924 .C6 
Strand 

End 6259 

Method TBLASTX : Wheat 

End 5471 

Score 619 
.5384 

Seq. ID OJ990617_01.9924.C6 
Strand 

End 6259 

Method TBLASTX : Soybean 

End 5213 

Score 209 



Seq. ID OJ990617_01.9924.C6 
Strand 

End 6259 

Method TBLASTX : Mai ze 

End 5397 

Score 477 
.5397 

Seq. ID OJ990617_01.9924.C6 
Strand 

End 6259 

Method TBLASTX : Wheat 

End 5954 

Score 587 
.5953 



15527 



Seq. No. 14832 

Gene No. 31553 

Start 175 

Name OJ990617_01 . 9924 . C6 . o5 . tm 

Start 5571 

GI . none 

Exons 5571.. 5834, 5604.. 5918, 5714, 



Seq. ID OJ990617_01.9924.C6 
Strand 

End 6259 

Method TBLASTX: Maize 

End 5918 

Score 272 
.5917 



Seq. No. 14832 Seq. ID 

Gene No. 31553 Strand 

Start 175 End 

Name OJ990617_01 . 9924 . C6 . ol . tc Method 

Start 5661 End 

GI none Score 

Exons 5661.. 5834, 5835.-5978, 5837.. 5977 



OJ990617_01.9924.C6 
6259 

TBLASTX: Cress 

5978 

90 



Seq. No. 14832 Seq. ID 

Gene No. 31553 Strand 

Start 175 End 

Name OJ990617_01 . 9924 . C6 . o2 . ts Method 

Start 5742 End 

GI none Score 

Exons * 5742.. 6002, 5747.. 6001 



OJ990617_01. 9924.C6 
6259 

TBLASTX: Soybean 

6002 

300 



Seq. No. 14832 Seq. ID 

Gene No. 31553 Strand 

Start 175 End 

Name OJ990617_01 . 9924 . C6 . o2 . tm Method • 

Start 5919 End 

GI none Score 

Exons 5919.. 6236, 5930.. 6235, 6018.. 6239 



OJ990617_01. 9924 .C6 
6259 

TBLASTX: Maize 

6239 

455 



Seq. No. 14832 Seq. ID 

Gene No. 31553 Strand 

Start 175 End 

Name OJ990617_01 . 9924 . C6 . o5 . tw Method 

Start 5960 End 

GI none Score 

Exons 5960. .6244, 5961. .6257, 5961. .6257 



OJ990617_01. 9924 .C6 
6259 

TBLASTX: Wheat 

6257 

389 



Seq. No. 14833 

Gene No. 31554 

Start 1 

Name OJ990617_01 . 9924 . C7 . ol . np 

Start 1 

GI 2829910 

Exons 1..41, 172. .246, 435. .471 

GI Descrip. (AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



Seq. ID OJ990617_01. 9924 . C7 
Strand + 

471 

AAT/NAP 
471 
62 



End 

Method 

End 

Score 



Seq. No. 14833 

Gene No. 31554 

Start ■ 1 

Name OJ990617_01 . 9924 . C7 . ol . gs 
Start 172 

GI none 



Seq. ID OJ990617JD1 . 9924 . C7 

■Strand + 

End 471 

Method GENSCAN 

End 250 

Score . 5 
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£j A\Jl Id 


17? ?S0 
















C on Wo 


1 48^4 








Seq. ID 


OJQQ0617 01 

\y KJ Z? ^Z? \J \J X / V/X. 


9924 

Zs Z? *4 


P8 


Gene No. 


31555 








Strand 


+ _ 






Start 


1 








End 


222 






INCllLIC 


OJ990617 01 


. 9924 


. C8 . 


ol . np 


Method 


AAT/NAP 






o Lai I. 


1 - 
X 








End 


222 






\3 X 


4 S87 S77 








Score 


158 






Hi AUllO 


1 000 


















V rtv U U O J J u y 


Fl orn 

r x kj\J^j 


1 7 

• X / 


[Arabidopsis thaliana] 






Seq. No. 


14834 








Seq. ID 


OJ990617_01. 


9924 


.C8 


Gene No. 


31555 








Strand 


+ 






OLai L 


i 

X 








End 


222 






Name 


n.TQQD fii 7 n i 


QQ?4 


PR 


ol . tm 


Method 


TBLASTX: Maize 




oLal L 


A 
4 








End 


181 








none 








Score 


216 






"P 1 von q 


4 1^8 Q 


17Q 

X / J f 


X KJ * . 


i ft n i 4 q 

LOU r 11 3 • 


i ft i 








Seq. No. 


14834 








Seq. ID 


OJ990617JD1. 


9924 


.C8 


Gene No. 


31555 








Strand 


+ 






OLdl t 










End 


222 






Name 


O.TQQ0 fi1 7 m 


QQ?4 


PR 


ol.ts 


Method 


TBLASTX : Soybean 




OLdl L 


J X 








End 


213 








none 








Score 


1 7 6 

X / \J 






V von c 


Jl i . <!, X / J J 


. 170 














Seq. No. 


14834 








Seq. ID 


Uu / UX. 


QQ94 


.C8 


Gene No. 


31555 








Strand 


+ _ 






O L. a X L. 


1 








End 


222 






Name 


O.TQQDfiT 7 01 

WU _7 _7 U U I / UX 


QQ?4 

. .7 _7 ^ *i 


PR 


ol . gs 


Method 


GENSCAN 






O Lai L. 


Q7 _ 








End 


180 






O X 


n on o 








Score 


.96 








97 . . 180 
















Seq. No. 


14835 








Seq. ID 


OJ990617_01. 


9924 


.C9 


Gene No. 


31556 








Strand 








j a x u 


69 








End 


651 






Name 


OJ990617 01 


. 9924 


.C9. 


ol . gs 


Method 


GENSCAN 






O Lai u 


69 








End 


651 






PT 

X 


none 








Score 


.79 






XT v On 


69. .205, 528. .651 












Seq. No. 


14835 








Seq. ID 


OJ990617_01. 


9924 


.C9 


Gene No. 


31557 








Strand 








O Lai L. 


1651 








End 


1932 






INaUlG 


OJ990617 01 


. 9924 


.C9. 


o2 . gs 


Method 


GENSCAN 








1651 








End 


1932 






vjX 


none 








Score 


.65 






Exons 


1651. .1932 
















Seq. No. 


14836 








Seq. ID 


OJ990617_01. 


9924 


.CI 


Gene No. 


31558 








Strand 


+ 






Start 


985 








End 


4521 






Name 


OJ990617 01 


. 9924 


.Cll 


. o2 .np 


Method 


AAT/NAP 






Start 


985 








End 


4521 






GI 


5852180 








Score 


675 
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Exons 



985. .1038, 2022. .2139, 2191. .2603, 3306. .3343, 4482. .4521 





^ nL 11 / ^OJ j £.1 LU \J\J\J ±U . ± [vl y Z,a 


sat i va j 




Seq. No. 


14836 


Seq. ID 


OJ990617 


Gene No. 


31559 


Strand 




O L.CLL L 


1 


End 


J. O .7 


Name 


OJ990617 01.9924.Cll.ol.np 


Method 


a a t /Map 

-rlrtl / vine 


C +- -j y-f- 

OLdLL 


1 


End 




C T 


5803259 


Score 


OA R 

Z T J 




1. .176, 1283. .1329 








(AP000399) hypothetical protein [Oryza 


1 

sat i va j 


Seq. No. 


14836 


Seq. ID 


OJ990617 


Gene No. 


31559 


Strand 




Start 


1 


End 


1329 


Name 


OJ990617 01-9924. Cll.ol.gp 


Method 


AAT/GAP 


Start 


887 


End 


1270 


GI 


uC-osflcyp033a04bl 


Score 


669 


Exons 


887. .1270 







GI Descrip. ? 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



ry 

□ 
Ul 



UP 



Seq. No. 14837 Seq. ID* OJ990617JU . 9924 . C12 

Gene No. 31560 Strand + 

Start 1 End 3073 

Name OJ990617JD1 . 9924 . C12 . o2 . np Method AAT/NAP 

Start 1 End 1859 

GI 5042454 Score 199 

Exons 1..63, 623. .690, 1369. .1552, 1806. .1859 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 

Seq. No. 14837 Seq. ID OJ990617_01 . 9924 . C12 

Gene No. 31560 Strand + 

Start 1 . End 3073 

Name OJ990617_01 . 9924 . C12 . ol . gs Method GENSCAN 

Start 226 End 307,3 

GI none Score .76 

Exons 226. .362, 685. .760, 1463. .1552, 1806. .1980, 2958. .3073 

Seq. No. 14837 Seq. ID OJ99Q617JD1 . 9924 . C12 

Gene No. 31561 Strand + 

Start 5183 End 13866 

Name OJ990617_01 . 9924 . C12 . o2 . gs Method GENSCAN 

Start 5183 End 13846 

GI none Score . 52 

Exons 5183.. 5303, 6483.. 6649, 6833.. 7033, 7736.-7895, 7993.. 8206, 
8424. .8547, 8724. .8914, 10378 .. 104 69, 10591 11070 , 
12606. .13458, 13528.. 13846 



Seq. No. 14837 Seq. ID OJ990617_01 . 9924 . C12 

Gene No. 31561 Strand + 

Start 5183 End 13866 

Name OJ990617_01 . 9924 . C12 . o4 . np Method AAT/NAP 

Start 5186 End 8640 

GI 1332411 Score 455 

Exons 5186.. 5303, 6483.. 6649, 6833.. 7033, 7736.. 7907, 8023.. 8203, 
8424. .8640 
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GI Descrip. 


(D85102) dihydroflavonol 4- 


reductase 


[Rosa hybrida] 




Seq. No. 


14837 


Seq. ID 


OJ990617 


_01. 9924 .C12 




Gene No. 


31561 


Strand 


+ 






Start 


5183 


End 


13866 






Name 


OJ990617 01.9924 .C12.ol.gp 


Method 


AAT/GAP 






Start 


10626 


End 


10759 






GI 


uC-osflM202039g09bl 


Score 


176 






Exons 


10626. .10759 










GI Descrip. 


, 6016845/dbj |AP000570.1| AP000570 6.0e- 


-28 Oryza 


sativa genomic 






DNA, chromosome 1, clone : P0711E10 ■ 








Seq. No. 


14837 


Seq. ID 


OJ990617 


_01. 9924 .C12 




Gene No. 


31561 


Strand 


+ 






Start 


5183 


End 


13866 






Name 


OJ990617 01.9924 .C12.o5.np 


Method 


AAT/NAP 






Start 


10690 


End 


13866 






GI 


3152576 


Score 


608 






Exons 


10690. .11070, 12606. .13464, 


13528. .13866 






GI Descrip. 


(AC002986) Similar to liver 


-specific 1 


transport 


protein gb|L27i 






from Rattus norviegicus. [Arabidopsis 


thaliana] 






Seq. No. 


14837 


Seq. ID 


OJ990617 


_01. 9924 .C12 


= j. 
ar 


Gene No. 


31561 


Strand 


+ 




i S - 


Start 


5183 


End 


13866 






Name 


OJ990617 01.9924.C12.o2.gp 


Method 


AAT/GAP 




u ; 
\\\ 


Start 


13081 


End 


13402 




: c; 


GI 


568937 


Score 


633 




i- - ' 

! ;I 


Exons 


13081. .13402 








[*\ 


Seq. No. 


14837 


Seq. ID 


OJ990617 


_01. 9924 .C12 


■Ml 


Gene No. 


31562 


Strand 


+ 




i S: 


Start 


14805 


End 


17392 






Name 


OJ990617 01.9924.C12.o3.gs 


Method 


GENS CAN 




Start 


14805 


End 


17392 




A 


GI 


none 


Score 


.69 






Exons 


14805. .14877, 15206 .. 154 50 , 


17156. . 17186, 17310 


. . 17392 


. =j 


Seq. No. 


14837 


Seq. ID 


OJ990617 


_01 . 9924 .C12 


-=> 


Gene No. 


31563 


Strand 


+ 






Start 


18913 


End 


20543 






Name 


OJ990617 01.9924.C12.o4 . gp 


Method 


AAT/GAP 






Start 


18874 


End 


19526 






GI 


71813 1.R1084 


Score 


510 






Exons 


18874. .19072, 19191. .19291, 


19494 . . 19526 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 6.0e- 


-28 Oryza 


sativa genomic 






DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


14837 


Seq. ID 


OJ990617 


_01 . 9924 .C12 




Gene No. 


31563 


Strand 


+ 






Start 


18913 


End 


20543 






Name 


OJ990617 01.9924.C12.o5.gp 


Method 


AAT/GAP 






Start 


18874 


End 


19525 






GI 


71813 1.R1084 


Score 


511 






Exons 


18874. .19072, 19191. .19295, 


19491. .19525 






GI Descrip. 


'601684 5/dbj | AP000570 . 1 | AP000570 6.0e- 


-28 Oryza 


sativa genomic 






DNA, chromosome 1, clone : P07 11E10 1 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14837 Seq. ID 

31563 Strand 

18913 End 

OJ990617_01.9924 .C12.o6.np Method 

18904 End 

4262149 Score 



OJ990617_01.9924.C12 
+ 

20543 
AAT/NAP 
20369 
751 



18904. .19072, 19191 .. 19291 , 19665 .. 19916, 19992 20174 , 
20208.. 20369 

(AC005275) putative xyloglucan endotransglycosylase [Arabidopsis 
thaliana] 



Seq. No. 14837 

Gene No. 31563 

Start 18913 

Name OJ990617_01 . 9924 . C12 . o4 . gs 

Start 18913 

GI none 
Exons 



Seq. ID OJ990617_01.9924.C12 

Strand + 

End 20543 

Method GENSCAN 

End 20363 

Score . 61 



18913. . 19072, 19191. . 19295, 19648 .. 19798, 19850.. 20363 



Seq. No. 14837 Seq. ID 

Gene No. 31563 Strand 

Start 18913 End 

Name OJ990617_01 . 9924 . C12 . 06 . gp ■ Method 

Start 18939 End 

GI 71813JL.R1084 Score 

Exons 18939. .19072, 19191.. 19295 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 6.0e- 
DNA, chromosome 1, clone : P0711E10 1 



OJ990617_01.9924.C12 
+ 

20543 
AAT/GAP 
19295 
382 

-28 Oryza sativa genomic 



Seq. No. 14837 

Gene No. 31563 

Start 18913 

Name OJ990617_01 . 9924 . C12 . o7 . gp 

Start 20076 

GI 76282_1.R1084 

Exons 20076. .20543 

GI Descrip. ' 426214 9/gb | AAD14449 | 7.0e-17 



endotransglycosylase [Arabidopsis thaliana] 1 



Seq. ID OJ990617_01.9924.C12 

Strand + 

End 20543 

Method AAT/GAP 

End 20543 

Score 848 

(AC005275) putative xyloglucan 



Seq. No. 14837 

Gene No. 31564 

Start 21459 

Name OJ990617_01 . 9924 . C12 . o5 . gs 

Start 21459 

GI none 
Exons 



Seq. ID OJ990617_01.9924.C12 

Strand + 

End 22908 

Method GENSCAN 

End 22908 

Score .78 



21459. .21479, 22047 .. 22299, 22767 2284 3, 22858. .22908 



Seq. No. 14837 ... Seq. ID 

Gene No. 31565 Strand 

Start 1 End 

Name OJ990617_01 . 9924 . C12 . ol . np Method 

Start 1 End 

GI 6539586 Score 

Exons 1..42, 164.. 317 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ990617_01.9924.C12 
317 

AAT/NAP 
317 
215 
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Seq. No. 14837 

Gene No. 31566 

Start 23248 

Name OJ990617_01 . 9924 . C12 . o5 

Start 5170 

GI none 

Exons 5170.. 5301, 5195.. 5302, 
6483. . 6650, 6830. .6910 

Seq. No. 14837 

Gene No. 31566 

Start 23248 

Name OJ990617_01 . 9924 .C12 . o3 

Start 5215 

GI none 

Exons 5215.. 5301, 5216.. 5302, 
6824. .6943, 6830. .6946 




Seq. ID OJ990617_01.9924.C12 
Strand 

End 30943 

.tm Method TBLASTX: Maize 

End 6910 

Score 164 
64 61. .664 9, 64 66. .6651, 64 82. .664 9, 



Seq. ID OJ990617_01.9924.C12 
Strand 

End 30943 

.tw Method TBLASTX : Wheat 

End 694 6 

Score 125 
5233. .5304, 6482. .6658, 6482. .6631, 



ri! 

a 

I E 

rif 

< <= E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14837 Seq. ID 

31566 Strand 

23248 End , 
OJ990617JD1 . 9924 .C12 . o2 . tw Method 

10739 End 

none Score 

10739. . 10891, 10740.. 10886 



OJ990617_01.9924.C12 
30943 

TBLASTX: Wheat 

10891 

216 



OJ990617 01.9924.C12 



14837 Seq. ID 

31566 Strand 
23248 End 
OJ990617_01 . 9924 . C12 . o4 . ts Method 
10740 End 
4397580 Score 
10740. .10880, 10748. . 10891, 10956 .. 11072 , 10973. .11071 
3152576 6.0e-14 (AC002986) Similar to liver-specific transport 
protein gb_L27651 from Rattus norviegicus. [Arabidopsis 
thaliana] 



30943 

TBLASTX: Soybean 

11072 

185 



'«3l 



Seq. No. 14837 

Gene No. 31566 

Start 23248 

Name OJ990617_01 . 9924 . C12 . o2 . tc 

Start 10977 

GI none 

Exons 10977. . 11072, 12598 .. 12936, 12599. .12859 



Seq. ID OJ990617_01.9924.C12 
Strand 

End 30943 

Method TBLASTX : Cress 

End 12936 

Score 72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



14837 
31566 
23248 

OJ990617_01 . 9924 .C12.o2.ts 

12626 

none 



Seq. ID OJ990617_01.9924.C12 
Strand 

End 30943 

Method TBLASTX : Soybean 

End 13072 

Score 322 



12626. . 12904, 12 628 .. 12888 , 12905 .. 13072, 12931. .13071 



14837 
31566 
23248 

OJ990617 01. 9924 .C12.o5.ts 



Seq. ID OJ990617_01.9924.C12 
Strand 

End 30943 

Method TBLASTX : Soybean 
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Start 


13162 






End 


13573 






GI 


none 






Score 


269 






Exons 


13162. . 


,13422, 13178. 


.13459, 


13526. .13573 






Seq. No. 


14837 






Seq. ID 


OJ990617 


_01.9924 


.C12 


Gene No. 


31566 






Strand 








Start 


23248 






End 


30943 






Name 


OJ990617 01.9924.C12 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


18932 






End 


19840 






GI 


none 






Score 


44 






Exons 


18932. . 


18943, 18932. 


.18964, 


18981. .19031, 18982 


. .19074, 






19148. . 


19297, 19189. 


.19290, 


19665. .19838, 19667 


. .19837, 






19709. . 


19840 












Seq. No. 


14837 






Seq. ID 


OJ990617 


_01. 9924 


.C12 


Gene No. 


31566 






Strand 








Start 


23248 






End 


30943 






Name 


OJ990617 01.9924.C12 


. ol . tc 


Method 


TBLASTX : 


Cress 




Start 


18982 






End 


20351 






GI 


none 






Score 


93 






Exons 


18982. . 


19074, 19154. 


.19297, 


19189. .19290, 19665 


. .19898, 






19667. . 


19897, 19991. 


.20104, 


19992. .20144, 20022 


. .20129, 






20214. . 


20351 












Seq. No. 


14837 






Seq. ID 


OJ990617 


_01.9924 


.C12 


Gene No. 


31566 






Strand 








Start 


23248 






End 


30943 






Name 


OJ990617 01.9924.C12 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


18982 






End 


20351 




GI 


none 






Score 


115 






Exons 


18982. . 


19074, 19187. 


.19297, 


19189. .19290, 19665 


. .19898, 






19667. . 


19900, 19991. 


.20143, 


19992. .20165, 20213 


. .20350, 






20214. . 


20351 












Seq. No. 


14837 






Seq. ID 


OJ990617 


_01.9924 


.C12 


Gene No. 


31566 






Strand 








Start 


23248 






End 


30943 






Name 


OJ990617 01.9924.C12 


. ol . tm 


Method 


TBLASTX:] 


Maize 




Start 


19841 






End 


20426 






GI 


none 






Score 


92 






Exons 


19841. . 


19897, 19842. 


.19898, 


19923. .20006, 19980 


. .20363, 






19991. . 


20359, 20400. 


.20426, 


20401. .20421 






Seq. No. 


14837 






Seq. ID 


OJ990617 


_01.9924, 


.C12 


Gene No. 


31566 






Strand 








O +- -v~¥- 

oiiar t 


23248 






End 


30943 






Name 


OJ990617 01.9924.C12 


. o7 . np 


Method 


AAT/NAP 






Start 


23248 






End 


25361 






GI 


3269281 






Score 


561 






Exons 


23248. . 


23311, 24478. 


.25361 










GI Descrip. 


(AL030978) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


14837 






Seq. ID 


OJ990617_ 


_01.9924. 


.C12 


Gene No. 


31566 






Strand 








Start 


23248 






End 


30943 






Name 


OJ990617 01.9924.C12 


. 06 . gs 


Method 


GENSCAN 






Start 


24514 






End 


30943 







15534 



GI 


none 




Score 


.76 




Exons 


24514 . .25024, 25129. 


.25322, 


25971. .26014, 26381 .. 26478 , 






27359. .27402, 27749. 


. 27868, 


27998. .28366, 28622 .. 28772, 






29613. .29754, 30775. 


.30943 








Seq. No. 


14837 - 




Seq. ID 


OJ990617 01.9924 


.C12 


Gene No. 


31566 




Strand 






Start 


23248 




End 


30943 




Name 


OJ990617 01.9924.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


24550 




End 


24885 




GI 


none 




Score 


185 




Exons 


24550. .24591, 24592. 


. 24885, 


24592 . . 248 


85 




Seq. No. 


14837 




Seq. ID 


OJ990617 01.9924 


.C12 


Gene No. 


31566 




Strand 






Start 


23248 




End 


30943 




Name 


OJ990617 01 . 9924 .CI 2 


. o3 . t s 


Method 


TBLASTX : Soybean 




Start 


24592 ~ 




End 


25187 




GI 


none 




Score 


122 




Exons 


24592. .25005, 24599. , 


. 24988, 


25050. .251 


87, 25069.. 25167 




Seq. No. 


14837 




Seq. ID 


OJ990617_01. 9924 


.C12 


Gene No. 


31566 




Strand 






Start 


23248 




End 


30943 




Name 


OJ990617 01.9924.C12, 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


24893 




End 


25341 




GI 


none 




Score 


70 




Exons 


24893. .25000, 24895. . 


. 25050, 


24896. .24988, 25057 .. 2534 1 , 






25060. .25335, 25062. . 


. 25340 








Seq. No. 


14837 




Seq. ID 


OJ990617_01. 9924 


.C12 


Gene No. 


31566 




Strand 






Start 


23248 




End 


30943 




Name 


OJ990617 01.9924.C12. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


24952 




End 


25340 




GI 


none 




Score 


86 




Exons 


24952 . . 25038, 25062 . . 


. 25208, 


25062. .25208, 25063 .. 25209, 






25221. .25340 










Seq. No. 


14837 




Seq. ID 


OJ990617_01. 9924 


. C12 


Gene No. 


31566 




Strand 






Start 


23248 




End 


30943 




Name 


OJ990617 01.9924.C12. 


, 08 . gp 


Method 


AAT/GAP 




Start 


25982 




End 


26182 




GI 


3106943 




Score 


299 




Exons 


25982. .26182 










GI Descrip. 


1019378/dbj | D17785 | RICNH4 621 


1.0e-104 ] 


Rice DNA for U3 small 




nuclear RNA, partial 


sequence 






Seq. No. 


14837 




Seq. ID 


OJ990617JU.9924 


.C12 


Gene No. 


31566 




Strand 






Start 


23248 




End 


30943 




Name 


OJ990617 01.9924.C12. 


o9 . gp 


Method 


AAT/GAP 




Start 


27370 




End 


27569 




GI 


3106943 




Score 


374 




Exons 


27370. .27569 










GI Descrip. 


1019378/dbj I D17785 | RICNH4 621 


1.0e-104 Rice DNA for U3 small 



15535 



nuclear RNA, partial sequence 



Seq. No. 14838 Seq. ID 

Gene No. 31567 Strand 

Start 1459 End 

Name OJ990617_01 . 9924 . C13 . ol . np Method 

Start 1459 End 

GI 6069646 Score 

Exons 1459.. 1901 

GI Descrip. (AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



OJ990617_01.9924.C13 

1901 
AAT/NAP 
1901 
413 



transcriptase 
11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



,3 SI 

w 



r 8S 



Sea No 


14838 


Seq. ID 


OJ990617_01. 9924 . 






31568 


Strand 






Start 


3365 


End 


5013 




Name 


OJ990617 01 9924 C13 ol tm 


Method 


TBLASTX: Maize 




Start 


1569 


End 


1907 




GI 


none 


Score 


91 




Exons 


1569. .1712, 1702. .1821, 1800. 


.1907 






Seq. No. 


14838 


Seq. ID 


OJ990617_01. 9924 . 


C13 


Gene No . 


31568- 


Strand 






Start 


3365 


End 


5013 




Name 


OJ990617 01.9924.C13.o2.np 


Method 


AAT/NAP 




Start 


3365 


End 


5013 




GI 


6016874 


Score 


340 




Exons 


3365.. 3400, 4754.. 5013 








GI Descrip. 


(AP000570) ESTs C1914 3 (E10020 


) , D25076 (R3116) correspond 


to , 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Sea No 


14839 


Seq. ID 


OJ990617_01.9924. 


C14 


florid Mn 


31569 


Strand 






Start 


367 


End 


2547 




Name 


OJ990617 01. 9924 .C14.ol.gs 


Method 


GENSCAN 




Start 


367 


End 


2547 




GI 


none 


Score 


.84 




Exons 


367. .827, 1401. .1560, 1951. .2183, 2248, 


..2385, 2469.. 2547 


Seq. No. 


14839 


Seq. ID 


OJ990617_01.9924. 


C14 


Gene No. 


31569 


Strand 






Start 


367 


End 


2547 




Name 


OJ990617 01.9924.C14.ol.np 


Method 


AAT/NAP 




Start 


371 


End 


2547 




GI 


6016874 


Score 


1801 




Exons 


371. .710, 828. .1007, 1401. .1560, 1951.. 


.2183, 2248. .2385, 






2469. .2547 








GI Descrip. 


(AP000570) ESTs C19143 (E10020) ,D25076 (R3116) correspond 


to i 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


14839 


Seq. ID 


OJ990617_01.9924 . 


C14 


Gene No. 


31569 


Strand 






Start 


367 


End 


2547 





15536 



Name OJ990617_01 . 9924 . C14 . ol . gp Method AAT/GAP 

Start 1350 End 1858 

GI uC-osflcypll0c07bl Score 970 

Exons 1350.. 1858 

GI Descrip. 1 4 680178/gb | AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



Seq. No. 


14839 




Seq. ID 


OJ990617 


Gene No. 


31570 




Strand 




Start 






End 


3103 


Name 


OJ990617 01 . 9924 . C14 . o2 


. tm 


Method 


TBLASTX : i 


Start 


433 




End 


676 


GI 


none 




Score 


97 


Exons 


433 . . 666, 518 . . 676 








Seq. No. 


14839 




Seq. ID 


OJ990617 


Gene No. 


31570 




Strand 


- 


Start 


2946 




End 


3103 


Name 


OJ990617_01 . 9924 .CI 4 . o4 


. tm 


Method 


TBLASTX : 1 


Start 


788 




End 


1140 


GI 


none 




Score 


131 


Exons 


788. .1129, 859. .1140 








Seq. No. 


14839 




Seq. ID 


OJ990617 


Gene No. 


31-570 




Strand 




Start 


Z 94 d 




End 


3103 


Name 


OJ990617_01 . 9924 . CI 4 . o3 , 


. tm 


Method 


TBLASTX:! 


Start 


1345 




End 


1659 


GI 


none 




Score 


108 


Exons 


1 C T **) TO/1/" -\ C f A 

1345. .1572, 1346. .1564, 


1585 . 


. 1659 




Seq. No. 


14 839 




Seq. ID 


OJ990617 


Gene No. 


31570 




Strand 




Start 


2946 




End 


3103 


Name 


OjyyUol / 01 . 992 4 . C14 . ol , 


.tm 


Method 


TBLASTX:] 


Start 


■' 1753 




End 


2199 


GI 


none 




Score 


101 


Exons 


1753. .1791, 1786. .1842, 


1879. 


.2127, 1919.. 2128, 


Seq. No. 


14839 




Seq. ID 


OJ990617 


Gene No. 


315/0 




Strand 




Start 


2946 




End 


3103 


Name 


OJ990617 01.9924.C14.o2, 


,np 


Method 


AAT/NAP 


Start 


2946 




End 


3103 


GI 


6907084 




Score 


149 


Exons 


2946. .3103 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


14840 




Seq. ID 


OJ990617 


Gene No. 


31571 




Strand 


+ 


Start 


727 




End 


4245 


Name 


OJ990617 01.9924.C17.ol. 


,np 


Method 


AAT/NAP 


Start 


727 




End 


4245 


GI 


4234852 




Score 


3567 


Exons 


727. .887, 930. .4245 









GI Descrip. (AF082133) gag-pol polyprotein [Zea mays] 



15537 



Seq. No. 14840 

Gene No. 31571 

Start 727 

Name OJ990617_01 . 9924 . C17 . ol . tm 

Start 819 

GI none 

Exons 819.. 1397, 820.. 1428, 1438. 
1765.. 1830 



Seq. ID OJ990617_01.9924.C17 

Strand + 

End 4245 

Method TBLASTX : Mai ze 

End 1830 

Score 586 
1569, 1509.. 1550, 1674.. 1724, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14840 
31571 
727 

OJ990617_01. 9924.C17.o3. tw 

1750 

none 



Seq. ID OJ990617_01.9924.C17 

Strand + 

End 4245 

Method TBLASTX : Wheat 

End 2187 

Score 110 



1750. .1947, 2017. .2187, 2049. .2171 



Seq. No. 14840 

Gene No. 31571 

Start 727 

Name OJ990617_01 . 9924 . C17 . o2 . ts 

Start 2044 

GI none 

Exons 2044.. 2430, 2055.. 2261 



Seq. ID OJ990617_01.9924.C17 

Strand + 

End 4245 

Method TBLASTX : Soybean 

End 2430 

Score 344 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14840 
31571 
727 

OJ990617_01 . 9924 . C17 . o2 . tw 

2206 

none 



Seq. ID OJ990617_01.9924.C17 

Strand + 

End 4245 

Method TBLASTX : Wheat 

End 28 68 

Score 252 



2206. .2445, 2220. .2444, 2485. .2790, 2508. .2768, 2769.-2843, 
2770. .2868 



Seq. No. 14840 

Gene No. 31571 

Start 727 

Name OJ990617_01 . 9924 . C17 . o3 . tm 

Start 2221 

GI none 
Exons 



Seq. ID OJ990617_01.9924.C17 

Strand + 

End- 4245 

Method TBLASTX: Maize 

End 2 67 9 

Score 128 



2221. .2445, 2494. .2679, 2496. .2657 



Seq. No. 14840 

Gene No. 31571 

Start 727 

Name OJ990617_01 . 9924 . C17 . o2 . tc 

Start 2485 

GI none 

Exons 2485.. 2685, 2698.. 2865 



Seq. ID OJ990617_01.9924.C17 

Strand + 

End 4245 

Method TBLASTX : Cress 

End 2865 

Score 123 



Seq. No. 14840 

Gene No. 31571 

Start 727 

Name OJ990617_01 . 9924 . C17 . o3 . ts 

Start 2485 

GI none 



Seq. ID OJ990617_01.9924.C17 

Strand + 

End 4245 

Method TBLASTX: Soybean 

End 2871 

Score 186 



15538 




Exons 


2485. .2694, 


2487 


. .2666, 


2698. 


.2871 








Seq. No. 


14840 








Seq. ID 


OJ990617 


_01.9924 


.C17 


Gene No. 


31571 








Strand 


+ 






Start 


727 








End 


4245 






Name 


OJ990617 01. 


9924 


.C17.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


3382 








End 


3819 






GI 


5509260 








Score 


363 






Exons 


3382. .3819, 


3471 


. .3743, 


3786. 


3818 - 








GI Descrip. 


















Seq. No. 


14840 








Seq. ID 


OJ990617 


_01.9924 


.C17 


Gene No. 


31571 








Strand 


+ 






Start 


727 








End 


4245 






Name 


OJ990617 01. 


9924 


.C17.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


3469 








End 


3729 






GI 


none 








Score 


249 






Exons 


3469. .3729, 


3471 


. . 3707 












Seq. No. 


14840 








Seq. ID 


OJ990617 


_01.9924 


.C17 


Gene No. 


31571 








Strand 


+ 






Start 


727 








End 


4245 






Name 


OJ990617 01. 


9924 


.C17.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


3510 








End 


4245 






GI 


none 








Score 


353 






Exons 


3510. .3857, 


3511 


. .3855, 


3511. 


3864, 3840. .4244, 


3850. .4245 


Seq. No. 


14840 








Seq. ID 


OJ990617 


_01.9924 


.C17 


Gene No. 


31571 








Strand 


+ 






Start 


727 








End 


4245 






Name 


OJ990617 01. 


9924 


.C17 .o2 


. tm 


Method 


TBLASTX : 


Maize 




Start 


3511 








End 


3975 






GI 


none 








Score 


273 






Exons 


3511. .3819, 


3528 


. . 3818, 


3853. 


3975 








Seq. No. 


14841 








Seq. ID 


OJ990617 


_01.9924 


.C18 


Gene No. 


31572 








Strand 


+ 






Start 


1 








End 


1023 






Name 


OJ990617 01. 


9924 


.C18.ol- 


np 


Method 


AAT/NAP 






Start 


1 








End 


392 






GI 


4234852 








Score 


504 






Exons 


1. .392 
















GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 






Seq. No. 


14841 








Seq. ID 


OJ990617 


_01. 9924 


.C18 


Gene No. 


31572 








Strand 


+ 






Start 


1 








End 


1023 






Name 


OJ990617 01. 


9924 


.C18.ol 


gs 


Method 


GENSCAN 






Start 


54 








End 


1023 






GI 


none 








Score 


.43 






Exons 


54.. 375, 764 


. .1023 












Seq. No. 


14841 








Seq. ID 


OJ990617 


_01. 9924 


.C18 


Gene No. 


31573 








Strand 








Start 


1 








End 


3496 






Name 


OJ990617 01. 


9924 


.C18.o2 


np 


Method 


AAT/NAP 






Start 


1 








End 


3479 







15539 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852933 Score 317 

1..31, 1309. .1559, 1670. .1858, 2146. .2324, 3032. .3198, 

3362. .3479 

(AF167556) dihydrof lavonol-4-reductase DFR1 [Glycine max] 



14841 
31573 
1 

OJ990617_01.9924.C18.o2.gs 

1329 

none 



Seq. ID OJ990617_01.9924.C18 
Strand 

End 3496 

Method GENSCAN 

End ' 3482 

Score .94 



1329. .1567, 1670. .18M> 2115. .2324, 3032. .3198, 3362. .3482 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990617_01.9924.C18 
Strand 

End 3496 

Method AAT/GAP 

End 3496 

Score 406 



14841 
31573 
1 

OJ990617_01 . 9924 . C18 . ol . gp 
3040 

17023_1.R1084 
3040. .3198, 3362. .3496 

, 4508073/gb|AAD21417.1| 1.0e-15 (AC005882) 43220 [Arabidopsis 
thaliana] 1 



14841 
31574 
4201 

OJ990617_01. 9924.C18.ol.tw 
2 

none 

2. .175, 3. .341 

14841 
31574 
4201 

OJ990617_01. 9924.C18.o3.tm 

1378 

none 



Seq. ID OJ990617_01. 9924 .C18 
Strand 

End '5516 

Method TBLASTX : Wheat 

End 341 

Score 236 



Seq. ID OJ990617_01. 9924.C18 
Strand 

End 5516 

Method TBLASTX: Maize 

End 1802 

Score 51 



1378. .1425, 1380. .1424, 1461. .1595, 1462. .1584, 1662. .1790, 
1665.. 1802,' 1666.. 1800' 



Seq. No. 14841 

Gene No. 31574 

Start 4201 

Name OJ990617_01 . 9924 . C18 . o2 . tw 

Start 2210 

GI none 
Exons 



Seq. ID OJ990617_01. 9924 .C18 
Strand 

End 5516 

Method TBLASTX : Wheat 

End 3450 

Score 106 



2210. .2290, 2214. .2327, 2215. .2298, 3032. .3190, 3036. .3191, 
3050. .3196, 3094. .3195, 3357. .3449, 3358. .3450 



Seq. No. 14841 

Gene No. 31574 

Start 4201 

Name OJ990617_01 . 9924 . C18 . o2 . tm 

Start 2247 

GI none 
Exons 



Seq. ID OJ990617_01.9924.C18 
Strand 

End 5516 

Method TBLASTX : Mai ze 

End 3522 

Score 73 



2247. .2333, 2247. .2327, 3029. .3196, 3032. .3199, 3036. .3200, 
3354. .3464, 3355. .3522, 3364. .3468 



15540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14841 Seq. ID OJ990617_01 . 9924 . C18 

31574 Strand 

4201 End 5516 

OJ990617_01 . 9924 . C18 . o2 . gp Method AAT/GAP 

4201 End 4663 

2442924 Score ,-'560 

4201. .4476, 4623. .4663 . . 

5262763/emb|CAB45911.1| 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14841 Seq. ID 

31574 Strand 

4201 End 

OJ990617_01 . 9924 . C18 . o3 . np Method 

4330 End 

4850399 Score 



OJ990617_01.9924.C18 

5516 
AAT/NAP 
5516 
495 



4330. .4476, 4623. .4730, 4829. .4888, 4922. .4960, 5057. .5516 
(AC007357) F3F19.18 [Arabidopsis thaliana] 



Seq. No. 14841 

Gene No. 31574 

Start 4201 

Name OJ990617_01 . 9924 . C18 . ol . tm 

Start 4683 

GI none 

Exons 4683.. 4730, 4823.. 4930, 4828. 



OJ990617_01.9924.C18 
5516 

TBLASTX: Maize 

5484 

110 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4986, 4830. .4937, 5053. .5286, 



5057. .5224, 5356. .5424, 5437. .5484 



Seq. No. 14841 Seq. ID 

Gene No. 31574 Strand 

Start 4201 End 

Name OJ990617_01 . 9924 . C18 . o3 . gs Method 

Start 4979 End 

GI none Score 

Exons 4979.. 5431, 5479.. 5484 



OJ990617_01. 9924 .C18 

5516 
GENSCAN 
5484 
.75 



Seq. No. 14842 Seq. ID 

Gene No. 31575 Strand 

Start 168 End 

Name OJ990617_01 . 9924 . CI 9 . ol . gs Method 

Start 168 End 

GI none Score 

Exons 168.. 221, 462.. 641 



OJ990617_01.9924.C19 
+ 

641 

GENSCAN 

641 

.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



14843 Seq. ID OJ990617 

31576 Strand + 

1 End 1272- 

OJ990617_01.9924.C20.ol.np r Method AAT/NAP 

1 End 1269 

4508068 Score 254 

1..23, 206. .262, 453. .518, 702. .773, 1126. .1269 
(AC005882) 3063 [Arabidopsis thaliana] 



01. 9924 .C20 



14843 
31576 
1 



Seq. ID OJ990617_01. 9924 .C20 
Strand + 
End 1272 



15541 




Name 


OJ990617 01 


. 9924 


.C20.ol.gs 


Method 


GENSCAN 


Start 


158 






End 


1272 


GI 


none 






Score 


.59 


P von 


158. .262, 702. .767, 929. .982, 1126. .1272 


Seq. No. 


14843 






Seq. ID 


OJ990617_01.9924.C20 


Gene No. 


31577 






Strand 


- 


Start 


3068 






End 


3859 


Name 


OJ990617 01 


.9924 


.C20.o2.gs 


Method 


GENSCAN 


o u a. i- L- 


3068 






End 


3859 




none 






Score ■ 


.69 


P. von s 


3068. .3206, 


3816 


. .3859 






O C • IN (J . 


14844 






Seq. ID 


OJ990617_01.9924.C21 


Gene No. 


31578 






Strand 




Start 


881 






End 


4532 


Name 


OJ990617 01 


. 9924 


.C21.ol.gs 


Method 


GENSCAN 


Start 


881 






End 


4501 


GI 


none 






Score 


.43 


P. von s 


881. .1183, 


1265. 


.1415, 1508. 


.1658, 1849. .2059, 2172. .2353, 




3247. .4501 










Seq t j\jo . 


14844 






Seq. ID 


OJ990617_01.9924 .C21 


fTipi n No 


31578 . 
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(AC007259) Very similar to receptor-like protein kinase 
[Arabidopsis thaliana] 
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(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 
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(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 
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hna 


/ Qf 

4 y b 




GI 


none 








Score 


Q A 

. 0 4 




Exons 


189. .402, 435. .496 










Seq. No. 


14848 








Seq. ID 


OJ990617_01. 9924 


.C26 


Gene No. 


31585 








Strand 






Start 


223 








End 


8746 




Name 


OJ990617 01. 


9924 


.C26.ol 


.np 


Method 


AAT/NAP 




Start 


223 








End 


3357 





15548 




GI 5732928 Score 429 

Exons 223. .368, 1325. .I486, 1604. .1777, 1952. .2123, 2252. .2455, 

2632.. 2798, 3240.. 3357 
GI Descrip. (AF169801) dihydrof lavonol-4-reductase [Lilium hybrid cultivar 

VII cv. f Acapulco f ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14848 
31585 
223 

OJ990617 01.9924.C26.o2.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990617 01.9924.C26 



8746 
AAT/NAP 
3381 
281 



1594. .1777, 1955. .2123, 2261. .2451, 2640. .2788, 



1299 
2960364 
1299. . 1482, 
3233. .3381 

(AJ224 986) cinnamoyl CoA reductase [Populus balsamifera subsp. 
trichocarpa] 





beq . jno . 


1 A Q A Q 
1 H O ft O 








Seq. ID 


OJ990617 


HI QQ94 r7£> 




Gene No . 


O ± D o o 








Strand 










£. J 








End 


8746 






Name 


OJ990617 01 


.9924 


.C26.o2 


.gs 


Method 


GENSCAN 






Start 


1332 . 








End 


8621 






GI 


none 








Score 


.89 






Exons 


1332. .1479, 


1594 


. .1807, 


1964 . 


.2123, 2252. .2455, 


2632. .27*98, 


i.'l 




3240. .3425, 


5393 


. .5517, 


6199. 


.6312, 6409. .6646, 


6948. .7107, 


i.i f 




7654. .7854, 


7968 


. .8134, 


8501. 


.8621 






m 


Seq. No. 


14848 








Seq. ID 


OJ990617 


_01.9924 .C26 


r s l 

•a zr 


Gene No. 


31585 








Strand 






: r 


Start 


223 








End 


8746 




:i 
: : 

*!BJ 


Name 


OJ990617 01 


.9924 


.C26.o2 


. tm 


Method 


TBLASTX: 


Maize 


r\l 
■ Vt 


Start 


1338 








End 


6456 






GI 


none 








Score 


136 






Exons 


1338. .1460, 


1339 


. .1461, 


6171. 


.6293, 6172. .6294, 


6177. .6314, 


\\ 




6179. .6298, 


6404 


. .6439, 


6409. 


.6456, 6409. .6453, 


6411. .6455 


Is it 


Seq. No. 


14848 








Seq. ID 


OJ990617 


_01.9924.C26 


:. 1 


Gene No. 


31585 








Strand 






:~ c t 


Start 


223 








End 


8746 






Name 


OJ990617 01 


.9924 


.C26.ol 


.gp 


Method 


AAT/GAP 






Start 


1343 








End 


1701 






GI 


2797550 








Score 


444 






Exons 


1343. .1479, 


1594 


. .1701 











Seq. No. 14848 

Gene No. 31585 

Start 223 

Name OJ990617_01 . 9924 . C26 . ol . ts 

Start 1401 - 

GI none 
Exons 



Seq. ID OJ990617_01 . 9924 .C26 
Strand 

End 8746 

Method TBLASTX : Soybean 

End 6614 

Score 54 



1401. .1478, 1402. .1476, 1593. .1766, 1597. .1764, 6234. .6311, 
6411.. 6500, 6549.. 6614 



Seq. No. 14848 

Gene No. 31585 

Start 223 

Name OJ990617 01 . 9924 . C26 . ol . tc 



Seq. ID OJ990617_01.9924.C26 
Strand 

End 8746 

Method TBLASTX : Cress 



15549 






Start 


2327 








End 


8630 




GI 


none 








Score 


84 




pvnn c 


2327 . .2458, 


2632 . 


, . 2799, 


3241 


..3315, 3304.. 3360, 7726. .7857, 






7968 . .8123, 


8502. 


, .8630 










Seq . No . 


14848 








Seq. ID 


OJ990617_01.9924.C26 




Gene No. 


31585 








Strand 






Start 


223 








End 


8746 




Name 


OJ990617 01 


. 9924 . 


,C26.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


2330 ~~ 








End 


8093 




GI 


none 








Score 


156 




P. von s 


2330 2458, 


2334 . 


, . 2456, 


2356 


..2457, 2632. .2754, 2632. .2757, 






7717 . .7857, 


7736. 


. .7855, 


7968 


..8093, 7968. .8093 




Seq . No . 


14848 








Seq. ID 


OJ990617_01.9924 .C26 




uCllC IN • 


31585 








Strand 






Start 


223 








. End 


8746 




Name 


OJ990617 01 


.9924, 


.C26.01. 


. tw 


Method 


TBLASTX: Wheat 




Start 


2340 








End 


8589 




GI 


none 








Score 


109 




Fynn ^ 

i — ' 11 J 


2340 . .2447, 


2345 . 


. . 2458, 


2345 


..2458, 2451. .2489, 2635.-2799, 






2650 2799, 


3235, 


, . 3327, 


3236 


..3328, 7742. .7837, 7742. .7825, 






7744 .7857, 


7960 . 


. .8142, 


7976 


..8134, 7986... 8165, 7992. .8135, 






8497 . . 8583, 


8502 . 


. .8585, 


8502 


..8588, 8503. .8589 


. s i 

,3 Si 




14848 








Seq. ID 


OJ990617_01.9924.C26 


! ( i : 

i" i i 


(2pnp No 
\j cue w • 


31585 








Strand 




: =' 


Start 


223 








End 


8746 


: K= j 
: : e? 


Name 


OJ990617 01 


.9924, 


.C26.o3, 


.np 


Method 


AAT/NAP 


: s 


Start 


■6159 








End 


8633 




GI 


6689826 








Score 


643 


"if 


P, von s 


6159. . 6312, 


6412. 


. .6646, 


6948 


..7107, 7654. .7854, 7968. .8134, 






8501 . . 8633 












ai 
Us! 


GI Descrip. 


(AF092912) 


DFR-like protein 


[Arabidopsis thaliana] 


; i J 
■s 


Sea No 


14848 








Seq. ID 


OJ990617_01.9924.C26 


t . 


Gene No . 


31585 








Strand 






Start 


223 








End 


8746 


Name 


OJ990617 01 


.9924, 


.C26.o2 


• gp 


Method 


AAT/GAP 


i_ _: 


Start 


7753 








End 


8746 


5 » 


GI 


17023 1.R1084 






Score 


861 




F! von 


7753. .7854, 


7968, 


. .8134, 


8501 


. .8746 








, 4508073/gb|AAD21417. 1 | 


l.Oe' 


-15 (AC005882) 43220 [Arabidopsis 






thaliana] f 














Sea No. 


14849 








Seq. ID 


OJ990617_01.9924.C27 




fipnp No . 


31586 








Strand 


+ 




Start 


1 








End 


303 




Name 


OJ990617 01 


.9924, 


,C27.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


303 




GI 


6815062 








Score 


96 




Exons 


1. .303 














GI Descrip. 


(AP001080) 


Similar to Arabidopsis thaliana chromosome II BAC 






F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 






sativa] 














Seq. No. 


14849 








Seq. ID 


OJ990617_01. 9924 .C27 



15550 



Gene No. 31587 Strand 

Start 61 End 185 

Name OJ990617_01 . 9924 .C27 . ol . gs Method GEN SCAN 

Start 61 End 185 

GI none . Score .88 

Exons 61.. 185 



Seq. No. 14850 " Seq. ID 

Gene No. 31588 Strand 

Start 96 End 

Name OJ990617_01 . 9924 .C28 . ol . gs Method 

Start 96 End 

GI none Score 

Exons 96.. 175 



OJ990617_01.9924.C28 
+ 

175 

GENSCAN 

175 

.81 



Seq. No. 14851 Seq. ID 

Gene No. 31589 Strand 

Start 129 End 

Name OJ990617_01 . 9924 . C29 . ol . gs Method 

Start 129 End 

GI none Score 

Exons 129.. 186 



OJ990617_01.9924.C29 
186 

GENSCAN 

186 

.8 



Seq. No. 14852 Seq. ID OJ990617_01 . 9924 . C30 

Gene No. 31590 - Strand +. 

Start 1 End 8i6 

Name OJ990617_01 . 9924 . C30 . ol . np Method AAT/NAP 

..Start 1 End 537 

GI 5441880 Score 571 

Exons 1..187, 303.. 537 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


14852 


Seq. ID 


OJ990617 


Gene No. 


31590 


Strand 


+ 


Start 


1 


End 


816 


Name 


OJ990617 01.9924.C30.ol.gs 


Method 


GENSCAN 


Start 


56 


End 


816 


GI 


none 


Score 


.94 


Exons 


56. .187, 251. .298, 303. .505, 


680. .816 




Seq. No. 


14852 


Seq. ID 


OJ990617 


Gene No. 


31591 


Strand 


+ 


Start 


1608 


End 


1708 


Name 


OJ990617 01. 9924 .C30.o3.np 


Method 


AAT/NAP 


Start 


1608 


End 


1708 


GI 


5777617 


Score 


80 


Exons 


1608. . 1708 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


14852 


Seq. ID 


OJ990617 


Gene No. 


31592 


Strand 


+ 


Start 


2197 


End 


2350 


Name 


OJ990617 01. 9924 .C30.o4 . np 


Method 


AAT/NAP 


Start 


2197 


.End 


2350 


GI 


3894187 


Score 


99 



15551 



Exons 2197 . .2350 

GI Descrip. (AC005662) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 14852 Seq. ID 

Gene No. 31593 Strand 

Start 3268 End 

Name OJ990617_01 . 9924 . C30 . o3 . gs Method 

Start 3268 End 

GI none Score 

■Exons 3268.. 3499, 3526.. 3743 



OJ990617_01 . 9924 . C30 
+ 

3743 
GENSCAN 
3743 
.51 



Seq. No. 14852 

Gene No. 31594 

Start 4976 

Name OJ990617_01 . 9924 . C30 . o5 . np 

Start 4964 

GI 6689826 

Exons 4964.. 5098, 5439.. 5605, 5859. 
7831. .7992 

GI Descrip. (AF092912) DFR-like protein [Arabidopsis thaliana] 



Seq. ID OJ990617_01.9924.C30 

Strand + 

End 7992 

Method AAT/NAP 

End 7992 

Score 570 

.6059, 6924. .7083, 7493. .7727, 



Seq. No. 14852 

Gene No. 31594 

Start 4976 

Name OJ990617_01 . 9924 . C30 . o4 . gs 

Start 4976 

GI none 
Exons 



Seq. ID OJ990617_01.9924.C30 

Strand + 

End 7992 

Method GENSCAN 

End 7952 

Score .76 



4976. .5098, 5468. .5605, 5859. .6059, 6924. .7083, 7493. .7730, 
7831. .7952 



OJ990617 01.9924.C30 



Seq. No. 14852 Seq. ID _ 

Gene No. 31595 Strand 

Start 1037 End 1454 

Name OJ990617_01 . 9924 . C30 . ol . gp Method AAT/GAP 

Start 1037 End 1440 

GI 7406_I.R1084 Score 660 

Exons 1037.. 1440 

GI Descrip. 1 11 22315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. 


14852 




Seq. ID 


OJ990617 


_01.9924.C30 


Gene No. 


31595 




Strand 






Start 


1037 




End 


1454 




Name 


OJ990617 01 


.9924.C30.o2 


. np Method 


AAT/NAP 




Start 


1326 




End 


1454 




GI 


6721543 




Score 


90 




Exons 


1326. .1454 










GI Descrip. 


(AP001073) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


14852 




Seq. ID 


OJ990617 


_01.9924.C30 


Gene No. 


31596 




Strand 






Start 


4963 




End 


5936 




Name 


OJ990617 01 


.9924 .C30.ol 


. tm Method 


TBLASTX: 


Maize 


Start 


4963 




End 


5936 




GI 


none 




Score 


95 




Exons 


4963. .5046, 


4964. .5050, 


5050. .5106, 5052. .5102, 


5431. .5649, 




5438. .5605, 


5856. .5936 









15552 




•Seq. No. 


14853 




Seq. ID 


OJ990617_01.9924 


.C31 


Hpnp Mo 


31597 




Q+* rand 


X 






80 




End 


630 






OJ990617 m 9924 P31 ol 


. g& 


Method 


O Hi O V_/rtlN 




o Lai L 


80 7 




End 


630 




\J X 


none 






99 
. -? y 




F v on q 


80 146 164 630 










Seq. No. 


14853 




Seq. ID 


OJ990617_01.9924 


.C31 


Gene No. 


31597 




Strand 


+ 




OLdl L. 


80 




End 


630 






O.T990617 m 9924 P^l ol 


.np 


Method 


AAT/NAP 




OLaiu 


114 ~ 

X X *i 




End 


630 






2^471 89 

£. J *i / X Q .7 




Score 


155 




TT von <5 


114 630 










OX UCOLl J.^) • 




protein [Arabidopsis thaliana] 




Seq. No. 


14853 




Seq. ID 


DTQQOfil 7 m QQ94 


.C31 


(ipnp No 


31597 




Strand 


+ ~ 




O L. aJ. L. 


fin 




End 


630 






O.T99061 7 D1 9924 P^l ol 


.tm 


Method 


TBLASTX: Maize 




Start 


193 _ 




End 


399 




\3 X 


none 




Score 


109 




F von q 


1 9^ ?fifi 1 94 26R 201 


. .287, 


289. .399, 


304. .354, 312.. 


o o o 


Seq. No. 


14854 




Seq. ID 


OJ990617_0l.9924 


.C32 


Gene No. 


31598 




Strand 


-j. 




o u a i_ i_ 


1 




End 


1235 




Name 


OJ990617 01 9924 C32 ol 

\J \J Zf Zf \J \J X I w -L » Zs Zs i ^JL i Ul 


.np 


Method 


AAT/NAP 






1 ~~ 

X 




End 


1235 




GI 


5803259 




Score 


1700 




Fx on q 


1 656. 754 1235 












(AP000399} hvoothpt i 1 


protein [Oryza 


sativa] 




Seq. No. 


14854 




Seq. ID 


OJ990617_01.9924 


.C32 


(Zpno Mo 


31598 




Strand 


+ 




Start 


1 




End 


1235 




LN autc 


O.T990617 f)1 9994 P^2 ol 


.gs 


Method 


GENSCAN 




Start 


4 0 _ 




End 


1166 




GI 


none 




Score 


.87 




F von q 


40 6S6 754 1166 










Seq. No. 


14855 




Seq. ID 


OJ990617_01. 9924 


.C33 


Gene No. 


31599 




Strand 


+ 




Start 


I 




End 


1198 






O.T99D61 7 01 9924 P^? ol 


.np 


Method 


AAT/NAP 




Of- -a >-+- 
OLal L 


1 — 

X 




End 


1195 




o 1 


SR0^2 S9 




"Score 


1660 




Exons 


1 119^ 

X . . X X yD 










GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


14855 




Seq. ID 


OJ990617_01. 9924 


.C33 


Gene No. 


31599 




Strand 


+ 




Start 


1 




End 


1198 




Name 


OJ990617 01.9924.C33.ol 


.gs 


Method 


GENSCAN 




Start 


89 




End 


1198 





15553 



GI 

Exons 



none 
89. .1198 



Score 



,63 



Seq. No. 14856 Seq. ID OJ990617_01 . 9924 . C34 

Gene No. 31600 Strand 

Start 1 End 669 

Name OJ990617_01 . 9924 . C34 . ol . np Method AAT/NAP 

Start 1 End 669 

GI 5441880 Score 227 

Exons 1..151, 637.. 669 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


14857 






Seq. ID 


OJ990617 01.9924 C35 


flpknp No 


31601 






Strand 




Start 


29 






End 


1275 


Name 


OJ990617 01.9924.C35 


.ol 


.gs 


Method 


GENSCAN 


Start 


29 






End 


885 


GI 


none 






Score 


. 7 


F.xon ^ 


29. . 885 










Sea No. 


14857 






Seq. ID 


OJ990617 01 . 9924 .C35 


flpnp No. 

\_i V_* 1 1 Li W * 


31601 






Strand 




Start 


29 ' 






End 


1275 


Name 


OJ990617 01.9924.C35 


,o! 


. tw 


Method 


TBLASTX: Wheat 


Start 


124 






End 


504 


GI 


none 






Score 


79 


Exons 


124. .300, 154. .300, 


185 


. .304, 


298. .495, 


310. .504 


Seq. No. 


14857 






Seq. ID 


OJ990617_01.9924.C35 


Gene No. 


31601 






Strand 




Start 


29 






End 


1275 


Name 


OJ990617 01.9924.C35 


.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


202 






End 


798 


GI 


none 






Score 


145 


Exons 


202. .273, 337. .636, 


398 


. .619, 


67JD. .798, 


692. .790 


Seq. No. 


14857 






Seq. ID 


OJ990617_01.9924.C35 


Gene No. 


31601 






Strand 




Start 


29 






End 


1275 


Name 


OJ990617 01.9924.C35 


.ol 


.gp 


Method 


AAT/GAP 


Start 


324 






End 


755 


GI 


5701669 






Score 


833 


Exons 


324 . .755 










GI Descrip. 


5441880/dbj IBAA82378 


.11 


5.0e- 


75 (AP000367) EST C28 952 (C6294 5 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617 01.9924.C35 



14857 
31601 
29 

OJ990617_01. 9924.C35.ol.np 
354 

5441880 
354.. 1275 

(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 



1275 
AAT/NAP 
1275 
1572 



15554 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 14858 

Gene No. 31602 

Start 445 

Name OJ990617_01 . 9924 . C36 . ol . gp 

Start 445 

GI 7406_1.R1084 

Exons 4 4 5.. 60 9 

GI Descrip. ' 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] * 



Seq. ID OJ990617_01.9924.C36 

Strand + 

End 609 

Method AAT/GAP 

End 609 

Score 225 



Seq. No. 14858 

Gene No. 31603 

Start 531 

Name OJ990617_01 . 9924 . C36 . ol . gs 

Start 531 

GI none 

Exons 531.. 600 



Seq. ID OJ990617_01.9924.C36 

Strand + 

End 600 

Method GEN SCAN 

End 600 

Score .78 



u 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14858 
31604 
1 

. OJ990617_01. 9924.C36.ol.np 
1 

6721543 
1..51, 494. .623 

(AP001073) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_01.9924.C36 
Strand 

End 623 

Method AAT/NAP 

End 623 

Score 87 



Seq. ID OJ990617_01.9924.C37 

Strand + 

End 6482 

Method AAT/GAP 

End 6482 

Score 101 



14859 
31605 
6411 

OJ990617_01. 9924.C37 .o3.gp 
6411 

uC-osflM202097dl0bl 
6411. .6482 

'4062935/dbj | AB003495 . 1 1 AB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds 1 



Seq. No. 14859 

Gene No. 31606 

Start 492 

Name OJ990617_01 . 9924 . C37 . ol . gs 

Start 492 

GI none 
Exons 



Seq. ID OJ990617_01.9924.C37 
Strand 

End 3348 

Method GENSCAN 

End 3239 

Score .86 



492. .652, 654. .844, 1477. .1535, 1657. .1791, 1867. .2086, 
2200. .2359, 2457. .2666, 2750. .2925, 3116. .3239 



Seq. No. 14859 

Gene No. 31606 

Start 492 

Name OJ990617_01 . 9924 . C37 . ol . gp 

Start 1460 

GI 33857_1.R1084 

Exons 1460.. 1791, 1867.. 2108 

GI Descrip. 1 4508073/gb | AAD21417 . 1 | 5.0e-22 (AC005882) 43220 [Arabidopsis 



Seq. ID OJ990617JD1. 9924. C37 
Strand 

End 3348 

Method AAT/GAP 

End 2108 

Score 901 



15555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



thaliana] ' 

14859 
31606 
4 92 

OJ990617_01 . 9924 . C37 . ol . np 
1635 
6689826 

1635.. 1799, 1881.. 2075, 2189 
3116. .3248 

(AF092912) DFR-like protein 

14859 
31606 
492 

OJ990617_01 . 9924 . C37 . o2 . gp 
2801 

uC-osflcyp017f04bl 
2801.. 2925, 3116.. 3348 
'4508073/gb|AAD21417.1| 2 . Oe- 
thaliana] 1 



Seq. ID OJ990617_01.9924.C37 
Strand 

End 3348 

Method AAT/NAP 

End 3248 

Score 561 
..2359, 2463. .2666, 2759.. 2925, 

[Arabidopsis thaliana] 

Seq. ID OJ990617_01.9924.C37 

Strand 

End 3348 

Method AAT/GAP 

End 3348 

Score 612 

17 (AC005882) 43220 [Arabidopsis 



y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14859 
31607 
4928 

OJ990617_01 . 9924 . C37 . ol . ts 
1710 
none 

1710. .1775, 1878. .2033, 1882. .2034, 5000. .5065, 5175. .5267, 
5265. .5342 



Seq. ID OJ990617_01.9924.C37 
Strand 

End 7489 

Method TBLASTX : Soybean 

End 5342 

Score 97 



14859 
31607 
4928 

OJ990617_01. 9924 . C37 . o2 . tm 

1914 

none 

1914.. 2033, 1915.. 2022, 1935. 
2192.. 2332, 2193.. 2330, 5212. 
5275.. 5361, 5772.. 5909, 5773. 

14859 
31607 
4928 

OJ990617_01 . 9924 . C37 . o2 . ts 
2192 
none 
2192. 
3124. 
7435. 



.2359, 2466. 
.3216, 5751. 
.7488 



.2525, 2556. 
.5936, 6038. 



Seq. ID OJ990617_01.9924.C37 
Strand 

End 7489 
Method TBLASTX: Maize 
End 5909 
Score 75 

.2048, 1945. .2091, 2037. .2090, 
.5256, 5231. .5257, 5271. .5363, 

.5877 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617 01.9924.C37 



7489 

TBLASTX : Soybean 
7488 
80 

2669, 2783. .2875, 3123.. 3212, 
6097, 6122.. 6250, 6995.. 7111, 



Seq. No. 14859 Seq. ID 

Gene No. 31607 Strand 

Start 4928 End 

Name OJ990617JD1 . 9924 . C37 . ol . tm Method 

Start 2546 End 

GI none Score 



OJ990617_01. 9924 .C37 
7489 

TBLASTX: Maize 

7132 

132 



15556 




Exons 2546.. 2668, 2553.. 2669, 

2784. .2897, 2879. .2908, 
6110. .6277, 6989. .7117, 




2583. .2669, 2747. .2884, 2783. .2884, 
2880.. 2909, 6107.. 6250, 6108.. 6248, 
6995. .7132 



Seq. No. 14859 
Gene No. 31607 
Start 4 928 

Name OJ990617JD1 . 9924 . C37 . ol 

Start 2551 
GI none 

Exons 2551.. 2640, 2553.. 2669, 

3111. .3203, 3112. .3204, 
7013. .7162, 7426. .7488, 



Seq. ID OJ990617_01.9924.C37 
Strand 

End 7489 
tw Method TBLASTX : Wheat 

End 7489 

Score 108 
2583.. 2669, 2783.. 2926, 2783.. 2926, 
6137.. 6250, 6138.. 6224, 6998.. 7165, 
7427. .7489 



Seq. No. 14859 

Gene No. 31607 

Start 4928 

Name OJ990617_01 . 9924 . C37 . ol . tc 

Start 2556 

GI none 

Exons 25S6..2669, 2771.. 2926, 3117. 

6995. .7165, 7432. .7488 



OJ990617_01.9924.C37 
7489 

TBLASTX: Cress 

7488 

94 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3224, 6119. .6250, 6989. .7213, 



Seq. No. 14859 

Gene No. 31607 

Start 4928 

Name OJ990617_01 . 9924 . C37 . o2 . gs 

Start 4928 

GI none 

Exons 4928.. 5081, 5164.. 5383, 5777. 
7431. .7479 



Seq. ID OJ990617_01.9924.C37 
Strand 

End 7489 

Method GENSCAN 

End 7479 

Score .98 

.5936, 6029. .6247, 6995. .7161, 



Seq. No. 14860 Seq. ID 

Gene No. 31608 Strand 

Start 1 End 475 

Name OJ990617_01 . 9924 . C39 . ol . np Method AAT/NAP 

Start 1 End 475 

GI 3056594 Score 190 

Exons 1..100, 128.. 475 

GI Descrip. (AC004255) T1F9.15 [Arabidopsis thaliana] 



OJ990617 01.9924.C39 



Seq. No. 14860 Seq. ID 

Gene No. 31608 Strand 

Start 1 End 

Name OJ990617_01 . 9924 . C39 . ol . gs Method 

Start 9 End 

GI none Score 

Exons 9. .431 



OJ990617_01.9924.C39 
475 

GENSCAN 

431 

.87 



Seq. No. 14860 

Gene No. 31608 

Start 1 

Name OJ990617_01 . 9924 . C39 . ol . tm 

Start 55 

GI none 
Exons 



Seq. ID OJ990617_01.9924.C39 
Strand 
End 

Method 
End 
Score 



475 

TBLASTX: Maize 

275 

59 



55. .129, 70. .114, 105. .260, 116. .259, 118. .273, 132. .275 



15557 



Seq. No. 14861 Seq. ID OJ990617J31 . 9924 . C4 1 

Gene No. 31609 Strand 

Start 1 End 1243 

Name OJ990617_01 . 9924 . C4 1 . ol . np Method AAT/NAP 

Start 1 End 1243 

GI- 6721562 Score 1888 

Exons 1. . 1243 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi|6815087|dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 14861 Seq. ID 

Gene No. 31609 Strand 

Start 1 End 

Name OJ990617_01 . 9924 . C4 1 . ol . gs Method 

Start 67 End 

GI none Score 

Exons 67 . . 1243 



OJ990617_01.9924 .C41 

1243 
GENSCAN 
1243 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14861 
-31609 
1 

OJ990617_01 . 9924 . C4 1 . ol . tw 

197 

none 



Seq. ID OJ990617_01.9924.C41 
Strand 
End 

Method 
End 
Score 



1243 

TBLASTX: Wheat 

589 

95 



197. .454, 231. .470, 437. .535, 438. .530, 542. .589 



I,*;! Seq. No. 
i. a } Gene No. 

Start 
! Name 

Start 
U GI 
%j Exons 

| B | * Seq. No. 

Gene No. 

Start 
Q Name 

Start 

GI 

Exons 

GI Descrip. 



14861 Seq. ID 

31609 Strand 

1 End 
OJ990617_01 . 9924 . C4 1 . ol . tm Method 

299 End 

none Score 

299. .547, 300. .584 



OJ990617_01. 9924 .C41 
1243 

TBLASTX: Maize 

584 

108 



OJ990617_01.9924.C42 
+ 

366 

AAT/NAP 

366 

176 



14862 Seq. ID 

31610 Strand 
1 End 
OJ990617_01. 9924 .C42.ol.np Method 
1 End 
134534 Score 
1..366 

S-LOCUS-SPECIFIC GLYCOPROTEIN S6 PRECURSOR (SLSG-6) 
gi I 81703 | pir | | A27827 S-locus-specif ic glycoprotein S6 precursor 
- wild cabbage gi | 17901 | emb | CAA68375 | (Y00268) SLSG (AA -31 to 
405) [Brassica oleracea] gi | 225542 | prf || 1305350A protein, S locus 
allele [Brassica oleracea var. botrytis] 



Seq. No. 14862 Seq. ID 

Gene No. 31610 Strand 

Start 1 End 

Name OJ990617_01 . 9924 . C42 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68 . .269 



OJ990617_01.9924.C42 

+ 

366 

GENSCAN 

269 

.54 



15558 




Seq.. No. 


14862 


Seq. ID 


OJ990617_01.9924.C42 


fjonp Mo 


31610 


Strand 


+ 


Start 


1 


End 


366 


Nam© 


OJ990617 01 9924 C42 ol tm 


Mp*1~ hoH 


TRT.A^TX • Ma i 7P 


Start 


106 — 


End 


359 


GI 


*™^irione~ 


Score 


181 


F" von ^ 


106 351 107 158 120 359 






Seq. No. 


14863 


Seq. ID 


OJ990617_03. 9922.C2 


ripnp No 


31611 


Strand 




Start 


132 


End 


376 


Name 


O.T990617 03 9922 C? ol as 


Mpi~ hoH 


VJ 111 IN kj\_/rtlN 


Start 


132 ~~ 


End 


376 


GI 


none 


Score 


. 57 


F 1 von q 


132 220 307 376 






Seq. No. 


14864 


Seq. ID 


OJ990617_03. 9922.C3 


Gene No. 


31612 


Strand 


+ 


Start 


605 


End 


6010 


Name 


0.7990617 03 9922 P3 ol as 


Mot' HoH 




O Lfll L 


60S _ 

\J \J -J 


End 


601 0 

\J \J JL \J 


GI 


none 


Score 


. 4 6 


F 1 von q 


60S 649 3704 3796 4RS4 


4931 5030 


5145 5 5ft 3 57 47 




5902 . . 6010 






Sea No 


14864 


Seq. ID 


OJ990617 03 9922 C3 


Gene No . 


31612 


Strand 




Start 


605 


End 


6010 " 


Name 


OJ990617 03. 9922.C3.ol.gp 


Method 


AAT/GAP 


Start 


1417 


End 


1543 


GI 


uC-osflcyp091g05bl 


Score 


222 


Exons 


1417. .1543 






GI Descrip. 


'4521194/dbj | AB013613 . 1 | AB013613 7 . Oe- 


13 Oryza sativa DNA, 




centromere sequence RCB11 1 







Seq. No. 14864 

Gene No. 31612 

Start 605 

Name OJ990617_03 . 9922 . C3 . o2 . gp 

Start 2119 

GI uC-osflcyp091g05al 

Exons 2119.. 2263, 2647.. 2915 

GI Descrip. 1 4 521 194 /dbj | AB013613 . 1 | AB013613 7 
centromere sequence RCB11 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617_ 
+ 

6010 
AAT/GAP 
2915 
808 



03. 9922. C3 



Oe-13 Oryza sativa DNA, 



Seq. No. 14864 Seq. ID 

Gene No. 31612 Strand 

Start 605 End 

Name OJ990617_03: 9922 . C3 . o4 . gp Method 

Start 5322 End 

GI none Score 

Exons 5322. .5375 



OJ990617J33. 9922.C3 
+ 

6010 
AAT/GAP 
5375 
63 



Seq. No. 
Gene No. 
Start 



14864 
31613 
12186 



Seq. ID OJ990617_03. 9922.C3 
Strand + 
End 124 69 



15559 



Name OJ990617_03 . 9922 . C3 . o7 . gp Method AAT/GAP 

Start 12186 End 12469 

GI uC-osroM202017a05al Score 568 

Exons 12186. .12469 

GI Descrip. ■ 6041846/gb| AAF02155. 1 | AC009853_15 1.0e-09 (AC009853) unknown 
protein [Arabidopsis thaliana] 1 



U 

m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14864 Seq. ID OJ990617 

31614 Strand + 

25129 End 27598 

OJ990617_03 . 9922 . C3 . o5 . np Method AAT/NAP 

25129 End 27598 

4680186 Score 244 

25129. .25288, 25792 .. 2594 6, 27577. .27598 
(AF111709) unknown [Oryza sativa subsp. indica] 



03. 9922. C3 



OJ990617_03.9922.C3 
+ 



14864 Seq. ID 

31615 Strand 
29891 End 30000 

OJ990617_03 . 9922 . C3 . olO . gp Method AAT/GAP 
29891 End 30000 

69953_1.R1084 Score 103 

29891. .30000 

1 5295936/dbj | AB026295.2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone: P0681F10, complete sequence' 



fii 


Seq. No. 


14864 




Seq. ID 


OJ990617 


_03.9922.C3 




Gene No. 


31616 




Strand 






a 


Start 


3820 




End 


4120 






Name 


OJ990617 03.9922.C3.ol. 


np 


Method 


AAT/NAP 




3 


Start 


3820 




End 


4120 




; j 


GI 


13203 




Score 


475 




; =? 


Exons 


3820. .4120 










;= 

.in 

: 1 


GI Descrip. 


(X53710) apocytochrome 


b [Oryza sativa] 






"i. c 

-i 


Seq. No. 


14864 




Seq. ID 


OJ990617 


_03. 9922.C3 


i , 


Gene No. 


31617 




Strand 






I 


Start 


6022 




End 


6655 




.3 SI 


Name 


OJ990617 03.9922.C3.o2. 


np 


Method 


AAT/NAP 




u 


Start 


6022 




End 


6655 






GI 


4234854 




Score 


718 






Exons 


6022. .6655 












GI Descrip. 


(AF082134) pol polyprotein [Zea mays] 








Seq. No. 


14864 




Seq. ID 


OJ990617 


_03. 9922.C3 




Gene No. 


31618 




Strand 








Start 


7530 




End 


21976 






Name 


OJ990617 03.9922.C3.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2178 




End 


3116 






GI 


none 




Score 


161 






Exons 


2178. .2342, 2204. .2341, 


2204. 


.2347, 2387. .2443, 


2388. .2480, 






2540. .2614, 2557. .2607, 


2557. 


.2655, 2558.. 2656, 


2712. .2834, 






2713. .2787, 2787. .2831, 


2907. 


.2927, 2908. .2931, 


3012. .3116 




Seq. No. 


14864 




Seq. ID 


OJ990617 


_03.9922.C3 




Gene No. 


31618 




Strand 








Start 


7530 




End 


21976 





15560 






Name 


OJ990617 03 


9922 C3 o2 


tm 


Method 


TBLASTX : 


Mai ze 






Start 


6061 ~~ 






End 


6641 








GI 


none 






Score 


44 








Exons 


6061 . . 6258, 


6301 . . 6477, 


64 60. 


.6564, 6585.. 6641 








Seq. No. 


14864 






Seq. ID 


OJ990617 


_03.9922 


.C3 




Gene No. 


31618 






Strand 


- 








Start 


7530 






End 


21976 








Name 


OJ990617 03 


9922 C3 ol 


tw 


Method 


TBLASTX: 


Wheat 






Start 


6073 ~~ 






End 


6472 








GI 


none 






Score 


78 








E von ^ 


6073 6468. 


6229 6435, 


6239 . 


.6472 










Seq. No. 


14864 






Seq. ID 


OJ990617 


_03.9922 


.C3 




Gene No. 


31618 






Strand 










Start 


7530 






End 


21976 








Name 


OJ990617 03 


9922 C3 ol 


t s 


Method 


TBLASTX : 


o kj yucai i 






Start 


6076 _ 






End 


6641 








GI 


none 






Score 


68 








E x o n 


6076 6258, 


6268 6447. 


6460. 


.6564, 6567. .6641 








Sea No 


14864 






Seq. ID 


OJ990617 


03 . 9922 


. C3 




Gene No. 


31618 






Strand 










Start 


7530 






End 


21976 






s; 
_J 


Name 


OJ990617 03. 


9922.C3.o3. 


np 


Method 


AAT/NAP 








Start 


6957 






End 


9617 






: 


GI 


6630697 






Score 


92 






ru 


Exon <=> 

J—J lw 


6957. .7001, 


9014. .9104, 


9472. 


.9617 








!"e 


GI DpscriD 


(AP000969) hypothetical 


. protein [Oryza 


sativa] 






'ski 
■ ~\ 


Seq. No. 


14864 






Seq. ID 


OJ990617 


JD3.9922 


.C3 




Gene No. 


31618 






Strand 








ru 


Start 


7530 






End 


21976 








Name 


OJ990617 03. 


9922.C3.o5. 


gp 


Method 


AAT/GAP 






□ 


Start 


7335 






End 


8809 






"A 


GI 


none 






Score 


832 






\- s "' 


Exons 


7335. .7660, 


8482. .8547, 


8740. 


.8809 










Sea No 


14864 






Seq. ID 


OJ990617 


__03.9922 


.C3 




HfiriP NO 


31618 






Strand 










Start 


7530 






End 


21976 








Name 


OJ990617 03. 


9922.C3.o2. 


gs 


Method 


GENSCAN 








Start 


7530 






End 


21976 








GI 


none 






Score 


.74 








4—J -*V llu 


7530. .7660, 


7692. .7774, 


8740. 


. 9010, 9138. . 9340, 


9867. .9937, 






11836. .12127 


, 12822. . 12904, 13220.. 1337 


'8, 16908 


. . 16996, 








17128. .17428 


, 18092. .18 


586, 1! 


3989.. 19149, 20191 


. .20399, 








21957. .21976 
















OClj . LNvJ ■ 


14864 






Seq. ID 


OJ990617 


_03.9922 


.C3 




Gene No. 


31618 






Strand 










Start 


7530 






End 


21976 








Name 


OJ990617 03. 


9922.C3.o6. 


gp 


Method 


AAT/GAP 








Start 


8817 






End 


9361 








GI 


none 






Score 


876 








Exons 


8817. .8942, 


9016. . 9361 













15561 



OJ990617 03. 9922. C3 



Seq. No. 14864 Seq. ID 

Gene No. 31618 - Strand 

Start 7530 End 21976 

Name OJ990617_03 . 9922 . C3 . 08 . gp Method AAT/GAP 

Start . 12596 End 14486 

GI none Score 134 2 

Exons 12596. .12904, 13077 .. 13380, 14192 .. 14246, 14 324 .. 14367 , 
14456. .14486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14864 Seq. ID 

31618 Strand 

7530 End 

OJ990617J33 . 9922 . C3 . o9 . gp Method 

18121 End 

none Score 



OJ990617_03.9922.C3 

21976 
AAT/GAP 
20389 
1726 



18121. .18586, 18836. . 18910, 18989 .. 19149, 20191. .20389 



14864 



Seq. ID OJ990617JD3. 9922. C3 



31618 Strand 
7530 End 21976 

OJ990617_03 . 9922 . C3 . o4 . np Method AAT/NAP 

18200 End 20972 

1708618 Score 41 

18200. .18366, 20945.. 20972 

NUCLEAR FACTOR NF-KAPPA-B P100 SUBUNIT [CONTAINS: NUCLEAR FACTOR 
NF-KAPPA-B P52 SUBUNIT] gi 1407031 (U00111) NF-kB p52/pl00 
[Gallus gallus] gi | 738738 | prf | | 2001399A NF-kappa B plOO protein 
[Gallus gallus] 



,J SI 

':. -\ 
si 

u 



Seq. No. 


14865 


Seq. ID 


OJ990617_03.9922.C4 


Gene No. 


31619 


Strand 




Start 


665 


End 


2182 


Name 


OJ990617 03.9922.C4.ol.gs 


Method 


GENSCAN 


Start 


665 


End 


2182 


GI 


none 


Score 


.54 


Exons 


665. .1108, 1172. .1400, 1675.. 


1881, 1920.. 2182 


Seq. No. 


14865 


Seq. ID 


OJ990617^03.9922.C4 


Gene No. 


31619 


Strand 




Start 


665 


End 


2182 


Name 


OJ990617 03-9922. C4.ol.np 


Method 


AAT/NAP 


Start 


671 


End 


1476 


GI 


5922636 


Score 


308 


Exons 


671. .906, 1401. .1476 






GI Descrip. 


(AP000492) ESTs C99517 (E20319 ) , AU078 130 (E20319 ) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] gi I 6016869 | dbj | BAA85212 . 1 1 (AP000570) ESTs 




C99517 (E20319) , AU078130 (E20319) correspond to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


14866 


Seq. ID 


OJ990617_03.9922.C5 


Gene No. 


31620 


Strand 




Start 


15 


End 


152 


Name 


OJ990617 03.9922.C5.ol.gs 


Method 


GENSCAN 


Start 


15 


End 


152 


GI 


none 


Score 


. 9 


Exons 


15. .152 







15562 



Seq. No. 


14867 




Seq. ID 


OJ990617_03.9922 


,C6 


Gene No. 


31621 




Strand 






Start 


521 




End 


604 




Name 


OJ990617 03.9922.C6.ol, 


. qs 


Method 


GENSCAN 




Start 


521 




End 


604 




GI 


none 




Score 


.82 




Exons 


521. .604 










Seq. No. 


14868 




Seq. ID 


OJ990617_03.9922 


.C7 


Gene No. 


31622 




Strand 


+ 




Start 


142 




End 


5430 




Name 


OJ990617 03.9922.C7.ol. 


. qs 


Method 


GENSCAN 




Start 


142 




End 


2855 




GI 


none 




Score 


.47 




Exons 


142. .354, 410. . 665, 61i 


3. .844 


, 932. .1195, 1344. .2855 




Seq. No. 


14868 




Seq. ID 


OJ990617_03.9922 


.C7 


Gene No. 


31622 




Strand 


+ 




Start 


142 




End 


5430 




Name 


OJ990617 03.9922.C7.ol. 


.np 


Method 


AAT/NAP 




Start 


934 




End 


5430 




GI 


6498441 




Score 


4822 




Exons 


934. .1998, 2329. .2792, 


2856. 


.3229, 3413. .3547, 3722.. 4092, 




4289. .4639, 4809. .5430 










GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 

(AF098806) [Oryza sativa] 

Seq. ID OJ990617_03.9922.C7 



retrotransposon RetroSorl. 

14868 
31622 
142 

OJ990617_03. 9922.C7.o5.tw 

1082 

none 



Strand 
End 

Method 

End 

Score 



+ 

5430 

TBLASTX: Wheat 

1475 

58 



1082. .1129, 1136. .1198, 1141. .1191, 1142. .1234, 1167. .1235, 
1202. .1441, 1218. .1475 



Seq. No. 14868 

Gene No. 31622 

Start 142 

Name OJ990617_03 . 9922 . C7 . o4 . tw 

Start 1483 

GI none 

Exons 1483.. 1536, 4511.. 4684, 4576, 
4794. .4943, 4803. .4940, 4805. 



Seq; ID 
Strand 
End 

Method 
End 
Score 

.4671, 4691 
.4942 



OJ990617J33.9922.C7 
+ 

5430 

TBLASTX: Wheat 
4943 
166 

4747, 4692. .4733, 



Seq. No. 14868 Seq. ID 

Gene No. 31622 Strand 

Start 142 End 

Name OJ990617_03 . 9922 . C7 . o3 . tw Method 

Start 2213 End 

GI none Score 

Exons 2213.. 2386, 2214.. 2696, 2408.. 2668 

Seq. No. 14868 Seq. ID 

Gene No. 31622 Strand 



OJ990617_03.9922.C7 
+ 

5430 

TBLASTX: Wheat 

2696 

414 



OJ990617_03.9922.C7 
+ 



15563 



Start 


142 








End 


5430 


Name 


OJ990617 03. 


9922 


.C7.ol. 


tw 


Method 


TBLASTX 


Start 


2864 ~ 








End 


3326 


GI 


none 








Score 


588 


Exons 


2864 . . 3325, 


2865 


. . 3326 








Seq. No. 


14868 








Seq. ID 


OJ99061" 


Gene No. 


31622 








Strand 


+ 


Start 


142 








End 


5430 


Name 


OJ990617 03. 


9922 


.C7 .o2 . 


ts 


Method 


TBLASTX 


Start 


2904 ~~ 








End 


3269 


GI 


none 








Score 


117 


Exons 


2904 . . 3128, 


3135 


. . 3269 








Seq. No. 


14868 








Seq. ID 


OJ99061' 


Gene No. 


31622 








Strand 


+ 


Start 


142 








End 


5430 


Name 


OJ990617 03. 


9922 


. C7 ,o2 . 


crs 


Method 


GENSCAN 


Start 


2919 ~ 








End 


5417 


GI 


none 








Score 


. 8 


Exons 


2919. .4017, 


4066 


. . 4229, 


4289. 


.4573, 4E 


S42 . . 5417 


Seq. No. 


14868 








Seq. ID 


OJ99061' 


Gene No. 


31622 








Strand 


+ 


Start 


142 








End 


5430 


Name 


OJ990617 03. 


9922 


. C7 . ol. 


tm 


Method 


TBLASTX 


Start 


2994 " _ 








End 


3350 


GI 


none 








Score 


392 


E von ^ 


2994 3350, 


3029 


. . 3340, 


3045 . 


. 3350 




Seq. No. 


14868 








Seq. ID 


OJ99061' 


Gene No. 


31622 








Strand 


+ 


Start 


142 








End 


5430 


Name 


OJ990617 03. 


9922 


. C7.o2. 


tm 


Method 


TBLASTX 


Start 


3378 ~ 








End 


3761 


GI 


none 








Score 


356 


Exons 


3378 . .3761, 


3416 


. . 3742 








Seq. No. 


14868 








Seq. ID 


OJ99061' 


Gene No. 


31622 








Strand 


+ 


Start 


142 








End 


5430 


Name 


OJ990617 03. 


9922 


. C7 .o2 . 


tw 


Method 


TBLASTX 


Start 


3434 _ 








End 


3854 


GI 


none 








Score 


483 


Exons 


3434 . . 3847, 


3435 


. . 3854 








Seq. No. 


14868 








Seq. ID 


OJ99061' 


Gene No. 


31622 








Strand 


+ 


Start 


142 








End 


5430 


Name 


OJ990617 03 


9922 


.C7 .ol. 


ts 


Met hod 


TBLASTX 


O L. G. -L l_ 


3513 _ 








End 


3884 


GI 


none 








Score ' 


275 


Exons 


3513. .3884, 


3530 


. .3673 








Seq. No. 


14868 








Seq. ID' 


OJ9906T 


Gene No. 


31622 








Strand 


+ 


Start 


142 








End 


5430 



15564 




Nam© 


OJ990617 03. 


9922.C7.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


4671 _ 






End 


5198 








GI 


5666795 






Score 


44 








Exons 


4671. .4730, 


4806. .4943, 


4998. .5198 










GI Descrip. 


4206306 2.0e 


f-10 (AF049110) 


prpol [Zea mays] 








Seq. No. 


. 14868 




'■ 


Seq. ID 


OJ990617 


_03. 


9922 


.C7 


Gene No. 


31622 






Strand 


+ 








Start 


142 






End 


5430 








Name 


OJ990617 03 


9922 C7 06 


tw 


Method 


TBLASTX • 


Wheat 




Start 


4 94 6 _ 






End 


5258 








GI 


none 






Score 


192 








Exons 


4946. .5044, 


4998. .5258 














Seq. No. 


14869 






Seq. ID 


OJ990617 


_03. 


9922 


.C8 


Gene No. 


31623 






Strand 


+ 








Start 


139 






End 


474 








Name 


OJ990617 03 


9922.C8.ol. 


y a 


Mpt hod 


GENSCAN 








Start 


139 ~~ 






End 


474 








GI 


none 






Score 


.57 








Exons 


139 . .474 
















Seq. No. 


14869 






Seq. ID 


OJ990617 


_03. 


9922 


,C8 


Gene No. 


31624 






Strand 


- 








Start 


1090 






End 


2693 








Name 


OJ990617 03.. 


9922.C8.ol. 


tm 


Mp t" hnH 


TRT.ASTX • 


Maize 




Start 


331 






End 


471 








GI 


none 






Score 


183 








Exons 


331. .471, 336. .470 














Seq. No. 


14869 






Seq. ID 


OJ990617 


_03. 


9922 


.C8 


Gene No. 


31624 






Strand 


- 








Start 


1090 






End 


2693 








Name 


OJ990617 03. 


9922.C8.o2. 


gs 


Method 


GENSCAN 








Start 


1090 






End 


2025 








GI 


none 






Score 


1 






* 


Exons 


1090. .2025 
















Sea. No. 


14869 






Seq. ID 


OJ990617 


_03. 


9922. 


.C8 


Gene No. 


31624 






Strand 


- 








Start 


1090 






End 


2693 








Name 


OJ990617 03. 


9922.C8.ol. 


np 


Method 


AAT/NAP 








Start 


1093 






End 


2693 








GI 


5803259 






Score 


1918 








Exons 


1093. .2693 
















GI DescriD. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


14869 






Seq. ID 


OJ990617 


_03. 


9922, 


.C8 


Gene No. 


31624 






Strand 










Start 


1090 






End 


2693 








Name 


OJ990617 03. 


9922.C8.o3. 


gs 


Method 


GENSCAN 








Start 


2127 






End 


2588 








GI 


none 






Score 


.99 








Exons 


2127. .2588 
















Seq. No. 


14870 






Seq. ID 


OJ990617 


_03. 


9922. 


,C9 


Gene No. 


31625 






Strand 











15565 






O Lar L 


97 S 
z / j 




CjI ill 


7 fi9S 






Name 


nTQQ0fi17 0*3 QQ99 fQ n 7 

VU ??yDl / VJJ. -7.7ZZ.\^.7.L>/ • 


Lill 


L*ltr L HDLi 


TRT A^TY • M^i i 70 
1 0 i_u~vo 1 a • 1 la. J- z c 






OLarL 


970 ~~ 

Z / \J 




ui ILL 


M A 






P T 


none 




Score 


H X 






Exons 


97P) "3^9 "309 ^1 A "3Q*3 


A ft 9 

i . • 4 O Z 










Seq. No. 


14870 




Seq. ID 


OJ990617_03. 9922 


.C9 




Gene No. 


31625 




Strand 








C 4- t r f 


97 R 
Z / 3 




PnH 

L-il ILL 


769 ^ 
/ u Z J 






Name 


nTQQOfil "7 0*3 QQ99 PQ nl 


gs 


L v itr L 11 (J LI 


ppvrqpAM 

oHiLNoVwrllN 








9 7 R 
z / 3 






7 fi9 ^ 
/ OZ 3 






PT 


none 




Score 


QR 
• -?3 






Exons 


97 R 4 ftd Q 4 QQ7 ^049 
Z/3.. 404:7, 4^3 /, . 


7 d 9 

/ 4 Z O . . 


7 fi9 ^ 

/ OZ 3 








oeq . ino . 


i a ft 7 n 
1 4 o / u 




OctJ. 1U 


n.TQQOfil 7 0^ QQ99 

J jUDI / U3. :7:7ZZ 


PQ 




Gene No. 


31625 




Strand 








Start 


275 




End 


7625 






Name 


PjTQQf)fi17 m QQ99 PQ nl 


np 


Method 


AAT/NAP 






C -1- n r~ 4- 


9 7 fi 
Z / 0 




End 


4852 






p t 


yi fro 0 1 7 Q 
4 00 U 1 / 




Score 


6597 






IT* V 

lxous 


9 7ft 4 ft "^9 
Z / 0 . • 4 0 3 Z 












oi uescnp. 


^ZiTTI 1 1 7 H Q \ r~\r\ 1 \ rr^ y~ /-* +■ o n n 

^-rt.r in f ) poiyproteiii 


r 

L Or y za 


sativa subsp. indica] 






Seq. No. 


14870 




Seq. .ID 


OJ990617 03.9922 


.C9 




Gene No. 


31625 




Strand 


- 




\"f\ 


O La.iL 


9 7 ^ 
Z / 3 




End 


7625 




; !: 


Name 


UJyyUDl / U 3 . z) ITZ Z . :? . O D . 


L W 


Method 


TBLASTX: Wheat 




; sr 

\ 3S i 


o tar l 


"3 9 ^ 
3Z 3 




End 


656 




: . i 


p t 


none 




Score 


109 




*-M 

:. *j 


Exons 


^9^ fi"^ "3ft7 fi^fi 
3Z3. .033/ 30/. . OJD 










! 


o e q . in o . 


1 4 ft 70 
X 4 O / U 




Seq. ID 


OJ990617_03.9922 


PQ 




Gene No. 


31625 




Strand 






Q 


Start 


275 




End 


7625 






Name 


PjTQQnfi17 fl^ QQ99 PQ nl 


LILL 


Method 


TBLASTX: Maize 






o l ar l 


313 




End 


1102 




U: 


ul 


none 




Score 


179 




'ssr 




ci c 7ft/ Rl C 77£ ftd"^ 
313. . / 0 4 , 31D. . / ' O , 043 


QA "3 


846. .941 


, 941. .1102, 948. 


• 1 u . 


Usf 




:73 U . . XkJjKj 










1. 


Seq. No. 


14870 




Seq. ID 


OJ990617_03. 9922 


.C9 




Gene No. 


31625 




Strand 










97 R 

Z / 3 




End 


7625 






Name 


PiTQQn£17 fl^ QQ9 9 PQ nl 


L W 


Method 


TBLASTX: Wheat 






o l ar l 


£ R £ 

D J O 




End 


1282 






P T 


none 




Score 


357 






Exons 


f^^f^ 1 9ft9 £R7 1 99£ 
0 3 O . . 1 Z 0 Z , 03/ . .1ZZO 












Seq. No. 


14870 




Seq. ID 


OJ990617_03. 9922 


.C9 




Gene No. • 


31625 




Strand 








Start 


275 




End 


7625 






Name 


OJ990617 03. 9922.C9.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


1151 




End 


1443 






GI 


none 




Score 


161 






Exons 


1151. .1441, 1155. .1340, 


1160. 


.1372, 1252. .1443 






Seq. No. 


14870 




Seq. ID 


OJ990617_03. 9922 


.C9 



15566 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq* No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

il\ Seq. No. 
jfj Gene No. 
Start 
Name 
Start 
Uj GI 
k\\ Exons 

r Li 

'J" Seq. No. 

Gene No . 
j"{ Start 
'"*\ Name 
= Start 
GI 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



31625 
275 

OJ990617_03. 

1241 

none 

1241. .1309, 

14870 
31625 
275 

OJ990617_03. 

1265 

none 

1265. .1408, 

14870 
31625 
275 

OJ990617_03. 

1289 

none 

1289. .1768, 

14870 
31625 
275 

OJ990617_03, 

1772 

none 

1772. .2281, 

14870 
31625 
275 

OJ990617J33, 

1856 

none 

1856. .2209, 

14870 
31625 
275 

OJ990617_03. 

2030 

none 

2030. .2272 

14870 
31625 
275 

OJ990617_03. 

2210 

none 

2210. .2563, 

14870 
31625 



9922.C9.o2.ts 
1241. ,1501, 1395. 

9922.C9.ol.tc 
1266. .1343, 1409. 

9922.C9.o3.tw 
1290.. 1673, 1295. 

9922.C9.o2.tw 
1863. .2249 

9922.C9.o2.tm 
1871. .2167, 1941, 

9922.C9.o3.ts 



Strand 
End 

Method 
End 
Score 
.1496 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.1591 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.1750 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2207 

Seq. ID 

Strand 

End 

Method 

End 

Score 



7625 

TBLASTX : Soybean 

1501 

54 



OJ990617_03.9922.C9 
7625 

TBLASTX: Cress 

1591 

64 



OJ990617_03.9922.C9 
7625 

TBLASTX: Wheat 

1768 

213 



OJ990617_03.9922.C9 
7625 

TBLASTX: Wheat 

2281 

300 



OJ990617_03.9922.C9 
7625 

TBLASTX: Maize 

2209 

141 



OJ990617_03.9922.C9 
7625 

TBLASTX : Soybean 

2272 

188 



9922.C9.o5.tm 



2292. .2552 



Seq. ID OJ990617_03.9922.C9 
'Strand 

End '7 625 

Method TBLASTX : Maize 

End 2563 

Score 117 



Seq. ID OJ990617__03.9922.C9 
Strand 



15567 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



275 

OJ990617_03, 

2282 

none 

2282. .2584, 

14870 
31625 
275 

OJ990617_03, 

2297 

none 

2297. .2656, 
2660. .2692 

14870 
31625 
275 

OJ990617_03. 

2579 

none 

2579. .3046, 

14870 
31625 . 
275 

OJ990617_03. 

2633 

none 

2633. .3115, 

14870 
31625 
275 

OJ990617_03. 

2765 

none 

2765. .3046, 

14870 
31625 
275 

OJ990617_03. 

3290 

none 

3290. .3643, 

14870 
31625 
275 

OJ990617_03. 

3377 

none 

3377. .3697 

14870 
31625 



9922.C9.o5.tw 
2283. .2546 

9922.C9.ol.ts 
2298. .2540, 2515. 



End 

Method 

End 

Score 



7625 

TBLASTX: Wheat 

2584 

201 



9922.C9.o4 .tm 
2612. .2956, 2805. 

9922.C9.o4 ,tw 
2676. .3119 

9922.C9.o4 .ts 
2766. .2963 

9922.C9.o8.tw 
3326. .3460, 3549. 

9922.C9.o6.tm 



Seq. ID OJ990617_03.9922.C9 
Strand 

End 7625 

Method TBLASTX : Soybean 

End 2692 

Score 126 

.2649, 2579..26S3, 2660.. 2692, 



Seq. ID OJ990617_03.9922.C9 
Strand 

7625 

TBLASTX: Maize 
3050 
90 



End 

Method 
End 
Score 
.3050 



Seq. ID OJ990617_03.9922.C? 
Strand 

End 7625 

Method TBLASTX : Wheat 

End 3119 

Score 316 



Seq. ID OJ990617_03.9922.C9 
Strand 

End 7625 

Method TBLASTX : Soybean 

End 304 6 

Score 59 



Seq. ID OJ990617_03.9922.C9 
Strand 

7625 

TBLASTX: Wheat 
3644 
79 



End 

Method 
End 
Score 
.3644 



Seq. ID OJ990617_03.9922.C9 
Strand 

End 7625 

Method TBLASTX : Maize 

End 3697 

Score 209 



Seq. ID OJ990617_03. 9922.C9 
Strand 



15568 






Start 


275 




End 


7625 








Name 


OJ990617 03. 9922. C9. 08. 


tm 


Method 


TBLASTX: Maize 






Start 


4043 




End 


4339 








GI 


none 




Score 


103 








Exons 


4043. .4339, 4152. .4322 














Seq. No. 


14870 




Seq. ID 


OJ990617_03 


.9922 


.C9 




Gene No. 


31625 




Strand 










Start 


275 




End 


7625 








Name 


OJ990617 03. 9922.C9.o7. 


tw 


Method 


TBLASTX: Wheat 






Start 


4220 




End 


4583 








GI 


none 




Score 


74 








Exons 


4220. .4579, 4221. .4454, 


4479. 


.4583 










Seq. No. 


14871 




Seq. ID 


OJ990617 03 


. 9922 


.C10 




Gene No. 


31626 




Strand 










Start 


1 




End 


1206 








Name 


OJ990617 03. 9922. CIO. ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1206 








GI 


6907089 




Score 


1891 








Exons 


1. .1206 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






:. -t 


Seq. No. 


14871 




Seq. ID 


OJ990617_03, 


.9922 


.C10 




Gene No. 


31626 




Strand 








:-! ; 


Start 


1 




End 


1206 






;* i : 


Name 


OJ990617 03. 9922. C10. ol 


.gs 


Method 


GENSCAN 






si 
i a J 


Start 


406 




End 


1206 






i . ! 


GI 


none 




Score 


.68 






: ; x: 

;. 5 i 


Exons 


406. .673, 743. .861, 880 


. .1206 










! 


Seq. No. 


14871 




Seq. ID 


OJ990617_03, 


.9922, 


.C10 




Gene No. 


31627 




Strand 








.SSI 


Start 


1808 




End 


3268 






'as? 


Name 


OJ990617 03. 9922. C10. o2 


.gs 


Method 


GENSCAN 








Start 


1808 




End 


3268 






jssj ■ 


GI 


none 




Score 


.69 








Exons 


. 1808. .1885, 2308. .2439, 


2664. 


.2783, 2817.. 2893, 3247.. 3268 


•s s. 
j. _i 


Seq. No. 


14871 




Seq. ID 


OJ990617_03, 


.9922. 


.C10 




Gene No. 


31627 




Strand 










Start 


1808 




End 


3268 








Name 


OJ990617_03. 9922. C10. o2 


.np 


Method 


AAT/NAP 








Start 


2054 




End 


2897 








GI 


5922623 




Score 


417 








Exons 


2054 . .2124, 2292. .2439, 


2817. , 


.2897 










GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 










gi | 6016856 | dbj IBAA85199 


.11 (AP000570) : 


hypothetical 


protein 






[Oryza sativa] 














Seq. No. 


14872 




Seq. ID 


OJ990317_03. 


,9922. 


■ CI 




Gene No. 


31628 




Strand 










Start 


1 




End 


161 








Name 


OJ990317 03.9922.Cl.ol.« 


gp 


Method 


AAT/GAP 








Start 


1 




End 


161 








GI 


7406 1.R1084 




Score 


292 








Exons 


1. .161 













15569 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



l 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



Seq. ID OJ990317_03.9922.C3 
Strand 

End 697 

Method AAT/GAP 

End * 697 ~- 

Score 888 



14873 
31629 
1 

OJ990317_03. 9922.C3.6l.gp 

1 " 

342_1.R1084 
1..437, 547. .697 

■ 4 5744 06/gb | AAD24 04 2 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ990317_03.9922.C6 
+ 

513 

AAT/NAP 
513 



14874 Seq. ID 

31630 Strand 
1 End 
OJ990317_03. 9922.C6.ol.np Method 
1 End 
5295971 Score 863 

1. .513 

(AB026295) EST D24315 (R1718) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



14874 Seq. ID 

31630 Strand 

1 End 

OJ990317_03. 9922.C6.ol. tm Method 

1 End 

none Score 



OJ990317_03.9922.C6 
+ 

513 

TBLASTX: Maize 

513 

325 



1..234, 2. .235, 217. .249, 254. .511, 255. .512, 457. .513 



14874 Seq. ID 

31630 Strand 

1 End 

OJ990317J33. 9922 . C6 . ol . gs Method 

47 End 

none Score 
47. .418 



OJ990317_03.9922.C6 
+ 

513 

GENS CAN 

418 

.48 



Seq. No. 14875 Seq. ID 

Gene No. 31631 Strand 

Start 63 End 

Name OJ990317_03 . 9922 . C7 . ol . gs Method 

Start 63 End 

GI none Score 

Exons 63. . 187 



OJ990317_03.9922.C7 
187 

GENSCAN 

187 

.41 



Seq. No. 14876 Seq. ID 

Gene No. 31632 Strand 

Start 305 End 

Name OJ990317_03 . 9922 . Cll . ol . np Method 

Start 305 End 

GI 4680204 Score 

Exons 305. .1740, 1815. .2921 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



OJ990317_03. 9922. Cll 
+ 

2921 
AAT/NAP 
2921 
958 



15570 



Seq. No. 14876 

Gene No. 31632 

Start 305 

Name OJ990317_03 . 9922 . Cll . ol . gs 

Start 320 

GI none 
Exons 



Seq. ID OJ990317_03. 9922. Cll 

Strand + 

End 2921 

Method GENSCAN 

End 2914 

Score .54 



320. .465, 484. .980, 1253. .1467, 1621. .1740, 1815. .1956, 
2082.. 2227, 2229.. 2914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14876 
31632 
305 

OJ990317_03. 9922. Cll. ol.tw 

1056 

none 



Seq. ID OJ990317_03. 9922. Cll 

Strand + 

End 2921 

Method TBLASTX : Wheat 

End 1392 

Score 148 



1056. .1202, 1069. .1215, 1219. .1356, 1275. .1355, 1360. .1392 



14877 
31633 
1 

OJ990317_03. 9922.C12.ol.np 
1 

5441880 
1..210, 316. .482, 777. .800 

(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ990317_03.9922.C12 
Strand 

End 800 

Method AAT/NAP 

End 800 

Score 504 



Seq. No. 


14877 




Seq. ID 


OJ990317_03 


. 9922. C12 


Gene No. 


31633 




Strand 






Start 


1 




End 


800 




Name 


OJ990317 03. 9922.C12.ol 


.gs 


Method 


GENSCAN 




Start 


9 




End 


464 




GI 


none 




Score 


.55 




Exons 


9. .210, 310. .464 










Seq. No. 


14878 




Seq. ID 


OJ990317_03, 


. 9922. C13 


Gene No'. 


31634 




Strand 


+ 




Start 


12 




End 


140 




Name 


OJ990317 03. 9922.C13.ol 


.gs 


Method 


GENSCAN 




Start 


12 




End 


140 




GI 


none 




Score 


.46 




Exons 


12. .140 










Seq. No. 


14878 




Seq. ID 


OJ990317_03, 


.9922. C13 


Gene No. 


31635 




Strand 






Start 


292 




End 


398 




Name 


OJ990317 03.9922.C13.ol 


.gp 


Method 


AAT/GAP 




Start 


292 




End 


398 




GI 


LIB3477-003-P1-K1-E9 




Score 


139 




Exons 


292. .398 










GI Descrip. 


, 24 98586/sp|Q4 0638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I)" 


>gi_1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


14879 




Seq. ID 


OJ990317_03. 


,9922. C15 


Gene No. 


31636 




Strand 


+ 





15571 






Start 


1 


End 


1632 




Name 


OJ990317 03.9922.C15.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


180 




GI 


LIB3475-007-P1-K1-G8 


Score 


337 




F von q 


1. .180 








T Do cirri n 


, 5441880/dbj IBAA82378.il 5 . Oe 


-75 (AP000367) EST C28952 (C62945 






corresponds to a region of the predicted gene.; Similar to ma. 






transposon MuDR mudrA protein 


. (AC003981) [Oryza sativa] 1 






14879 


Seq. ID 


OJ990317_03.9922.C15 




fipnp No 


31636 


Strand 


+ 




Start 


1 


End 


1632 




Name 


OJ990317 03.9922.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1632 






5441880 


Score 


293 




F von ^ 


1..188, 1583. .1632 










(AP000367) EST C28 952 (C6294 5 ) 


corresponds to a region of the 






predicted gene.; Similar to maize transposon MuDR mudrA prote. 






(AC003981) [Oryza sativa] 








Seq. No. 


X *i O f -7 


c prr 7 n 






Gene No. 










Start 


1 
X 


FnH 








O.TQQfRI 7 0^ PIS ol oq 


L v Jtr UI1UU 






O L. O.X <_ 


IIS — 
11 j 


FnH 


u U 


i s ; i 


0 X 


none 


Score 


7 


i 

f ; : 
: sr 


F. von <=; 


11S 1 ft ft 9 4 S 9 S 

11 J 1 . X O O , Li J • . Z, J u 








Seq. No. 


14880 


Seq. ID 


OJ990317_03.9922.C16 


Ul 


Gene No. 


31637" 


Strand 


+ 




Start 




End 


211 




Name 


O.TQQD^I 7 fi^ QQ99 PI ol oq 


Method 


GENSCAN 




Start 




End 


211 




GI 


none 


Score 


.5 


^! 


Exons 


134.. 211 








Seq. No. 


14880 


Seq. ID 


OJ990317_03.9922.C16 


'==! 


Gene No. 


31638 


Strand 






Start 


990 


End 


2311 


; 3 -£ 


Name 


OJ990317 03. 9922.C16.o2.gs 


Method 


GENSCAN 


■'s sj 


Start 


990 


End 


2311 




GI 


none 


Score 


.88 




DAUllO 


990. .1758, 1779. .2125, 2234.. 


2311 








14880 


Seq. ID 


OJ990317_03.9922.C16 




ppnp Mfl 

\J ^ 1 1 i-N \-/ • 


31638 


Strand 






Start 


990 


End 


2311 




Name 


OJ990317 03. 9922.C16.ol.np 


Method 


AAT/NAP 




C-j- 0 r f- 
O Ldi L 


1298 


End 


2254 




0 J. 


5734709 


Score 


327 




Exons 


1298. .1849, 1904. .2254 








GI Descrip. 


(AC008075) Contains PFj 00069 


Eukaryotic protein kinase domain 






[Arabidopsis thaliana] 








Seq. No. 


14880 


Seq. ID 


OJ990317_03.9922.C16 




Gene No. 


31638 


Strand 






Start 


990 


End 


2311 



15572 



Name 

Start 

GI 

Exons 



OJ990317_03. 9922.C16.ol.tc 

1422 

none 

1422. .1550, 1435.. 1551, 1545. 
1922. .2122 



Method TBLASTX : Cress 
End 2122 
Score 78 

.1736, 1591. .1698, 1784. 



,1852, 



Seq. No. 14880. 

Gene No. 31638 

Start 990 

Name OJ990317_03 . 9922 . C16 . ol . tm 

Start 1428 

GI none 
Exons 



Seq. ID OJ990317_03.9922.C16 
Strand 
End 

Method 
End 
Score 



2311 

TBLASTX: Maize 

2131 

92 



1428. .1550, 1545. .1727, 1784. .1852, 1919. .2131, 1953. .2081 



Seq. No. 


14880 








Seq. ID 


OJ990317 


_03.9922.C16 


Gene No. 


31638 








Strand 






Start 


990 








End 


2311 




Name 


OJ990317 03. 


9922. 


C16.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1434 








End 


2134 




GI 


none 








Score 


80 




Exons 


1434. .1559, 


1435. 


. 1551, 


1590. 


.1751, 17* 


34. .1852, 


1907. .2134, 




1959. .2081 














Seq. No. 


14880 








Seq. ID 


OJ990317 


_03.9922.C16 


Gene No. 


31638 








Strand 






Start 


990 








End 


2311 




Name 


OJ990317 03. 


9922. 


C16.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1512 








End 


1908 




GI 


none 








Score 


41 




Exons 


1512. .1595, 


1516. 


. 1545, 


1564. 


.1725, 1590. .1727, 


1591. .1710, 




1634. .1726, 


1730. 


.1786, 


1787. 


.1843, 1791. .1832, 


1801. .1908 



Seq. No. 


14881 




Seq. ID 


OJ990317 


Gene No. 


31639 




Strand 


+ 


Start 


1493 




End 


1763 


Name 


OJ990317 03. 9922.C17.ol 


,gs 


Method 


GEN SCAN 


Start 


1493 




End 


1763 


GI 


none 




Score .; 


. .66 


Exons 


1493. .1763 








Seq. No. 


14881 




Seq. ID 


OJ990317 


Gene No. 


31640 




Strand 


+ 


Start 


3636 




End 


4881 


Name 


OJ990317 03. 9922.C17.o3 


. np 


Method 


AAT/NAP 


Start 


3636 




End 


4881 


GI 


6721543 




Score 


85 


Exons 


3636. .3765, 4849. .4881 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


14881 




Seq. ID 


OJ990317 


Gene No. 


31640 




Strand 


+ 


Start 


3636 




End 


4881 


Name 


OJ990317 03. 9922.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


3650 




End 


4061 


GI 


7406 1.R1084 




Score 


668 


Exons 


3650. .4061 









GI Descrip. 1 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 



15573 



[Pennisetum glaucum] 1 



if I 



U 



Seq. No. 


14881 








Seq. ID 


OJ990317_03. 9922.C17 


Gene No. 


31641 








Strand 




Start 


1 








End 


1824 


Name 


OJ990317 03. 


9922. 


C17.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1824 


GI 


6721516 








Score 


496 


Exons 


1..23, 838.. 


1169, 


1583. 


.1824 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


14881 








Seq. ID 


OJ990317 03.9922.C17 


Gene No. 


31642 








Strand 




Start 


4282 








End 


10993 


Name 


OJ990317 03. 


9922. 


C17.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


56 








End 


427 


GI 


none 








Score 


107 


Exons 


56. .130, 194 


. .427 


, 240. 


.425 






Seq. No. 


14881 








Seq. ID 


OJ990317_03.9922.C17 


Gene No. 


31642 








Strand 




Start 


4282 








End 


10993 


Name 


OJ990317 03. 


9922. 


C17.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2114 








End 


2636 


GI 


none 








Score 


56 


Exons 


2114 . .2248, 


2139. 


.2198, 


2194. 


.2280,^ 2284. .2382, 2288. .2383, 




2379. .2636 












Seq. No. 


14881 








Seq. ID 


OJ990317_03.9922.C17 


Gene No. 


31642 








Strand 




Start 


4282 








End 


10993 


Name 


OJ990317 03. 


9922. 


C17.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2224 








End 


2953 


GI 


none 








Score 


113 


Exons 


2224. .2247, 


2275. 


.2382, 


2379. 


.2651, 2380. .2661, 2663. .2800, 




2682. .2708, 


2753. 


.2908, 


2763. 


.2882, 2870. .2953 


Seq. No. 


14881 








Seq. ID 


OJ990317_03. 9922.C17 


Gene No. 


31642 








Strand 




Start 


4282 








End 


10993 


Name 


OJ990317 03. 


9922. 


C17.o2 


.gp 


Method 


AAT/GAP 


Start 


4004 








End 


4457 


GI 


LIB3431-045- 


Pl-Nl 


-A10 




Score 


852 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4004 . .4457 

f 5441876/dbj IAP000367.1 IAP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



1.4881 
31642 
4282 

OJ990317_03.9922.C17.o2.gs 
4282 



none 

4282. 

5298. 



,4442, 4593. .4795, 4800. 
,5418, 5511. .5769, 5846. 



7175. .7325, 7765. .8060, 8262. 



Seq. ID OJ990317_03. 9922.C17 
Strand 

End 10993 
Method GEN SCAN 
End 10393 
Score .58 

.4847, 4911. .4990, 5133. .5266, 
.6144, 6238. .6648, 6823. .7069, 
.9288, 9472. .10393 



15574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



14881 Seq. ID OJ990317_03 . 9922 . C17 

31642 Strand 
4282 End 10993 

OJ990317_03. 9922 .C17 . o4 ,np Method AAT/NAP 
4561 End 9940 

5441880 Score 4685 

4561.. 4795, 4911.. 5042, 5133.. 5156, 5193.. 5266, 
5846. .6144, 6733.. 7069, 7175.. 7325, 7885.. 8200, 
8935. .9940 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



5511, 
8459. 



,5769, 
,8490, 



Seq. No. 14881 

Gene No. 31642 

Start 4282 

Name OJ990317_03 . 9922 . C17 . o3 . gp 

Start 5519 

GI LIB34 75-007-P1-K1-G8 

Exons 5519.. 5769, 5846.. 6018 
GI Descrip. 1 54 4 1880/dbj | BAA82378 . 1 | 5. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_03.9922.C17 

10993 
AAT/GAP 
6018 
785 



Oe-75 (AP000367) EST C28952 (C6294 5 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 


14881 








Seq. ID 


OJ990317 


_03. 9922.C17 


Gene No. 


31642 








Strand 






Start 


4282 








End 


10993 




Name 


OJ990317 03. 


9922. 


.C17.ol, 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


8705 








End 


9085 




GI 


none 








Score 


85 




Exons 


8705. .8881, 


8705. 


. .8881, 


8766. 


.8885, 8879. .9076, 


8891. .9085 


Seq. No. 


14881 








Seq. ID 


OJ990317 


_03.9922.C17 


Gene No. 


31642 








Strand 






Start 


4282 








End 


10993 




Name 


OJ990317 03. 


9922. 


,C17.o2. 


.tm 


Method 


TBLASTX : 


Maize 


Start 


8783 








End 


9379 




GI 


none 








Score 


151 




Exons 


8783. .8854, 


8918, 


. .9217, 


8979. 


.9200, 9251.. 9379, 


9273. .9371 


Seq. No. 


14881 








Seq. ID 


OJ990317 


_03.9922.C17 


Gene No. 


31642 








Strand 






Start 


4282 








End 


10993 




Name 


OJ990317 03. 


9922. 


,C17.o4 . 


• gp 


Method 


AAT/GAP 




Start 


8905 








End 


9336 




GI 


5701669 








Score 


845 




Exons 


8905. .9336 














GI Descrip. 


54 4 1880/dbj | BAA82378.il 


5.0e- 


75 (AP000367) EST 


C28952 (C62945) 



corresponds to a region of the predicted gene 
transposon MuDR mudrA protein 



Similar to maize 
(AC003981) [Oryza sativa] 



Seq. No. 14881 Seq. ID 

Gene No. 31642 Strand 

Start 4282 End 

Name OJ990317_03 . 9922 . C17 . o5 . np Method 

Start 9953 End 

GI 6721543 Score 



OJ990317_03.9922.C17 

10993 
AAT/NAP 
10993 
195 



15575 



# 



Exons 


9953. .10069, 10865. .10993 










GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sat iva] 






Seq. No. 


14881 




Seq. ID 


OJ990317 03 


9922 


.C17 


Gene No. 


31642 




Strand 








Start 


4282 • 




End 


10993 






Name 


OJ990317 03.9922.C17.o5 


.gp 


Method 


AAT/GAP 






Start 


10829 




End 


10977 " 






GI 


7406 1.R1084 




Score 


220 






Exons 


10829. . 10977 












GI Descrip. 


' 1122315/emb|CAA63901 1 


7.0e- 


10 (X94191) 


heat shock 


protein 17 




[Pennisetum glaucum] 1 












Seq. No. 


14882 




Seq. ID 


OJ990317_03 


9922 


.C18 


Gene No. 


31643 




Strand 


+ 






Start 


156 




End 


1047 






Name 


OJ990317 03.9922.C18.ol 


.gs 


Method 


GENSCAN 






Start 


156 




End 


1047 






GI 


none 




Score 


.57 






Exons 


156. .229, 1020. . 1047 












Seq. No. 


14883 




Seq. ID 


OJ990317_03 


9922 


-C19 


Gene No. 


31644 




Strand 








Start 


409 




End 


2594 






Name 


OJ990317 03.9922.C19.ol 


.gs 


Method 


GENSCAN 






Start 


409 




End 


2594 






GI 


none 




Score 


. 68 






Exons 


409. .892, 1264. .1379, 2139.. 


2594 • 








Seq. No. 


14883 




Seq. ID 


OJ990317_03 


9922 


.C19 


Gene No. 


31645 




Strand 








Start 


3827 




End 


6832 






Name 


OJ990317 03. 9922.C19.o2 


.gs 


Method 


GENSCAN 






Start 


3827 




End 


6832 






GI 


none 




Score 


.57 






Exons 


3827. .4020, 6748. .6832 












Seq. No. 


14884 




• Seq. ID 


OJ990317_03. 


9922 


.C20 


Gene No. 


31646 




Strand 


+ 






Start 


1952 




End 


3048 






Name 


OJ990317 03.9922.C20.ol 


.gs 


Method 


GENSCAN 






Start 


1952 




End 


3048 






GI 


none 




Score 


.63 






Exons 


1952. .1990, 2081. .2206, 


2493 


..2630, 2932.. 3048 






Seq. No. 


14884 




Seq. ID 


OJ990317_03. 


9922 


.C20 


Gene No. 


31647 




Strand 








Start 


5470 




End 


8188 






Name 


OJ990317 03. 9922.C20.o2 


.gs 


Method 


GENSCAN 






Start 


5470 




End 


8188 






GI 


none 




Score 


.55 






Exons 


5470. .5670, 6355. .6427, 


7339 


. .7483, 8116. .8188 






Seq. No. 


14884 




Seq. ID 


OJ990317_03. 


9922 


.C20 


Gene No. 


31648 




Strand 








Start 


8880 




End 


9321 






Name 


OJ990317 03. 9922.C20.ol 


. tm 


Method 


TBLASTX: Maize 





15576 



Start 
GI 

Exons 



8880 End 9321 

none Score 87 

8880. .8936, 8970. .9044, 9108. .9320, 9154. .9321 



Seq. No. 


14885 


Seq. ID 


OJ990317_03. 


9922. C21 


Gene No. 


31649 


Strand 


+ 




Start 


1054 


End 


1578 




Name 


OJ990317 03. 9922.C21.ol.gs 


Method 


GEN SCAN 




Start 


1054 


End 


1578 




GI 


none 


Score 


.71 




Exons 


1054 . . 1194, 1468. . 1578 








Seq. No. 


14885 


Seq. ID 


OJ990317_03. 


9922. C21 


Gene No. 


31650 


Strand 


+ 




Start 


2502 


End 


2756 




Name 


OJ990317 03. 9922.C21.ol.gp 


Method 


AAT/GAP 




Start 


2502 


End 


2756 




GI 


61605 3.R1084 


Score 


411 




Exons 


2502. .2756 








GI Descrip. 


, 1402920/emb|CAA66965| 2.0e 


-20 (X98321) 


peroxidase 


[Arabidopsis 




thaliana] ? 









W 
I'll 

a 

U! 



V! 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



14885 Seq. ID 

31651 Strand 

4274 - End 

OJ990317_03. 9922.C21.o2.np Method 

4182 End 

6063554 Score 



OJ990317_03.9922.C21 
+ 

7766 
AAT/NAP 
7766 
221 



4182. .4226, 6178. .6443, 6503. .6722, 6971. .7020, 7591. .7766 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



14885 
31651 
4274 

OJ990317_03. 9922.C21.o3.gs 

4274 

none 



Seq. ID OJ990317_03.9922.C21 



Strand 
End 

Method 

End 

Score 



+ 

7766 
GENSCAN 
5272 
.55 



4274. .4560, 4617. .4720, 4824. .5020, 5210. .5272 



Seq. No. 14885 Seq. ID 

Gene No. 31652 Strand 

Start 1695 End 

Name OJ990317_03. 9922 . C21 . o2 . gs Method 

Start 1695 End 

GI none Score 

Exons 1695.. 1850, 2236.. 2367 



OJ990317_03.9922.C21 

2367 
GENSCAN 
2367 
.72 



Seq. No. 14885 Seq. ID 

Gene No. 31653 Strand 

Start 2585 End 

Name OJ990317_03 . 9922 . C21 . o2 . gp Method 

Start 2585 End 

GI 3761363 Score 

Exons 2585.. 3185 

GI Descrip. 5852170/emb | AL1172 65 . 1 | OST17804 1.0e-151 Oryza sativa 



OJ990317_03.9922.C21 

3185 
AAT/GAP 
3185 
856 



15577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



• 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



14885 
31654 
3144 

OJ990317_03 . 9922 .C21 .ol :np 

3144 

6063554 



Seq. ID OJ990317_03.9922.C21 
Strand 

End 5433 

Method AAT/NAP 

End 5433 

Score 150 



3144. .3316, 3941. .3970-, 4829. .5127, 5263. .5433 
(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990317_03.9922.C22 
Strand 

End 2320 

Method AAT/GAP 

End 2320 

Score 4192 



14886 
31655 
1 

OJ990317_03.9922.C22.ol.gp 
1 

342_1.R1084 
1. .2320 

*4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



m 

i . i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14886 
31655 
1 

OJ990317_03 . 9922 .C22 . ol . tw 

119 

none 



Seq. ID OJ990317_03.9922.C22 
Strand 

End 2320 
Method TBLASTX : Wheat 
End 1436 
Score 52 

119. .211, 120. .185, 200. .280, 285.-365, 293. .433, 294. .434, 
381. .476, 413. .472, 479. .523, 484. .519, 518. .1435, 534. .1436, 
711. .1436 



14886 
31655 
1 

OJ990317_03.9922.C22.ol.np 
603 

6742729 
603. .2320 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990317_03.9922.C22 
Strand 

End 2320 

Method AAT/NAP 

End. 2320 

Score 2706 



Seq. No. 14886 

Gene No. 31655 

Start 1 

Name OJ990317_03 . 9922 . C22 . ol . tc 

Start 701 

GI none 
Exons 



Seq. ID OJ990317_03.9922.C22 
Strand 

End 2320 

Method TBLASTX : Cress 

End 1152 

Score 92 



701;. 850, 701. .1138, 705. .1148, 711. .1148, 970. .1152 



Seq. No. 14886 

Gene No. 31655 

Start 1 

Name OJ990317_03 . 9922 . C22 . ol . tm 

Start 1079 

GI none 

Exons 1079.. 1393, 1080.. 1382 



Seq. ID OJ990317_03.9922.C22 
Strand 

End 2320 

Method TBLASTX : Mai ze 

End 1393 

Score 141 



15578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14886 
31655 
1 

OJ990317_03. 

1437 

none 

1437. .1523, 
1784. .1846, 

14886 
31655 
1 

OJ990317_03. 

1880 

none 

1880. .2122 



9922.C22.o3.tw 



1439..1528, 1439. 
1797. .1847 



9922.C22.ol.ts 



Seq. ID OJ990317_03.9922.C22 
Strand 

End 2320 

Method TBLASTX : Wheat 

End . 1847 

Score 81 

.1522, 1556. .1783, 1596. .1784, 



Seq. ID OJ990317_03.9922.C22 
Strand 

End 2320 

Method TBLASTX : Soybean 

End 2122 

Score 216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



14886 
31655 
1 

OJ990317_03. 

1952 

none 

1952. .2146, 



9922.C22.o2.tm 



2156.. 2320, 2157, 



Seq. ID OJ990317_03.9922.C22 
Strand 

End 2320 

Method TBLASTX : Maize 

End 2320 

Score 7 4 
.2318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14886 - 

31655 

1 

OJ990317_03. 

1986 

none 

1986. .2192, 
2196. .2288, 

14887 
31656 
2056 

OJ990317_03. 

2056 

none 

2056. .2072, 

14887 
31657 
3936 

OJ990317_03. 

3936 

none 

3936. .4184 



9922.C22.o2.tw 



1986. .2195, 1991. 
2297. .2320 



9922.C23.o2.gs 



2304. .2487 



9922.C23.o3.gs 



Seq. ID OJ990317_03.9922.C22 
Strand 

End 2320 

Method TBLASTX : Wheat 

End 2320 

Score 173 

.2194, 1991. .2215, 2195. .2293, 



Seq. ID OJ990317_03.9922.C23 

Strand + 

End 2487 

Method GENSCAN 

End 2487 

Score .54 



Seq. ID OJ990317_03.9922.C23 

Strand + 

End 4184 

Method GENSCAN 

End 4184 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



14887 
31658 
1 

OJ990317_03. 
1 

4680203 



9922.C23.ol.np 



Seq. ID OJ990317_03.9922.C23 
Strand 

End 1294 

Method AAT/NAP 

End 84 6 

Score 932 



15579 



Exons 1 . . 84 6 

GI Descrip. (AF114171) TNP2-like protein 

Seq. No. 14887 ' 

Gene No. 31658 

Start 1 

Name OJ990317_03 . 9922 . C23 . ol . gs 

Start 34 

GI none 

Exons 34.. 846 



[Sorghum bicolor] 

Seq. ID OJ990317_03.9922.C23 
Strand 

End 1294 

Method GENSCAN 

End 84 6 

Score .96 



Seq. No. 14887 

Gene No. 31658 

Start 1 

Name OJ990317_03 . 9922 . C23 . ol . ts 

Start 82 

GI none 

Exons 82.. 147, 154.. 372, 158.. 364 

Seq. No. 14887 

Gene No. 31658 

Start 1 

Name OJ990317_03. 9922 . C23 . ol . tw 

Start 144 

GI " none •* 'V 

Exons 144. .395, 154.. 405, 155.. 397, 

Seq. No. 14887 

Gene No. 31658 

Start 1 

Name OJ990317_03 . 9922 . C23 . ol . gp 

Start 708 

GI 2310235 

Exons 708.. 846, 1257.. 1294 
GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e- 
sativa] 



Seq. ID OJ990317_03.9922.C23 
Strand 

End 1294 

Method TBLASTX : Soybean 

End 372 

Score 103 



Seq. ID OJ990317_03.9922.C23 
Strand 

1294 

TBLASTX: Wheat 
495 
187 



End 

Method 
End 
Score 
388. .495 



Seq. ID OJ990317_03.9922.C23 
Strand 

End 1294 

Method AAT/GAP 

End 1294 

Score 294 

13 (AL117265) zhb0012.1 [Oryza 



Seq. No. 14887 

Gene No. 31659 

Start 3652 

Name OJ990317_03 . 9922 . C23 . ol . tm 

Start 3652 

GI none 

Exons 3652.. 3768, 3666.-3767, 3767. 



Seq. ID OJ990317_03.9922.C23 
Strand 

End 3975 

Method TBLASTX: Maize 

End 3975 

Score 71 

.3829, 3768. .3974, 3769.-3975 



Seq. No. 14888 

Gene No. 31660 

Start 292 

Name OJ990317_03 . 9922 . C24 . ol . gs 

Start 292 

GI none 

Exons 292. .420, 548. .737, 830. .990, 



Seq. ID OJ990317_03.9922.C24 
Strand 

End 1627 

Method GENSCAN 

End 1423 

Score .88 
1342. .1423 



Seq. No. 14888 

Gene No. 31660 

Start 292 

Name OJ990317 03 . 9922 . C24 . ol . np 



Seq. ID OJ990317_03.9922.C24 
Strand 

End 1627 

Method AAT/NAP 



15580 



Start 669 End 1627 

GI 2980766 Score 217 

Exons 669.. 737, 830.. 990, 1342.. 1627 

GI Descrip. (AL022198) putative calmodulin-binding protein [Arabidopsis 
thaliana] 



Seq. No. 14889 

Gene No. 31661 

Start 1 

Name OJ990317_03 . 9922 . C25 . ol . np 

Start 1 

GI 2191172 

Exons 1..360 

GI Descrip. (AF007270) contains similarity to GATA-type zinc fingers 
<PS:PS00344) [Arabidopsis thaliana] 



Seq. ID OJ990317_03. 9922.C25 
Strand 

End 360 

Method AAT/NAP 

End 360 

Score 131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14890 
31662 
104 

OJ990317_03. 9922.C26.ol.gs 

104 

none 



Seq. ID OJ990317_03. 9922.C26 

Strand + 

End 2731 

Method GENSCAN 

End 2731 

Score .41 



104. .435, 467. .1417, 1771. .2731 



14890 
31662 
104 

OJ990317_03. 9922.C26.o2.tm 

992 

none 

992. .1213 



Seq. ID OJ990317_03. 9922.C26 

Strand + 

End 2731 

Method TBLASTX : Mai ze 

End 1213 

Score 204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14890 
31662 
104 

OJ990317_03. 9922 .C26.ol .tm 

1795 

none 



Seq. ID OJ990317_03. 9922.C26 

Strand + 

End 2731 

Method TBLASTX : Mai ze 

End . 2499 

Score 60 



1795. .1863, 1879. .2217, 2269. .2376, 2287. .2379, 2407. .2499 



14890 
31662 
104 

OJ990317_03. 9922.C26.ol.ts 

1807 

none 

1807. .2196, 1990. .2103 

14890 
31662 
104 

OJ990317JD3. 9922.C26.o2.ts 

2272 

none ' 

2272. .2574, 2322. .2483 



Seq. ID OJ990317_03. 9922.C26 

Strand + 

End 2731 

Method TBLASTX : Soybean 

End 2196 

Score 233 



Seq. ID OJ990317JD3. 9922. C26 

Strand + 

End 2731 

Method TBLASTX : Soybean 

End 2574 

Score 206 



Seq. No. 



14891 



Seq. ID OJ990317 03.9922.C27 



15581 



Gene No. 31663 Strand + 

Start 542 End 851 

Name OJ990317_03 . 9922 . C27 . ol . gs Method GENSCAN 

Start 542 End 771 

GI none Score .87 

Exons 542.. 771 



rf'i 



i if 



Ul 



Seq. No. 14891 - Seq. ID 

Gene No. 31663 Strand 

Start 542 End 

Name OJ990317_03 . 9922 . C27 . ol . np Method 

Start 562 End 

GI 5295971 Score 

Exons 562.. 851 

GI Descrip. (AB026295) EST D24 315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990317_03.9922.C27 
+ 

851 

AAT/NAP 

851 

409 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 



i'U Start 



VI GI 



Name 
Start 



14892 Seq. ID 

31664 Strand 
1 End 
OJ990317_03. 9922.C28.ol.np Method 
1 End 
5295971 Score 
1. .2049 

(AB026295) EST D24 315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990317_03.9922.C28 
+ 

2049 
AAT/NAP 
2049 
3333 



14892 
31664 
1 

OJ990317_03. 9922.C28.ol.gs 
47 

none 



Seq. ID OJ990317_03.9922.C28 



St-rand 
End 

Method 

End 

Score 



+ 

2049 
GENSCAN 
1994 
.83 



Exons 



47. .1043, 1061. .1337, 1402. .1490, 1510. .1994 



Seq. No. 14892 Seq. ID 

Gene No. 31664 Strand 

Start 1 End 

Name OJ990317_03 . 9922 . C28 . o2 . gp Method 

Start 779 End 

GI uC-osflcypl39cl2al Score 

Exons 779.. 1133 

GI Descrip. ' 529597 1/dbj I BAA8 1872 . 1 | 3.0e-44 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



OJ990317_03. 9922.C28 
+ 

2049 
AAT/GAP 
1133 
574 



Seq. No. 14892 Seq. ID 

Gene No. 31665 Strand 

Start 335 End * 

Name OJ990317_03 . 9922 . C28 . o4 . tm Method 

Start 1 ' End 

GI none Score 

Exons 1..123, 2.. 127 



OJ990317_03.9922.C28 
1290 

TBLASTX: Maize 

127 

183 



15582 




Seq. No. 


14892 




Seq. -ID 


OJ990317_03. 9922.C28 


Gene No. 


31665 




Strand 




Start 


335 




End 


1290 


Name 


OJ990317 03.9922.C28. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


52 




End 


505 


GI 


none 




Score 


326 


Exons 


52. .357, 53. .418, 56. 


.433, 


413.. 505, 


425. .505 


Seq. No. 


14892 




Seq. ID 


OJ990317_03. 9922.C28 


Gene No. 


31665 




Strand 




Start 


335 




End 


1290 


Name 


OJ990317 03.9922.C28. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


142 




End 


382 


GI 


none 




Score 


301 


Exons 


142. .381, 143. .382 








Seq. No. 


14892 . 




Seq. ID 


OJ990317_03. 9922.C28 


Gene No. 


31665 




Strand 




Start 


335 




End 


1290 


Name 


OJ990317 03.9922.C28. 


ol.gp 


Method 


AAT/GAP 


Start 


335 




End 


770 


GI 


uC-osflM2020118f01al 




Score 


801 


Exons 


335. .770 








GI Descrip. 


, 5295971/dbj IBAA81872 


.11 4. 


,0e-64 (AB026295) EST D24 315 (R1718 ) 



corresponds to a region of the predicted gene.; Similar to 
Ui Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777) 

! s jj [Oryza sativa] 1 



Seq. No. 


14892 






Seq. ID 


OJ990317_03.9922. 


C28 


Gene No. 


31665 






Strand 






Start 


335 






End 


1290 




Name 


OJ990317 


03.9922.C28. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


443 






End 


718 




GI 


none 






Score 


198 




Exons 


443. .718, 


539. .619 










Seq. No. 


- 14892 






Seq. .ID 


OJ990317_03.9922. 


C28 


Gene No. 


31665 






Strand 






Start 


335 






End 


1290 




Name 


OJ990317 


03.9922.C28. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


578 






End 


1128 




GI 


none 






Score 


112 




Exons 


578. .718, 


776. . 1042, 


793. . 


942, 1072.. 1128 




Seq. No. 


14892 






Seq. ID 


OJ990317_03.9922. 


C28 


Gene No. 


31665 






Strand 






Start 


335 






End 


1290 




Name 


OJ990317 


03.9922.C28. 


ol . tm 


Method 


TBLASTX: Maize 




Start- 


781 






End 


1206 




GI 


none 






Score 


453 




Exons 


781. . 1077 


, 785. .1072, 


1024 


..1206, 1062, 


. . 1205, 1072. . 1206 


Seq. No. 


14892 






Seq. ID 


OJ990317_03.9922. 


C28 


Gene No. 


31665 






Strand 






Start 


335 






End 


1290 




Name 


OJ990317 


03. 9922.C28. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


812 






End 


1290 





15583 



GI 


none 


F.xon *5 


812 1072, 


Seq. No. 


14892 


Gene No. 


31665 


Start 


335 


Name 


OJ990317 03 


OLQi L 


'891 ~ 


GI 


none 




Q9T 1060 


Seq. No. 


14892 


Gene No. 


31666 


Start 


1740 


Name 


OJ990317 03 


Start 


1740 ~ 


GT 


5509260 


UAvl I O 


1740 1997. 


GI Dp^rrin . 

VJ _/ V^f k«J _. _l_ k> • 




Seq. No. 


14892 


Gene No. 


31666 


Start 


1740 


Name 


OJ990317 03 


<Zt art 
o Lai u 


1 77fi ~ 
J. / / o 


GI 


none 


Rxon ^ 


1778 1996. 


Seq. No. 


14892 


Gene No. 


31666 


Start 


1740 


Name 


OJ990317 03 


Start 


1779 ~~ 


GI 


none 




1779 1997 

J.' I Z* • m J- Z* Z* ' / 


Qpn No 
c . ln ■ 


14 8 93 


Gene No . 


31667 


Start 


1 


Name 


OJ990317 03 


Start 


1 


GI 


5295971 


Exons 


1. .1486 


GI Descrip. 


(AB026295) : 



1996 



1997 



1996 



Score 
1119, 1144 

Seq. ID 

Strand 

End 

Method - 
End 
Score 
.1266 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



285 
. .1290 

OJ990317_03.9922.C28 
1290 

TBLASTX: Cress 

1266 

155 



OJ990317_03.9922.C28 
1997 

TBLASTX : Soybean 

1997 

204 



OJ990317_03.9922.C28 
1997 

TBLASTX: Wheat 

1997 

18 6 



OJ990317_03.9922.C28 
1997 

TBLASTX: Maize 

1997 

265 



OJ990317_03.9922.C29 

+' ' 

1486 

AAT/NAP 

1486 

2469 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



Seq. No. 14893 

Gene No. 31668 

Start 932 

Name OJ990317_03 . 9922 . C29 . ol . ts 

Start 210 

GI 5509260 

Exons 210.. 707, 260. .466, 530. .688 
GI Descrip. 



Seq. ID OJ990317_03.9922.C29 
Strand 
End 

Method 
End 
Score 



1459 

TBLASTX : Soybean 

707 

427 



Seq. No. 



14893 



Seq. ID OJ990317_03.9922.C29 



15584 




Gene No. 


31668 




Strand 








Start 


932 




End 


1459 






Name 


OJ990317 03. 9922.C29.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


249 




End 


557 






GI 


none 




Score 


399 






Exons 


249. .557, 296. .556 












Seq. -No. 


14893 * 




Seq. ID 


OJ990317 


_03.9922 


.C29 


Gene No. 


31668 




Strand 








Start 


932 




End 


1459 






Name 


OJ990317 03. 9922.C29.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


332 




End 


596 






GI 


none 




Score 


244 






Exons 


332. .463, 333. .596, 426. 


.596 








Seq. No. 


14893 




Seq. ID 


OJ990317 


_03.9922 


.C29 


Gene No. 


31668 




Strand 








Start 


932 




End 


1459 






Name 


OJ990317 03. 9922.C29.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


377 




End 


932 






GI 


none 




Score 


307 






Exons 


377. .466, 378. .722, 531. 


.698, 708.. 932 








Seq. No. 


14893 




Seq. ID 


OJ990317 


_03.9922 


.C29 


Gene No. 


31668 




Strand 








Start 


932 




End 


1459 






Name 


OJ990317 03. 9922.C29.ol. 


tm 


Method 


TBLASTX : 


Maize 




Start 


759 




End 


1150 






GI 


none 




Score 


603 






Exons 


759. .1148, 761. .1150, 761.. 


1078, 876.. 


1148 






Seq. No. 


14893 




Seq. ID 


OJ990317 


_03.9922 


.C29 


Gene No. 


31668 




Strand 








Start 


932 




End 


1459 






Name 


OJ990317 03.9922.C29.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


858 




End 


1247 






GI 


none 




Score 


300 






Exons 


858. .1247, 995. .1078, 1157. 


.1237 








Seq. No. 


14893 




Seq. ID 


OJ990317 


_03.9922 


.C29 


Gene No. 


31668 




Strand 








Start 


932 




End 


1459 






Name 


OJ990317 03.9922.C29.ol. 


gp 


Method 


AAT/GAP 






Start 


932 




End 


1386 






GI 


36280 1.R1084 




Score 


854 






Exons 


932. .1386 












GI Descrip. 


' 529597 1/dbj |BAA81872.1| 


l. 


Oe-81 (AB026295) EST 


D24315 (R1718) 




corresponds to a region 


of 


the predicted gene.; 


Similar 


to 




Tobacco DNA for retroviral- 


like transposon Tnt 


1-94 . (X13777) 




[Oryza sativa] 1 












Seq. No. 


14893 




Seq. ID 


OJ990317 


_03.9922 


.C29 


Gene No. 


31668 




Strand 








Start 


932 




End 


1459 






Name 


OJ990317 03. 9922.C29.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


933 




End 


1244 






GI 


none 




Score 


64 







15585 



Exons 



933.. 1040, 1065.. 1244 



Seq. No. 14893 

Gene No. 31668 

Start 932 

Name OJ990317_03 . 9922 . C29 . ol . tc 

Start 1065 

GI none 
Exons 



Seq. ID OJ990317_03.9922.C29 
Strand 

End 14 59 

Method TBLASTX : Cress 

End 1443 

Score 24 8 



1065. .1352, 1127. .1237, 1262. .1351, 1361. .1438, 1362. .1442, 
1420. .1443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14893 
31668 
932 

OJ990317_03.9922.C29.o3.tm 

1151 

none 



Seq. ID OJ990317_03.9922.C29 
Strand 

End 1459 

Method TBLASTX : Mai ze 

End 1459 

Score 314 



1151. .1447, 1152. .1448, 1340. .1459 



Seq. ID OJ990317_03.9922.C30 

Strand + 

End 83 

Method AAT/NAP . 

End 83 

Score 126 



14894 
31669 
1 

OJ990317_03. 9922 .C30.ol.np 
1 

5295971 
1..83 

(AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



14894 
31670 
1560 

OJ990317_03.9922.C30.ol.gs 

1560 

none 



Seq. ID OJ990317_03.9922.C30 
Strand 

End 3634 

Method GENSCAN 

End 3634 

Score .85 



1560. .1805, 1830. .1950, 2728 .. 284 8 , 34 51 . .3634 



Seq. No. 14895 

Gene No. 31671 

Start 406 

Name OJ990317_03 . 9922 . C33 . ol . gs 

Start 406 

GI none 

Exons 406.. 648 



Seq. ID OJ990317_03. 9922.C33 
Strand 

End 648 

Method GENSCAN 

End 64 8 

Score .85 



Seq. No. 14896 

Gene No. 31672 

Start ' 1 

Name OJ990317_03 . 9922 . C34 . ol . np 

Start 1 

GI 5734727 

Exons 1..222, 259.. 661 

GI Descrip. (AC007259) Very similar to receptor-like protein kinases 
[Arabidopsis thaliana] 



Seq. ID OJ990317_03.9922.C34 

Strand + 

End 1193 

Method AAT/NAP 

End 661 

Score 338 



Seq. No. 



14896 



Seq. ID OJ990317_03.9922.C34 



15586 



Gene No. 31672 Strand + 

Start 1 End 1193 

Name OJ990317_03 . 9922 . C34 . o2 . np Method AAT/NAP 

Start 1 End 1193 

GI 6630693 Score 204 

Exons 1..663, 827.. 1193 

GI Descrip. (AP000969) Similar to CRINKLY4 precursor. (U67422) [Oryza 
sativa] 



Seq. No. 14896 

Gene No. 31672 

Start 1 

Name OJ990317_03 . 9922 . C34 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990317_03.9922.C34 

Strand + 

End 1193 

Method TBLASTX : Maize 

End 654 

Score 165 



1..237, 3. .137, 352. .498, 352. .498, 541. .654, 546. .650 



Seq. No. 14896 

Gene No. 31672 

Start 1 

Name OJ990317_03 . 9922 . C34 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ990317_03.9922.C34 

Strand + 

End 1193 

Method TBLASTX : Soybean 

End 657 

Score 167 



1..237, 352. .540, 540. .656, 541. .657 



I'll 

Q 
Ul 



Seq. No. 14896 

Gene No. 31672 

Start 1 " 

Name OJ990317_03 . 9922 . C34 . ol . tc 

Start 1 

GI none 
Exons 



Seq. ID OJ990317_03. 9922.C34 

Strand + 

End 1193 

Method TBLASTX: Cress 

End 657 

Score 156 



1..237, 9. .155, 352. .498, 526. .657 



Seq. No. 14896 

Gene No. 31672 

Start 1 

Name OJ990317_03 . 9922 . C34 . ol . gs 

Start 70 

GI none 

Exons 70.. 639, 674.. 1072 

Seq. No. 14896 

Gene No. 31672 

Start 1 

Name OJ990317_03 . 9922 . C34 . ol . tw 

Start 328 

GI none 

Exons 328.. 498, 352.. 510 



Seq. ID OJ990317_03.9922.C34 

Strand + 

End 1193 

Method GENSCAN 

End 1072 

Score .85 



Seq. ID OJ990317_03. 9922.C34 

Strand + 

End 1193 

Method TBLASTX: Wheat 

End 510 

Score 185 



Seq. No. 14897 

Gene No. 31673 

Start 243 

Name OJ990317_03 . 9922 . C35 . ol . gs 

Start 243 

GI none 

Exons 243.. 312 



Seq. ID OJ990317_03. 9922.C35 

Strand + 

End 312 

Method GENSCAN 

End 312 

Score .99 



15587 




Seq. No. 


14897 








Seq. ID 


OJ990317_03.9922.C35 


Gene No. 


31674 








Strand 


+ 


Start 


3730 








End 


3939 


Name 


OJ990317 03 


. 9922. 


C35.o2 


. qs 


Method 


GENSCAN 


Start 


3730 








End 


3939 


GI 


none 








Score 


.58 


Exons 


3730. .3939 












Seq. No. 


14897 








Seq. ID 


OJ990317 03.9922.C35 


Gene No. 


31675 








Strand 


+ 


Start 


3858 








End 


7217 


Name 


OJ990317 03 


. 9922. 


C35.o2 


.np 


Method 


AAT/NAP 


Start 


3858 








End 


7217 


GI 


6714300 








Score 


195 


Exons 


3858 . . 3883, 


6732. 


.6976, 


7028. 


.7217 




GI Descrip. 


(AC013354) 


F15H1E 


.11 [Arabidopsis thaliana] 


Seq. No. 


14897 








Seq. ID 


OJ990317_03.9922.C35 


Gene No. 


31675 








Strand 


+ 


Start 


3858 








End 


7217 


Name 


OJ990317 03 


.9922. 


C35.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


6047 








End 


6480 


GI 


none 








Score 


50 


Exons 


6047 . . 6103, 


6054 . 


.6107, 


6107. 


.6190, 6108. .6194, 6194. .6241, 




6197. .6256, 


6251. 


.6334, 


6364 . 


.6480, 6375. .6479 


Seq. No. 


14897 








Seq. ID 


OJ990317_03.9922.C35 


Gene No. 


31675 








Strand 


+ 


Start 


3858 








End 


7217 


Name 


OJ990317 03 


. 9922. 


C35.o3 


.gs 


Method 


GENSCAN 


Start 


6056 








End 


7204 


GI 


none 








Score 


.8 


Exons 


6056. . 6354, 


6453. 


. 6555, 


6699. 


.6891, 7061. .7204 


Seq. No. 


14897 








Seq. ID 


OJ990317_03.9922.C35 


Gene No. 


31675 








Strand 


+ 


Start 


3858 








End 


7217 


Name 


OJ990317 03 


.9922. 


C35.ol 


np 


Method 


AAT/NAP 


Start 


6057 








End 


6496 


GI 


6598810 








Score 


183 


Exons 


6057. . 6496 












GI Descrip. 


(AF024504) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


14897 








Seq. ID 


OJ990317_03.9922.C35 


Gene No. 


31675 








Strand 


+ 


Start 


3858 








End 


7217 


Name 


OJ990317 03 


.9922. 


C35.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


6090 








End 


6489 


GI 


none 








Score 


105 


Exons 


6090. . 6194, 


6092. 


.6193, 


6251. 


.6355, 6331. .6357, 6360. .6488, 




6361 . . 6489, 


6361. 


.6489 








Seq. No. 


14897 








Seq. ID 


OJ990317_03. 9922.C35 


Gene No. 


31675 








Strand 


+ 


Start 


3858 








End 


7217 


Name 


OJ990317 03 


.9922. 


C35.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


6729 








End 


7099 



15588 



GI 


none 






Score 


173 


Exons 


6729.. 6914, 6752 


. .6928, 


6974. . 


7099 




Seq. No. 


14897 






Seq. ID 


OJ990317_03 . 9922 . C35 


Gene No. 


31675 






Strand 


+ 


Start 


3858 






End 


7217 


Name 


OJ990317 03.9922 


.C35.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


6743 






End 


7099 


GI 


none 






Score 


135 


Exons 


6743.-6868, 6744 


. .6914, 


6920. . 


6973, 7034. .7099- ... 


Seq. No. 


14897 






Seq. ID 


OJ990317_03.9922.C35 


Gene No. 


31675 






Strand 


+ 


Start 


3858 






End 


7217 


Name 


OJ990317 03.9922 


.C35.o2< 


.tm - 


Method 


TBLASTX: Maize 


Start 


6744 






End 


7099 


GI 


none 






Score 


149 


Exons 


6744. .6914, 6755 


. .6928, 


6926. . 


6970, 7031.. 7099 


Seq. No. 


14898 






Seq. ID 


OJ990317_03.9922.C36 


Gene No. 


31676 






Strand 


+ 


Start 


110 






End 


1541 


Name 


OJ990317 03.9922 


-C36.ol. 


.np 


Method 


AAT/NAP 


Start 


110 






End 


1541 


GI 


6630693 






Score 


51 


Exons 


110. .358, 1512.. 


1541 








GI Descrip. 


(AP000969) Similar to CRINKLY4 


[ precursor. (U67422) [Oryza 




sativa] 










Seq. No. 


14898 






Seq. ID 


OJ990317J33. 9922.C36 


Gene No. 


31677 






Strand 




Start 


130 






End 


1541 


Name 


OJ990317 03.9922 


.C36.ol, 


.gs 


Method 


GENSCAN 


Start 


130 






End 


1541 


GI 


none 






Score 


.55 


Exons 


130.. 385, 1402.. 


1541 









Seq. No. 14899 Seq. ID OJ990317 

Gene No. 31678 Strand + 

Start 3445 End 6148 

Name OJ990317_03 . 9922 . C37 . ol . np Method AAT/NAP 

Start 3445 End 6148 

GI 6539558 Score 451 

Exons 3445. .3953, 4209. .4467, 5554. .6148 

GI Descrip. (AP000836) 
sativa] 



03.9922.C37 



Similar to putative polyprotein (AC006248) [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14899 
31679 
8519 

OJ990317_03.9922.C37.o2.np 



Seq. ID OJ990317_03.9922.C37 

Strand + 

End 8960 

Method AAT/NAP 

End 8960 

Score 91 



8519 
6598399 
8519. .8960 

(AC003952) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



15589 




Seq. No. 


14899 


Seq. ID 


OJ990317 


_03. 9922.C37 


Gene No. 


31680 


Strand 


+ 




Start 


15739 


End 


16101 




Name 


OJ990317 03. 9922.C37.o4 .gs 


Method 


GEN SCAN 




Start 


15739 


End 


16101 




GI 


none 


Score 


. 6 




Exons 


15739. . 16101 








Seq. No. 


14899 


Seq. ID 


OJ990317 


03. 9922. C37 


Gene No. 


31681 


Strand 


+ 




Start 


17324 


End 


18869 




Name 


OJ990317 03. 9922.C37 .o3.np 


Method 


AAT/NAP 




Start 


17324 


End 


18869 




GI 


6721547 


Score 


80 




Exons 


17324. .17425, 18802. .18869 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


14899 


Seq. ID 


OJ990317 


03.9922.C37 


Gene No. 


31682 


Strand 






Start 


17894 


End 


18379 




Name 


OJ990317 03. 9922.C37.ol.ts 


Method 


TBLASTX : 


Soybean 


Start 


5807 


End 


6142 




GI 


5509260 


Score 


228 




Exons 


5807 .. 614 2, 5932. . 6066 








GI Descrip. 










Seq. No. 


14899 


Seq. ID 


OJ990317 


03.9922.C37 


Gene No. 


31682 


Strand 






Start 


17894 


End 


18379 




Name 


OJ990317 03. 9922.C37.ol.tm 


Method 


TBLASTX: 


Mai ze 


Start 


5833 


End 


6152 




GI 


none 


Score 


100 




Exons 


5833.. 6132, 5837.. 6142, 5837 


..6082, 5B< 


17. .5870, 


5854 . . 6144, 




5931 . . 6152 








Seq. No. 


14899 


Seq. ID 


OJ990317 


_03.9922.C37 


Gene No. 


31682 


Strand 






Start 


17894 


End 


18379 




Name 


OJ990317 03. 9922.C37.o5.gs 


Method 


GEN SCAN 




Start 


17894 


End 


18379 




GI 


hone 


Score 


.73 




Exons 


178 94. .17971, 18173.. 1827 3, 


18289. . 18379 




Seq. No. 


14900 


Seq. ID 


OJ990317 


_03.9922.C38 


Gene No. 


31683 


Strand 






Start 


187 


End 


2195 




Name 


OJ990317 03. 9922.C38.ol.gs 


Method 


GENSCAN 




Start 


187 . ~~ 


End 


2195 




GI 


none 


Score 


.57 




Exons 


187. .300, 1189. .1307, 1370.. 


1602, 1710. 


.2195 




Seq. No. 


14901 


Seq. ID 


OJ990317 


_03.9922.C39 


Gene No. 


31684 


Strand 


+ 




Start 


8730 


End 


15605 




Name 


OJ990317 03. 9922.C39.o2.gs 


Method 


GENSCAN 




Start 


8730 


End 


15605 




GI 


none 


Score 


.42 





15590 




Exons 8730.. 8944, 8985.. 9262, 9493.. 9735, 11388 .. 114 34 , 11817 .. 11987 , 

12816. .12824, 13130 .. 13331, 13662 13742, 144 99 14578 , 
14611. .14931, 14940. . 15409, 15593.. 15605 



Seq. No. 


14901 




Seq. ID 


OJ990317_03.9922. 


C39 


Gene No . 


31685 




Strand 






Start 


521 




End 


6545 




Name 


OJ990317 03.9922.C39.ol 


. np 


Method 


AAT/NAP 




Start 


521 




End 


5112 




GI 


4680179 




Score 


4575 




Exons 


521. .3938, 4041. .5112 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


14901 




Seq. ID 


OJ990317_03.9922. 


C39 


Gene No. 


31685 




Strand 






Start 


521 




End 


6545 




Name 


OJ990317 03.9922.C39.ol 


. gs 


Method 


GEN SCAN 




Start 


550 




End 


6545 




GI 


none 




Score 


.7 




Exons 


550. .1238, 1305. .5155, 


5589. . 


5816, 5840.. 5930, 6156.. 6406, 




6472. .6545 










Seq. No. 


14901 




Seq. ID 


OJ990317_03.9922. 


C39 


Gene No. 


31686 




Strand 






Start 


9255 




End 


12020 




Name 


OJ990317 03.9922.C39.o2 


.np 


Method 


AAT/NAP 




Start 


9255 




End 


12020 




GI 


5922623 




Score 


185 




Exons 


92S5..9357, 10997 .. 11073, 11261 .. 11424 , 


11946. .12020 




GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 






gi I 6016856 |dbj IBAA85199 


.11 (AP000570) hypothetical protein 




[Oryza sativa] 










Seq. No. 


14901 




Seq. ID 


OJ990317_03.9922. 


C39 


Gene No. 


31687 




Strand 






Start 


16317 




End 


17312 




Name 


OJ990317 03.9922.C39.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


565 




End 


897 




GI 


none 




Score 


114 




Exons 


565. .897, 586. .735, 617 


. .802, 


790. .858 






Seq. No. 


14901 




Seq. ID 


OJ990317_03.9922. 


C39 


Gene No . 


31687 




Strand 






Start 


16317 




End 


17312 




Name 


OJ990317 03.9922.C39.o8 


.tm 


Method 


TBLASTX :Maize 




Start 


580 




End 


741 




GI 


none 




Score 


93 




Exons 


580. .738, 583. .741 










Seq. No. 


14901 




Seq. ID 


OJ990317_03.9922. 


C39 


Gene No. 


31687 




Strand 






Start 


16317 




End 


17312 




Name 


OJ990317 03.9922.C39.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


748 




End 


1341 




GI 


none 




Score 


89 




Exons 


748. .1185, 758. .967, 1004. .11 


86, 1043.. 


1186, 1183. .1341, 





1190. .1336 



15591 



Seq. No. 14901 

Gene No. 31687 

Start 16317 

Name OJ990317_03 . 9922 . C39 . ol . tw 

Start 898 

GI .■' none 
Exons 



Seq. ID OJ990317_03.9922.C39 
Strand 

End 17312 

Method TBLASTX : Wheat 

End 1524 

Score 152 



898.. 1524, 949.. 1377, 1022.. 1429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14901 
31687 
16317 

OJ990317_03. 9922.C39.o4 . tm 

1393 

none 



Seq. ID OJ990317_03.9922.C39 
Strand 

End 17312 

Method TBLASTX : Maize 

End 1683 

Score 53 



1393. .1683, 1397. .1441, 1493. .1672 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14901 
31687 
16317 

OJ990317_03.9922.C39.o2.ts 

1483 

none 



Seq. ID OJ990317_03.9922.C39 
Strand 

End 17312 

Method TBLASTX : Soybean 

End 1738 

Score 73 



1483. .1611, 1483. .1731, 1493. .1738 



Seq. No. 14901 

Gene No. 31687 

Start 16317 

Name OJ990317_03 . 9922 . C39 . ol . tc 

Start 1507 

GI none 
Exons 



Seq. ID OJ990317_03. 9922.C39 
Strand 

End 17312 

Method * TBLASTX : Cress 

End 1824 

Score 91 



1507. .1650, 1523. .1648, 1651. .1824, 1705. .1803 



Seq. No. 14901 

Gene No. 31687 

Start 16317 

Name OJ990317_03 . 9922 . C39 . o3 . tw 

Start 1531 

GI none 

Exons 1531.. 2055, 1535.. 1903 



Seq. ID OJ990317_03.9922.C39 
Strand 

End 17312 

Method TBLASTX : Wheat 

End 2055 

Score 262 



Seq. No. 14901 

Gene No. 31687 

Start 16317 

Name OJ990317_03 . 9922 . C39 . o2 . tm 

Start 2098 

GI none 

Exons 2098. .2451, 2150. .2449 



Seq. ID OJ990317_03.9922.C39 
Strand 

End 17312 

Method TBLASTX : Maize 

End 2451 

Score 223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14901 
31687 
16317 

OJ990317_03. 9922 .C39.o2.tw 

2098 

none 



Seq. ID OJ990317_03.9922.C39 
Strand 

End 17312 

Method TBLASTX : Wheat 

End 2524 

Score 112 



2098. .2523, 2100. .2462, 2113. .2466, 2135. .2524 



15592 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14901 
31687 
16317 

OJ990317_03. 

2272 

none 

2272. .2517 



9922.C39.o3.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_03.9922.C39 
17312 

TBLASTX : Soybean 

2517 - 

214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14901 
31687 
16317 

OJ990317_03, 

2488 

none 

2488. .2823, 



9922.C39.o3.tm 



2809. .2988 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_03.9922.C39 
17312 

TBLASTX: Maize 

2988 

159 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



14901 
31687 
16317 

OJ990317_03. 

2530 

none 

2530. .2826, 



9922.C39.o6.tw 



2567. .2782 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_03.9922.C39 
17312 

TBLASTX: Wheat 

2826 

178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14901' 
31687 
16317 

OJ990317_03. 

2539 

none 

2539. .2898, 



9922.C39.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_03.9922.C39 
17312 

TBLASTX: Soybean 

2934 

146 



2567. .2782, 2590. .2898, 2902. .2934, 2902. .2934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14901 
31687 
16317 

OJ990317_03. 

2875 

none 

2875. .3357, 



9922.C39.o4.tw 



2890. .3330, 2903. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3358 



OJ990317_03 . 9922 . C39 
17312 

TBLASTX: Wheat 

3358 

154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14901 
31687 
16317 

OJ990317_03. 

3058 

none 

3058. .3345, 



9922.C39.o5.tm 



3059. .3244 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_03.9922.C39 
17312 

TBLASTX: Maize 

3345 

180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14901 
31687 
16317 

OJ990317_03, 

3505 

none 

3505. .3669, 



9922.C39.o7.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_03. 9922.C39 
17312 

TBLASTX: Wheat 

3904 

82 



3554.. 3673, 3682.. 3903, 3749.. 3904 



Seq. No. 



14901 



Seq. ID OJ990317_03. 9922.C39 



15593 



Gene No. 31687 Strand 

Start 16317 End 

Name OJ990317_03 . 9922 . C39 . o7 . tm Method 

Start 3586 End 

GI none Score 

Exons 3586.. 3909, 3797.. 3910 



17312 

TBLASTX: Maize 

3910 

66 



Seq. No. 14901 Seq. ID 

Gene No. 31687 Strand 

Start 16317 End 

Name OJ990317_03 . 9922 . C39 . 06 . tm Method 

Start 4219 End 

GI none Score 

Exons 4219.. 4620 



OJ990317_03.9922.C39 
17312 

TBLASTX: Maize 

4620 

241 



Seq. No. 14901 Seq. ID 

Gene No. 31687 Strand 

Start 16317 End 

Name OJ990317_03 . 9922 . C39 . 08 . tw Method 

Start 4501 End 

GI none Score 

Exons 4501.. 4866, 4760.. 4861 



OJ990317_03.9922.C39 
17312 

TBLASTX: Wheat 

4866 

57 



Seq. No. 14901 Seq. ID 

Gene No. 31687 Strand 

Start 16317- End 

Name OJ990317_03 . 9922 . C39 . o3 . gs Method 

Start 16317 End 

GI none Score 
Exons 



OJ990317_03.9922.C39 

17312 
GENSCAN 
17312 
.96 



16317. 
17139. 



.16502, 16582, 
.17312 



.16680, 16775. . 16847, 1 6932 ... 17042, 



Seq. No. 14902 Seq. ID 

Gene No. 31688 Strand 

Start 9 End 

Name OJ990317_03 . 9922 . C44 . ol . gs Method 

Start 9 End 

GI none Score 

Exons 9.. 197 



OJ990317_03. 9922.C44 
197 

GENSCAN 

197 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14903 
31689 
3389 

OJ990317_02 . 9922 . CI . ol . np 

3389 

2245029 



Seq. ID OJ990317_02. 9922. CI 



Strand 
End 

Method 

End 

Score 



+ 

7785 
AAT/NAP 
7785 
53 



3389. .3418, 6016. .6151, 6318. .6449, 7665. .7785 

(Z97341) limonene cyclase like protein [Arabidopsis thaliana] 



14904 Seq. ID 

31690 Strand 

28 End 

OJ990317_02 . 9922 . C2 . ol . gs Method 

28 End 

none Score 
28. .421 



OJ990317_02. 9922.C2 
421 

GENSCAN 

421 

.54 



15594 




Seq. No. 


14905 


Seq. ID 


OJ990317_ 


02. 9922. C3 


Gene No. 


31691 


Strand 


+ 




Start 


61 


End 


258 




Name 


OJ990317 02 . 9922 .C3 . ol .gs 


Met - hod 


GENSCAN 




Start 


61 ~~ 


End 


258 




GI 


none 


Score 


. 71 




Exons 


61 . . 152, 210. . 258 








Seq. No. 


14906 


Seq. ID 


OJ990317_ 


02. 9922. C4 


Gene No. 


31692 


Strand 


+ 




Start 


382 


End 


799 




Name 


OJ990317 02 9922 C4 ol as 


Met - hod 


GENSCAN 




Start 


382 ~~ 


End 


799 




GI 


none 


Score 


. 75 




Exons 


382 575, 637 799 








Seq . No . 


14907 


Seq. ID 


OJ990317 


02 9922 C5 


Gene No. 


31693 


Strand 






Start 


1050 


End 


1686 




Name 


OJ990317 02.9922.C5.ol.np 


Method 


AAT/NAP 




Start 


1050 


End 


1 686 




GI 


5042454 


Score 


162 




Exons 


1050. .1224, 1632. .1686 








GI Descr ip . 


(AC007789) putative polyprotein [Oryza 


ca f -j vpi 1 

h?Cl 1. J. v a J 




Seq. No. 


.14907 


Seq. ID 


OJ990317_ 


02. 9922. C5 


Gene No. 


31694 


Strand 






Start 


546 


End 


1239 




Name 


OJ990317 02. 9922.C5.ol.gs 


Method 


GRNSPAM 




Start 


546 


End 


1239 




GI 


none 


Score 


. 84 




Exons 


546. .736, 1011. .1239 








Seq. No. 


14908 


Seq. ID 


OJ990317_ 


02. 9922. C6 


Gene No. 


31695 


Strand 


+ 




Start 


2325 


End 


8420 




Name 


OJ990317 02.9922.C6.ol.gs 


Method 


\JJ 1_J LN O \>riH 




Start 


2325 


End 


8420 




GI 


none 


Score 


. 72 




Exons 


2325. .5123, 5259. .8420 








Sea No 


14908 


Seq. ID 


OJ990317_ 




Gene No . 


31695 


Strand 


+ 




Start 


2325 


End 


8420 




Name 


OJ990317 02.9922.C6.ol.np 


Method 


AAT/NAP 




Start 


2325 


End 


8384 




GI 


5922631 


Score 


6673 




Exons 


2325. .2449, 2708. .2955, 3190. 


.3392, 3438. .4009, 


4052. .4200,. 




4327.. 5250, 5857.. 8384 








GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) 


correspond to 




region of the predicted gene. 


; similar 


to prpol; 


Zea mays 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



15595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14908 Seq. ID 

31696 Strand 
13223 End 
OJ990317_02 . 9922 . C6 . ol . gp Method 
12992 End 
uC-osf Icypl77g01al Score 
12992. . 13138 

'4884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein- MipH [Mesembryanthemum crystallinum] 1 



OJ990317_02.9922.C6 
+ 

19476 
AAT/GAP 
13138 
241 



14908 Seq. ID 

31696 Strand 

13223 End 

OJ990317JD2.9922 .C6.o3.gs Method 

13223 End 

none Score 



OJ990317_02. 9922.C6 
+ 

19476 
GENSCAN 
19476 
.71 



13223. .13274, 13512. .13690, 13882. .13932, 144 92. .14 626, 
15333. .15530, 17438. .17 602, 17801. .17976, 18734. .18914, 
19426. . 19476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14908 
31697 
8737 

OJ990317 

8737 

none 



OJ990317 02. 9922. C6 



Seq. ID 
Strand 

End 11677 
Method GENSCAN 
End 11677 
Score .78 

8737.. 9185, 9258.. 9362, 9435.. 9624, 9699.. 9886, 10006 .. 10594 , 
10792. .11126, 1154 8. .11677 



_02.9922.C6.o2.gs 



Seq. No. 14908 

Gene No. 31697 

Start 8737 

Name OJ990317_02 . 9922 . C6 . o2 . np 

Start 8740 

GI 6691716 

Exons 8740.. 9185, 9258.. 9370, 9521 

10419. .10594, 10792. .11677 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317 02. 9922. C6 



11677 
AAT/NAP 
11677 
2280 



9624, 9699.. 9893, 10070 .. 10337 , 





gil 6691717 | db j |BAA89397.1| 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


14908 


Seq. ID 


OJ990317_02. 


.9922.C6 


Gene No. 


31698 


Strand 






Start 


15252 


End 


18889 




Name 


OJ990317 02. 9922.C6.o3.np 


Method 


AAT/NAP 




Start 


15252 


End 


18889 




GI 


4455232 


Score 


63 




Exons 


15252. .15292, 17182 .. 1732 6, 


18861. .188 


89 




GI Descrip. 


(AL035523) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


14908 


Seq. ID 


OJ990317_02, 


,9922. C6 


Gene No. 


31699 


Strand 






Start 


20870 


End 


20946 




Name 


OJ990317 02. 9922.C6.o7.tw 


Method 


TBLASTX: Wheat 


Start 


3614 


End 


4016 




GI 


none 


Score 


297 




Exons 


3614. .3922, 3615. .4016 









15596 




Seq. No. 


14908 








Seq. ID 


OJ990317_02 . 9922 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


QJ990317 02 


.9922 


.C6.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


4590 








End 


5047 




GI 


none 








Score 


149 




Exons 


4590. .4766, 


4811 


. .5047, 


4815. 


.5045 






Seq. No. 


14908 








Seq. ID 


OJ990317 02. 9922. C6 


Gene No. 


31699 








Strand 


— 




Start 


20870 








End 


20946 




Name 


OJ990317 02 


.9922 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5267 








End 


5723 




GI 


none 








Score 


497 




Exons 


5267. .5722, 


5268 


. .5723 










Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


.9922 


,C6.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


5307 








End 


5672 




GI 


none 








Score 


138 




Exons 


5307. .5531, 


5538 


. .5672 










Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02, 


.9922 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5397 








End 


5753 




GI 


none 








Score 


375 




Exons 


5397. .5753, 


5438 


. .5743, 


5460. 


.5753 






Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922, 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


.9922 


,C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5838 








End 


6262 




GI 


none 








Score 


446 




Exons 


5838. .6257, 


5882 


. .6262, 


5957. 


.6262 






Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922. 


■ C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


,9922 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5916 








End 


6317 




GI 


none 








Score 


318 




Exons 


5916. . 6317, 


5933 


. .6076, 


5949. 


.6158, 6113.. 6283 




Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922, 


■ C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


,9922 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5984 








End 


6428 




GI 


none 








Score 


272 




Exons 


5984. .6238, 


5985 


. . 6239, 


6260. 


.6391, 6261. .6404, 6402. .6428 



15597 




Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02 


.9922, 


.C6.08. 


tw 


Method 


TBLASTX: Wheat 




Start 


6267 








End 


6552 




GI 


none 








Score 


270 




Exons 


6267. .6548, 


6276, 


. .6536, 


6454. 


. 6552 






Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


.9922, 


.C6.o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


6543 








End 


6931 




GI 


none 








Score 


88 




Exons 


6543. .6647, 


6551, 


. .6931, 


6687. 


.6929 






Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02, 


.9922, 


.C6.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6552 








End 


6974 




GI 


none 








Score 


414 




Exons 


6552. .6974, 


6560, 


. .6964 










Seq. No. . 


14908 








Seq. ID 


OJ990317_02.9922 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02, 


.9922, 


.C6.06. 


tm 


Method 


TBLASTX: Maize 




Start 


6605 








End 


6878 




GI 


none 








Score 


124 




Exons 


6605. . 6775, 


6606, 


. . 6776, 


6780. 


.6878, 6812.. 6877 




Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922 


,C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


.9922, 


.C6.0IO 


. tw 


Method 


TBLASTX: Wheat 




Start 


6990 








End 


7289 




GI 


none 








Score 


134 




Exons 


6990. .7124, 


7158. 


. .7289 










Seq. No. 


14908 








Seq. ID 


OJ990317_02. 9922 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02, 


. 9922. 


,C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7287 








End 


7649 




GI 


none 








Score 


452 




Exons 


7287. .7610, 


7307, 


. .7597, 


7 601. 


.7648, 7602. .7649 




Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


, 9922. 


,C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7292 








End 


7679 




GI 


none 








Score 


425 




Exons 


7292. .7603, 


7293, 


, .7679, 


7494 . 


.7679 






Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922 


.C6 



15598 




Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


9922 


.C6.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


7751 








End 


8024 




GI 


none 








Score 


95 




Exons 


7751. .7849, 


7752 


. .7850, 


7841 


..7927, 7845. .7928, 7938. .8024 


Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922, 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


9922 


.C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7794 








End 


8408 




GI 


none 








Score 


271 




Exons 


7794. .8072, 


7955 


. .8056, 


8127 


..8285, 8271. .8408, 8282. .8404 


Seq. No. 


14908 








Seq. ID 


OJ990317JD2.9922, 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


9922 


.C6.o5. 


tm 


. Method 


TBLASTX: Maize 




Start 


8136 








End 


8369 




GI 


none 








Score 


152 




Exons 


8136. .8288, 


8237 


. .8287, 


8267 


..8368, 8268. .8369 




Seq. No. 


14908 








Seq. ID 


OJ990317_02.9922. 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


9922 


.C6.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


11267 








End 


11557 




GI 


none 








Score 


208 




Exons 


11267. .11557 














Seq. No. 


14908 








Seq. ID 


OJ990317_02. 9922 


.C6 


Gene No. 


31699 








Strand 






Start 


20870 








End 


20946 




Name 


OJ990317 02. 


9922 


.C6.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


17490 








End 


17909 




GI 


none 








Score 


115 




Exons 


17490. .17612 


, 17495. .17614, 


17531. .17614, 17704. .17802, 






17705. .17803 


, 17804. .17866,. 


17808. .17864, 17870 .. 17905, 





17874 . .17909 



Seq. No. 14908 Seq. ID 

Gene No. 31699 Strand 

Start 20870 End 

Name OJ990317_02 . 9922 . C6 . o4 . gs Method 

Start 20870 End 

GI none Score 

Exons 20870.. 20946 



OJ990317_02.9922.C6 

20946 
GENSCAN 
20946 
. 69 



Seq. No. 14909 Seq. ID 

Gene No. 31700 Strand 

Start 411 End 

Name OJ990317_02 . 9922 . C7 . ol . gs Method 

Start 411 End 

GI none Score 

Exons 411.. 491 



OJ990317_02.9922.C7 
+ 

491 

GENSCAN 

491 

.52 



15599 




Seq. No. 


14909 








Seq. ID 


OJ990317 


_02. 


9922 


.C7 


Gene No. 


31701 








Strand 


+ 








C f- y-4- 


^4 Qfi 










4 








Name 


WU.7.7UJ-L/ . 


QQ99 

.7 .7 £. £. . 


P7 r>9 
^ / ■ Ut . 


gs 


Mpf hr>H 


V3 Cj ln o \^t\V* 








OLdlL 


"34 Qfi ~~ 








Hi I l\J. 


J314 








V?l 


none 










. J -L 








Exons 


J4 3D . • JJJO, 


J O \J • 


. J j X *i 














Seq. No. 


14909 








Seq. ID 


OJ990317 


_02. 


9922 


.C7 


Gene No. 


31702 








Strand 


+ 










4 ft ftft 

H O O O 








End 


8284 








Name 


UJ^jUjI / Ut . 


QQ99 


P7 r> ^ 


gs 


Method 


GEN SCAN 








otait 


d pop ~~ 
fl 0 o o 








End 


8284 










none 








Score 


.54 








Exons 


A O Op A QRO 
*iOOO. . fi .7 J U , 


fift ^ 

UO JJ • 


7 fift 4 


77 77 


.7912, 7998.. 8110, 


8123. .8284 


Seq. No. 


14909 








Seq. ID 


OJ990317 


_02. 


9922 


.C7 


Gene No. 


31703 








Strand 










Of--) y-f- 


7 9 fiQ 
f z. o y 








End 


7713 








Name 


n TQQO^I 7 09 


QQ99 


P7 r, 7 
^ / . U J i 




Method 


AAT/GAP 








Cf a r~f- 
OLdlL 


7 9 fiQ 








End 


7713 










none 








Score 


821 








Exons 


796Q 771 ^ 


















Seq. No. 


14909 








Seq. ID 


OJ990317 


_02. 


9922 


.C7 


Gene No. 


31704 








Strand 










Cf- a y-f- 

OlaiL 


Q9 SS 








End 


9596 








Name 


D.TQQO ^1 7 09 

VJU-7_7UJi/ . 


QQ99 


P7 n4 


< - 
9 s 


Method 


GENSCAN 








OlarL 










End 


9596 








PT 


none 








Score 


.9 








TT V r~i q 




Q4 £9 


. 7J7D 














Seq. No. 


14910 








Seq. ID 


OJ990317 


_02. 


9922 


.C8 


Gene No. 


31705 








Strand 










q +- -3 v-f- 


1 0R7 








End 


4321 








Name 


Pj.TQQO ^1 7 09 


QQ99 


Pft n1 


gs 


Method 


GENSCAN 








Of- -j >-4- 


1 0P.7 ~~ 








End 


4321 


















Score 


.79 








LiAUJlD 


1 087 1 4 ft ft 


^9T 7 


^9 Sfi 

• J ^. J O , 


^4 ^7 

J4 J / . 


,3553, 4284. .4321 








Seq. No. 


14911 








Seq. ID 


OJ990317 


_02. 


9922 


.C12 


Gene No. 


31706 








Strand 










Of- o y-f- 


9ft 








End 


540 








Name 


O.TQQO ^1 7 09 


9922. 


C12.ol 


. gs 


Method 


GENSCAN 










o o ~~ 
z 0 








End 


540 








PT 


none 








Score 


.67 








Exons 


9ft 1 "399 

to . . lO J, J^^ 


. .540 














Seq. No. 


14912 








Seq. ID 


OJ990317 


_02. 


9922 


.C13 


Gene No. 


31707 








Strand 










Start 


171 








End 


519 








Name 


OJ990317 02. 


9922. 


C13.ol 


.gs 


Method 


GENSCAN 








Start 


171 








End 


519 








GI 


none 








Score 


.55 








Exons 


171. .519 


















Seq. No. 


14913 








Seq. ID 


OJ990317_ 


_02. 


9922 


.C14 



15600 



si- 




Gene No. 


31708 


Strand 






Start 


290 


End 


1454 




Name 


OJ990317 02.9922.C14.ol.np 


Method 


AAT /NAP 




jtai l 


290 


End 








6907088 


Score 


190 




IT von Q 


290. .671, 1167. .1454 








(~L T Hd c: y~ i o 


(AP001129) hypothetical protein [Oryza 


oaf -i tt3 1 
OOll vdj 




Ocif-y Mn 


14913 


Seq. ID 




09 QQ99 PI 4 


(Zpnp l\Jo 


31708 


Strand 






Start 


290 


End. 


1454 




Name 


OJ990317 02.9922.C14.ol.gp 


Method 


AAT /GAP 




Start 


709 


End 


903 






5667165 


Score 


339 




V von c: 


709. .903 










5670155/gb|AF161269. 1 IAF161269 4 .0e-86 


Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 






14914 


Seq. ID 


OJ990317 


_02.9922.C15 


Gene No. 


31709 


Strand 


+ 




Start 


1818 


End 


8358 






OJ990317 02. 9922.C15.ol.gs 


Method 


GENSCAN 




O Lai L 


1818 


End 


7391 




f T 


none 


Score 


.45 




IT von q 


1818. .1989, 2164. .2322, 2487. 


.2653, 3057.. 4473, 


4897. .5269, 




5386. ..6557, 6624. .7391 








Q&rt Mo 

JCVj. IN (J • 


14914 


Seq. ID 


OJ990317_ 


_02.9922.C15 


Gene No . 


31709 


Strand 


+ 




Start 


1818 


End 


8358 




Name 


OJ990317 02.9922.C15.o2.np 


Method 


AAT /NAP 




Start 


1957 


End 


2737 




GI 


6002794 


Score 


1187 




Exons 


1957. .2737 








GI Descrip. 


(AF149813) unknown [Oryza sativa] 







Seq. No. 


14914 






Seq. ID 


OJ990317_02. 


9922 


.CIS 


Gene No. 


31709 






Strand 


+ 






Start 


1818 






End 


8358 






Name 


OJ990317 02 


.9922.C15.o3 


. np 


Method 


AAT /NAP 






Start 


3228 






End 


8358 






GI 


4680179 






Score 


3791 






Exons 


3228. .4284, 


4387. .7424, 


8176. 


.8358 








GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


14914 






Seq. ID 


OJ990317_02. 


9922 


.CIS 


Gene No. 


31710 






Strand 








Start 


1 






End 


819 






Name 


OJ990317 02 


.9922.C15.ol 


. np 


Method 


AAT /NAP 






Start 


1 






End 


819 






GI 


6907088 






Score 


508 






Exons 


1..99, 266. 


.506, 682.. 819 










GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


14914 






Seq. ID 


OJ990317_02. 


9922 


-CIS 


Gene No. 


31711 






Strand 








Start 


3447 






End 


4106 







15601 



z'r 



.1 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990317_02. 

3447 

none 

3447. .3650, 

14914 
31711 
3447 

OJ990317_02. 

3705 

none 

3705. .4106 

14914 
31712 
4415 

OJ990317_02. 

4415 

none 

4415. .4528, 

14914 
31712 
4415 

OJ990317_02; 

4421 

none 

4421. .4576, 

14914 
31713 
4968 

OJ990317_02. 

4968 

none 

4968. .5405, 

14914 

31713- 

4968 

OJ990317_02. 

4985 

none 

4985. .5266, 

14914 
31714 
5426 

OJ990317__02. 

5426 

none 

5426. .5479, 

14914 
31714 
5426 

OJ990317 02. 



9922.C15.o6.tw 
3464..356S, 3681. 

9922.C15.o5.tm 



9922.C15.o7.tm 
4416. .4739, 4422, 

9922.C15.o5.tw 
4422. .4643, 4652. 

9922.C15.o4.tw 
4982.. 5392, 4995. 

9922.C15.o4 . tm 
4986. .5267, 4986. 

9922.C15.o3.ts 
5443. .5565, 5471. 

9922.C15.o8.tw 



Method 
End 
Score 
.3824 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4739 

Seq. ID 

Strand 

End 

Method 

End 

Score 



TBLASTX: Wheat 

3824 

166 



OJ990317_02.9922.C15 
4106 

TBLASTX: Maize 

4106 

242 



OJ990317_02.9922.C15 
4820 

TBLASTX: Maize 

4739 

203 



OJ990317_02.9922.C15 
4820 

TBLASTX: Wheat 

4820 

163 



.4813, 4656. .4820 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_02.9922.C15 
5406 

TBLASTX: Wheat 

5406 

497 



,5405, 5011. .5406 



Seq. .ID 

Strand 

End 

Method 
End 
Score 
.5267 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5593 

Seq. ID 

Strand 

End 

Method 



OJ990317_02.9922.C15 
5406 

TBLASTX: Maize 

5267 

327 



OJ990317_02. 9922.C15 
5677 

TBLASTX : Soybean 

5593 

74 



OJ990317_02. 9922.C15 
5677 

TBLASTX: Wheat 



15602 



Start 
GI 

Exons 



5470 
none 

5470. .5565, 



5471. .5602 



End 
Score 



5602 
176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14914 
31714 
5426 

OJ990317_02. 

5471 

none 

5471. .5677, 



9922. CIS. o6.tm 



5488. .5673 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_02.9922.C15 
5677 

TBLASTX: Maize 

5677 

229 



Seq^ No. 

Gene" No. 

Start 

Name 

Start 

GI 

Exons 



14914 
31715 
5608 

OJ990317_02. 

5608 

none 

5608. .5997, 



9922.C15.o2.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_02.9922.C15 
6044 

TBLASTX : Wheat 

6034 

606 



5609.. 6034, 5666.. 6019, 5670.. 6032 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 
Exons 

rii 

Q Seq. No. 
I .I Gene No. 
. « Start 
;:r; Name 
^ Start 
« GI 
Q Exons 



Seq. No. 
Gene No. 
Start 
i!J Name 
ill Start 
GI 

Exons 



14914 
31715 
5608 

OJ990317_02. 

5615 

none 

5615. .5860 

14914 
31715 
5608 

OJ990317_02. 

5681 

none 

5681. .6034, 

14914 
31716 
6077 

OJ990317_02. 

6077 

none 

6077. .6592, 



9922.C15.o2.ts 



9922.C15.o2.tm 



5683.. 5982, 5733, 



9922.C15.o3.tw 



6151. .6588, 6327. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
. 6044 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.6593 



OJ990317_02.9922.C15 
6044 

TBLASTX : Soybean 

5860 

213 



OJ990317_02.9922.C15 
6044 

TBLASTX: Maize 

6044 

474 



OJ990317_02.9922.C15 
7423 

TBLASTX: Wheat 

6593 

573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14914 
31716 
6077 

OJ990317_02. 

6394 

none 

6394. .6588, 



9922 . CIS . ol . ts 



6401. .6649 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_02. 9922. CIS 
7423 

TBLASTX : Soybean 

6649 

235 



Seq. No. 
Gene No. 
Start 
Name 
Start 



14914 
31716 
6077 

OJ990317_02. 
6447 



9922. CIS. o3.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ990317_02.9922.C15 
7423 

TBLASTX: Maize 
6739 



15603 



GI none 

Exons 6447.. 6581, 6449.. 6739, 6449. 

Seq. No. 14914 

Gene No. 31716 

Start 6077 

Name OJ990317_02 . 9922 . C15 . ol . tw 

Start - 6623 

GI none 

Exons 6623.. 7234, 6703.. 7110 



Score 75 

.6586, 6460.. 6630, 6691.. 6735 

Seq. ID OJ990317_02.9922.C15 
Strand 

End 7423 

Method TBLASTX : Wheat 

End 7234 

Score 638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14914 
31716 
6077 

OJ990317_02.9922.C15.ol.tm 

6791 

none 

6791. .6949, 6796.-6942, 6942. 
7165. .7374, 7289.-7384 

14914 
31716 
6077 

OJ990317_02.9922.C15.o7.tw 

7235 

none 

7235. .7423 



Seq. ID OJ990317_02.9922.C15 
Strand 

End 7423 

Method TBLASTX : Mai ze 

End 7384 

Score 221 

7205, 6946. .7089, 6947. .7384, 



Seq. ID OJ990317_02. 9922.C15 
Strand 

End 7423 

Method TBLASTX : Wheat 

End 7 423 

Score 192 



Seq. No. 14915 Seq. ID OJ990317_ 

Gene No. 31717 Strand + 

Start 182 End 249 

Name OJ990317_02 . 9922 . C18 . ol . gs Method GENSCAN 

Start 182 ' End 249 

GI none Score . 94 

Exons 182.. 249 



02.9922.C18 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14915 

31718 

801 ' 

OJ990317 

801 

none 



02.9922.C18.o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



801. .1034, 1846. .2055, 2272. .2325 



OJ99031,7_02 . 9922 . C18 

2325 
GENSCAN 
2325 
.74 



14916 Seq. ID OJ990317_02 . 9922 . C21 

31719 Strand + 

1422 End 7417 

OJ990317JD2. 9922.C21.ol.np Method AAT/NAP 

1422 End - 7008 

606817 Score ' 900 

1422. .1494, 2542. .2667, 3011. .3072, 3190. .3238, 5589. .5705, 
5828. .5881, 6336. .6421, 6581. .6686, 6877. .7008 
(U08404) carbonic anhydrase [Oryza sativa] 
gi|5917783|gb|AAD56038.1|AF182806_l (AF182806) carbonic 
anhydrase 3 [Oryza sativa] 



Seq. No. 



14916 



Seq. ID OJ990317_02. 9922.C21 



15604 



Gene No. 31719 
Start 1422 

Name OJ990317_02 . 9922 . C21 . ol . gs 

Start 2448 
GI none 

Exons 2448.. 2627, 3011.. 3072, 3190. 

5589.. 5768, 5828.. 5881, 5910. 
6877. .7011 



Strand 
End 

Method 
End 
Score 

.3290, 3292 
.6038, 6336 



+ 

7417 
GEN SCAN 
7011 
.84 

3624, 4608.. 4879, 
6421, 6581.. 6686, 



Seq. No. 14916 

Gene No. 31719 

Start 1422 

Name OJ990317_02 . 9922 . C21 . ol . gp 

Start 3011 

GI 340_1.R1084 

Exons 3011.. 3072, 3190.. 3238, 5589 
6581.. 6686, 6877.. 7306, 7398 

GI Descrip. 



OJ990317_02.9922.C21 
+ 



Seq. ID 
Strand 

End 7417 
Method AAT/GAP 
End 7417 
Score 1645 

5705, 5828. .5881, 6336. .6421, 
7417 

'3345477/dbj |BAA31953| 1.0e-131 (AB016283) carbonic anhydrase 
[Oryza sativa] 1 



Seq. No. 14916 

Gene No. 31720 

Start 10547 

Name OJ990317_02 . 9922 . C21 . o3 . gs 

Start 10547 

GI none 

Exons 10547. .10720, 10789. . 1Q880, 
11869. .12975, 12987.. 13153 



Seq. ID OJ990317_02.9922.C21 

Strand + 

End 13153 

Method GENSCAN 

End 13153 

Score .47 
10938. .10986, 11551 .. 11635, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14916 
31721 
8349 
OJ9903 
3010 
none 
3010. . 
3191. . 
5588. . 
5831. . 
6334 . . 
6582. . 
6874 . . 



17 02.9922.C21.ol.tm 



3081, 3011.. 3082, 3190 

3238, 5586.. 5708, 5586 

5704, 5643.. 5705, 5818 

5884, 6318.. 6422, 6329 

6402, 6335.. 6421, 6335 

6686, 6582.. 6686, 6828 

7020, 10795. .10851, 10! 



Seq. ID OJ990317_02.9922.C21 
Strand 

End 10986 
Method TBLASTX : Mai ze 
End 10986 
Score 77 

.3237, 3190. .3237, 3191. .3238, 
.5705, 5587. .5628, 5588. .5710, 
.5892, 5818. .5883, 5825. .5884, 
.6433, 6330. .6419, 6330. .6419, 
.6433, 6581. . 6688, * 6581. .6688, 
.7007, 6828. .7004, 6874. .7008, 
J01. .10851, 10924. .10986, 



10930. .10986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14916 Seq. ID 

31721 Strand 

8349 End 

OJ990317_02 . 9922 .C21 .ol . tw Method 

3010 End 

none Score 



OJ990317_02.9922.C21 
10986 

TBLASTX: Wheat 

10986 

85 



3010. .3081, 3011. .3082, 3190. .3237, 3191. .3238, 5586. .5705, 
5587. .5625, 5588. .5704, 5643. .5735, 5830. .5871, 5831. .5872, 
10798. .10851, 10930.. 10986 



Seq. No. 
Gene No. 
Start 



14916 
31721 
8349 



Seq. ID 

Strand 

End 



OJ990317 02.9922.C21 



10986 



15605 




Name 


OJ990317 02.9922.C21 


.o2 


. as 


Method 


GENSCAN 




Start 


8349 






End 


10219 




GI 


none 






Score 


.55 




Exons 


8349.. 8395, 9736.. 9765, 


9967 . 


. 10219 






Seq. No. 


14917 






Seq. ID 


OJ990317 02.9922 


.C22 


Gene No. 


31722 






Strand 


+ — 




Start 


1 






End 


2301 




Name 


OJ990317 02.9922.C22 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


2301 




GI 


6466937 






Score 


1672 




Exons 


1 . . 2301 












GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


14917 






Sea ID 


OJ990317 02 9922 


. C22 


Gene No. 


31722 






St rand 


+ 




Start 


1 






End 


2301 




Name 


OJ990317 02.9922.C22 


.01 


.gs 


Method 


GENSCAN 




Start 


56 






End 


2217 




GI 


none 






Score 


.79 




Exons 


56. .2217 












Seq. No. 


14917 






Seq. ID 


OJ990317 02 9922 


. C22 


Gene No. 


31722 






Strand 


+ 




Start 


1 






End 


2301 




Name 


OJ990317 02.9922.C22 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


295 






End 


735 




GI 


none 






Score 


355 




Exons 


295. .735, 399. .734 












Seq. No. 


14917 






Seq. ID 


OJ990317 02 9922 


. C22 


Gene No. 


31722 






Strand 


+ 




Start 


1 






End 


2301 




Name 


OJ990317 02.9922.C22 


.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


331 






End 


645 




GI 


none 






Score 


194 ' 




Exons 


331. .645 












Seq. No. 


14917 






Seq. ID 


OJ990317_02.9922 


.C22 


Gene No. 


31722 






Strand 


+ 




Start 


1 






End 


2301 




Name 


OJ990317 02.9922.C22 


,o2 


.tm 


Method 


TBLASTX: Maize 




Start 


352 






End 


831 




GI 


none 






Score 


376 




Exons 


352. .831, 352. .408, 


399 


. .794 








Seq. No. 


14917 






Seq. ID 


OJ990317_02.9922 


.C22 


Gene No. 


31722 






Strand- 


+ 




Start 


1 






End 


2301 




Name 


OJ990317 02.9922.C22 


,o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


787 






End 


1104 




GI 


none 






Score 


299 




Exons 


787. .1104, 831. .1001 












Seq. No. 


14917 






Seq. ID 


OJ990317_02.9922 


.C22 


Gene No. 


31722 






Strand 







15606 



Start 
Name 
Start 
GI 

Exons 



1 End 
OJ990317_02 . 9922 . C22 . o2 . tw Method 
826 End 
none Score 
826. .1104, 867. .1001, 1108. .1224 - 



2301 

TBLASTX: Wheat 

1224 

269 



Seq. No. 14917 Seq. ID 

Gene No. 31722 Strand 

Start 1 End 

Name OJ990317_02 . 9922 . C22 . ol . tm Method 

Start 904 End 

GI none Score 

Exons 904.. 1323, 1068.. 1280 



OJ990317_02.9922.C22 

+ ' 

2301 

TBLASTX: Maize 

1323 

504 



Seq. No. 14917 Seq. ID 

Gene No. 31722 Strand 

Start 1 End 

Name OJ990317_02 . 9922 . C22 . o4 . ts Method 

Start 1135 End 

GI none Score 

Exons 1135.. 1380, 1152.. 1280 



OJ990317_02 .9922.C22 
+ 

2301 

TBLASTX : Soybean 

1380 

191 



Seq. No. 14917 Seq. ID 

Gene No. 31722 Strand 

Start 1 End 

Name OJ990317_02 . 9922 . C22 . o3 . tw Method 

Start 1225 End 

GI none Score 

Exons 1225.. 1563 



OJ990317_02.9922.C22 
+ 

2301 

TBLASTX: Wheat 

1563 

187 



Seq. No. 14917 Seq. ID 

Gene No. 31722 Strand 

Start 1 End 

Name OJ990317JD2 . 9922 . C22 . o4 . tm Method 

Start 1438 End 

GI none Score 

Exons 1438.. 1827, 1479.. 1595, 1671.. 1832 



OJ990317_02 . 9922 .C22 
+ 

2301 

TBLASTX: Maize 

1832 

261 



Seq. No. 14917 Seq. ID 

Gene No. 31722 Strand 

Start 1 End 

Name OJ990317_02 . 9922 . C22 . ol . ts Method 

Start 1857 End 

GI none Score 

Exons 1857.. 2192, 1870.. 2193 



OJ990317_02.9922.C22 
+ 

2301 

TBLASTX : Soybean 

2193 

301 



Seq. No. 14917 Seq. ID 

Gene No. 31722 Strand 

Start 1 .. End 

Name - OJ990317_02 . 9922 . C22 . o3 . tm Method 

Start 1867 End 

GI none Score 

Exons 1867.. 2193, 1867.. 2067, 1926.. 2192 



OJ990317_02.9922.C22 
+ 

2301 

TBLASTX : Maize 

2193 

334 



Seq. No. 
Gene No . 
Start 



14918 
31723. 
1 



Seq. ID OJ990317_02.9922.C23 
Strand + 
End 3548 



15607 



Name OJ990317_02 . 9922 . C23 . ol . np Method AAT/NAP 

Start 1 End 576 

GI 3810596 Score 310 

Exons 1 . .576 

GI Descrip. (AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14918 
31723 
1 

OJ990317_02 . 9922 . C23 . o2 . np 
1 

3345477 



Seq. ID OJ990317_02.9922.C23 

Strand + 

End 3548 

Method AAT/NAP 

End 3337 

Score 325 



1..22, 1106. .1228, 1341. .1390, 2270. .2355, 2576. .2702, 
3232.. 3337 

(AB016283) carbonic anhydrase [Oryza sativa] 



14918 
31723 
1 

OJ990317_02. 9922.C23.ol.gs 

52 

none 
52. .660 



Seq. ID OJ990317_02.9922.C23 

Strand + 

End 3548 

Method GENSCAN 

End 660 

Score .91 



Seq. No. 14918 

Gene No. 31723 

Start 1 

Name OJ990317_02 . 9922 . C23 . ol . tw 

Start 55 

GI none 

Exons 55 . . 351 



Seq. ID OJ990317_02.9922.C23 

Strand + 

End 3548 

Method TBLASTX : Wheat 

End 351 

Score 185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14918 
31723 
1 

OJ990317_02.9922.C23.ol.tm 

283 

none 



Seq. ID OJ990317_02.9922.C23 

Strand + 

End 3548 

Method TBLASTX : Mai ze 

End 624 

Score 88 



283. .351, 286. .363, 403. .624, 451. .612 



14918 
31723 
1 

OJ990317__02.9922.C23.o2.tm 

1105 

none 



Seq. ID OJ990317_02.9922.C23 

Strand + 

End 3548 

Method TBLASTX : Maize 

End 2683 

Score 186 



1105. .1224, 1107. .1223, 1351. .1392, 1352. .1393, 2267. .2353, 
2269. .2358, 2576. .2683, 2577. .2681, 2591. .2683, 2592. .2681 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



14918 
31723 
1 

OJ990317_02 . 9922.C23.o2.tw 

1105 

none 



Seq. ID OJ990317_02. 9922.C23 

Strand + 

End 3548 

Method TBLASTX : Wheat 

End 1378 

Score 173 



1105. .1224, 1106. .1225, 1106. .1222, 1107. .1223, 1352. .1378, 



15608 




1354. .1377 



Seq. No. 


14918 








Seq. ID 


OJ990317_02. 9922 


.C23 


Gene No. 


31723 








Strand 


+ 




Start 


1 








End 


3548 




Name 


OJ990317 02 


. 9922 


,C23.o2 


. as 


Method 


GENSCAN 




Start 


1204 








End 


3548 




GI 


none 








Score 


.86 




Exons 


1204 . . 1224, 


1337 


. . 1390, 


1708 


..1857, 2270.. 2355, 2576. .2681, 




2889. .2958, 


3478 


. .3548 










Seq. No. 


14919 








Seq. ID 


OJ990317_02. 9922 


.C24 


Gene No . 


31724 








Strand 


+ 




Start 


550 








End 


1815 




Name 


OJ990317 02 


.9922 


.C24 .ol 


. as 


Method 


GENSCAN 




Start 


550 








End 


1815 




GI 


none 








Score 


.49 




Exons 


550. .774, 1642.. 


1815 










Seq. No. 


14919 








Seq. ID 


OJ990317_02.9922, 


.C24 


Gene No . 


31725 








Strand 






Start 


949 








End 


1109 




Name 


OJ990317 02 


.9922 


.C24.ol, 


.np 


Method 


AAT/NAP 




Start 


949 








End 


1109 




GI - • 


5852172 








Score 


115 




Exons 


949. .1109 














GI Descrip. 


(AL117265) 


zhb0002. 1 [Oryza 


sativa ] 






Seq. No. 


14919 








Seq. ID 


OJ990317_02. 9922, 


.C24 


Gene No . 


31726 








Strand 






Start 


2126 








End 


2355 




Name 


OJ990317 02 


.9922 


.C24.o2, 


.gs 


Method 


GENSCAN 




Start 


2126 








End 


2355 




GI 


none 








Score 


. 6 




Exons 


2126. .2355 














Seq. No. 


14920 








Seq. ID 


OJ990317_02. 9922, 


.C25 


Gene No . 


31727 








Strand 






Start 


1071 








End 


2708 




Name 


OJ990317 02 


.9922 


.C25.ol, 


.gs 


Method 


GENSCAN 




Start 


1071 








End ' 


2708 




GI 


none 








S core 


. 89 




Exons 


1071. .2708 














Seq. No. 


14920 








Seq. ID 


OJ990317_02.9922. 


.C25 


Gene No . 


31728 








Strand 






Start 


4082 








End 


4155 




Name 


OJ990317 02 


.9922 


.C25.o2. 


,tm 


Method 


TBLASTX: Maize 




Start 


1431 








End 


1772 




GI 


none 








Score 


101 




Exons 


1431. .163i, 


1647 


. .1772 










Seq. No. 


14920 








Seq. ID 


OJ990317_02.9922, 


.C25 


Gene No. 


31728 








Strand 






Start 


4082 








End 


4155 




Name 


OJ990317 02 


.9922 


.C25.ol. 




Method 


TBLASTX: Maize 




Start 


2038 








End 


2747 





15609 



GI none Score 88 

Exons 2038.. 2214, 2049.. 2213, 2217.. 2747, 2239.. 2733 



Seq. No. 14920 Seq. ID 

Gene No. 31728 Strand 

Start 4082 End 

Name OJ990317_02 . 9922 . C25 . o2 . gs Method . 

Start 4082 End 

GI none Score 

Exons 4082.. 4155 



OJ990317_02 . 9922 .C25 

4155 
GEN SCAN 
4155 
.99 



Seq. No. 14921 

Gene No. 31729 

Start 938 

Name OJ990317_02 . 9922 . C27 . ol . gs 

Start 938 

GI none 
Exons 



Seq. ID OJ990317 02.9922.C27 



Strand 
End 

Method 

End 

Score 



+ 

3159 
GENSCAN 
3159 
.48 



938.. 1105, 1776.. 1815, 2038.. 2310, 3032.. 3159 



Seq. No. 14921 Seq. ID 

Gene No. 31729 Strand 

Start 938 End 

Name OJ990317_02 . 9922 . C27 . ol .-gp Method 

Start 2038 End 

GI ... 2431489 Score 

Exons 2038.. 2213 



OJ990317_02 . 9922 .C27 
+ 

3159 
AAT/GAP 
2213 
328 



Seq. No. 14921 ■ 

Gene No. 31729 

Start 938 

Name OJ990317_02 . 9922 . C27 . ol . tm 

Start 2090 

GI none 
Exons 



Seq. ID. OJ990317_02.9922.C27 
Strand 
End 

Method 
End 
Score 



+ 

3159 

TBLASTX: Maize 

2214 

186 



2090. .2212, 2091. .2213, 2095. .2214, 2127. .2213 



Seq. No. 14922 

Gene No. 31730 

Start 6135 

Name " OJ990817_08 . 9922 . CI . o2 . 

Start 6135 

GI none 

Exons 6135.. 6169, 6347.. 6567, 

Seq. No. 14922 

Gene No. 31730 

Start 6135 

Name OJ990817_08 . 9922 . CI . ol . 

Start 6393 

GI 6714413' 

Exons 6393.. 6567, 6697.. 6806, 

GI Descrip. (AC012328) unknown prot 

Seq. No. 14922 

Gene No. 31731 

Start 14036 

Name OJ990817__08 . 9922 . CI . o3 . 

Start 14036 



Seq. ID OJ990817_08.9922.C1 

Strand + 

End 734 9 

gs Method GENSCAN 

End 7349 

Score .89 
6697. .6806, 7065. .7085, 7332. .7349 

Seq. ID OJ990817_08.9922.C1 

Strand + 

End 7349 

np Method AAT/NAP 

End 7245 

Score 418 
6967. .7085, 7173. .7245 
ein [Arabidopsis thaliana] 

Seq. ID OJ990817_08.9922.C1 

Strand + 

End 23188 

np Method AAT/NAP 

End 23188 



15610 




GI 6969231 Score 725 

Exons 14036. . 14148, 14507 .. 14605, 15201 .. 15338 , 164 67 .. 16724 , 

18943. .19091, 19532. .19761, 19952 .. 20029, 20936 .. 2104 6, 





21208 


..21476, 21594. .21726, 


22060. .22149, 22985.. 23188 


GI Descrip. 


(AF079872) cyclic nucleotide 


-gated calmodulin-binding ion 




channel [Nicotiana tabacum] 






Seq. No. 


14922 




Seq. ID 


OJ990817_08.9922.C1 


Gene No. 


31732 




Strand 


+ 


Start 


25497 




End 


34994 


Name 


OJ990817 08.9922.Cl.o4.np 


Method 


AAT/NAP 


Start 


25497 




End 


34994 


GI 


5420389 


Score 


175 


Exons 


25497 


..25744, 26243. .26711, 


34953. .34994 


GI Descrip. 


(AJ243460) proteophosphoglycan [Leishmania major] 


Seq. No. 


14922 




Seq. ID 


OJ990817_08.9922.C1 


Gene No. 


31733 




Strand 


+ 


Start 


40210 




End 


■42109 


Name 


OJ990817 08.9922.Cl.o7.gs 


Method 


GENSCAN 


Start 


40210 




End 


42109 


GI 


none 




Score 


.64 


Exons 


40210 


..40264, 40759. .40801, 


41290. .41566, 41918.. 42109 


Seq. No. 


14922 




Seq. ID 


OJ990817_08.9922.C1 


Gene No. 


31734 




Strand 


+ 


Start 


45343 




End 


48042 


Name 


OJ990817 08.9922.Cl.o9.gs 


Method 


GENSCAN 


Start 


45343 




End ' 


48042 


GI 


none 




Score 


.67 


Exons 


45343 


..46035, 46476. .46627, 


46822. .47268, 48003. .48042 


Seq. No. 


14922 




Seq. ID 


OJ990817_08.9922.C1 


Gene No. 


31735 




Strand 




Start 


757 




End 


3413 


Name 


OJ990817 08. 9922.Cl.ol.gs 


Method 


GENSCAN 


Start 


757 




End 


3413 


GI 


none 




Score 


.5 i 


Exons 


757. .1 


369, 1294. .1640, 1754.. 


2030, 2143 


..2266, 3338. .3413 


Seq. No. 


14922 




Seq. ID 


OJ990817_08.9922.C1 


Gene No. 


31736 




Strand 




Start 


7735 




End 


11974 


Name 


OJ990817 08. 9922.Cl.o3.gs 


Method 


GENSCAN 


Start 


7735 




End 


11974 


GI 


none 




Score 


.66 


Exons 


7735. 


.7814, 7864. .8054, 8256 


..8353, 8597. .8710, 8780. .8837, 




8969. 


.9058, 9605.. 9696, 1008 9 .. 10199, 


10404. .10481, 




10703 


..10768, 10916. .10933, 


11140. .11274, 11705. .11974 


Seq. No. 


14922 




Seq. ID 


OJ990817_08.9922.C1 


Gene No. 


31736 




Strand 




Start 


7735 




End 


11974 


Name 


OJ990! 


317_08. 9922.Cl.o2.np 


Method 


AAT/NAP 


Start 


7853 




End 


11090 


GI 


5733866 


Score 


1186 


Exons 


7853. 


.8054, 8256.. 8353, 8597 


..8710, 8780. .8837, 8969. .9058, 






15611 






9605.. 9696, 10089 10199, 1031 1 10505, 10703 .. 107 68 , 
10916. .11090 

GI Descrip. (AC007932) Contains similarity to gb|M73488 

1-aminocyclopropane-l-carboxylate deaminase from Pseudomonas sp. 
ESTs gb|Z18033 and gb|Z34214 come from this gene. [Arabidopsis 
thaliana] 





Seq. No. 


14922 




Seq. ID 


OJ990817 


_08.9922. 


.CI. 




Gene No . 


31737 




Strand 










Start 


25337 




End 


26831 








Name 


OJ990817 08. 9922. CI. 


o5 . gs 


Method 


GENSCAN 








Start 


25337 




End 


26831 








GI 


none 




Score 


.98 








Exons 


25337. .25825, 26262. 


.26831 












Seq. No. 


14922 




Seq. ID 


OJ990817 


_08.9922. 


.CI 




Gene No . 


31738 




Strand 










Start 


28530 




End 


38148 








Name 


OJ990817 08. 9922. CI. 


06 . gs 


Method 


GENSCAN 








Start 


28530 




End 


38148 








GI 


none 




Score 


.82 








Exons 


28530. .28790, 29041. 


.29449, 


29597. .29772, 30369 


. .30550, 








32324. .32468, 33038. 


.33110, 


33276. .33381, 33415 


. .33424, 




f s 




33885. .34197, 34307. 


.34465, 


34570. .34763, 34859 


. .34979, 




i. S | 




35146. .36494, 37093. 


.37257, 


38140. .38148 






ssr 

en 


Seq. No. 


14922 




Seq. ID 


OJ990817 


-08.9922, 


.CI 


: br 


Gene No . 


31738 




Strand 










Start 


28530 




End 


38148 








Name 


OJ990817 08. 9922. CI. 


o5 . np 


Method 


AAT/NAP 






UI 


Start 


32322 




End 


37133 








GI 


2462745 




Score 


713 






m 


Exons 


32322. .32400, 34250. 


.34465, 


34570. .34763, 34859 


. .35051, 








35146. .35310, 35713. 


.35901, 


37107. .37133 








GI Descrip. 


(AC002292) Hypothetical protein [Arabidopsis thaliana] 




"-•i 


Seq. No. 


14922 




Seq. ID 


OJ990817 


_08.9922, 


.CI 


jssfs 


Gene No. 


31739 




Strand 








Q 


Start 


43697 




End 


44673 






■ssf 


Name 


OJ990817 08. 9922. CI. 


08 . gs 


Method 


GENSCAN 






\* ~\ 


Start 


43697 




End 


44673 








GI- 


none 




Score 


.53 








Exons 


43697. .44049, 44428. 


.44584, 


44659. .44673 








Seq. No. 


14922 




Seq. ID 


OJ990817 


JD8.9922, 


.CI 




Gene No. 


31740 




Strand 










Start 


49117 




End. 


49422 








Name 


OJ990817 08. 9922. CI. 


olO.gs 


Method 


GENSCAN 








Start 


49117 




End 


49422 








GI 


none 




Score 


.94 








Exons 


49117. .49422 














Seq. No. 


14922 




Seq. ID 


OJ990817 


_08.9922, 


.CI 




Gene No. 


31741 




Strand 










Start 


50229 




End 


53477 








Name 


OJ990817 08. 9922. CI. 


o5 . tm 


Method 


TBLASTX :1 


yiaize 






Start 


6380 




End 


6570 







15612 



GI 


none 










Exons 


6380. , 


.6565, 


6381 


. . 6566, 


6468. 


Seq. No. 


14922 










Gene No. 


31741 










Start. 


50229 










Name 


OJ990817 08 


. 9922 


.CI . 08 . 


tc 


Start 


6404 










GI 


none 










Exon 


6404 . , 


.6565, 


6405 


6566, 


6699. 




7170. . 


.7241, 


7171 , 


. . 7242 




Seq. No. 


14922 










Gene No. 


31741 










Start 


50229 










Name 


OJ990817 08 


. 9922 , 


. CI . olO 


. ts 


Start 


6405 










GI 


none 










Exons 


6405. . 


. 6566, 


6410 , 


. . 6565, 


6699. 


Seq. No. 


14922 










Gene No. 


31741 










Start 


50229 










Name 


OJ990817 08 


. 9922 , 


. CI . 06 . 


tm 


Start 


6699 










GI 


none 










Exon *=? 


6699. . 


,6818, 


6964 , 


. .7089, 


7162 . 


Sea No 


14922 










f^priP No 


31741 










Start 


50229 










Name 


OJ990S 


J17_08 


. 9922 , 


.CI . o4 . 


tm 


Start 


7836 










GI 


none 










Exons 


7836. . 


,8057, 


7837, 


. .8061, 


7838. 




8258. . 


,8350, 


8258, 


. .8353, 


8596. 




8778 . . 


,8840, 


8812. 


. .8841, 


8940. 




9609. . 


,9698, 


9610. 


. .9696, 


10075 



Score 287 



Seq. ID OJ990817_08.9922.C1 
Strand 

End 53477 

Method TBLASTX : Cress 

End 7242 

Score 171 

,6818, 6955. .7086, 6964. .7089, 



Seq. ID OJ990817_08.9922.C1 
Strand 

End 53477 

Method TBLASTX : Soybean 

End 7239 

Score 146 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817_08.9922.C1 
53477 

TBLASTX: Maize 

7239 

91 . 



OJ990817 08. 9922. CI 



10089. 
10664 . 



53477 

TBLASTX: Maize 
11011 
277 

8056, 7839. .8060, 8256. .8351, 
8706, 8597. .8710, 8760. .8840, 
9059, 8971. .9060, 8971. .9057, 
.10200, 10087. . 10200, 
10202, 10305. .10502, 10309 10503, 10312 10503, 
10783, 10695. .10766, 10916 11011 , 10917. .11009 



Seq. No. 14922 
Gene No. 31741 
Start 50229 

Name OJ990817_08 . 9922 . CI . o5 . ts 

Start 7850 
GI none 

Exons 7850.. 8056, 7854.. 8057, 8250. 

8597. .8710, 8599..8724, 8760. 
8971.. 9012, 9016.. 9072, 9016. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 08. 9922. CI 



53477 

TBLASTX : Soybean 
9072 
198 

8354, 8258.. 8353, 8597.. 8707, 
8867, 8781. .8840, 8969. .9010, 
9057 



Seq. No. 14922 Seq. ID 

Gene No. 31741 Strand 

Start 50229 End 

Name OJ990817_08 . 9922 . CI . o7 . tc Method 

Start 7865 End 

GI none Score 



OJ990817_08.9922.C1 
53477 

TBLASTX: Cress 

8317 

100 



15613 



Exons 



7865.. 8002, 7868.. 8056, 7869.. 8057, 8258.. 8317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14922 
31741 
50229 

OJ990817_08.9922.Cl.o4 . tc 

8592 



OJ990817 08. 9922. CI 



none 
8592. 
8971. 
9605. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

8711, 8596.. 8718, 8597.. 8710, 8760.. 8840, 8969.. 8998, 
9006, 9004.. 9057, 9016.. 9060, 9596.. 9682, 9604 .. 9699, 
9658, 10090. . 10200, 10092 .. 10202 , 10140 10202, 



53477 

TBLASTX: Cress 

11009 

56 



10297. .10503, 10305. .10502, 10311 .. 10505, 10664. 
10695. .10766, 10913 11008 , 10926.. 11009 



10783, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14922 Seq. ID 

31741 Strand 

50229 End 

OJ990817_08. 9922.Cl.o4 .ts Method 

10081 End 

none Score 



OJ990817_08.9922.C1 

53477 

TBLASTX : Soybean 

10999 

99 



10081. .10197, 10083. .10199, 10305 .. 10502 , 10315 .. 10503, 
10318. .10503, 10664. .10783, 10695 .. 10766, 10913.. 10999 



14922 
31741 
50229 

OJ990817_08. 9922.Cl.o6.ts 
16611 
none 
16611. 
19198. 
19613. 
19951. 
21232. 



Seq. ID OJ990817_08.9922.C1 
Strand 

End 53477 

Method TBLASTX : Soybean 

End 21379 

Score 57 



,16649, 16616. .16714, 16656 16724 , 19181. 
,19278, 19295. . 19462, 19318 .. 19461, 19592. 



.19762, 19615. 
.20031, 20928. 
.21378 



,19779, 19929. .20030, 19950. 



.19279, 
.19762, 
.20030, 



.21077, 20934 . .21068, 21191 .. 21379, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



14922 Seq. ID 

31741 Strand 
50229 End 
OJ990817_08 . 9922 . CI . o3 . tm Method 
19360 End 
none Score 

19360. .19455, 19361 .. 19462, 19376. . 19462, 19612 

19612. .19794, 19929 20030, 19948 20031, 19950 

19951. .20031, 20911. .21066, 20928 21077, 20934 

21227. .21475, 21229 21477 , 21229 21474 , 21561 

21562. .21657, 21562.. 21663 



OJ990817 08. 9922. CI 



53477 

TBLASTX: Maize 
21663 
151 



.19794, 
.20030, 
.21074, 
.21662, 



14922 
31741 
50229 

OJ990817_08. 9922.Cl.o7.ts 

21385 
none 



Seq. ID OJ990817_08 . 9922. CI 

Strand - ■.. 

End 53477 

Method TBLASTX : Soybean 

End 21706 

Score 121 



21385. .21474, 21389 .. 21472, 21545 .. 21706, 21550. .21705 

OJ990817 08. 9922. CI 



14922 
31741 



Seq. ID 
Strand 



15614 




Start 


50229 






End 


53477 






Name 


OJ990817 08. 9922. CI 


.08. ts 


Method 


TBLASTX: 


Soybean 




Start 


29155 






End 


29304 






GI 


none 






Score 


107 






Exons 


29155. 


.29304, 29174 


. .29278 










Seq. No. 


14922 






Seq. ID 


OJ990817 


08. 9922.. CI 


Gene No. 


31741 






Strand 








Start 


50229 






End 


53477 






Name 


OJ990817 08. 9922. CI 


.08. tm 


Method 


TBLASTX: 


Maize 




Start 


29161 






End 


29355 






GI 


none 






Score 


170 






Exons 


29161. 


.29355, 29162 


. .29278 










Seq. No. 


14922 






Seq. ID 


OJ990817 


08. 9922, 


.CI 


Gene No. 


31741 






Strand 








Start 


50229 






End 


53477 






Name 


OJ990817 08. 9922. CI 


.o9. ts 


Method 


TBLASTX: 


Soybean 




Start 


33844 






End 


34002 






GI 


none 






Score 


116 






Exons 


33844 . 


.34002, 33849 


. .33998 










Seq. No. 


14922 






Seq. ID; 


OJ990817 


08. 9922, 


.CI 


Gene No. 


31741 






Strand 








Start 


50229 






End 


53477 






Name 


OJ990817 08. 9922. CI 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


33867 






End 


35247 






GI 


none 






Score 


95 






Exons 


33867. 


.33953, 33867 


. .34199, 


33868. .34200, 33868 


. .34200, 






34247. 


.34465, 34308, 


. .34481, 


34308. .34463, 34309 


. .34464, 






34564 . 


.34764, 34572 


. .34763, 


34S73..34764, 34578 


. .34778, 






34853. 


.34936, 34866 


. .34931, 


34916. .35053, 34917 


. .35054, 






35134. 


.35247, 35145, 


. .35246 










Seq. No. 


14922 






Seq. ID 


OJ990817 


JD8. 9922, 


.CI 


Gene No. 


31741 






Strand 








Start 


50229 






End 


53477 






Name 


OJ990817 08. 9922. CI, 


. o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


33867 






End 


34176 






GI 


none 






Score 


263 






Exons 


33867. 


.34157, 33880, 


. .34176, 


33895. .34035 






Seq. No. 


14922 






Seq. ID 


OJ990817 


08. 9922. 


■ CI 


Gene No. 


31741 






Strand 








Start 


50229 






End 


53477 






Name 


OJ990817 08. 9922. CI. 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


34065 






End 


35280 






GI 


none 






Score 


124 






Exons 


34065. 


.34199, 34066. 


. .34200, 


34066. .34200, 34301 


. .34387, 






34307. 


.34462, 34309. 


. .34476, 


34566. .34769, 34569 


. .34763, 






34853. 


.34936, 34889. 


. .35053, 


34893. .35054, 35140 


. .35280, 






35145. 


.35279 












Seq. No. 


14922 






Seq. ID 


OJ990817 


_08. 9922. 


.CI 


Gene No. 


31741 






Strand 








Start 


50229 






End 


53477 






Name 


OJ990817 08. 9922. CI. 


, o5 . tc 


Method 


TBLASTX : 


Cress 





15615 





Start 


34176 




End 


34686 








GI 


none 




Score 


75 








Exons 


34176. .34196, 34305. 


.34466, 


34306. .34467, 34310 


. .34414, 








34569. .34685, 34570. 


.34686 












Seq. No. 


.14922 




Seq. ID 


OJ990817 


_08.9922 


.CI 




Gene No. 


.31/41 




Strand 










Start 


50229 




End 


53477' 








Name 


OJ990817 08. 9922. CI. 


06 . tc 


Method 


TBLASTX : 


Cress 






Start 


34943 




End 


35325 








GI 


none 




Score 


86 








Exons 


34943. .35053, 34956. 


.35027, 


35143. .35325, 35145 


. .35321 






Seq. No. 


14922 




Seq. ID 


OJ990817 


_08.9922 


.CI 




Gene No. 


31741 




Strand 










Start 


c noon 

50229 




End 


53477 








Name 


OJ990817 08. 9922. CI. 


o9. tm 


Method 


TBLASTX: 


Maize 






Start 


48464 




End 


48670 








GI 


none 




Score 


190 








Exons 


48464. .48571, 48467. 


.48610, 


48487. .48612, 48537 


. .48617, 








48614 . .48670, 48624 . 


.48665 












Seq. No. 


14922 




Seq. ID 


OJ990817 


_08.9922 


.CI 


a 


Gene No. 


31741 




Strand 










Start 


50229 




End 


5*3477 






is? 


Name 


OJ990817 08. 9922. CI. 


o7 . tm 


Method 


TBLASTX: 


Maize 




ii r i 


Start 


49189 




End 


49410 






I 1 ;! 

i if 


GI 


none 




Score 


114 






i (B f 


Exons 


49189. .49272, 49189. 


.49227, 


49196. .49273, 49235 


. .49273, 




*V. 




49274. .49393, 49274. 


.49393, 


49276. .49410, 49279 


. .49395 




I 1 ! i 


Seq. No. 


14922 




Seq. ID 


OJ990817 


_08.9922 


.CI 




Gene No. 


on ^ 1 

31 /4 1 




Strand 










Start 


50229 




End 


53477 








Name 


OJ990817 08. 9922. CI. 


oil . gs 


Method 


GEN SCAN 






I 


Start 


50229 




End 


53259 






\ i 


GI 


none 




Score 


.74 






: z z 


Exons 


50229. .50407, 51098. 


.51173, 


51673. .52293, 52639 


. .53259 






Seq. No. 


14922 




Seq. ID 


OJ990817 


JD8.9922 


.CI 




Gene No. 


31741 




Strand 










Start 


50229 




End 


53477 








Name 


OJ990817_08.9922.C1. 


o2. tm 


Method 


TBLASTX: 


Maize 






Start 






End 


53477 








GI 


none 




Score 


49 








Exons 


51663. .51719, 51758. 


.52294, 


51758. .51970, 51772 


. .52296, 








52022. .52297, 52096. 


.52296, 


52626. .52898, 52636 


. .53262, 








52637. .53260, 52947. 


.53264, 


53367. .53477, 53367 


. .53474, 








53369. .53476, 53412. 


.53477, 


53420. .53476 








Seq. No. 


14922 




Seq. ID 


OJ990817 


_08.9922 


.CI 




Gene No. 


31741 




Strand 










Start 


50229 




End 


53477 








Name 


OJ990817 08. 9922. CI. 


o7 . np 


Method 


AAT/NAP 








Start 


51664 




End 


53477 








GI 


399940 




Score 


1931 








Exons 


51664. .52293, 52639. 


.53259, 


53372. .53477 







15616 




GI Descrip. HEAT SHOCK 70 KD PROTEIN, MITOCHONDRIAL PRECURSOR 

gi 1 100004 |pir | IS25005 heat shock protein, 70K - kidney bean 
gi|22636|emb!CAA47345| (X66874) 70 kDa heat shock protein 
[Phaseolus vulgaris] 



Seq. No. 


14922 




Seq. ID 


OJ990817_08.9922 


.CI 


Gene No. 


31741 




Strand 






Start 


50229 




End 


53477 




Name 


OJ990817 08. 9922. CI. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


51826 




End 


52296 




GI 


none 




Score 


483 




Exons 


51826. .52296, 51893. 


.52294, 


52096. .52296 




Seq. No. 


14922 




Seq. ID 


OJ990817_08. 9922 


.CI 


Gene No. 


31741 




Strand 






Start 


50229 




End 


53477 




Name 


OJ990817 08. 9922. Ci . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


51870 




End" 


53464 




GI 


none 




Score 


35 




Exons 


51870. .51902, 51916. 


.52053, 


51981. .52031, 52048. .52296, 






52064. .52297, 52636. 


.52797, 


52646. .52720, 52747. .52839, 






52 / o 4 . .52909, 52840. 


. 53016, 


53062. .53262, 53210. .53260, 






53369. .53464, 53370. 


.53432 








Seq. No. 


14922 




Seq. ID 


OJ990817__08.9922 


.CI 


Gene No. 


31741 




Strand 






Start 


50229 




End 


53477 




Name 


OJ990817 08. 9922. CI. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


51953 




End 


52767 




GI 


none 




Score 


376 




Exons 


cinco coon/i cincc 

51 95,3 .. 522 94 , 51955. 


. 522 96, 


52115. .522 97, 52117. .522 96, 






52636. .52767, 52637. 


.52720 








Seq. No. 


14922 




Seq. ID 


OJ990817_08.9922 


.CI 


Gene No. 


31741 




Strand 






Start 


50229 




End 


53477 




Name 


OJ990817 08. 9922. CI. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


52636. 




End 


53476 




GI 


none 




Score 


122 




Exons 


52636. .52791, 52637. 


.52792, 


52637. .52843, 52783.-532 62, 






52784. .53260, 53369. 


.53476, 


53370. .53468 




Seq. No. 


14922 




Seq. ID 


OJ990817_08.9922 


.CI 


Gene No. 


31741 




Strand 






Start 


50229 




End 


53477 




Name 


OJ990817 08. 9922. CI. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


52837 




End 


53476 




GI 


none 




Score 


477 




Exons 


52837. .53262, 52838. 


.53260, 


52852. .53262, 5294 1 .. 53270 , 






53367. .53474, 53369. 


.53476 









Seq. No. 14923 Seq. ID OJ9908 17_08 . 9922 . C2 

Gene No. 31742 Strand 

Start 76 End 155 

Name OJ990817JD8 . 9922 . C2 . ol . gp Method AAT/GAP 

Start 76 End 155 

GI 48916 1.R1084 Score 105 



15617 



Exons 76. . 155 

GI Descrip. ' 300264/bbs 1 131379 1.0e-42 (S59747) HSP68=68 kda heat-stress 

DnaK homolog [Solanum tuberosum=potatoes, Peptide Mitochondrial, 
682 aa] [Solanum tuberosum] 1 



Seq. No. 14923 Seq. ID 

Gene No. 31743 . . Strand 

Start 82 ' End 

Name OJ9908 17_08 . 9922 . C2 . ol . gs Method 

Start 82 End 

GI none Score 

Exons 82.. 145 



OJ990817_08.9922.C2 
145 

GENSCAN 

145 

.5 



Seq. No. 


14924 






Seq. ID 


OJ990817_08.9922.C3 


Gene No. 


31744 






Strand 


+ 


Start 


3940 






End 


9626 


Name 


OJ990817 08 


.9922.C3.o2. 


np 


Method 


AAT/NAP 


Start 


3940 






End 


9626 


GI 


6730739 






Score 


207 


Exons 


3940. .4046, 


8147. .8263, 


9026. 


.9108, 9262. .9304, 9376. .9425, 




9484 . .9626 










GI Descrip. 


(AC018849) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


14924 






Seq. ID 


OJ990817_08.9922.C3 


Gene No. 


31744 






Strand 


+ 


Start 


3940 






End 


9626 


Name - 


OJ990817 08 


.9922.C3.o3. 


gs 


Method 


GENSCAN 


Start 


7167 






End 


9073 


GI 


none 






Score 


.8 


Exons 


7167. .7366, 


8152. .8275, 


9026. 


.9073 





Seq. No. 14924 Seq. ID 

Gene No. 31745 ' Strand 

Start 10463 • End 

Name OJ990817_08 . 9922 . C3 . o3 . gp Method 

Start 10463 End 

GI uC-osflcyp019e07bl Score 

Exons 10463.. 10882 
GI Descrip. '3540199 6.0e-30 (AC004260) 



OJ990817_08.9922.C3 
+ 

10882 
AAT/GAP 
10882 
836 



Putative monosaccharide transport 



protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14924 Seq. ID 

31746 Strand 

11613 End 

OJ990817_08. 9922.C3.o4.np Method 

11613 End 

6721516 Score 



OJ990817_08.9922.C3 
+ 

15564 
AAT/NAP 
15564 
644 



11613. .11837, 13302. .13543, 13955 .. 14306, 15539. 
(AP001072) hypothetical protein [Oryza sativa] 



15564 



Seq. No. 14924 Seq. ID 

Gene No. 31747 Strand 

Start 23579 End 

Name OJ990817_08 . 9922 . C3 . o5 . gs Method 

Start 23579 End 

GI none Score 

Exons 23579. .24172 



OJ990817_08. 9922.C3 
+ 

24172 
GENSCAN 
24172 
. 67 



15618 



Seq. No. 14924 

Gene No. 31748 

Start 1360 

Name OJ990817_08 . 9922 . C3 . ol . gs 

Start 1360 ■ 

GI none 

Exons 1360.. 1506, 2079.. 2130, 2369. 
3884 . .4255 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2528, 



OJ990817 08. 9922. C3 



4255 
GENSCAN 
4255 
.75 

3489. .3612, 



3720. .3791, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

GI Descrip. 



14924 Seq. ID OJ990817_08 . 9922 . C3 

31748 Strand 

1360 End 4255 

OJ990817_08 . 9922 . C3 . ol . np Method AAT/NAP 

2368 End 4159 

2833373 Score 704 

2368.. 2528, 2609.. 2666, 2757.. 2827, 3489.. 3612, 3720.. 3791, 
3884 . .4159 

DNA-3-METHYLADENINE GLYCOSYLASE ( 3-METHYLADENINE DNA 
GLYCOSIDASE) gi | 429157 | emb | CAA537 63 | (X76169) 3-methyladenine 
glycosylase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14924 Seq. ID 

31748 1 Strand 

1360 End 

OJ990817_08.9922 .C3.ol.gp Method 

2636 End 

LIB34 34-014-P1-K1-H7 Score 



OJ990817_08.9922.C3 

4255 
" AAT/GAP 
3999 
712 



2636. .2666, 2757. .2827, 3489. .3612, 3720. .3791, 3884. .3999 
'2833373/ sp | Q3 9147| 3MG_ARATH 7.0e-63 DNA- 3-METHYLADENINE 
GLYCOSYLASE (3-METHYLADENINE DNA GLYCOSIDASE) 

>gi_429157_emb_CAA53763_ (X76169) 3-methyladenine glycosylase 
[Arabidopsis thaliana] 1 



Seq. No. 14924 Seq. ID 

Gene No. 3174 9 Strand 

Start 5582 End 

Name OJ990817J38 . 9922 . C3 . o2 . gs Method 

Start 5582 End 

GI none Score 

Exons 5582.. 6049, 6364.. 6753 



OJ990817 08. 9922. C3 



6753 
GENSCAN 



6753 
.81 



Seq. No. 14924 Seq. ID 

Gene No. 31750 Strand 

Start 9943 End 

Name OJ990817JD8 . 9922 . C3 . o5 . tm Method 

Start 2368 End 

GI none Score 

Exons 2368.. 2529, 2372.. 2488 



OJ990817_08.9922.C3 
23580 

TBLASTX: Maize 

2529 

185 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14924 
31750 
9943 

OJ990817_08.9922.C3.ol.tc 

2371 

none 



Seq. ID OJ990817_08.9922.C3 
Strand 
End 

Method 
End 
Score 



23580 

TBLASTX: Cress 

3982 

162 



2371. .2508, 2372. .2494, 2373. .2504, 2598. .2669, 2608. .2667, 



15619 



2754. .2828, 2755. .2829, 3484. .3612, 3485. .3610, 3495. .3611, 
3712. .3792, 3726. .3794, 3857. .3982 



Seq. No. 


14924 


Seq. ID 


OJ990817 


08 . 9922. C3 


Gene No. 


31750 


Strand 






Start 


9943 


End 


23580 




Name 


OJ990817 08.9922.C3.o9.tm 


Method . 


TBLASTX: 


Maize 


Start 


2567 


End 


2868 




GI 


none 


Score 


101 




Exons 


2567. .2683, 2568. .2687, 2574. .2693, 2605. .2868, 


2748. .2828 


Seq. No. 


14924 


Seq. ID 


OJ990817 


_08.9922.C3 


Gene No. 


31750 


Strand 






Start 


9943 


End 


23580 




Name 


OJ990817 08.9922.C3.o4.gs 


Method 


GENSCAN 




Start 


9943 


End 


22651 




GI 


none 


Score 


.71 




Exons 


994 3. . 11163, 11633. . 11938, 


12624. .12775, 12863. 


.12935, 




13447. .13537, 13567 .. 13632 , 


17449. .17546, 17723 


. .18906, 




18977. .22388, 22565.. 22651 









TLi 



u 

B 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14924 Seq. ID 

31750 Strand 
9943 End 
OJ990817_08 . 9922 . C3 . 06 . tm Method 
17449 End 
none Score 

174*49. .17535, 174 51 .. 17534 , 17529 

21178. .21288, 21384 .. 21491, 21396 

22309. .22377, 22371.. 22400 



OJ990817 08. 9922. C3 



23580 

TBLASTX: Maize 
22400 
73 

17558, 21171. .21290, 
21494, 22293.-22376, 



OJ990817 08. 9922. C3 



14924 Seq. ID 

31750 Strand 

9943 End 23580 

OJ990817J38 . 9922 . C3 . o5 . np Method AAT/NAP 

17716 End 22105 

6466937 Score 2350 
17716.. 22105 

(AC011621) putative retroelement pol polyprotein 
thaliana] 



[Arabidopsis 



14924 Seq. ID 

31750 Strand 

9943 End 23580 

OJ9908 17_08 . 9922 . C3 . 06 . np Method AAT/NAP 

17716 End 23580 

6466937 Score 2345 
17716. .22266, 23503.. 23580 

(AC011621) putative retroelement pol polyprotein 
thaliana] 



OJ990817 08. 9922. C3 



[Arabidopsis 



Seq. No. 14924 Seq. ID 

Gene No. 31750 Strand 

Start 9943 End 

Name OJ990817_08 . 9922 . C3 . o4 . tm Method 

Start 17815 End 

GI none Score 



OJ990817_08..9922.C3 
23580 

TBLASTX: Maize 

18152 

220 



15620 




Exons 


17815. 


.18039, 17816. 


. 18151, 


17817. .18152 




Seq. No. 


14924 






Seq. ID 


OJ990817_08.9922 


.C3 


Gene No. 


31750 






Strand 






Start 


9943 






End 


23580 




Name 


OJ990817 08. 9922. C3. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


18242 






End 


18823 




GI 


none 






Score 


79 




Exons 


18242. 


.18370, 18440. 


. 18823, 


18585. .18743 




Seq. No. 


14924 






Seq. ID 


OJ990817_08.9922 


.C3 


Gene No. 


31750 






Strand 






Start 


9943 






End 


23580 




Name 


OJ990817 08. 9922. C3. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


18443 






End 


18938 




GI 


none 






Score 


192 




Exons 


18443. 


.18901, 18492. 


. 18938 








Seq. No. 


14924 






Seq. ID 


OJ990817JD8.9922 


.C3 


Gene No. 


31750 






Strand 






Start 


9943 






End 


23580 




Name 


OJ990817 08. 9922. C3. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


18671 






End 


18994 




GI 


none 






Score 


114 




Exons 


18 671. 


.18901, 18747. 


. 18938, 


18953. .18994 




Seq. No. 


14924 






Seq. ID 


OJ990817JD8.9922 


.C3 


Gene No. 


31750 






Strand 






Start 


9943 






End 


23580 




Name 


OJ990817 08. 9922. C3. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


19038 






End 


19385 




GI 


none 






Score 


88 




Exons 


19038. 


.19286, 19317. 


. 19385 








Seq. No. 


14924 






Seq. ID 


OJ990817_08.9922 


.C3 


Gene No. 


31750 






Strand 






Start- 


9943 






End 


23580 




Name 


.. OJ990817 08. 9922. C3. 


o4 . tw 


Method" 


TBLASTX: Wheat 




Start 


19317 






End 


19643 




GI 


none 






Score 


198 




Exons 


19317. 


.19643 










Seq. No. 


14924 






Seq. ID 


OJ990817_08.9922 


.C3 


Gene No. 


. 31750 






Strand 






Start 


9943 






End 


23580 




Name 


OJ990817 08. 9922. C3. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


19488 






End 


19704 




GI 


none 






Score 


75 




Exons 


19488. 


.19700, 19585. 


'. 19704 








Seq. No. 


14924 






Seq. ID 


OJ990817_08.9922 


.C3 


Gene No. 


31750 






Strand 






Start 


9943 






End 


23580 




Name 


OJ990817 08. 9922. C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


19494 






End 


20018 




GI 


none 






Score 


101 




Exons 


19494 . 


.19703, 19585. 


.19704, 


197 67. .20018, 197 68. .20010 





15621..' 






Seq. No. 


14924 




Seq. ID 


OJ990817_08.9922 


. C3 




Gene No. 


31750 




Strand 








Start 


9943 




End 


23580 






Name 


OJ990817 08. 9922. C3. 


o3. tw 


Method 


TBLASTX; Wheat 






Start 


19644 




End 


20042 






GI 


none 




Score 


117 






Exons 


19644 \ .19703, 19764. 


.20042, 


19765.. 20010 






Seq. No. 


14924 




Seq. ID 


OJ990817_08.9922 


.C3 




Gene No. 


31750 




Strand 








Start 


9943 




End 


23580 






Name 


OJ990817 08. 9922. C3. 


ol. ts 


Method 


TBLASTX : Soybean 






Start 


19764 




End 


20081 






GI 


none 




Score 


106 






Exons 


19764. .20081, 19765. 


.20010 










Seq. No. 


14924 




Seq. ID 


OJ990817_08.9922, 


.C3 




Gene No. 


31750 




Strand 








Start 


9943 




End 


23580 






Name 


OJ990817 08. 9922. C3. 


o2. tm 


Method 


TBLASTX: Maize 






Start 


20037 




End 


20522 






GI 


none 




Score 


129 






Exons 


20037. .20522, 20056. 


.20493 








'■'-) 


Seq. No. 


14924 




: Seq. ID 


OJ990817_08.9922. 


.C3 




Gene No. 


31750 




Strand 






•s: : 


Start 


9943 




End 


23580 






Name 


OJ990817 08. 9922. C3. 


ol . tw 


Method 


TBLASTX: Wheat 






.Start 


20118 




End 


20573 




ill 


GI 


none 




Score 


118 




Si 


Exons 


20118. .20405, 20133. 


.20573, 


20152. .20469 




Hi 

s *• 


Seq. No. 


14924 




Seq. ID 


OJ990817_08.9922, 


.C3 




Gene No. 


31750 




Strand 








Start 


9943 




End 


23580 






Name 


OJ990817 08. 9922. C3. 


o2. ts 


Method 


TBLASTX : Soybean 






Start 


20223 




End 


20537 




. = t 


GI 


none 




Score 


221 






Exons 


20223. .20537 












Seq. No. 


14924 




Seq. ID 


OJ990817_08.9922. 


,C3 




Gene No. 


31750 




Strand 








Start 


9943 




End 


23580 






Name 


OJ990817 08. 9922. C3. 


o7 . tm 


Method 


TBLASTX: Maize 






Start 


21666 




End 


21932 






GI 


none 




Score 


40 






Exons 


• 21666. .21734, 21694. 


.21735, 


21726. .21932, 21727. .21903 






Seq. No. 


14925 




Seq. ID 


OJ990817_08.9922. 


,C4 




Gene No. 


31751 




Strand 


+ 






Start 


2567 




End 


5304 






Name 


OJ990817 08. 9922. C4. 


ol . np 


Method 


AAT/NAP 






Start 


2567 




End 


4684 






GI 


6729549 




Score 


967 





Exons 2567. .2771, 2890. .3077, 3225. .3407, 3527. .3679, 3835. .3985, 

4261. .4373, 4511. .4684 



15622 



GI Descrip. (AL132977) putative protein [Arabidopsis thaliana] 



Seq. No. 14925 Seq. ID 

Gene No. 31751 Strand 

Start 2567 End 

Name OJ9908 17_08 . 9922 . C4 . ol . gs Method 

Start 2570 End 

GI none Score 

Exons 2570.. 2771, 2890.. 3077, 3207.. 3405, 3501 

4240.. 4373, 4511.. 4657, 5209.. 5304 



OJ990817_08.9922.C4 
+ 

5304 
GEN SCAN 
5304 
.82 

3679, 3835.. 3985, 



Seq. No. 14925 Seq. ID 

Gene No. 31751 Strand 

Start 2567 End 

Name OJ990817_08 . 9922 . C4 . ol . gp Method 

Start 3588 End 

GI 49071_1.R1084 Score 

Exons • 3588.. 3679, 3835.. 3985, 4240.. 4396 
GI Descrip. 



OJ990817_08.9922.C4 
+ 

5304 
AAT/GAP 
4396 
677 



'4835757/gb| AAD30224.il AC007202_6 2.0e-29 (AC007202) EST 
gb_AA404917 comes from this gene. [Arabidopsis thaliana] ' 



' 35 f 



I'll 

o 



Seq. No. 14925 

Gene No. 31752 

Start 10440 

Name OJ990817_08 . 9922 . C4 . o3 . gs 

Start 10440 

GI none 

Exons 10440. .11000 

Seq. No. 14925 

Gene No. 31753 

Start 12497 

Name OJ990817_08 . 9922 . C4 . o4 . gp 

Start 12497 

GI 38533_1.R1084 

Exons 12497. .12983 
GI Descrip. » 4539324 /emb | CAB38825 . 1 | 4, 
[Arabidopsis : thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_08.9922.C4 
+ 

11000 
GENSCAN 
11000 
.62 



OJ990817_08.9922.C4 
+ 

12983 
AAT/GAP 
12983 
897 



Oe-09 (AL035679) kinesin like protein 



Seq. No. 14925 Seq. ID 

Gene No. 31754 Strand 

Start 4572 End 

Name OJ990817_08 . 9922 . C4 . o2 . gp Method 

Start 4572 End 

GI 3767107 Score 

Exons 4572.. 4910 



OJ990817_08.9922.C4 

4910 
AAT/GAP 
4910 
619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14925 
31755 
5023 

OJ990817_08. 9922.C4 ,o3.gp 
5023 

84785 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 08. 9922. C4 



8998 
AAT/GAP 
6465 
976 

5023. .5356, 5984. .6052, 6148. .6211, 6328. .6465 

, 728777/sp|P40937|ACll_HUMAN 2.0e-12 ACTIVATOR 1 36 KD SUBUNIT 
(REPLICATION FACTOR C 36 KD SUBUNIT) (Al 36 KD SUBUNIT) (RF-C 36 
KD SUBUNIT) (RFC36) >gi_1498257 (L07540) replication factor C, 
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36-kDa subunit [Homo sapiens] ' 



Seq. No. 


14925 








Seq. ID 


OJ990817 


_08.9922.C4 


Gene No. 


31755 








Strand 






Start 


5023 








End 


8998 




Name 


OJ990817 08 


.9922. 


C4 .o2. 


np 


Method 


AAT/NAP 




Start 


5260 ~~ 








End 


8998 




GI 


6382495 








Score 


1095 




Exons 


5260 . . 5356, 


5984. 


.6052, 


6148. 


, .6211, 6328. .6457, 


6843. .6924, 




7113 7272 


7365. 


.7441, 


7844. 


..8060, 8815. .8998 






I AC010704 ) 


putative replication factor 


C [Arabidopsis thaliana] 


Seq. No. 


14925 








Seq. ID 


OJ990817 


_08. 9922.C4 




31755 








Strand 






Start 


5023 








End 


8998 




Name 


OJ990817 08 


.9922. 


C4.o2. 


gs 


Method 


GENSCAN 




Start 


5938 _ 








End 


8998 




GI 


none 








Score 


.78 




F. v o n 


5938 6033 


6212. 


.6457, 


6843. 


.6924, 7113. .7302, 


7^fiS 7444 




7844. .8060, 


8815. 


.8998 










Sea No 


14925 








Seq. ID 


OJ990817 


_08.9922.C4 




31756 








Strand 






Start 


11411 








End 


12074 




Name 


OJ990817 08 


. 9922. 


C4 ,o4 . 


gs 


Method 


GENSCAN 




Start 


11411 








End 


12074 




GI 


none 








Score 


.94 




Exons 


11411. .11628, 11957. .12074 








Sea No 


14925 








Seq. ID 


OJ990817 


_08.9922.C4 


CZpnp No 


31757 








Strand 






Start 


12758 








End 


16030 




Name 


OJ990817 08 


.9922. 


C4 .o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3204 . 








End 


3679 




GI 


none 








Score 


230 




P, von S 


3204 . .3413, 


3206. 


.3439, 


3497. 


.3679 






Seq. No. 


14925 








Seq. ID 


OJ990817 


_08.9922.C4 


fjpnp ]sJo 

V-J ^— • 1 i N 111 \J . 


31757 








Strand 






Start 


12758 








End 


16030 




Name 


OJ990817 08 


.9922. 


C4.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3254 








End 


4376 




GI 


none 








Score 


174 




R von <? 


3254. .3406, 


3255. 


.3413, 


3497. 


.3679, 3829. .3981, 


3829. .3927, 




3909. .3980, 


4242. 


.4376 










Seq. No. 


14925 








Seq. ID 


OJ990817 


_08.9922.C4 


Honp No 


31757 








Strand ... 






OLdl L 


.12758 








End 


16030 




Name 


OJ990817 08 


.9922. 


C4.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3303 








End 


3989 




GI 


none 








Score 


115 




Exons 


3303. .3407, 


3305. 


.3406, 


3497. 


.3679, 3499. .3681, 


3499. .3684, 




3.570. .3686, 


3818. 


.3985, 


3829. 


.3984, 3832. .3987, 


3834. .3989 


Seq. No. 


14925 








Seq. ID 


OJ990817 


_08.9922.C4 


Gene No. 


31757 








Strand 







15624 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12758 

OJ990817_08 . 9922 . C4 . o5 . tm 

4241 

none 

4241. .4375, 4242.-4376, 4248. 



End 

Method 

End 

Score 



16030 

TBLASTX: Maize 

4708 

183 



Seq. No. 14925 

Gene No. 31757 

Start 12758 

Name OJ990817_08 . 9922 .C4 . o4 . ts 

Start 4260 

GI none 

Exons 4260.. 4376, 4508.. 4657, 4511. 

Seq. No. 14925 

Gene No. 31757 

Start 12758 

Name OJ990817_08 . 9922 . C4 . o2 . tw 

Start 4561 

GI none 

Exons 4561.. 4689, 4562.. 4690, 4569. 



14925 
31757 
12758 

OJ990817_08.9922.C4.o5. ts 

5263 

none 

5263. .5355, 5974. .6051, 5980. 
6323. .6397, 6324. .6398 

14925 
31757 
12758 

OJ990817_08. 9922.C4 .o4 .tm 

6144 

none 

6144. .6209, 6147. .6209, 6148. 
6324. .6461, 6325. .6462, 6838. 
7112. .7165, 7113. .7163 

14925 
31757 
12758 

OJ990817JD8 . 9922 . C4 . o3 . tc 

6346 

none 

6346. . 6438, 
6837. .6926, 
7115. .7273 



6346. .6438, 6350, 
6840. .6926, 6841, 



.4376, 4508. .4708, 4508. .4690 

Seq. ID OJ990817_08. 9922.C4 
Strand 

End 16030 

Method TBLASTX : Soybean 

End 4 657 

Score 115 
.4654 

Seq. ID OJ990817_08.9922.C4 
Strand 

End 16030 

Method TBLASTX : Wheat 

End 4889 

Score 197 
.4691, 4848. . 4889 

Seq. ID OJ990817_08.9922.C4 
Strand 

End 16030 

Method - TBLASTX: Soybean 

End 6398 

Score 4 9 

.6051, 6138. .6209, 6151. .6210, 



Seq. ID OJ990817_08.9922.C4 
Strand 

End 16030 
Method TBLASTX : Mai ze 
End . 7165 
Score 107 

.6210, 6322. .6462, 6323. .6463, 
.6924, 684 3. .6932, .6843. .6923, 



Seq. ID OJ990817_08.9922.C4 
Strand 

End 16030 
Method TBLASTX : Cress 
End 7274 
Score 73 

.6454, 6354. .6455, 6422. .6460, 
.6927, 7098. .7274, 7111. .7269, 



Seq. No. 14925 

Gene No. 31757 

Start 12758 

Name OJ9908 17__08 . 9922 . C4 . ol . ts 

Start 7199 

GI none 



Seq. ID OJ990817_08 . 9922.C4 
Strand 

End 16030 

Method TBLASTX : Soybean 

End 88 97 

Score 88 



15625 



Exons 



7199. .7273, 7200. .7280, 7366. .7440, 7367. .7435, 7805. .8059, 
7843. .8061, 7870. .8061, 7874. .8062, 8816. .8896, 8817. .8897 



Seq. No. 14925 
Gene No. 31757 
Start 12758 

Name OJ990817_08 . 9922 .C4 . 06 . tm 

Start 7951 
GI none 

Exons 7951.. 8061, 7952.. 8059, 7954. 

8989. .9006, 8992. .9006, 9017. 
9058. .9078 



Seq. ID OJ990817_08.9922.C4 
Strand 

End 16030 
Method TBLASTX : Maize 
End 9085 
Score 170 

.8061, 8816. .8899, 8817. .8900, 
.9064, 9020. .9061, 9047. .9085, 



Seq. No. 14925 

Gene No. 31757 

Start 12758 

Name OJ990817_08 . 9922 . C4 , 

Start 12758 

GI none 

Exons 12758. .13276, 13832, 
15826. .15954 



oo . gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_08.9922.C4 

16030 
GEN SCAN 
15954 
. 66 



14035, 14138. .14185, 14845 15333, 



Seq. No. 14925 

Gene No. 31757 

Start 12758 

Name OJ9908 17_08 . 9922 . C4 . ol . tm 

Start 12770 

GI none 

Exons 12770. .13048, 1277 1 .. 128 99, 
13047. .13184, 13057. .13269, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12814 

13138 



OJ990817 08. 9922. C4 



16030 

TBLASTX: Maize 
13983 
135 

12933, 13043. .13270, 
13278, 13855.. 13983 



Seq. No. 14925 

Gene No. 31757 

Start 12758 

Name OJ9908 17_08 . 9922 . C4 . o3 . ts 

Start 12780 

GI none 

Exons 12780. .12896, 12783 .. 12938 , 
12802.. 12903 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_08.9922.C4 
16030 

TBLASTX: Soybean 

12958 

129 



12788. .12901, 12788. .12958, 



Seq. No. 14925 

Gene No. 31757 

Start .12758 • 

Name OJ990817_08 . 9922 . C4 . o3 . np 

Start 12792 

GI 4567271 

Exons 12792. . 13276, 13895 .. 14035, 
15189. .15329, 15936.. 16030 

GI Descrip. (AC006841) putative kinesin heavy chain [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_08.9922.C4 

16030 
AAT/NAP 
16030 
304 



14845. .14 8 95, 14 983 .. 15098 , 



Seq. No. 14925 Seq. ID 

Gene No. 31757 Strand 

Start 12758 End 

Name OJ990817_08 . 9922 . C4 . o2 . tc Method 

Start 13011 End 

GI none Score 
Exons 



OJ990817_08.9922.C4 
16030 

TBLASTX: Cress 

14200 

128 



13011. .13184, 13034. .13279, 13967 14 038 , 13983 .. 14 039, 



15626 



14138. .14200, 14138. .14197 



Seq. No. 14925 
Gene No. 31757 
Start 12758 

Name OJ9908 17_08 . 9922 . C4 . o3 . tm 

Start 13985 
GI none 
Exons 13985. .14032, 

14139. .14198, 

14984. .15067, 

15194. .15370, 

15834. .15923 



13986. .14039, 
14842. .14895, 
15031. .15087, 
15195. .15374, 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



OJ990817_08.9922.C4 
16030 

TBLASTX: Maize 

15923 

73 



14120. .14191, 14135. .14191, 

14842. .14895, 14983 .. 15114 , 

15188. .15334, 15190 15333, 

15825. .15923, 15832 .. 15921 , 



Seq. No. 14925 

Gene No. 31757 

Start 12758 

Name OJ9908 17_08 . 9922 . C4 . o5 . gp 

Start 14962 

GI uC-osflcyp024f08bl 

Exons 14962. .15108, 15193 .. 15333, 
GI Descrip. 



OJ990817 08. 9922. C4 



Seq. ID _ 
Strand 

End 16030 
Method AAT/GAP 
End 16030 
Score 880 
15826.. 16030 

, 5263326/gb|AAD41428.1|AC007727_17 4.0e-14 (AC007727) Similar to 
gb_U06698 neuronal kinesin heavy chain from Homo sapiens and 
contains a PF_00225 Kinesin.-motor domain. EST gb_AA042507 comes 
from this gene. [Arabidopsis thaliana] ' . : * 



Seq. No. 


14925 




Seq. ID 


OJ990817_08.9922.C4 


Gene No. 


31757 




Strand 




Start 


12758 




End 


16030 


Name 


OJ990817 08. 9922. C4 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


14974 




End 


15351 


GI 


none 




Score 


80 


Exons 


14974. .15105, 15187 


. .15351, 


15191. .15346 


Seq. No. 


14926 




Seq. ID 


OJ990817_08.9922.C5 


Gene No. 


31758 




Strand 


+ 


Start 


1 




End 


'332 


Name 


OJ990817 08. 9922. C5 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


332 


GI 


6721517 




Score 


509 


Exons 


1. .332 








GI Descrip. 


(AP001072) Similar 


to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


14926 




Seq. ID 


OJ990817_08.9922.C5 


Gene No. 


31758 




Strand 


+ 


Start 


1 




End 


332 


Name 


OJ990817 08. 9922. C5 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


5 




End 


283 


GI 


none 




Score 


314 


Exons 


5. .283, 6. .281 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



14926 
31758 
1 

OJ990817_08, 
6 

none 



9922.C5.ol.tw 



Seq. ID OJ990817_08.9922.C5 

Strand + 

End 332 

Method TBLASTX : Wheat 

End 332 

Score 380 



15627 



Exons 



6. .320, 14. .331, 15. .332 



Seq. No. 14926 

Gene No. 31758 

Start 1 

Name OJ990817_08 . 9922 . C5 . 

Start 18 

GI none 

Exons 18.. 332 



ol. ts 



Seq. ID OJ990817_08.9922.C5 

Strand + 

End 332 

Method TBLASTX : Soybean 

End 332 

Score 199 



Seq. No. 14926 Seq. ID 

Gene No. 31758 Strand 

Start 1 End 

Name OJ9908 17_08 . 9922 .C5.ol.gs Method 

Start 30 End 

GI . none Score 

Exons 30'.- .'289 



OJ990817_08.9922.C5 
+ 

332 

GENSCAN 
289 
. 61 



Seq. No. 14927 Seq. ID OJ990817_08 . 9922 . C6 

Gene No. 31759 Strand 

Start 1 End 711 

Name OJ990817_08 . 9922 . C6 . ol . np Method AAT/NAP 

Start 1 End 711 

GI 6466937 Score 464 

Exons 1. .711 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 14927 Seq. ID 

Gene No. 31759 Strand 

Start 1 End 

Name OJ990817_08 . 9922 . C6 . ol . tw Method 

Start 5 End 

GI none Score 

Exons 5. .283, 45. .203 



OJ990817_08.9922.C6 
711 

TBLASTX : Wheat 

283 

73 



Seq. No. 14927 Seq. ID 

Gene No. 31759 Strand 

Start 1 End 

Name OJ990817_08 . 9922 .C6 . ol . gs Method 

Start 10 End 

GI none Score 

Exons 10.. 366, 437.. 629 



OJ990817_08.9922.C6 
711 

GENSCAN 

629 

.88 



Seq. No. 14927 Seq. ID 

Gene No. 31759 Strand 

Start 1 End 

Name OJ990817_08 . 9922 . C6 . ol . tm Method 

Start 17 End 

GI none Score 

Exons 17.. 361, 18.. 398 



OJ990817_08.9922.C6 
711 

TBLASTX: Maize 

398 

160 



Seq. No. 14927 Seq. ID 

Gene No. 31759 Strand 

Start 1 End 

Name OJ990817_08 . 9922 . C6 . ol . ts Method 

Start 131 End 



OJ990817_08.9922.C6 
711 

TBLASTX : Soybean 
454 



15628 



GI 

Exons 



none Score 
131. .361, 207. .398, 413. .454 



Seq. No. 14928 Seq. ID 

Gene No. 31760 Strand 

Start 119 End 

Name OJ990817_08 . 9922 . C7 . ol . gs Method 

Start 119 End- 

GI none Score 

Exons 119.. 181 



113 



OJ990817_08.9922.C7 
181 

GENSCAN 

181 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990817 08. 9922. C7 



14928 Seq. ID 

31761 Strand 

119 End 216 

OJ9908 17_08 . 9922 . C7 . ol . gp Method AAT/GAP 

119 End 216 

48916_1.R1084 Score 175 

119. .216 

f 300264/bbs | 131379 1.0e-42 (S59747) HSP68=68 kda heat-stress 
DnaK homolog [Solanum tuberosum=potatoes, Peptide Mitochondrial, 
682 aa] [Solanum tuberosum] 1 

14929 Seq. ID OJ990817_08 . 9922 . C8 

31762 . Strand 

228 End 461 

OJ990817_08 . 9922 . C8 . ol . np Method AAT/NAP 

228 End 461 

5042454 Score 75 

228. .296, 429. .461 

(AC007789) putative polyprotein [Oryza sativa] 

14930 Seq. ID OJ990817_05 . 9922 . C2 

31763 Strand 

1 End 774 

OJ990817_05. 9922.C2.ol.np Method AAT/NAP 

1 End 774 

2129703 Score 58 

1..200, 754. .774 

receptor kinase - Arabidopsis thaliana gi | 2129704 | pir | | S71184 
receptor kinase - Arabidopsis thaliana gi 1166692 (M80238) 
receptor kinase [Arabidopsis thaliana] gi | 445123 | prf | | 1908429A 
receptor kinase [Arabidopsis thaliana] 



Seq. No. 


14930 












Seq. ID 


OJ990817 


Gene No. 


31763 












Strand 




Start 


1 












End 


774 


Name 


OJ990817 


_05. 


.9922. 


.C2. 


.ol, 


.gs 


Method 


GENSCAN 


Start 


71 












End 


204 


GI. 


none 












Score 


.94 


Exons 


71. .204 
















Seq. No. 


14931 












Seq. ID 


' OJ990817 


Gene No. 


31764 












Strand 


+ 


Start 


87 












End 


234 


Name 


OJ990817 


_05, 


.9922. 


■ C3. 


.ol. 


.gs 


Method 


GENSCAN 


Start 


87 












End 


234 


GI 


none 












Score 


.98 



15629 



Exons 



87. .234 



Seq. No. 14932 Seq. ID OJ990817_05 . 9922 . C4 

Gene No. 31765 Strand 

Start 1 End 4319 

Name OJ990817_05 . 9922 . C4 . ol . np Method AAT/NAP 

Start 1 End 4286 

GI 5295971 Score 3380 

Exons 1..3229, 3278.. 4286 

GI Descrip. (AB026295) EST D24 315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 







transposon Tnt 1-94 . (X13777 ) 


[Oryza sativa] 








Seq. No. 


14932 


Seq. ID 


OJ990817_05. 


9922 


-C4 




Gene No. 


31765 


Strand 


— 








Start 


1 


End 


4319 








Name 


OJ990817 05.9922.C4.ol.gs 


Method 


GENSCAN 








Start 


' 31 


End 


4319 








GI 


none 


Score 


.73 








Exons 


31. .4319 












Seq. No. 


14932 


Seq. ID 


OJ990817__05. 


9922 


.C4 




Gene No. 


31766 


Strand 








. =i 


Start 


6301 


End 


8747 






-1 


Name 


OJ990817 05.9922.C4.o2.np 


Method . 


AAT/NAP 






L| i 


Start 


6257 


End 


8745 








GI 


2618699 


Score 


406 






i ! 


Exons 


6257. .7473, 8689. .8745 










'Sor 
e : 

i.i! 


GI Descrip. 


(AC002510) unknown protein [Arabidopsis 


; thaliana] 








Seq. No. 


14932 


Seq. ID 


OJ990817JD5. 


9922 


.C4 


rl! 


Gene No . 


31766 


Strand 










Start 


6301 


End 


8747 








Name 


OJ990817 05.9922.C4.o2.gs 


Method 


GENSCAN 






: h. i 


Start 


6301 


End 


8747 






i : 


GI 


none 


Score 


.98 






M: 
f. "e 


Exons 


6301. .7493, 7999. .8058, 8348. 


.8425, 858 


18. .8747 






:sr 


Seq. No. 


14932 


Seq. ID 


OJ990817JD5. 


9922 


.C4 


5; 


Gene No . 


31767 


Strand 










Start 


14177 


End 


14562 








Name 


OJ990817 05-9922. C4.ol.tc 


Method 


TBLASTX: Cress 






Start 


1 


End 


677 








GI 


none 


Score 


82 








Exons 


1..210, 3. .251, 249. .374, 271 


..387, 366 


i . .455, 382.. 


456, 








486. .677, 567. .656 












Seq. No. 


14 932 


Seq. ID 


OJ990817_05. 


9922 


.C4 




Gene No. 


31767 


Strand 










Start 


14177 


End 


14562 








Name 


OJ990817 05.9922.C4.o3.ts 


Method 


TBLASTX: Soybean 






Start 


3 


End 


647 








GI 


none 


Score 


80 








Exons 


3. .455, 43. .180, 271. .450, 516. .647 










Seq. No. 


14932 


Seq. ID 


OJ990817_05. 


9922 


.C4 




Gene No. 


31767 


Strand 









15630 



Start 
Name 
Start 
GI 

Exons 



14177 End 

OJ990817_05 . 9922 . C4 . 08 . tm Method 

3 End 

none Score 
3..248, 121.. 243 



14562 

TBLASTX: Maize 

248 

92 



Seq. No. 14932 

Gene No. 317 67 

Start 14177 

Name OJ990817_05 . 9922 . C4 . ol . tm 

Start 249 

GI none 

Exons 249..45S, 304. .468, 507. .707, 



Seq. ID OJ990817_05.9922.C4 
Strand 

End 14562 

Method TBLASTX : Mai ze 

End 774 

Score 130 

513. .704, 550. .666, 733. .774 



Seq. No. 14932 

Gene No. 31767 

Start 14177 

Name OJ990817_05 . 9922 . C4 . 06 . tw 

Start 402 

GI none 

Exons 402. .455, 480. .668, 696. .785 



Seq. ID OJ990817_05. 9922.C4 
Strand 

End 14562 

Method TBLASTX : Wheat 

End 785 

Score 60 



Seq. No. 14932 Seq. ID 

Gene No. 31767 Strand 

Start 14177 . End 

Name - OJ990817_05 . 9922 . C4 . 06 . tm Method 

Start 783 End 

GI none * Score 

Exons 783.. 1217, 1012.. 1200 



OJ990817_05. 9922.C4 
14562 

TBLASTX: Maize 

1217 

79 



Seq. No. 14932 Seq. ID 

Gene No. 31767 Strand 

Start 14177 End 

Name OJ990817_05 . 9922 . C4 . ol . tw Method 

Start 786 End 

GI none Score 

Exons 786.. 1019, 1008.. 1355, 1009.. 1200 



OJ990817_05. 9922.C4 
14562 

TBLASTX: Wheat 

1355 

71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14932 
31767 
14177 

OJ990817_05. 9922.C4.ol. ts 

1023 

5509260 

1023. .1535, 1027. .1092, 1126. 



14932 
31767 
14177 

OJ990817_05. 9922.C4.o3.tc 

1137 

none 

1137. .1400, 1315. .1401 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1200, 1312. .1488 



OJ990817_05. 9922.C4 
14562 

TBLASTX : Soybean 
1535 
51 



Seq. ID OJ990817_05. 9922.C4 
Strand 

End 14562 

Method TBLASTX : Cress 

End 1401 

Score 78 



Seq. No. 
Gene No. 



14932 
31767 



Seq. ID OJ990817_05.9922.C4 
Strand 



15631 




Start 


14177 








End 


14562 




Name 


OJ990817 05 


. 9922, 


.C4 .o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


1226 








End 


6729 




GI 


none 








Score 


129 




Exons 


1226. . 1351, 


6304 . 


. . 6729, 


6335. 


.6463, 6340.. 6681, 6527.. 6682 


Seq. No. 


14932 








Seq. ID 


OJ990817_05.9922 


,C4 


Gene No. 


31767 








Strand 


- 




Start 


14177 








End 


14562 




Name 


OJ990817 05 


. 9922, 


,C4 .o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1866 ~ 








End 


2342 




GI 


none 








Score 


140 




Exons 


1866. .2342, 


2047, 


. .2337 










Seq. No. 


14932 








Seq. ID 


OJ990817_05. 9922 


.C4 


Gene No. 


31767 








Strand 


— 




Start 


14177 








End 


14562 




Name 


OJ990817 05 


. 9922, 


.C4 .o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


1878 ~~ 








End 


2351 




GI 


none 








Score 


68 




Exons 


1878 . . 2351, 


2125, 


. . 2268 










Seq. No. 


14932 








Seq. ID 


OJ990817_05.9922 


.C4 


Gene No. 


31767 








Strand 






Start 


14177 








End 


14562 




Name 


OJ990817 05 


. 9922 . 


,C4 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


1944 ~~ 








End 


2373 




GI 


none 








Score 


57 




Exons 


1944 . .2003, 


1944 . 


. . 2006, 


2028 . 


.2369, 2047.. 2373 




Seq. No. 


14932 








Seq. ID 


OJ990817_05.9922 


,C4 


Gene No. 


31767 








Strand 






Start 


14177 








End 


14562 




Name 


OJ990817 05 


. 9922. 


.C4 .o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2016 ~ 








End 


2576 




GI 


none 








Score 


124 




Exons 


2016. .2105, 


2112, 


. .2576, 


2122. 


.2361 






Seq. No. 


14932 








Seq. ID 


OJ990817_05.9922 


.C4 


Gene No. 


31767 








Strand 






Start 


14177 








End 


14562 




Name 


OJ990817 05 


. 9922, 


.C4 .o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


2382 ~ 








End 


2711 




GI 


none 








Score 


85 




Exons 


2382. .2711, 


2470. 


. .2685, 


2535. 


.2615 






Seq. No. 


14932 








Seq. ID 


OJ990817_05.9922 


,C4 


Gene No. 


31767 








Strand 






Start 


14177 








End 


14562 




Name 


OJ990817 05 


. 9922 . 


,C4 .o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2655 ~~ 








End 


3101 




GI 


none 








Score 


50 




Exons 


2655. .2735, 


2734. 


. .2805, 


2736. 


.3101, 2884. .3081 




Seq. No. 


14932 








Seq. ID 


OJ990817_05.9922 


.C4 


Gene No. 


31767 








Strand 






Start 


14177 








End 


14562 





15632 



Name 

Start 

GI 

Exons 



OJ990817JD5. 

2715 

none 

2715. .3122, 



9922.C4 ,o5.tm 



2920.. 3123, 3099. 



Method TBLASTX : Mai ze 
End 3185 
Score 181 
.3185, 3114. .3149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14932 
31767 
14177 

OJ990817_05. 

3666 

none 

3666. .3977, 



9922.C4.o7.tm 



3670. .3978 



Seq. ID OJ990817_05.9922.C4 
Strand 

End 14 562/ 

Method TBLASTX : Mai ze 

End 3978 

Score 129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14932 
31767 
14177 

OJ990817_05. 

3672 

none 

3672. .4067, 



9922.C4 .o5.tw 



3889. .4017 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_05.9922.C4 
14562 

TBLASTX: Wheat 

4067 

66 



Seq. No, 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



14932 
31767 
14177 

OJ990817_05. 

6304 

none 

6304. .6603, 



9922.C4 .o3.tw 



6340. .6600 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ990817_05.9922.C4 
14562 

TBLASTX: Wheat 

6603 

152 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14932 
31767 
14177 

OJ990817_05. 

6313 

none 

6313. .6549, 



9922. C4 .oS.tc 



6565. .6672 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_05. 9922.C4 
14562 

TBLASTX: Cress 

6672 

100 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14932 
31767 
14177 

OJ990817_05. 

6751 

none 

6751. .6906, 



9922.C4.o4.tm 
6931. .7275, 7055, 



Seq. ID OJ990817_05. 9922.C4 
Strand- 
End 14562 
Method TBLASTX : Mai ze 
End 7449 
Score 137 
.7282, 7297. .7449 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14932 
31767 
14177 

OJ990817_05. 

6847 

none 

6847. .7005, 



9922.C4.o4.tc 



7000. .7215, 7079. 



Seq. ID OJ990817_05 . 9922.C4 
Strand 

End 14562 

Method TBLASTX : Cress 

End 7216 

Score 70 
,7216 



Seq. No. 
Gene No. 
Start 
Name 



14932 ' 

31767 

14177 

OJ990817 05, 



9922.C4.o3.np 



Seq. ID OJ990817_05. 9922.C4 
Strand 

End 14562 

Method AAT/NAP 



15633 




Start 


14177 


End 


14562 


GI 


5042454 


Score 


96 


Exons 


14177. .14230, 14471. .14562 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


14933 


Seq. ID 


OJ990817_05.9922.C5 


Gene No. 


31768 


Strand 


+ 


Start 


595 


End 


3853 


Name 


OJ990817_05 . 9922 . C5 . ol . gs 


Method 


GEN SCAN 


Start 


595 


End 


3853 


GI 


none 


Score 


.67 


Exons 


595.. 1856, 1952.. 2630, 2660 


..3391, 3494.. 3853 


Seq. No. 


14933 


Seq. ID 


OJ990817_05.9922.C5 


Gene No. 


31768 


Strand 


+ 


Start 


595 


End 


3853 


Name 


OJ990817 05. 9922.C5.ol.np 


Method 


AAT/NAP 


Start 


595 


End 


3850 


GI 


5803259 


Score 


4997 


Exons 


595. .1856, 1952. .3850 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


14933 


Seq. ID 


OJ990817_05.9922.C5 


Gene No. 


31769 


Strand 


+ 


Start 


10720 


End 


14136 


Name 


OJ990817 05. 9922.C5.o3.np 


Method 


AAT/NAP 


Start 


10720 


End 


12762 


GI 


5922623 


Score 


194 


Exons 


10720. .10800, 11181. .11337, 


11505. .11580, 12554. .12762 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi| 6016856 |dbj | BAA85199.il 


(AP000570) : 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


14933 


Seq. ID 


OJ990817_05.9922.C5 


Gene No. 


31769 


Strand 


+ 


Start 


10720 


End 


14136 


Name 


OJ990817 05. 9922.C5.o3.gs 


Method 


GENSCAN 


Start 


11997 


End 


14136 


GI 


none 


Score 


.46 


Exons 


11997. .12134, 12305. .12331, 


14074. .14136 


Seq. No. 


14933 


Seq. ID 


OJ990817_05.9922.C5 


Gene No. 


31770 


Strand 




Start 


4491 


End 


10137 


Name 


OJ990817 05. 9922.C5.o2.np 


Method 


AAT/NAP 


Start 


4491 


End 


10137 


GI 


6498441 


Score 


6944 


Exons 


4491. .4772, 4866. .6263, 6435. .6817, 7010. .7349, 7524. .7658, 




7842.. 8215, 8279.. 8742, 9073.. 10137 




GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl . 


(AF098806) 


[Oryza sativa] 


Seq. No. 


14933 


Seq. ID 


OJ990817_05. 9922.C5 


Gene No. 


31771 


Strand 




Start 


13230 


End 


13845 


Name 


OJ990817 05.9922.C5.o2.tw 


Method 


TBLASTX: Wheat 



15634 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3096 
none 

3096.. 3197, 7217, 



End 7 637 

Score 54 
.7537, 7217. .7636, 7224. .7637 



14933 
31771 
13230 

OJ990817_05 . 9922 .C5 . o5 . tm 

4488 

none 

4488. .4631, 4492. .4626 

14933 
31771 
13230 

OJ9908 17_05 . 9922 . C5 . o7 . tw 

4 500 

none 

4500.. 4625, 4504 
4999.. 5097, 5027 



Seq. ID OJ990817_05.9922.C5 
Strand 

End 13845 

Method TBLASTX : Mai ze 

End 4631 

Score 117 



Seq. ID OJ990817_05.9922.C5 
Strand 

End 13845 

Method TBLASTX : Wheat 

End 5102 

Score 81 



4626, 4792. .4962, 4818. .5102, 4819. .4962, 
5098 



14933 
31771 
13230 

OJ990817_05.9922 

5103 

none 

5103.. 5483, 5134 

14933 
31771 
13230 

OJ990817JD5.9922 

5310 

none 

5310.. 5621, 5311, 



Seq. ID OJ990817_05.9922.C5 
Strand 

End 13845 

C5.o4.tw Method TBLASTX : Wheat 

End 5484 

Score 161 
.5382, 5142. .5387, 5428. .5484 



Seq. ID OJ990817_05.9922.C5 
Strand 

End 13845 

Method TBLASTX : Mai ze 

End 5621 

Score 200 



C5.o3.tm 



.5592 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



14933 
31771 
13230 

OJ990817JD5.9922, 

5814 

none 

5814.. 6074, 5950. 

14933 
31771 
13230 

OJ990817_05.9922 
5874 
5666795 

5874.. 6074, 6129 
4206306 2.0e-10 



C5.o8.tw 
.6126 



Seq. ID OJ990817_05.9922.C5 
Strand 

End 13845 

Method TBLASTX : Wheat 

End 6126 

Score 70 



End 

.C5.o2.ts Method 
End 
Score 
..6266, 6342. .6440 
(AF049110) prpol [Zea mays] 



Seq. ID OJ990817_05.9922.C5 
Strand 

13845 

TBLASTX: Soybean 
6440 
68 



14933 
31771 
13230 



Seq. ID OJ990817_05.9922.C5 
Strand 

End 13845 



15635 




Name 


OJ990817 05. 


9922. 


C5.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6129 








End 


6563 


GI 


none 








Score 


88 


Exons 


6129. . 6278, 


6130. 


. 6267, 


6132. 


.6269, 6312.. 6563, 6322.. 6498 




6339. . 6563 












Seq. No. 


14933 








Seq. ID 


OJ990817 05. 9922. C5 


Gene No. 


31771 








Strand 


_ 


Start 


13230 








End 


13845 


Name 


OJ990817 05. 


9922. 


CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7187 








End 


7558 


GI 


none 








Score 


90 


Exons 


7187. .7558, 


7398. 


.7541 








Seq. No. 


14933 








Seq. ID 


OJ990817_05.9922.C5 


Gene No. 


31771 








Strand 




Start 


13230 








End 


13845 


Name 


OJ990817 05. 


9922. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7310 








End 


7694 


GI 


none 








Score 


228 


Exons 


7310. .7693, 


7329. 


.7694 








Seq. No. 


14933 








Seq. ID 


OJ990817_05.9922.C5 


Gene No. 


31771 








Strand 




Start 


13230 








End . 


13845 


Name 


OJ990817 05. 


9922. 


CS.ol . 


tm 


Method 


TBLASTX: Maize 


Start 


7721 








End 


8077 


GI 


none 








Score 


129 


Exons 


7721. .8026, 


7721. 


.8077, 


7731. 


.8042 




Seq. No. 


14933 








Seq. ID 


OJ990817_05.9922.C5 


Gene No. 


31771 








Strand 




Start 


13230 








End 


13845 


Name 


OJ990817 05. 


9922. 


CS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7745 








End 


8208 


GI 


none 








Score 


232 


Exons 


7745. . 8206, 


7751. 


.8206, 


7752. 


.8207, 7765. .8208 


Seq. No. 


14933 








Seq. ID 


OJ990817_05.9922.C5 


Gene No. 


31771 








Strand 




Start 


13230 








End 


13845 


Name 


OJ990817 05. 


9922. 


C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


7802 








End 


8167 


GI 


none 








Score 


122 


Exons 


7802. .7936, 


7943. 


.8167 








Seq. No. 


14933 








Seq. ID 


OJ990817_05.9922.C5 


Gene No. 


31771 








Strand 




Start 


13230 








End 


13845 


Name 


OJ990817 05. 


9922. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8399 








End 


8858 


GI 


none 








Score 


171 


Exons 


8399. . 8857, 


8403. 


.8663, 


8721. 


.8858 




Seq. No. 


14933 








Seq. ID 


OJ990817_05.9922.C5 


Gene No. 


31771 








Strand 




Start 


13230 








End 


13845 



15636 



Name 


OJ990817 05 


. 9922.C5.o6. tw 


Method 


TBLASTX: 


Wheat 




Start 


9596 ~~ 




End 


9988 






GI 


none 




Score 


95 






Exons 


9596. . 9853, 


9630.. 9869, 9836. 


.9934, 9837.. 9917, 


9941. . 9988 


Seq. No. 


14933 




Seq. ID 


OJ990817 


_05.9922 


C5 


Gene No. 


31771 


r 


Strand 


— 






Start 


13230 




End 


13845 






Name 


OJ990817 05 


. 9922 .C5 .o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


9698 ~~ 




End 


9983 






GI 


none 




Score 


92 






Exons 


9698 . . 9946, 


9699. . 9983 










Seq. No. 


14933 




Seq. ID 


OJ990817 


JD5.9922 


C5 


Gene No. 


31771 




Strand 








Start 


13230 




End 


13845 






Name 


OJ990817 05 


.9922.C5.o4.np 


Method 


AAT/NAP 






Start 


13230 




End 


13845 






GI 


6815053 




Score 


193 






Exons 


13230. .13483, 13536.. 13845 










GI DescriD. 


(AP001080) 


hypothetical protein [Oryza 


sativa] 






Sea. No. 


14934 




Seq. ID 


OJ990817 


_05.9922 


.C6 


Gene No . 


31772 




Strand 








Start 


1 




End 


3015 ' 






Name 


OJ990817 05 


. 9922.C6.ol.np 


Method 


AAT/NAP 






Start 


1 ~ 




End 


3015 






GI 


4557068 




Score 


268 






Exon s 


1..29, 2703 


. .3015 










GI Dpsrr i r> 


(AC007045) 


putative retroelement pol polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


14934 




Seq. ID 


OJ990817 


_05.9922 


.C6 


Gene No. 


31772 




Strand 








Start 


1 




End 


3015 






Name 


OJ990817 05 


. 9922.C6.ol.tw 


Method 


TBLASTX : 


Wheat 




Start 


■ 2670 




End 


2929 






GI 


none 




Score 


88 






Exons 


2670. .2732, 


2792. .2926, 2792. 


.2929, 2799.. 2927 






Seq. No. 


14934 




Seq. ID 


OJ990817 


_05.9922 


.C6 


Gene No. 


31772 




Strand 








Start 


1 




End 


3015 






Name 


OJ990817 05 


.9922.C6.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


2730 




End 


2923 






GI 


none 




Score 


42 






Exons 


2730. .2795, 


2746..2796, 2801. 


.2923, 2802.. 2909, 


2807. .2923 


Seq. No. 


14935 




Seq. ID 


OJ990817 


_05.9922 


C7 


Gene No. 


31773 




Strand 


+ 






Start 


2057 




End 


3153 






Name 


OJ990817 05 


. 9922.C7.o2.gs 


Method 


GENSCAN 






Start 


2057 




End 


3153 






GI 


none 




Score 


.83 






Exons 


2057. .2286, 


2291.. 2543, 2596. 


.2688, 3037.. 3153 






Seq. No. 


14935 




Seq. ID 


OJ990817 


_05. 9922 


C7 



15637 




Gene No. 


31774 


Strand 


+ 






Start 


7189 


End 


10591 






Name 


OJ990817 05.9922.C7.o2.np 


Method 


AAT/NAP 






Start 


7189 


End 


10591 






GI 


4530126 


Score 


242 






Exons 


7189.. 7300, 7709.. 8384, 10528 


. .10591 








GI Descrip. 


(AF078082) receptor-like protein kinase homolog 


RK20-1 






[Phaseolus vulgaris] 










Seq. No. 


14935 


Seq. ID 


OJ990817 


_05.9922. 


,C7 


Gene No. 


31774 


Strand 


+ 






Start 


7189 


End 


10591 






Name 


OJ990817 05. 9922.C7 .o4 .gs 


Method 


GEN SCAN 






Start 


7540 ~~ 


End 


10588 






GI 


none 


Score 


. 77 






Exons 


7 54 0. . 84 04, 97 32.. 10588 










Seq. No. 


14935 


Seq. ID 


OJ990817 


_05.9922, 


,C7 


Gene No. 


31775 


Strand 


+ 






Start 


11811 


End 


12608 






Name 


OJ990817 05.9922.C7.ol.gp 


Method 


AAT/GAP 






Start 


11507 


End 


12027 






GI 


3760220 


Score 


948 






Exons 


11507. .12027 










Seq. No. 


14935 


Seq. ID 


OJ990817 


_05.9922, 


.C7 


Gene No. 


31775 


Strand 


+ 






Start 


11811 


End 


12608 






Name 


OJ990817 05.9922.C7.o5.gs 


Method 


GENSCAN 






Start 


11811 


End 


12608 






GI 


none 


Score 


.94 






Exons 


11811. .11879, 12167. .12262, 12561.. 12608 






Seq. No. 


14935 


Seq. ID 


OJ990817 


_05. 9922, 


.C7 


Gene No. 


31776 


Strand 








Start 


4553 


End 


5162 






Name 


OJ990817 05.9922.C7.o3.gs 


Method 


GENSCAN 






Start" 


4553 


End 


5162 - 






GI 


norie 


Score 


.8 






Exons 


4553. .4681, 4711. .4854, 5130. 


.5162 








Seq. No. 


14935 


Seq. ID 


OJ990817 


_05.9922, 


.C7 


Gene No. 


31777 


Strand 








Start 


7639 


End 


8285 






Name 


OJ990817 05.9922.C7.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


7639 


End 


8019 






GI 


none 


Score 


45 






Exons 


7639. .7665, 7710. .7931, 7714. 


.7932, 7911. .7982, 


7915. .8019 


Seq. No. 


14935 


Seq. ID 


OJ990817 


_05.9922. 


■ C7 


Gene No. 


31777 


Strand 








Start 


7639 


End 


8285 






Name 


OJ990817 05.9922.C7.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


7780 


End 


8247 






GI 


none 


Score 


163 






Exons 


7780. .8112, 8161. .8247 











15638 



Seq. No. 14935 

Gene No. 31777 

Start 7639 

Name OJ9908 17_05 . 9922 . C7 . o2 . tm 

Start 8112 

GI none 

Exons 8112.. 8285, 8113.. 8283 



Seq. ID OJ990817_05.9922.C7 
Strand 

End 8285 

Method TBLASTX : Mai ze 

End 8285 

Score 253 



Seq. No. 14936 

Gene No. 31778 

Start 1 

Name OJ9908 17_05 . 9922 . C8 . ol . gs 

Start 1 

GI none 

Exons 1..168, 280.. 648 



Seq. ID OJ990817_05.9922.C8 

Strand + 

End 877 

Method GENSCAN 

End 648 

Score .79 



Seq. No. 14936 

Gene No. 31778 

Start ' 1 

Name OJ9908 17_05 .9922 . C8 . ol . tc 

Start 1 

GI none 
Exons 



Seq. ID OJ990817_05.9922.C8 

Strand + 

End 877 

Method TBLASTX: Cress 

End 4 92 

Score 125 



1..132, 3. .104, 292. .492, 354. .491 



5 2 

5? 



Seq. No. 14936 

Gene No. 31778 

Start 1 

Name OJ990817_05 . 9922 . C8 . ol . np 

Start 1 

GI 3021282 

Exons 1..122, 249.. 543 

GI Descrip. (AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990817_05. 9922.C8 

Strand + 

End 877 

Method AAT/NAP 

End 543 

Score 265 



Seq. No. 14936 

Gene No. 31778 

Start 1 

Name . OJ9908 17_05... 9922 . C8 . ol . tm 

Start 268 

GI none 
Exons 



Seq. ID OJ990817_05.9922.C8 

Strand + 

End 877 

Method TBLASTX: Maize 

End 657 

Score 72 

268. .345, 343. .462, 348. .449, 466. .507, 603. .653, 604. .657 



Seq. No. 14936 

Gene No. 31778 

Start 1 

Name OJ990817JD5 . 9922 . C8 . ol . ts 

Start 268 

GI none 
Exons 



Seq. ID OJ990817_05.9922.C8 

Strand + 

End 877 

Method TBLASTX : Soybean 

End 64 8 

Score 198 



268. .507, 283... 411, 351. .491, 595. .648 



Seq. No. 14936 

Gene No. 31778 

Start 1 

Name OJ9908 17_05 . 9922 . C8 . ol . gp 

Start 345 

GI 3760221 

Exons 345. .877 



Seq. ID OJ990817JD5. 9922.C8 

Strand + 

End 877 

Method AAT/GAP 

End 877 

Score 1007 



15639 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start, 

GI 

Exons. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2252864 4.0e-ll (AF013294) Similar to receptor kinase 
[Arabidopsis thaliana] 



14937 Seq. ID 

31779 Strand 
1 End 

OJ990817_05. 9922.C9.ol.np : " Method 
1 End 
5042463 Score 
1..23, 1123. .1354 

(AC007 78 9) unknown protein [Oryza sativa] 



OJ990817_05.9922.C9 

1354 
AAT/NAP 
1354 
219 



14938 Seq. ID 

31780 Strand 

8 94 End 
OJ9908 17_05 . 9922 . Cll . ol . gs Method 

8 94 End 

none Score 

894. .1923, 1966. .2951 



OJ990817_05. 9922. Cll 
+ 

2951 
GEN SCAN 
2951 
.49 



9922. Cll. ol.np 



Seq. ID OJ990817_05. 9922. Cll 
Strand + 
End 2951 
Method AAT/NAP 
End 2951 
Score 735 
1167.. 2115, 2557.. 2601, 2866.. 2951 
(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



14938 
31780 
894 

OJ990817_05 
1089 
5441880 
1089. .1139, 



14938 
31780 
894 

OJ990817J35. 9922. Cll. ol.tm 

1677 

none 



Seq. ID OJ990817_05. 9922. Cll 



Strand 
End 

Method 

End 

Score 



+ 

2951 

TBLASTX: Maize 

2258 

113 



1677. .1799, 1682. .1795, 1856. .2020, 1857. .1979, 1974. .2138, 
2001.. 2138, 2178.. 2258 



14938 
31780 
894 

OJ9908 17^05.9922. Cll. ol.tw 

1968 

none 



Seq. ID OJ990817_05. 9922. Cll 

Strand + 

End 2 951 

Method TBLASTX : Wheat 

End 2351 

Score 162 



1968. .2156, 2146. .2313, 2168. .2272, 2169. .2351, 2169. .2339 

14939 Seq. ID OJ9908 17_05 .9922 . C12 

31781 Strand + 

4870 End 8026 

OJ990817_05. 9922.C12.o2.np Method AAT/NAP 

4870 End 8026 

2443320 Score 966 

4870. .4914, 7277. .8026 

(D85597) polyprotein [Oryza australiensis] 



15640 




Seq. No. 


14939 








Seq. ID 


OJ990817_05.9922. 


.C12 


Gene No. 


31782 








Strand 






Start 


4142 








End 


6748 




Name 


OJ990817 05. 


.9922. 


C12.ol 


.np 


Method 


AAT/NAP 




Start 


4142 








End 


6748 




GI 


5281016 








Score 


124 




Exons 


4142. .4253, 


4301. 


.4347, 


5854 . 


.6294, 6599.. 6748 




GI Descrip. 


(Z97339) hydroperoxide lyase 


(HPOL) like protein [Arabidops 




thaliana ] 














Seq. No. 


14939 








Seq. ID 


OJ990817_05.9922. 


.C12 


Gene No. 


31782 








Strand 






Start 


4142 








End 


6748 




Name 


OJ990817 05 


. 9922 . 


C12 .o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


5849 ~~ 








End 


6211 




GI 


none 








Score 


79 




Exons 


5849 5998. 


6059. 


. 6211, 


6092 . 


.6211 






Seq. No. 


14939 








Seq. ID 


OJ990817_05. 9922, 


.C12 


Gene No. 


31782 








Strand 






Start 


4142 








End 


6748 




Name 


OJ990817 05 


. 9922 . 


C12 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5882 ~~ 








End 


6211 




GI 


none 








Score 


58 




Exons 


5882 . . 5977, 


5889 . 


. 5978, 


5928 . 


.6017, 6059.. 6211, 6059.". 6211 


Seq. No. 


14939 








Seq. ID 


OJ990817_05.9922, 


.C12 


Gene No. 


31783 








Strand 






Start 


7279 








End 


7922 




Name 


OJ990817 05, 


. 9922 . 


C12 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


7279 ~~ 








End 


7722 




GI 


none 








Score 


271 




Exons 


7279. . 7722, 


7293 . 


.7634 










Seq. No. 


14939 








Seq. ID 


OJ990817_05.9922, 


.C12 


Gene No. 


31783 








Strand 






Start 


7279 








End 


7922 




Name 


OJ990817 05, 


. 9922 . 


C12 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


7281 ~~ 








End 


7922 




GI 


none 








Score 


745 




Exons 


7281 7922 


7285 . 


. 7884 , 


7290 . 


.7886 






Seq. No. 


14 939 








Seq. ID 


OJ990817_05.9922, 


.C12 


Gene No. 


31783 








Strand 






Start 


7279 








End 


7922 




Name 


OJ990817 05, 


.9922. 


C12.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


7510 








End 


7818 




GI 


none 








Score 


185 




Exons 


7510. .7737, 


7512. 


.7736, 


7738. 


.7818 






Seq. No. 


14940 








Seq. ID 


OJ990817_05.9922, 


.C13 


Gene No. 


31784 








Strand 






Start 


1 








End 


341 




Name 


OJ990817 05, 


.9922. 


C13.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


341 




GI 


2618699 








Score 


185 




Exons 


1. .341 















15641 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



(AC002510) unknown protein [Arabidopsis thaliana] 

OJ990817 05.9922.C13 



14940 Seq. ID 

31784 Strand 

1 End 
OJ990817_0.5. 9922.C13.ol.gs Method 

27 End 

none Score 
27. .242 

14940 Seq. ID 

31784 Strand 

1 End 
OJ990817_05 . 9922 . C13 . ol . tm Method 

30 End 

none Score 

30. .338, 61. .189, 66. .335, 253.-339 

14940 Seq. ID 

31784 Strand 

1 End 
OJ990817_05. 9922.C13.ol.tw Method 

30 End 

none . Score 
30.. 329, 66.. 326 

14940 Seq. ID 

31784 Strand 

1 End 
OJ990817_05. 9922.C13.ol.tc Method 

39 End 

none Score 
39. .275 



341 

GENSCAN 

242 

.98 



OJ990817_05.9922.C13 
341 

TBLASTX: Maize 

339 

129 



OJ990817_05.9922.C13 
341 

TBLASTX: Wheat 

329 

152 



OJ990817_05. 9922.C13 
341 

TBLASTX: Cress 

275 

184 



14941 Seq. ID 

31785 Strand 
1 End 
OJ990817_05. 9922.C14.ol.np Method 
1 End 
4680203 Score 

1..311, 354. .446, 600. ,827, 1104. .2045 
(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990817_05.9922.C14 
+ 

15431 
AAT/NAP 
2045 
999 



14941 Seq. ID 

31785 Strand 

1 End 

OJ990817_05 . 9922 . C14 . ol . gs Method 

12 End 

none Score 



OJ990817_05.9922.C14 
+ 

15431 
GENSCAN 
8586 
.52 



12. .577, 1064. .1385, 1485. .1989, 2367. .2462, 2789. .3101, 
4559. .4644, 4733. .5466, 5545. .6006, 6088. .6248, 6369. .6920, 
7003. .7173, 8478..8586 



14941 Seq. ID 

31785 Strand 

1 End 

OJ990817_05. 9922.C14 .ol.gp Method 



OJ990817_05.9922.C14 

+ 

15431 
AAT/GAP 



15642 



Start 702 End 2159 

GI 5002953 Score 1231 

Exons 702.. 830, 1089.. 1498, 1978.. 2159 

GI Descrip. 4 680203/gb | AAD27566 . 1 | AF114 171J7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14941 
31785 
1 

OJ990817 05.9922.C14.o2.np 



6356.. 6538, 9682. 



Seq. ID OJ990817_05.9922.C14 

Strand + 

End 15431 

Method AAT/NAP 

End 15431 

Score 475 
.10464, 12020. .12258, 



13366. .13467, 



2541 
1076802 
2541. .3067, 
15258. .15431 

extensin-like protein - maize gi | 600118 I emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 211147 6A 
extensin-like domain [Zea mays] 



ru 

u 



a 



o e q . in o . 


14941 




Seq. ID 


OJ990817_ 


05.9922 


.C14 


uene lno . 


31785 




Strand 


+ 






Start 


1 




End 


15431 






Name 


OJ990817 05.9922.C14, 


.o2.gp 


Method 


AAT/GAP 






Cfa >-+- 


7329 




End 


7849 








LIB3431-001-P1-N1-B5 




Score 


770 






Exons 


7329. .7511, 7617. .78' 


19 












M680203/gb|AAD27566, 


.1IAF114171 7 l.Oe- 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 










Seq. No. 


14941 




Seq. ID 


OJ990817_ 


05.9922 


.C14 


Gene No. 


31786 




Strand 


+ 








16260 




End 


20404 






Name 


OJ990817 05.9922.C14. 


. o3.np 


Method 


AAT/NAP 






Of v- +- 


16163 




End 


17874 






GI 


4098238 




Score 


746 






Exons 


16163. .16940, 17577.. 


.17874 










GI Descrip. 


(U76384 ) o-methyltransf erase 


[Triticum 


aestivum] 






Seq. No. 


14941 




Seq; ID 


OJ990817_ 


05.9922 


.C14 . 


Gene No. 


31786 ' 




Strand 


+ 






Start 


16260 




End / 


20404 






Name 


OJ990817 05.9922.C14. 


. o4 . gs 


Method 


GENSCAN 






Start 


16260 




End 


20404 






GI 


none 




Score 


.62 






Exons 


16260. .16940, 17577.. 


. 17652, 


17987. .18038, 19011. 


.19097, 






19761. .19838, 20227.. 


.20404 










Seq. No. 


14941 




Seq. ID 


OJ990817_ 


05.9922 


.C14 


Gene No. 


31786 




Strand 


+ 






Start 


16260 




End 


20404 






Name 


OJ990817 05.9922.C14, 


■o3.gp 


Method 


AAT/GAP 






Start 


19601 




End 


20144 






GI 


3759725 




Score 


870 






Exons 


19601. .19921, 19995.. 


.20144 










Seq. No. 


14941 




Seq. ID 


OJ990817_ 


05.9922 


.C14 


Gene No. 


31787 




Strand 








Start 


9622 




End 


12251 







15643 




No. me 


OJ990817 05 9922 C14 o2 


gs 


Method 


Hi LN O VwXl.Lv 


Start 


9622 ~~ 




End 


12251 


GI 


none 




Score 


. 4 6 


p von <; 


9622 9800 9947 10270 


10319. . 10366, 


1 1 Q?^ 122 51 


Seq. No. 


14941 




Seq. ID 


OJ990817_05. 9922.C14 


Gene No. 


31788 




Strand 




Start 


19437 




'End 


24598 


Name 


DJ990817 OS 992? PI 4 ol 


ts 


Method 


TRT AQTY • QowHoan 


Start 


3 ~~ 




PnH 


224 

£~ H 


GI 


none 




Score 


^ jj 




3 224 8 145 








Seq. No. 


14941 




Seq. ID 


OJ990817JD5. 9922.C14 


Gene No. 


31788 




Strand 




Start 


19437 




End 


24 SQft 

*i -J .7 O 


Name 


O.T990817 05 9922 PI 4 o? 


tw 


Method 


1 DiariO 1A . Wiled L 


Start 


363 ~~ 




PnH 

Hi 1 1 vj. 


7 2 5 


GI 


none 




Score 


1 7 

X / O 


R von q 


363 590 392 556 635 


.724 


, 636.. 725 




Seq. No. 


14941 




Seq. ID 


OJ990817_05.9922.C14 


Gene No. 


31788 




Strand 




Start 


19437 




End 


24 5QR 
*i. *a z? o 


Name 


OJ990817 05 9922 C14 o3 


tm 


Method 


1 £-> J_irt.O lAt PI a X ^ G 


Start 


369 ~~ 




End 


5ft 4 


GI 


none 




Score 


X D D 


P.vonc? 


369 515 398 505 522 


.584 






Qpn No 


14941 




Seq. ID 


n,TQQ0ft17 05 QQ99 r*1 4 


f^priP No 


31788 




Strand 




Start 


19437 




End 


24598 


Name 


OJ990817 05.9922.C14.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


744 




End 


1934 


GI 


none 




Score 


477 


P von s 


744. .1256, 758. .1204, 1275.. 


1436, 1292 


..1432, 1449. .1631, 




1475.. 1615, 1620.. 1667, 


1671 


..1712, 1674. .1712, 1736. .1813, 




1737. .1841, 1842. .1934 








Seq. No. 


14941 




Seq. ID 


OJ990817_05.9922.C14 


Gene No. 


31788 




Strand 




Start 


19437 




End 


24598 


Name 


OJ990817 05.9922.C14 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


755 




End 


1070 


GI 


none 




Score 


269 


P. von 


755.. 1030, 756.. 1070 








Seq. No. 


14941 




Seq. ID 


OJ990817_05.9922.C14 


Gene No. 


31788 




Strand 




Start 


19437 




End 


24598 


Name 


OJ990817 05.9922.C14.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1001 




End 


1427 


GI 


none 




Score 


209 


Exons 


1001. .1204, 1005. .1256, 


1275 


..1427, 1292. .1414 



Seq. No. 14941 Seq. ID OJ9908 17_05 . 9922 . C14 

Gene No. 31788 Strand 



15644 




Start 


19437 




End 


24598 






Name 


OJ990817 05 9922 C14 


. o2 . ts 


Method 


TBLASTX: 


Sovhpsn 

y c o 1 1 




Start 


16209 ~~ 




End 


17883 






GI 


none 




Score 


135 






p von s 


16209 16433 16733 


. 16936, 


16734. .16940, 17579 


17689, 






17580 17690 17716 


. 17883, 


17739. . 17873 






tj C VJ • L\ ^ • 


14941 




Seq. ID 


OJ990817 


05 . 9922 


. CI 4 




31788 




Strand 








Start 


19437 




End 


24598 






Name 


OJ990817 05.9922.C14 


. ol . tm 


Method 


TBLASTX : 


Maize 




Start 


16221 




End 


17877 






GI 


none 




Score 


169 






P von 


16221 16424 16253 


. 16417, 


16430. .16474, 16431 


.16487, 






16584 16733 16590 


. 16736, 


16730. .16939, 16734 


. 16940, 






17571 17690 17579 


. 17 692, 


17580. .17693, 17728 


. 17877, 






17730 17876 












ij C VJ • \*t . 


14 94 1 




Seq. ID 


OJ990817 


05 . 9922 


. C14 




31788 




Strand 








Start 


19437 




End 


24598 






Name 


OJ990817 05.9922.C14 


o3 . tw 


Method 


TBLASTX : 


Wheat 




Start 


16697 




End 


17883 






GI 


none 




Score 


33 






Pynnt; 

l_i W HO 


16697 16717 16729 


16839, 


16734. .16859,' 16734 








16865 16942 16866 


1694 9, 


17579. . 17692, ' 17580 


. 17 693, 






17710 17883 17763 


1787 6 










Sea No 


14 941 




Seq. ID 


OJ990817 


05 . 9922 


. C14 


Gene No. 


31788 




Strand 








Start 


19437 




End 


24598 






Name 


OJ990817 05.9922.C14 


o4 . np 


Method 


AAT/NAP 






Start 


19437 




End 


21853 






GI 


2736513 




Score 


126 






Exons 


19437. .20231, 21795. 


21853 










GI Descrip. 


(AF039052) No definition line found [Caenorhabditis elegans] 


Sea No 


14941 




Seq. ID 


OJ990817 


_05.9922 


.C14 


Gene No. 


31788 




Strand 








Start 


19437 




End 


24598 






Name 


OJ990817 05.9922.C14 


o5 . gs 


Method 


GENSCAN 






Start 


20946 




End. 


24598 






GI 


none 




Score 


.71 






Exon 

lm4 lltj 


20946. .20980, 21776. 


21897, 


21937. .22077, 23576 


. .23619, 






24307. .24394, 24522. 


24598 










Seq. No. 


14942 




Seq. ID 


OJ990817 


JDS. 9922 


.CIS 


Gene No. 


31789 




Strand 


+ 






Start 


301 




End 


815 






Name 


OJ990817 05.9922.C15 


ol . gs 


Method 


GENSCAN 






c-h^ rt- 

O U Cl. i- L. 


301 




End 


815 






GI 


none 




Score 


.87 






Exons 


301. .815 












Seq. No. 


14942 




Seq. ID 


OJ990817 


_05.9922 


.CIS 


Gene No. 


31790 




Strand 








Start 


1345 




End 


1476 







15645 






Name 


OJ990817 05.9922.C15.o2.gs 


Method 


GENSCAN 










Start 


1345 


End 


1476 










GI 


none 


Score 


.5 










Exons 


1345. . 1476 














Seq. No. 


14943 


Seq. ID 


OJ990817 


_05. 


9922 


.C16 




Gene No. 


31791 


Strand 












Start 


512 


End 


2170 










Name 


OJ990817 05. 9922 .C16.ol .gs 


Method 


GENSCAN 










Start 


512 


End 


2170 










GI 


none 


Score 


. 69 










Exons 


512. .606, 1477. .1576, 1625.. 


1834, 2019. 


. 2170 










Seq. No. 


14944 


Seq. ID 


OJ990817 


05. 


9922 


.C17 




Gene No. 


31792 


Strand 


+ 










Start 


1 


End 


2260 










Name 


OJ990817 05.9922.C17.oI.np 


Method 


AAT/NAP 










Start 


1 


End 


2260 










GI 


6721516 


Score 


34 










Exons 


1..33, 391. .497, 2205. .2260 














GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa ] 










Seq. No. 


14944 


Seq. ID 


OJ9908..17 


_05. 


9922 


.C17 




Gene No. 


31792 


Strand 


+ 








a: 


-Start 


1 


End 


2260 










Name 


OJ990817 05.9922.C17.ol.gs 


Method 


GENSCAN 










Start 


328 


End 


410 










GI 


none 


Score 


. 73 








U( 


Exons 


328. .410 














Seq. No. 


14944 


Seq. ID 


OJ990817 


_05. 


9922 


.C17 


M 1 


Gene No. 


31793 


Strand 










i at 


Start 


3011 


End 


3641 










Name 


OJ990817 05.9922.C17.o2.gs 


Method 


GENSCAN 








j.J 


Start 


3011 


End 


3641 








:. i 


GI 


none 


Score 


.55 








LJ* 
-t 


Exons 


3011. .3118, 3585. .3641 












i. i 

; sr 

! 5 1 


Seq. No. 


14945 


Seq. ID 


OJ990817 


_05. 


9922 


.C18 




Gene No. 


31794 


Strand 


+ 










Start 


31 


End 


1280 










Name 


OJ990817 05.9922..C18.ol.gs 


Method 


GENSCAN 










Start 


31 


End 


1271 










GI 


none 


Score 


.73 










Exons 


31. .159, 262. .465, 789. .831, 


942. .1097, 


1225. . 1271 








Seq. No. 


14945 


Seq. ID 


OJ990817 


_05. 


9922 


.C18 




•Gene No. 


31794 


Strand 


+ 










Start 


31 


End-- 


1280 










Name 


OJ990817 05.9922.C18.ol.np 


Method 


AAT/NAP 










Start 


247 


End 


1280 










GI 


5441880 


Score 


158 










Exons 


247. .546, 636. .865, 1136. .1280 












GI Descrip. 


(AP000367) EST C28 952 (C62945 ) corresponds to a 


region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



15646 



J* 
3 



Seq. No. 


14946 


Seq. ID 


OJ990817_05.9922 


Gene No. 


31795 


Strand 


+ 


Start 


57 


End 


7820 


Name 


OJ990817 05.9922.C23.ol.gs 


Method 


GENSCAN 


Start 


57 ~ 


End 


1583 


GI 


none 


Score 


. 7 


Exons 


57 . . 1583 






Seq. No. 


14946 


Seq. ID 


OJ990817 05.9922 


Gene No. 


31795 


Strand 


+ ~ 


Start 


57 


End 


7820 


Naine 


OJ990817 05.9922.C23.ol.np 


Method 


AAT/NAP 


Start 


459 


End 


694 


GI 


2832636 


Score 


122 


Exons 


459. . 694 






GI Descrip. 


(AL021711) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


14946 


Seq. ID 


OJ990817_05.9922 


Gene No. 


31795 


Strand 


+ 


Start 


57 


End 


7820 


Name 


OJ990817 05.9922.C23.o2.np 


Method 


AAT/NAP 


Start 


459 


End 


683 


GI 


2832636 


Score 


119 


Exons 


459. . 683 






GI Descrip. 


(AL021711) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


14946 


Seq. ID 


OJ990817_05.9922 


Gene No . 


31795 


Strand 


+ 


Start 


57 


End 


7820 


Name 


OJ990817 05.9922.C23.o3.np 


Method 


AAT/NAP 


Start 


1286 


End 


7820 


GI 


5295971 


Score 


413 


Exons 


1286. .1311, 2838. .3718, 7768 


. .7820 




GI Descrip. 


(AB026295) EST D24 315 (R1718 ) 


corresponds to a region of 




predicted gene.; Similar to 


Tobacco DNA for retroviral- 




transposon Tnt 1-94 . (X13777 ) 


[Oryza sativa] 


Seq. No. 


14946 


Seq. ID 


OJ990817_05.9922 


Gene No. 


31795 


Strand 


+ 


Start 


57 


End 


7820 


Name 


OJ990817 05.9922.C23.o2.gs 


Method 


GENSCAN 


Start 


2549 


End 


3719 


GI 


none 


Score 


.51 


Exons 


2549. .2599, 2865. .3719 






Seq. No. 


14946 


Seq. ID 


OJ990817_05.9922 


Gene No . 


31795 


Strand 


+ 


Start 


57 


End 


7820 


Name 


OJ990817 05. 9922.C23.o5.np 


Method 


AAT/NAP 


Start 


4487 


End 


6885 


GI 


4314356 


Score 


320 


Exons 


4487. .4511, 6205. .6885 






GI Descrip. 


(AC006340) putative anthocyanidin-3-glucoside 




rhamnosyltransf erase [Arabidopsis thaliana] 


Seq. No. 


14946 


Seq. ID 


OJ990817_05.9922 


Gene No. 


31796 


Strand 





15647 



Start 
Name 
Start 
GI 

Exons 



4078 End 

OJ990817_05. 9922.C23.o6. tm Method 

3 End 

none Score 



5699 

TBLASTX: Maize 

356 

53 



3. .176, 4. .87, 5. .205, 6. .200, 146. .205, 300. .356 



Seq. No. 14946 Seq. ID 

Gene No. 31796 Strand 

Start 4078 End 

Name OJ990817_05 . 9922 . C23 . o5 . tw Method 

Start 2886 End 

GI none Score 

Exons 2886.. 3221 



OJ990817_05. 9922.C23 
5699 

TBLASTX: Wheat 

3221 

192 



Seq. No. 14946 Seq. ID OJ9908 17_05 . 9922 . C23 

Gene No. 31796 Strand 

Start 4078 End 5699 

Name OJ990817JD5 . 9922 . C23 . o4 . np Method AAT/NAP 

Start 4078 End 5632 

GI 130582 Score 1445 

Exons 4078.. 5632 

GI Descrip. RETROVI RUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi I 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 


14946 








Gene No. 


31796 








Start 


4078 








Name 


OJ990817 05. 


9922. 


C23.ol 


.tm 


Start 


4087 








GI 


none 








Exons 


4087. .4119, 


4126. 


.4488, 


4132. 


Seq. No. 


14946 








Gene No. 


31796 








Start 


4078 . * 








Name 


OJ990817 05. 


9922. 


C23.o2 


. ts 


Start 


4132 








GI 


none 








Exons 


4132. .4299, 


4199. 


.4240, 


4318. 




4580. .4672 








Seq. No. 


14946 








Gene No. 


31796 








Start 


4078 








Name 


OJ990817 05. 


9922. 


C23.o3 


. tw 


Start 


4135 








GI 


none 








Exons 


4135. .4299, 


4159. 


.4290, 


4318. 


Seq. No. 


14946 








Gene No. 


31796 








Start 


4078 








Name 


OJ990817 05. 


9922. 


C23.o2 


. tm 


Start 


4553 








GI 


none 









Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_05.9922.C23 
5699 

TBLASTX: Maize 

4497 

230 



OJ990817_05.9922.C23 
5699 

TBLASTX : Soybean 
4686 
39 

.4599, 4337. .4543, 4579. .4686, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4521, 4343..4S28 



OJ990817JD5. 9922.C23 
5699 

TBLASTX: Wheat 
4528 
60 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_05. 9922.C23 
5699 

TBLASTX : Maize 

5001 

203 



15648 



Exons 



4553.-4864, 4558. .4863, 4848. .5000, 4909. .5001 



Seq. No. 14946 

Gene No. 31796 

Start 4078 

Name OJ990817_05 . 9922 . C23 . o2 . 

Start 4648 

GI none 

Exons 4648.. 4869, 4667.. 4831, 



Seq. ID OJ990817_05.9922.C23 
Strand 

End 5699 

tw Method TBLASTX: Wheat 

End 5270 

Score 56 
4893. .5084, 4894. .5028, 5121. .5270 



Seq. No. 14946 

Gene No. 31796 

Start 4078 

Name OJ990817_05 . 9922 . C23 . o3 . 

Start 5004 

GI none 

Exons 5004.. 5426, 5137.. 5442 



tm 



Seq. ID OJ990817_05.9922.C23 
Strand 

End 5699 

Method TBLASTX : Mai ze 

End 5442 

Score 147 



Seq. No. 14946 

Gene No. 31796 

Start 4078 

Name OJ9908 17_05 . 9922 . C2 3 . ol . 

Start 5019 

GI none 

Exons 5019.. 5408, 5057.. 5314, 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_05.9922.C23 
5699 

TBLASTX : Soybean 

5408 

95 



5064. .5387, 5113.. 5388 



Seq. No. 14946 

Gene No. 31796 

Start 4078 

Name OJ990817_05 . 9922 . C23 . ol . 

Start 5031 

GI 1621494 

Exons 5031.. 5273 

GI Descrip. 16214 95/dbj | BAA12903 | 4, 
[Oryza sativa] 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_05.9922.C23 

5699 
AAT/GAP 
5273 
430 



0e-35 (D85877) reverse transcriptase 



Seq. No. 14946 

Gene No. 31796 

Start 4078 

Name OJ9908 17_05 . 9922 . C23 . o2 . 

Start 5226 

GI none 

Exons 5226.. 5429, 5226.. 5429 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_05.9922.C23 
5699 

TBLASTX: Cress 

5429 

80 



Seq. No. 14946 

Gene No. 31796 

Start 4078 

Name OJ9908 17_05 . 9922 . C23 . ol . 
Start .. 5272 

GI none 

Exons 5272.. 5688, 5274.. 5699 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_05.9922.C23 
5699 

TBLASTX: Wheat 

5699 

418 



Seq. No. 14946 

Gene No. 31797 

Start 5833 

Name OJ990817_05 . 9922 . C23 . o4 

Start 5833 



tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ990817_05.9922.C23 
6151 

TBLASTX: Maize 
6151 



15649 




vjx 


none 








Score 


203 




P von 


5833 5931 


5837 


5968 


5841 

*J O 1 X ■ 


.5987, 5842.. 5988, 5853.. 6002, 




5973 6149 


604 1 


6151 

. • V X <J X , 


6060 


.6149 






Seq. No. 


14946 








Seq. ID 


OJ990817_05.9922 


. C23 


Gene No. 


31798 








Strand 






Start 


6286 








End 


6873 




Name 


OJ990817 05 


9922 

. ZJ ZJ C C. 


P23 o5 


fm 
. L-lLt 


Method 


TBLASTX: Maize 




Start 


6286 ~ 








End 


6660 




(IT 


n on ^ 








Score 


130 






6286 643R 


6295 


64 56 


64 4 7 


.6644, 6463.. 6660 




Seq. No. 


14946 








Seq. ID 


OJ990817_05.9922 


. C23 


Gene No. 


31798 








Strand 






Start 


6286 








End 


6873 






O.T990R1 7 0 5 


9922 

■ ZJ ZJ £. £. < 


P23 ol 




Method 


TBLASTX: Cress 




OLai L 










End 


6762 






n on o 








Score 


112 






6292 6456 


64 4 7 


6632 


64 4 R 


.6762 






Seq. No. 


14946 








Seq. ID 


OJ990817_05.9922 


C23 

■ V-/ J 


Gene No. 


31798 








Strand 






J Lai L 


6286 

\J c o o 








End 


6873 




INalLLC 


O.T990R1 7 05 


9922 
• zj zj c. i 


P23 o4 


> l_ W 


Method 


TBLASTX: Wheat 




OLdi L 


" 6292 _ 

\J ZJ C- 








End 


6528 




VJ -L 


1HJ11C 








Score 


168 




P von q 


629? 6444 


6298 

\J4L. ZJ O i 


64 35 

■ . U *i -J .J , 


64 63 


.6528 






Seq. No. 


14946 








Seq. ID 


OJ990817_05.9922 


.C23 


Gene No. 


31798 








Strand 






Start 


6286 








End 


6873 




LN CtlLIC 


O.T990R 1 7 0 5 


9922 
■ Zj Zj £- £* . 


P23 o3 




Method 


TBLASTX : Soybean 




Start 


6298 _ 








End 


6873 




GI 


none 








Score 


93 




P. von "=? 


6298 6432 


6447. 


677 9 

i . \J f f ZJ f 


64 63 


.6774, 6763. .6873 




Seq. No. 


14946 








Seq. ID 


OJ990817_05.9922 


. C23 


Gene No. 


31798 








Strand 






Start 


6286 








End 


6873 




Name 


OJ990817 05 

\JU ZJ ZJ\J QX / U «J 


9922 

. ZJ ZJ c~ t 


C23 o7 


• L.1U 


Method 


TBLASTX :Maize 






6666 _ 








End 


6873 




GI 


none 








Score 


187 




P. von "3 


6666 6860 


6667 


687 3 










Qpn Kin 


1 4 947 

X *a ZJ *i / 








Seq. ID 


OJ990817_05. 9922 


.C24 


Gene No. 


31799 








Strand 


+ 




Start 


1 








End 


738 




Name 


OJ990817 05 


9922 

■ ZJ ZJ £. t 


.C24 .ol. 


,np 


Method 


AAT/NAP 




O L. Ct i. L 


1 — 

X 








End 


738 






6691 1 91 








Score 


639 




Exon s 


1 7 3R 














GI Descrip. 


(AC007534) : 


F7F22, 


.15 [Arabidopsis thaliana] 




Seq. No. 


14947 








Seq. ID 


OJ990817_05.9922 


.C24 


Gene No. 


31799 








Strand 


+ 




Start 


1 








End 


738 




Name 


OJ990817 05 


. 9922. 


C24 .ol. 


,tw 


Method 


TBLASTX: Wheat 





15650 



Start 
GI 

Exons 



1 End 383 

none Score 67 

1..84, 67. .294, 98.-295, 297. .383, 299. .382 



Seq. No. 14947 

Gene No. 31799 

Start 1 

Name OJ990817_05 . 9922 . C24 . ol . ts 

Start 67 

GI none 
Exons 



Seq. ID OJ990817_05. 9922.C24 

Strand + 

End 738 

Method TBLASTX : Soybean 

End 404 

Score 162 



67. .297, 98. .295, 291. .392, 297. .404, 305. .400 



Seq. No. 14948 

Gene No. 31800 

Start 52 

Name OJ9908 17_05 . 9922 . C2 6 . ol . gs 

Start 52 

GI none 

Exons 52. . 165 



Seq. ID OJ990817_05.9922.C26 
Strand 

End 165 

Method GENSCAN 

End 165 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. ,No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14949 
31801 
1 

OJ990817_04 .9921.Cl.ol.np 
1 

6721516 
1. . 342 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990817_04 ,9921. CI 

Strand + 

End 342 

Method AAT/NAP 

End 342 

Score 197 



14949 
31802 
125 

OJ9908 17_04 . 9921 . CI . ol . gs 

125 

none 

125. .242 



Seq. ID OJ990817_04 . 9921. CI 
Strand 

End 242 

Method GENSCAN 

End 242 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14950 
31803 
1 

OJ990817_04 . 9921 . C2 . ol . np 
1 

4510426 



Seq. ID OJ990817_04.9921.C2 

Strand + 

End 907 

Method AAT/NAP 

End 907 

Score 252 



1..481, 563. .626, 704. .801, 867. .907 

(AC006929) hypothetical protein [Arabidopsis thaliana] 



14950 
31803 
1 

OJ990817_04 . 9921 . C2 . ol . ts 
18 

none 



Seq. ID OJ990817_04 . 9921.C2 

Strand + 

End 907 

Method TBLASTX : Soybean 

End 800 

Score 37 



18. .77, 129. .218, 270. .482, 558. .626, 567. .629, 568. .627, 
692. .766, 698. .784, 702. .800 



Seq. No. 
Gene No. 



14950 
31803 



Seq. ID OJ990817_04 . 9921.C2 
Strand + 



15651 



Start 
Name 
Start 
GI 

Exons 



OJ990817_04 . 9921 . C2 . ol . tm 

288 

none 



End 

Method 

End 

Score 



907 

TBLASTX : Maize 

624 

279 



288. .482, 295. .483, 301. .483, 558. .623, 560. .595, 561. .623, 
562. .624 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ990817_04 .9921.C2 

Strand + 

End 907 

Method AAT/GAP 

End 811 

Score 514 



14950 
31803 
1 

OJ990817_04 . 992 1 . C2 . ol . gp 
340 

uC-osroM202033g02bl 
340. .481, 563. .626, 704. .811 

, 4510426/gb|AAD21512.1| 4 . Oe-33 (AC006929) hypothetical protein 
[Arabidopsis thaliana] 1 



14951 
31804 
1 

OJ990817_04 . 9921 . C3 . ol . np 
1 

4586116 
1. .45, 202. .629 

(AL04 9638) putative C-4 sterol methyl oxidase [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817 04. 9921. C3 



629 

AAT/NAP 
62 9 
461 



14951 
31804 
1 

OJ990817JD4 . 9921 . C3 . ol . ts 

324 

none 



Seq. ID OJ990817_04.9921.C3 
Strand 
End 

Method 
End 
Score 



629 

TBLASTX: Soybean 

629 

214 



324. .584, 325. .627, 325. .549, 326. .565, 330. .629 



14951 
31804 
1 

OJ990817_04 . 9921.C3.ol.tm 

325 

none 



Seq. ID OJ990817_04.9921.C3 
Strand 
End 

Method 
End 
Score 



629 

TBLASTX: Maize 

629 

139 



325. .549, 326. .475, 328. .627, 329. .568, 330. .629 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817 04. 9921. C3 



14951 
31804 
1 

OJ990817_04 .9921.C3.ol.gp 

328 

79169_1.R1084 
328. .542 

M680189/gb|AF111710.1|AF111710 3.0e-34 Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds 1 



629 

AAT/GAP 

542 

393 



14951 
31804 



Seq. ID 
Strand 



OJ990817 04. 9921. C3 



15652 




Start 


1 


End 


629 




Name 


OJ990817 04 . 9921.C3.ol.gs 


Method 


GENSCAN 




Start 


328 


End 


605 




GI 


none 


Score 


. 9 




Exons 


328. . 605 








Seq. No. 


14951 


Seq. ID 


OJ990817__04.9921 


.C3 


Gene No. 


31804 


Strand 






Start 


1 


End 


629 




Name 


OJ990817 04.9921.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


328 


End 


609 




GI 


none 


Score 


192 




Exons 


328. .609, 330. .608, 333. .461 








Seq. No. 


14952 


Seq. ID 


OJ990817_04.9921 


.C4 


Gene No. 


31805 


Strand 


+ 




Start 


678 


End 


1642 




Name 


OJ990817 04 . 9921.C4 .ol.gs 


Method 


GENSCAN 




Start 


678 


End 


1642 




GI 


none 


Score 


. 59 




Exons 


678. . 1068, 1327. . 1642 








Seq. No. 


14952 


Seq. ID 


OJ990817_04 .9921 


.C4 


fe Gene No. 


31806 


Strand 






[ Start 


478 


End 


1421 




I Name 


OJ990817 04 . 9921 .C4 ,ol . tm 


Method 


TBLASTX: Maize 




1 Start 


348 ~ 


End 


508 




f GI 


none 


Score 


167 




1 Exons 


348.-494, 356. .508, 374. .502 








[ Seq. No. 


14952 


Seq. ID 


OJ990817_04 .9921 


.C4 


; Gene No. 


31806 


Strand 






' Start 


478 


End 


1421 




Name 


OJ990817 04.9921.C4.ol.gp 


Method 


AAT/GAP 




i Start 


478 


End 


1421 




I GI 


4879106 


Score 


609 




Exons 


478 . . 605, 1218 . . 1421 








f Seq. No. 


14953 


Seq. ID 


OJ990817_04 .9921 


.C5 


\ Gene No. 


31807 


Strand 






j Start 


205 


End 


349 




Name 


OJ990817 04. 9921. C5. ol.gs 


Method 


GENSCAN 




Start 


205 


End 


349 




GI 


none 


Score 


. 61 




Exons 


205. .349. 








Seq. No. 


14954 


Seq. ID 


OJ990817 04.9921 


.C6 


Gene No . 


31808 


Strand 


+ 




Start 


1 


End 


364 




Name 


OJ990817 04.9921.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


364 




GI 


3608412 


Score 


290 




Exons 


1. .364 








GI Descrip. 


(AF079355) protein phosphatase-2c [Mesembryanthemum 






crystallinum] 








Seq. No. 


14954 


Seq. ID 


OJ990817_04.9921 


.C6 



15653 






Gene No. 


31808 




Strand 


+ 




Start 


1 




End 


364 




Name 


OJ990817 04 . 9921.C6.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


47 ~~ 




End 


326 




GI 


none 




Score 


62 




Exons 


47 . . 322, 71 . . 181, 75. . 


323, 


75. . 326 






Seq. No. 


14954 




Seq. ID 


OJ990817_04.9921.C6 




Gene No. 


31808 




Strand 


+ 




Start 


1 




End 


364 




Name 


OJ990817 04 .9921.C6.ol 


. as 


Method 


GENSCAN 




Start 


52 ~ 




End 


320 




GI 


none 




Score 


. 51 




Exons 


52 . . 320 










Sea No 


14954 




Seq. ID 


OJ990817 04 . 9921 ,C6 




Gene No . 


31808 




Strand 


+ — 




Start 


1 




End 


364 




Name 


OJ990817 04 .9921.C6.ol 


.gp 


Method 


AAT/GAP 




Start 


63 




End 


324 




GI 


34996 1.R1084 




Score 


449 




Kxon s 

imJ X 1 O 


63. .324 










CiT Dpscrio 


1 4 467139/emb|CAB37508 | 


l.Oe 


-65 (AL035540) putative protein 


s; 




phosphatase-2c [Arabidopsis 


thaliana] 1 




i!fj 


Seq. 'No. 


14954 




Seq. ID 


OJ990817 04 9921 C6 




Gene No. 


31808 




Strand 


+ 


i 


Start 


1 




End 


364 




Name 


OJ990817 04 .9921.C6.ol 


.tm 


Method 


TBLASTX: Maize 


hi 

•: t; 


Start 


71 




End 


334 


. =! 


GI 


none 




Score 


354 


r Li 


Exons 


71. .334, 72. .320, 220. 


.321 








Seq. No. 


14954 




Seq. ID 


OJ990817_04.9921.C6 




Gene No. 


31808 




Strand 


+ 


<i ! 


Start 


1 




End 


364 


is 31 


Name 


OJ990817 04.9921.C6.ol 


.tc 


Method 


TBLASTX: Cress 




Start — 


72 




End 


320 




GI 


none 




Score 


316 




Exons 


72. .320, 92. .301 








E- a- 


Seq. No. 


14955 




Seq. ID 


OJ990817_04.9921.C8 




Gene No. 


31809 




Strand 






Start 


1670 




End 


1793 




Name 


OJ990817 04 . 9921.C8.ol 


.gs 


' Method 


GENSCAN 




Start 


1670 




End 


1793 




GI 


none 




Score 


. 65 




F.xon <=? 


1670.. 1793 










Sea No 


14955 




Seq. ID 


OJ990817_04.9921.C8 




Gene No. 


31810 




Strand 






Start 


1831 




End 


1896 




Name 


OJ990817 04 . 9921.C8.ol 


.gp 


Method 


AAT/GAP 




Start 


1831 




End 


1896 




GI 


26906 2.R1084 




Score 


97 




Exons 


1831. .1896 










GI Descrip. 


, 4680488/gb|AF119222.1 


1AF119222 4.0e-32 


f Oryza sativa BAC clone 



15654 



1.H19, complete sequence 1 



Seq. No. 


14956 


Seq. ID 


OJ990817 04. 


9921 ,C9 


Gene No . 


31811 


Strand 






Start 


294 


End 


4089 




Name 


OJ990817 04. 9921.C9.ol.gs 


Method 


GENSCAN 




Start 


294 ~ 


End 


4089 




GI 


none 


Score 


. 53 




Exons 


294.. 528, 1785.. 1952, 2085 


..2249, 2372, 


. .2450, 3839. 


.4089 


Seq. No. 


14956 


Seq. ID 


OJ990817J34 . 


9921. C9 


Gene No. 


31811 


Strand 






Start 


294 


End 


4089 




Name 


OJ990817 04.9921.C9.ol.np 


Method 


AAT/NAP 




Start 


1766 


End 


2808 




GI 


6630733 


Score 


83 




Exons 


1766.. 2115, 2612.. 2808 








GI Descrip. 


(AL132958) Cytochrom P450- 


like protein 


[Arabidopsis 


thaliana 



H.'l 

ui 

□ 



14957 
31812 
1 

OJ990817_04 . 9921 .C10. ol .np 
1 

6721516 

1..173, 470. .679 



14957 
31813 
842 

OJ990817_04. 9921. C10. o2.gs 
842 
none 

842. .949, 1064. .1203 

14958 
31814 - 
865 

OJ990817_04. 9921. Cll. ol.np 
865 

6069646 
865. .1109 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 

Seq. No. 14958 Seq. ID 

Gene No. 31815 Strand 

Start 2828 End - 

Name OJ990817_04 . 9921 . Cll . o2 . gs Method 

Start 2828 End 

GI none Score 

Exons 2828.. 2897, 3573.. 3788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. ID 


OJ990817 


Strand 


+ 


End 


679 


Method 


AAT/NAP 


End 


679 


Score 


104 


sin [Oryza 


sativa] 


Seq. ID 


OJ990817 


Strand 




End 


1203 


Method 


GENSCAN 


End 


1203 


Score 


.46 


Seq. ID 


OJ990817 


Strand 


+ 


End 


1109 


Method 


AAT/NAP 


End 


1109 


Score 


300 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ990817_04. 9921. Cll 

3801 
GENSCAN 
3788 
.74 



15655 






Seq. No. 


14958 








Seq. ID 


OJ990817_04. 9921. Cll 




Gene No. 


31815 








Strand 






Start 


2828 








End 


3801 




Name 


OJ990817 04 


. 9921 , 


.Cll .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3588 ~ 








End 


3801 




GI 


none 








Score 


89 




Exons 


3588. .3608, 


3602 , 


. . 3790, 


3612 . 


.3692, 3619.. 3801, 3623.. 3703 




Seq. No. 


14958 








Seq. ID 


OJ990817_04. 9921. Cll 




Gene No. 


31815 








Strand 






Start 


2828 








End 


3801 




Name 


OJ990817 04 


. 9921 , 


.Cll .ol , 


. ts 


Method 


TBLASTX: Soybean 




Start 


3588 ~~ 








End 


3801 




GI 


none 








Score 


89 




Exons 


3588 . . 3608, 


3602 . 


. . 3790, 


3612 . 


.3692, 3619.. 3801, 3623.. 3703 




Seq. No. 


14959 








Seq. ID 


OJ990817_04 .9921.C12 




Gene No. 


31816 








Strand 






Start 


164 








End 


1459 




Name 


OJ990817 04 


.9921. 


.C12.ol. 


. as 


Method 


GENSCAN 




Start 


164 








End 


1406 




GI 


none 








Score 


.95 




Exons 


164. .306, 427. .1406 








= ' 


Seq. No. 


14959 








Seq. ID 


OJ990817_04 . 9921 . C12 


i : 


Gene No. 


31816 








Strand 




LI 


Start 


164 








End 


1459 


s \ 

3 : 


Name 


OJ990817 04 


.9921. 


.C12.ol. 


. tm 


Method 


TBLASTX: Maize 


l\ 
'< 


Start 


165 








End 


1013 


XI 

*! 


GI 


none 








Score 


115 


; : 

L! 


Exons 


165. .236, 468. .926, 469, 


. . 618, 


471. .1013, 478. .1005, 950. .1009 




Seq. No. 


14959 








Seq. ID 


OJ990817_04.9921.C12 


: \ 
si 


Gene No. 


31816 








Strand 




t 

LI 

I 


Start 


164 








End 


1459 


s: 


Name 


OJ990817 04 


.9921. 


.C12.ol. 




Method 


AAT/GAP 


If 


Start 


407 








End 


890 




GI 


none 








Score 


904 


sr 

A 


Exons 


407. .890 














Seq. No. 


14959 








Seq. ID 


OJ990817_04.9921.C12 




Gene No. 


31816 








Strand 






Start 


164 








End 


1459 




Name 


OJ990817 04 


. 9921. 


.C12.02. 


. tm 


Method 


TBLASTX: Maize 




Start 


1014 








End 


1459 




GI 


none 








Score 


81 




Exons 


1014 . . 1106, 


1015. 


. .1107, 


1102 . 


.1218, 1113. .1205, 1217. .1291, 






1217. .1291, 


1306, 


, . 1458, 


1310 . 


.1459, 1316. .1459 




Seq. No. 


14960 








Seq. ID 


OJ990817_04.9921.C13 




Gene No. 


31817 








Strand 


+ 




Start 


1012 








End 


1398 




Name 


OJ990817 04 


.9921. 


,C13.ol. 


■ gs 


Method 


GENSCAN 




Start 


1012 








End 


1398 




GI 


none 








Score 


.98 



Exons 1012.. 1398 



15656 




Seq. No. 14961 
Gene No. 31818 
Start 3118 

Name OJ990817_04 . 9921 .C14 .ol 

Start 3118 
GI none 

Exons 3118.. 3215, 3472.. 3551, 

7446. .7564, 7733. .7791, 
9264.. 9301, 9538.. 9658 




Seq. ID OJ990817_04.9921.C14 

Strand + 

Enci 9658 
.gs Method GENSCAN 

End 9658 

Score .55 
5480.. 5546, 5976.. 6057, 6073.. 6262, 
8093. .8114, 8210. .8407, 8497. .8619, 



Seq. No. 14961 Seq. ID 

Gene No. 31818 Strand 

Start 3118 End 

Name OJ9908 17_04 . 9921 . C14 . ol . gp Method 

Start 5115 End 

GI LIB3479-006-Q6-K1-B11 Score 

Exons 5115.. 5549 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ990817_04 .9921.C14 
+ 

9658 
AAT/GAP 
5549 
621 





Seq. No. 


14961 






Seq. ID 


OJ990817_04.9921 


.C14 




Gene No. 


31819 






Strand 






u 


Start 


4892 






End 


5330 






Name 


OJ990817 04 


.9921.C14.ol 


.np 


Method 


AAT/NAP 






Start 


4 8 92 






End 


5330 




m 


GI 


6539570 






Score 


231 




rii 


Exons 


4892. .4962, 


5128. .5330 










ii? 
: i 


GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


14961 






Seq. ID 


OJ990817_04 . 9921 


-C14 


flf 


Gene No. 


31820 






Strand 








Start 


5457 






End 


6156 






Name 


OJ990817 04 


.9921.C14.ol, 


.tw 


Method 


TBLASTX: Wheat 




,;g-. 
; i 


Start 


2204 






End 


2396 




1 


GI 


none 






Score 


182 






Exons 


2204 . .2356, 


2211. .2396 










; "\ 


Seq. No. 


14961 






Seq. ID 


OJ990817_04.9921 


.CI 4 


f*\ 
•a st 


Gene No. 


31820 






Strand 






□ 


Start 


5457 






End 


6156 






Name 


OJ990817 04 


.9921.C14.ol. 


. tm 


Method 


TBLASTX : Maize 






Start 


2205 






End 


2648 






GI 


none 






Score 


180 






Exons 


2205. .2417, 


2211. .2432, 


2436. 


.2648 







Seq. No. 14961 Seq. ID OJ9908 17_04 . 9921 . C14 

Gene No. 31820 Strand 

Start 5457 End 6156 

Name OJ9908 17_04 . 992 1 . C14 . o2 . np ; Method AAT/NAP 

Start 5457 ' End 6156 

GI 6630699 Score 95 

Exons 5457. .5544, 5917. .6156 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 

Seq. No. 14962 Seq. ID OJ990817 04.9921.C16 



15657 




Gene No. 


31821 








Strand 






Start 


698 








End 


2326 




Name 


OJ990817 04, 


.9921 


.C16.ol 


. gs 


Method 


GENSCAN 




Start 


698 








End 


2326 




GI 


none 








Score 


.44 




Exons 


698.. 859, 2223.. 


2326 










Seq. No. 


14963 








Seq. ID 


OJ990817_04 .9921. 


C17 


Gene No. 


31822 








Strand 


+ 




Start 


231 








End 


1197 




Name 


OJ990817 04, 


.9921 


.C17.ol 


. qs 


Method 


GENSCAN 




Start 


231 








End 


1197 




GI 


none 








Score 


.46 




Exons 


231. .297, 1115.. 


1197 










Seq. No. 


14963 








Seq. ID 


OJ990817_04.9921. 


C17 


Gene No. 


31823 








Strand 


+ 




Start 


2100 








End 


4570 




Name 


OJ990817 04, 


.9921 


.C17.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2096 








End 


2389 




GI 


none 








Score 


397 




Exons 


2096. .2389, 


2118 


. .2387 










Seq. No. 


14963 








Seq. ID 


OJ990817_04.9921. 


C17 


Gene No. 


31823 








Strand 


+ 




Start 


2100 








End 


4570 




Name 


OJ990817 04. 


.9921 


.C17 .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2099 








End 


2275 




GI 


none 








Score 


200 




Exons 


2099. .2275, 


2121 


. .2273 










Seq. No. 


14963 








Seq. ID 


OJ990817_04.9921. 


C17 


Gene No. 


31823 








Strand 


+ 




Start 


2100 








End 


4570 




Name 


OJ990817 04, 


.9921 


.C17.ol 


. np 


Metho.d 


AAT/NAP 




Start 


2100 








End 


4026 




GI 


3258575 








Score 


1239 




Exons 


2100. .3092, 


3221 


. .3410, 


3767. 


.4026 






GI Descrip. 


(U89959) Hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


14963 








Seq. ID 


OJ990817_04.9921. 


C17 


Gene No. 


31823 








Strand 


+ 




Start 


2100 








End 


4570 




Name 


OJ990817 04, 


.9921 


.C17.o2 


.gs 


Method 


GENSCAN 




Start 


2100 








End 


4041 




GI 


none 








Score 


.97 




Exons 


2100. .3092, 


3128 


. .3410, 


3767. 


. 4041 






Seq. No. 


14963 








Seq. ID 


OJ990817_04 .9921. 


C17 


Gene No. 


31823 








Strand 


+ 




Start 


2100 








End 


4570 




Name . 


OJ990817 04. 


.9921 


.C17.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2105 








End 


2386 




GI 


none 








Score 


414 




Exons 


2105. .2386, 


2118 


. .2384 










Seq. No. 


14963 








Seq. ID 


OJ990817_04 . 9921. 


C17 



15658 




Gene No. 


31823 




Strand 


+ 


Start 


2100 




End 


4570 


Name 


OJ990817 04.9921.C17.o2. 


,ts 


Method 


TBLASTX : Soybean 


Start 


2123 




End 


2378 


GI 


none 




Score 


206 


Exons 


2123. .2290, 2124. .2294, 


2292. 


.2378, 2297.. 2374 


Seq. No. 


14963 




Seq. ID 


OJ990817_04.9921 


Gene No. 


31823 




Strand 


+ 


Start 


2100 




End 


4570 


Name 


OJ990817 04 . 9921.C17.ol, 




Method 


AAT/GAP 


Start 


2255 




End 


2559 


GI 


uC-osrocyp008e08bl 




Score 


553 


Exons 


2255. .2559 









GI Descrip. '3258575 2.0e-28 (U89959) Hypothetical protein [Arabidopsis 



thaliana] 1 





Seq. No. 


14963 








Seq. ID 


OJ990817_04.9921.C17 




Gene No. 


31823 








Strand 


+ 




Start 


2100 








End 


4570 




Name 


OJ990817 04. 


9921, 


.C17.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2400 








End 


2941 




GI 


none 








Score 


516 


i ! 


Exons 


2400. .2744, 


2402, 


. .2683, 


2592. 


,.2711, 2753. .2785, 2757. .2786, 


h3 




2865. .2939, 


2882, 


. .2941, 


2891. 


. .2941 




i I 
i=| i 


Seq. No. 


14963 








Seq. ID 


OJ990817_04 . 9921. C17 


i zr 

Q 


Gene No. 


31823 








Strand 


+ 




Start 


2100 








End 


4570 


U! 


Name 


OJ990817 04. 


9921, 


.C17.o2. 


gp 


Method 


AAT/GAP 


Q 


Start 


2676 








End 


3038 


m 


GI 


none 








Score 


718 


!'« 


Exons 


2676. .3038 














Seq. No. 


14963 








Seq. ID 


OJ990817_04.9921.C17 




Gene No. 


31823 








Strand 


+ 


t , 

3 : 

i 


Start 


2100 








End 


4570 




Name 


OJ990817 04. 


9921. 


.C17.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2955 








End 


3337 


Li! 


GI 


none 








Score 


181 




Exons 


2955. .3101, 


3218. 


. .3337, 


3220. 


.3327 






Seq. No. 


14963 








Seq. ID 


OJ990817_04 . 9921. C17 




Gene No. 


31823 








Strand 


+ 




Start 


2100 








End 


4570 




Name 


OJ990817 04. 


9921, 


,C17.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2955 








End 


4023 




GI 


none 








Score 


179 




Exons 


2955. .3101,- 


2966, 


. .3094, 


3218. 


.3337, 3220.. 3321, 3756.. 3926, 






3769. .3957, 


3954. 


. .4007, 


3961. 


.4023 






Seq. No. 


14963 








Seq. ID 


OJ990817_04 . 9921. C17 




Gene No. 


31823 








Strand 


+ 




Start 


2100 








End 


4570 




Name 


OJ990817 04. 


9921. 


,C17.o3. 


gp 


Method 


AAT/GAP 




Start 


3361 








End 


4570 




GI 


2595 2.R1084 








Score 


1615 



15659 




Exons 3361.. 3410, 3767.. 4570 

GI Descrip. * 3258575 3.0e-27 (U89959) Hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 


14963 




Seq. ID 


OJ990817 04.9921 


.C17 


Gene No. 


31823 




Strand 


+ 




Start 


2100 




End 


4570 




Name 


OJ990817 04.9921.C17.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


3720 




End 


3969 




GI 


none 




Score 


193 




Exons 


3720. .3965, 3769. .3969 










Seq. No. 


14963 




Seq. ID 


OJ990817 04.9921 


.C17 


Gene No . 


31823 




Strand 


+ 




Start 


2100 




End 


4570 




Name 


OJ990817 04.9921.C17.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


3828 




End 


4031 




GI 


none 




Score 


306 




Exons 


3828. .4031, 3829. .4029 










Seq. No. 


14964 




Seq. ID 


OJ990817 04.9921 


.C18 


Gene No . 


31824 




Strand 






Start 


258 




End 


590 




Name 


OJ990817 04 . 9921 .C18 .ol 


. as 


Method 


GENSCAN 




Start 


258 




End 


590 




GI 


none 




Score 


. 67 




Exons 


258. .378, 487. .590 










Seq. No. 


14965 




Seq. ID 


OJ990817 04.9921 


.C19 


Gene No . 


31825 




Strand 






Start 


77 




End 


448 




Name 


OJ990817 04 .9921.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


77 




End 


448 




GI 


none 




Score 


118 




Exons 


77 . . 448, 231 . . 446 










Seq. No. 


14.966 




Seq. ID 


OJ990817_04.9921 


.C20 


Gene No. 


31826 




Strand 






Start 


1 




End 


1452 




Name 


OJ990817 04 .9921.C20.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


1452 




GI 


4510427 




Score 


343 




Exons 


• 1. .224, 318. .382, 618. . 


696, 


995. .1066, 


1146. .1313, 1419 


. . 1452 


GI Descrip. 


(AC006929) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


14966 




Seq. ID 


OJ990817_04.9921 


.C20 


Gene No. 


31826 




Strand 






Start 


1 




End 


1452 




Name - 


* OJ990817 04.9921.C20.ol 


. gs 


Method 


GENSCAN 




Start 


618 




End 


1313 




GI 


none 




Score 


.9 




Exons 


618. .696, 995. .1066, 1146.. 


1313 






Seq. No. 


14967 




Seq. ID 


OJ990817_04.9921 


.C21 


Gene No. 


31827 




Strand 






Start 


45 




End 


- 615 




Name 


OJ990817 04.9921.C21.ol 


.gs 


Method 


GENSCAN 





15660 






Start 


45 








End 


615 






GI 


none 








Score 


. 45 






Exons 


45. .194, 586. .615 












Seq. No. 


14967 








Seq-. ID 


OJ990817_04.9921 


.C21 




Gene No. 


31828 








Strand 








Start 


2530 








End 


3294 






Name 


OJ990817 04 


.9921. 


C21.o2. 


as 


Method 


GEN SCAN 






Start 


2530 








End 


3079 






GI 


none 








Score 


. 8 






Exons 


2530. .2919, 


2999. 


.3079 












Seq. No. 


14967 








Seq. ID 


OJ990817 04.9921 


.C21 




Gene No. 


31828 








Strand 








Start 


2530 








End 


3294 






Name 


OJ990817 04 


.9921. 


C21.ol. 


np 


Method 


AAT/NAP 






Start 


2532 








End 


3294 






GI 


2191144 








Score 


265 






Exons 


2532. .2937, 


3223. 


.3294 












GI Descrip. 


(AF007269) 


A_IG002N01.24 


gene 


product 


[Arabidopsis thaliana] 




Seq. No. 


14967 








Seq. ID 


OJ990817_04.9921 


.C21 




Gene No. 


31828 ■ 








Strand 






Q 


Start 


2530 








End 


3294 






Name 


OJ990817 04 


.9921. 


C21.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


2626 








End 


3082 




'■!! 
i y 


GI 


none 








Score 


38 






Exons 


2626. .2724, 


2704. 


.2784, 


2747 . , 


.2785, 27 


89. .2920, 2791. .2922, 


Ul 




2794 . .2922, 


2799. 


.2924, 


2999. 


. 3082 






3*. 


Seq. No. 


14967 








Seq. ID 


OJ990817_04 . 9921 


.C21 


Hi 


Gene No. 


31828 








Strand 






|3 


Start 


2530 








End 


3294 




l s "i 


Name 


OJ990817 04 


.9921. 


C21.ol. 


tm 


Method 


TBLASTX : Mai ze 




■a sr 


Start 


2668 








End 


2932 




%j 


GI 


none 








Score 


308 




I : 
t: = t 

• s i 


Exons 


2668. .2925, 


2668. 


.2931, 


2747. 


.2932 








Seq. No. 


14968 








Seq. ID 


OJ990817_04.992I 


.C22 




Gene No. 


31829 








Strand 


+ 




Q 


Start 


• 502 








End 


687 






Name 


OJ990817 04 


.9921. 


C22.ol. 


as 


Method 


GENSCAN 






Start 


502 








End 


687 






GI 


none 








Score 


.57 






Exons 


502. .687 
















Seq. No. 


14969 








Seq. ID 


OJ990817JD4 .9921 


.C23 




Gene No. 


31830 








Strand 


+ 






Start 


3582 








End 


5801 






Name 


OJ990817 04 


.9921. 


C23.o2. 


np 


Method 


AAT/NAP 






Start 


3582 








End 


5801 






GI 


544262 








Score 


51 






Exons 


3582. .3747, 


3810. 


.4012, 


5720. . 


.5801 








GI Descrip. 


PISTIL-SPECIFIC EXTENS IN-LIKE 


PROTEIN 


PRECURSOR (PELP) 





gi I 322761 1 pir | | JQ1696 pistil extensin-like protein precursor 
(clone pMG15) - common tobacco gi | 1 992 9 I emb | CAA78397 | (Z14019) 
pistil extensin like protein [Nicotiana tabacum] 



15661 



Seq. No. 


14969 








Seq. ID 


OJ990817_04.9921.C23 


Gene No. 


31831 








Strand 




Start 


1 








End 


5764 


Name 


OJ990817 04 


9921. 


C23. 


ol . np 


Method 


AAT/NAP 


Start 


1 








End 


1820 


GI 


2191144 








Score 


325 


Exons 


1 272 385 


.900, 


* 937 


. .1186, 


1501. .1698, 1732. .1820 


\J L-/ ^ O k-/ * 


(AF007269) A 

\ til. V \J 1 C \J ~S ) Li 


_IG002N01 


.24 gene product 


f Ar^h i don^ i <5 fhsl i ana 


Seq. No. 


14969 








Seq. ID 


OJ990817_04 . 9921 . C23 


flpnp No 


31831 








Strand 




Start 


1 








End 


5764 


Name 


OJ990817 04 


9921. 


C23. 


ol . tm 


Method 


TBLASTX 'Maizp 


Start 


57 _ 








End 


267 


GI 


none 








Score 


74 


Rxon ^ 


57 257. 63 


.185, 


64 . 


.267 






Seq. No. 


14969 








Seq. ID 


OJ990817 04 9921 C23 


f^cinp No 


31831 








Strand 




Start 


1 








End 


5764 


Name 


OJ990817 04 


9921. 


C23. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


58 _ 








End 


270 


GI 


none 








Score 


137 


P. von s 


58 270 63 


.269 










Seq. No. 


14969 








Seq. ID 


OJ990817_04.9921.C23 


Gene No. 


31831 








Strand 




Start 


1 








End 


5764 


Name 


OJ990817 04. 


9921. 


C23. 


ol .gs 


Method 


GENSCAN 


Start 


346 








End 


5764 


GI 


none 








Score 


.62 


Rxon ^ 


346. .873, 1501. .1815, 


1903. . 


2077, 2727 


..2777, 2865. .2965, 




3151. .3237, 


3557. 


.3757, 3987 


..4304, 5566. .5651, 5689. .5764 


Seq. No. 


14969 








Seq. ID 


OJ990817_04.9921.C23 


Gene No. 


31831 








Strand 




Start 


1 • 








End 


5764 


Name 


OJ990817 04. 


9921. 


C23. 


o2 . ts 


Method 


TBLASTX: Soybean 


Start 


1543 








End 


1973 


GI 


none 








Score 


50 



Exons 



1543. .1809, 1599. .1697, 1619. .1831, 1624. .1800, 1739. .1813, 
1900.. 1968, 1900.. 1968, 1914.. 1973 



Seq. No. 14969 

Gene No. 31831 

Start 1 

Name - OJ990817_04 . 9921 . C23 . ol . tc 

Start 1564 

GI none 
Exons 



Seq. ID OJ990817_04.9921.C23 
Strand 

End 5764 

Method TBLASTX : Cress 

End 2085 

Score 87 



1564.. 1809, 1900.. 1968, 2005.. 2085 



Seq. No. 14970 

Gene No. 31832 

Start 11 

Name OJ990817_04 . 9921 . C24 . ol . gs 

Start 11 



Seq. ID OJ990817_04.9921.C24 

Strand + 

End 4 62 

Method GENSCAN 

End 4 62 



15662 



GI 

Exons 

Seq. No. 
Gene No. 
Start ■:■* 
Name 
Start 
GI 

Exons 

GI Descrip. 



none 

11. .43, 394. .462 



Score 



.85 



14970 Seq. ID OJ990817_04 . 9921 . C24 

31833 Strand + 

1749 End 1994 

OJ990817_04 .9921.C24 .o2.np Method AAT/NAP 

1749 End 1994 

82538 Score 431 

1749. .1994 

hypothetical 9K protein (rpsl9-rpl2 intergenic region) - rice 
chloroplast gi | 12028 | emb | CAA33936 | (X15901) ORF82 [Oryza sativa] 
gi| 12074 | emb | CAA33926 | (X15901) ORF82 [Oryza sativa] 
gi | 226650 | prf | | 1 60335 6CA ORF 82 [Oryza sativa] 



m 

m 

U! 
Q 



: i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14970 Seq. ID 

31834 Strand 

1994 End 
OJ990817_04 . 9921.C24 .o3.np Method 

1994 End 

1334371 Score 
1994. .2272 

(X13327) rps 19 [Secale cereale] 



OJ990817_04 . 9921. C24 
+ 

2272 
AAT/NAP 
2272 
469 



OJ990817 04.9921.C24 



14970 Seq. ID 

31835 Strand 
1217 End 1627 

OJ990817_04 .9921.C24 .ol.np Method AAT/NAP 
1217 End 1627 

6176571 Score 699 

1217. .1627 

HYPOTHETICAL 14.9 KD PROTEIN YCF72 (ORF137) gi | 82519 | pir | | JQ0269 
hypothetical 15K protein (trnH-trnV intergenic region) - rice 
chloroplast gi | 12029 | emb | CAA33937 | (X15901) ORF137 [Oryza 
sativa] gi | 12073 I emb | CAA33925 | (X15901) ORF137 [Oryza sativa] 
gi I 226651 1 prf | | 1603356CB ORF 137 [Oryza sativa] 



OJ990817_04 .9921.C24 

3435 
AAT/GAP 
2826 
794 



Seq. No. 14970 Seq. ID 

Gene No. 31836 Strand 

Start 1894 End 

Name OJ990817JD4 . 9921 . C24 . ol . gp Method 

Start 1894 End 

GI 3073_1.R1084 Score 

Exons 1894.. 2314, 2802.. 2826 

GI Descrip. 1 133936/sp | P1214 6 | RR3_0RYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi__22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 14970 Seq. ID 

Gene No. 31836 Strand 

Start 1894 End 

Name OJ990817_04 . 992 1 . C24 . o2 . gp Method 

Start 2338 End 

GI 5455469 Score 

Exons 2338. .2682 



OJ990817_04 . 9921. C24 

3435 
AAT/GAP 
2682 
585 



15663 



GI Descrip. 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



131251/sp|P12094 | PSBAJDRYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958__emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 



14970 
31836 
1894 

OJ990817_04 .9921.C24 .o4 

2387 

131251 

2387. .3435 

PHOTOSYSTEM Q(B) PROTEIN 
(PHOTOSYSTEM II PROTEIN 

protein Dl precursor - r 
(X15901) PSII 32kDa prot 

Q-B protein (psbA) [Oryz 

gene [Oryza sativa] gi 1 2 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_04 . 9921 .C24 

3435 
AAT/NAP 
3435 
1718 



(32 KD THYLAKOID MEMBRANE PROTEIN) 
Dl) gi| 72661 |pir | | FMRZ32 photosystem II 
ice chloroplast gi 1 11958 | emb | CAA34007 | 
ein [Oryza sativa] gi 1343212 (M36191) 
a sativa] gi | 226249 | prf | | 1503143A psbA 
26406|prf | | 1510376A quinone bind 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817 04.9921.C24 



3435 
AAT/GAP 
3423 
710 



14970 
31836 
1894 

OJ990817_04 .9921.C24 .o3.gp 
3046 

24570_1.R1084 
3046. .3423 

'131251/ sp | PI 2094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406j?rf 15 1 



14970 Seq. ID 

31837 Strand 

5682 End 

OJ990817_04 . 9921 . C24 . ol . ts Method 

721 End 

none Score 



OJ990817_04.9921.C24 
6629 

TBLASTX : Soybean 

2243 

240 



721. .885, 728. .907, 738.-893, 885. .962, 886. .963, 964. .1086, 
967. .1146, 969. .1145, 1146. .1190, 1147. .1188, 1148. .1189, 
1183. .1281, 1186. .1296, 1187. .1282, 1267. .1359, 1268. .1465, 
1283. .1492, 1403. .1654, 1427. .1582, 1434. .1655, 1437. .1670, 
1438. .1689, 1634. .1726, 1650. .1727, 1656. .1727, 1975. .1998, 
2005. .2229, 2006.. 2239, 2091.. 2243 



14970 
31837 
5682 

OJ990817_04 . 9921.C24 .o5.tc 

721 

none 



Seq. ID OJ990817_04.9921.C24 



Strand 
End 

Method 

End 

Score 



6629 

TBLASTX: Cress 

962 

59 



721. .768, 722. .766, 754. .885, 765. .962, 767. .961 



15664 




Seq. No. 


14970 








Seq. ID 


OJ990817_04.9921.C24 


Gene No. 


31837 








Strand 




Start 


5682 








End 


6629 


Name 


OJ990817 04 


.9921 


.C24.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


867 








End 


1709 


GI 


none 








Score 


212 


Exons 


867. .1238, 


871. . 


1362, 8 


73. .1013, 874.. 


1707, 1053.. 1709, 




1055. . 1654, 


1284 


. .1709 








Seq. No. 


14970 








Seq. ID 


OJ990817_04.9921.C24 


Gene No . 


31837 








Strand 




Start 


5682 








End 


6629 


Name 


OJ990817 04 


. 9921 


.C24 .o3 


. tc 


Method 


TBLASTX : Cress 


Start 


1217 








End 


2104 


GI 


none 








Score 


333 


Exons 


1217. .1525, 


' 1297 


. .1359, 


1298. 


.1546, 1302. .1541, 1556. .1654, 




1557 . .1655, 


1560 


. .1742, 


1561. 


.1695, 1634. .1726, 1781. .1813, 




1785. .1814, 


1788 


. .1865, 


1798. 


.1863, 1808. .1864, 1815. .1865, 




1816. .1866, 


2006 


. .2104, 


2012. 


.2101 




Seq. No. 


14970 








Seq. ID 


OJ990817_04.9921.C24 


Gene No. 


31837 








Strand 




Start 


5682 








End 


6629 


Name 


OJ990817 04 


. 9921 


.C24 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1249 








End 


1555 


GI 


none 








Score 


489 


Exons 


1249, . 1362, 


1250 


. .1555, 


1250. 


.1552 




Seq. No. 


14970 








Seq. ID 


OJ990817_04.9921.C24 


Gene No. 


31837 








Strand 




Start 


5682 








End 


6629 


Name 


OJ990817 04 


.9921 


.C24 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1877 








End 


2310- 


GI 


none 








Score 


155 


Exons 


1877. .1966, 


1878 


. .1979, 


1918. 


.2007, 1922. .1981, 1968. .2042, 




1968. .2276, 


1973 


. .2281, 


1975. 


.2310, 2009. .2278 


Seq. No. 


14970 








Seq. ID 


OJ990817_04.9921.C24 


Gene No. 


31837 








Strand 




Start 


5682 








End 


6629 


Name 


OJ990817 04 


.9921 


.C24 .o4 


. tc 


Method 


TBLASTX: Cress 


Start 


2366 








End 


2724 


GI 


none 








Score 


152 


Exons 


2366. .2506, 


2385 


. .2507, 


2440. 


.2520, 2506. .2724, 2510. .2704 


Seq. No. 


14970 








Seq. ID 


OJ990817_04.9921.C24 


Gene No. 


31837 








Strand 




Start 


5682 








End 


6629 


Name 


OJ990817 04 


. 9921 


.C24 .o5 


. ts 


Method 


TBLASTX : Soybean 


Start 


2767 








End 


3123 


GI 


none 








Score 


69 


Exons 


2767. .3123, 


2779 


. .2964 








Seq. No. 


14970 








Seq. ID 


OJ990817_04.9921.C24 


Gene No. 


31837 








Strand 




Start 


5682 








End 


6629 



15665 



Name 

Start 

GI 

Exons 



OJ990817_04 .9921.C24 .ol.tc Method TBLASTX : Cress 
2812 End 3416 

none Score 221 

2812. .3039, 2815. .3045, 3008. .3040, 3022. .3414, 3041. .3415, 
3041. .3415, 3324. .3416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14970 
31837 
5682 

OJ990817_04 . 9921.C24 .o2.tm 

3007 

none 



Seq. ID OJ990817_04 . 9921.C24 
Strand 

End 6629 

Method TBLASTX : Maize 

End 3416 

Score 661 



3007. .3414, 3008. .3415, 3008. .3415, 3009. .3416 



14970 
31837 
5682 

OJ990817_04 .9921.C24 . o2 ,ts 

3188 

none 

3188. .3415, 3190. .3414 



Seq. No. 14970 

Gene No. 31837 

Start 5682 

Name OJ990817JD4 . 9921 . C24 . o3 . gs 

Start 5682 

GI none 

Exons 5682.. 6485 



Seq. ID OJ990817_04 . 9921.C24 
Strand 

End 662 9 

Method TBLASTX : Soybean 

End 3415 

Score 350 



Seq. ID OJ990817_04.9921.C24 
Strand 

End 6629 
Method --GENSCAN 
End 6485 
Score .99 



Seq. No. 14970 
Gene No. 31837 
Start 5682 

Name OJ990817_04 . 9921 .C24 . o5 .np 

Start 5727 
GI 1657615 
Exons 5727.. 6326, 6456.. 6629 

GI Descrip. (U72502) Glp [Arabidopsis thaliana] gi | 3068706 | gb IAAC14406 . 1 | 
(AF04 9236) putative transmembrane protein Glp [Arabidopsis 
thaliana] 



Seq. ID OJ990817_04.9921.C24 
Strand 

6629 
AAT/NAP 
6629 
674 



End 

Method 

End 

Score 



Seq. No. 14970 

Gene No. 31837 

Start 5682 

Name OJ990817_04 . 9921 . C24 . o2 . tc 

Start 5802 

GI none 

Exons 5802.. 6059, 5803.. 6060, 6054, 



Seq. ID OJ990817_04.9921.C24 
Strand 

End 6629 

Method TBLASTX: Cress 

End 6291 

Score 160 
.6287, 6166. .6291 



Seq. No. 14970 

Gene No. 31837 

Start 5682 

Name OJ990817_04 . 9921 .C24 . o4 . ts 

Start 5802 

GI none 

Exons 5802.. 6008, 5803.. 6006 



Seq. ID OJ990817_04 . 9921.C24 
Strand 

End 6629 

Method TBLASTX : Soybean 

End 6008 

Score 183 



15666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14970 
31837 
5682 

OJ990817_04.9921.C24.o3.ts 

6009 

none 



Seq. ID OJ990817_04.9921.C24 
Strand 

End 6629 

Method TBLASTX : Soybean 

End 6288 

Score 124 



6009.. 6059, 6054.. 6287, 6166.. 6288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14971 
31838 
1564 

OJ990817_04 . 9921.C25.ol.gs 

1564 

none 



Seq. ID OJ990817_04 .9921.C25 

Strand + 

End 8046 . . 

Method GEN SCAN 

End 804 6 

Score .42 



1564. .1634, 1979. .2081, 2674. .2829, 3497. .3534, 3633. .4176, 
4477. .4566, 4964. .4999, 6193. .6303, 7279. .8046 



Seq. No. 14971 

Gene No. 31839 

Start 702 

Name OJ990817_04 . 9921 . C25 . ol . gp 

Start 702 

GI . none 
Exons 



Seq. ID OJ990817_04.9921.C25 
Strand 

End 2917 

Method AAT/GAP 

End 2917 

Score 1337 



702.. 1120, 2512. ,2650, 2765.. 2917 



Seq. No. 14971 ~ ■ 

Gene No. 31840 

Start 9219 

Name OJ990817_04 . 9921 . C25 . o2 . ts 

Start 954 

GI none 
Exons 



Seq.. ID OJ990817_04.9921.C25 
Strand 

End 9620 

Method TBLASTX : Soybean 

End 2664 

Score 175 



954. .1121, 962. .1123, 2506. .2658, 2509. .2664 



Seq. No. 14971 

Gene No. 31840 

Start 9219 

Name OJ990817_04 . 9921 . C25 . o3 . tm 

Start 954 

GI none 
Exons 



Seq. ID OJ990817_04.9921.C25 
Strand 

End 9620 

Method TBLASTX: Maize' 

End 2645 

Score 230 



954. .1121, 956. .1123, 977. .1129, 2512. .2643, 2513. .2632, 
2521. .2643, 2604. .2645 



Seq. No. 14971 

Gene No. 31840 

Start 9219 

Name OJ990817_04 . 9921 . C25 . o2 . tc 

Start 956 

GI none 
Exons 



Seq. ID OJ990817_04 .9921.C25 
Strand 

End 9620 

Method TBLASTX : Cress 

End 2658 

Score 156 



956. .1123, 963. .1121, 2509. .2658 



Seq. ID OJ990817_04.9921.C25 
Strand 

End 9620 

Method TBLASTX : Mai ze 

End 3520 

Score 222 

3355. .3516, 3369. .3518, 3377. .3520, 3378. .3515, 3386. .3517 



Seq. No. 14971 

Gene No. 31840 

Start 9219 

Name OJ990817_04 . 992 1 . C25 . o5 . tm 

Start 3355 

GI none 
Exons 



15667 




Seq. No. 


14971 








Seq. ID 


OJ990817_04 .9921.C25 


Gene No. 


31840 








Strand 




Start 


9219 








End 


9620 


Name 


OJ990817 04 


. 9921, 


.C25.o6, 


. tm 


Method 


TBLASTX: Maize 


Start 


6181 








End 


6725 


GI 


none 








Score 


56 


Exons 


6181. .6228, 


6181, 


. . 6225, 


6183. 


.6230, 6224.. 6316, 6225.. 6311, 




6228 . . 6323, 


6229, 


. . 6330, 


6399. 


.6428, 6455.. 6535, 6456.. 6533, 




6459. . 6542, 


6461 , 


. . 6535, 


6660. 


.6725, 6663.. 6716 


Seq. No. 


14971 








Seq. ID 


OJ990817_04.9921.C25 


Gene No. 


31840 








Strand 




Start 


9219 








End 


9620 


Name 


OJ990817 04 


. 9921 , 


.C25.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


7166 ~ 








End 


7728 


GI 


none 








Score 


39 


Exons 


7166. .7189, 


7265. 


. .7441, 


7274 . 


.7453, 7275. .7460, 7276. .7455, 




7518. .7661, 


7543. 


. .7659, 


7644 . 


.7727, 7666.. 7728 


Seq. No. 


14971 








Seq. ID 


OJ990817_04.9921.C25 


Gene No. 


31840 








Strand 




Start 


9219 








End 


9620 


ii J Name 


OJ990817 04 


. 9921 . 


.C25. o4 . 


. tm 


Method . 


TBLASTX: Maize 


Start 


7837 ~ - 








End 


8047 


GI 

i.ii 


none 








Score 


93 


:=;: EXOnS 


7837. .7965, 


7839. 


. .7970, 


7843. 


.7983, 7851.. 7979, 7978.. 8046, 


i L? 


7988 . .8047 












\M Seq. No. 


14971 








Seq. ID 


OJ990817_04.9921.C25 


i.^i Gene No. 


31840 








Strand 




Start 


9219 








End 


9620 


Name 


OJ990817 04 


. 9921 . 


.C25.ol. 


. tc 


Method 


TBLASTX: Cress 


iS Start 

.« c*. 


9219 ~ 








End 


9582 


^ GI 


none 








Score 


74 


s| Exons 


9219. . 9317, 


9223. 


. . 9318, 


9361. 


.9582, 9399.. 9581 


i =i Seq. No. 


14 971 








Seq. ID 


OJ990817_04 .9921.C25 


j![ Gene No. 


31840 








Strand 




Start 


9219 








End 


9620 


Name 


OJ990817 04 


. 9921 . 


.C25.02. 


. as 


Method 


GENSCAN * 


Start 


9219 ~ 








End 


9555 


GI 


none 








Score 


.97 


Exons 


9219. . 9555 












Seq. No. 


14971 








Seq. ID 


OJ990817_04.9921.C25 


Gene No . 


31840 








Strand 




Start 


9219 








End 


9620 


Name 


OJ990817 04 


. 9921 . 


,C25.ol. 


, ts 


Method 


TBLASTX: Soybean 


Start 


9219 ~~ 








End 


9585 


GI 


none 








Score 


66 


Exons 


9219. .9317, 


9223. 


. .9357, 


9340. 


.9585, 9399.. 9581 


Seq. No. 


14971 








Seq. ID 


OJ990817_04.9921.C25 


Gene No. 


31840 








Strand 




Start 


9219 








End 


9620 


Name 


OJ990817 04 


. 9921. 


C25.o2. 


, tm 


Method 


TBLASTX: Maize 



15668 




Start 


9220 


End 


9585 


GI 


none 


Score 


63 


Exons 


9220.. 9306, 9222.. 9317, 9349 


..9585, 9402.. 9581 


Seq. No. 


14971 


Seq. ID 


OJ990817_04 . 9921. C25 


Gene No. 


31840 


Strand 




Start 


9219 


• End 


9620 


Name 


OJ990817 04 . 9921.C25.ol.np 


Method 


AAT/NAP 


Start 


9222 


End 


9620 


GI 


1084391 


Score 


367 


Exons 


9222. .9620 






GI Descrip. 


endo-1, 4-beta-D-glucanase, xyloglucan- 


specific (clone NXG2) - 




common nasturtium (fragment) 


gi | 311837 | emb | CAA48325 | (X68255) 




cellulase [Tropaeolum majus] 






Seq. No. 


14972 


Seq. ID 


OJ990817_04.9921.C26 


Gene No. 


31841 


Strand 




Start 


1 


End 


711 


Name 


OJ990817 04 . 9921.C26.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


637 


GI 


1362078 


Score 


360 


Exons 


1..122, 213. .313, 424. .637 






GI Descrip. 


endo-1, 4-beta-D-glucanase, xyloglucan- 


specific (clone NXG1) - 




common nasturtium gi 1311835 | 


emb|CAA48324 | (X68254) cellulase 




[Tropaeolum majus] 






Seq. No. 


14972. 


Seq. ID 


OJ990817_04.9921.C26 


Gene No. 


31841 


Strand 




Start 


1 


End 


711 


Name 


OJ990817 04 . 9921.C26.ol.gs 


Method 


GENSCAN 


Start 


27 


End 


661 


GI 


none 


Score 


.96 


Exons 


27. .313, 424. .661 






Seq. No. 


14972 


Seq. ID 


OJ990817_04.9921.C26 


Gene No. 


31841 


Strand 




Start 


•1 


End 


711 


Name 


OJ990817 04.9921.C26.ol.gp 


Method 


AAT/GAP 


Start 


68 


End 


711 


GI 


69647 1.R1084 


Score 


747 ■ 


Exons 


68. .122, 213. .313, 424. .711 






GI Descrip. 


, 4883603/gb|AAD31572.1|AC006922 4 l.Oe 


-18 (AC006922) putative 




xyloglucan endo-transglycosylase [Arabidopsis thaliana] 1 


Seq. No. 


14972 


Seq. ID 


OJ990817_04.9921.C26 


Gene No. 


31842 


Strand 




Start 


1544 


End 


4160 


Name 


. OJ990817 04 . 9921.C26.ol.tc 


Method 


TBLASTX: Cress 


Start 


3 


End 


574 


GI 


none 


Score 


118 


Exons 


3. .128, 192. .314, 202. .330, 


410. .574 




Seq. No. 


14972 


Seq. ID 


OJ990817_04 . 9921. C26 


Gene No. 


31842 


Strand 




Start 


1544 


End 


4160 


Name 


OJ990817 04 . 9921.C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


3 


End 


563 



15669 



GI 


none 


Score 


92 


Exons 


3.. 68. 3 .122. 202 315. 210 


314. 406 


549 420 563 422 562 


Seq. No. 


14972 


Seq. ID 


OJ990817_04 .9921.C26 


Gene No. 


31842 


Strand 




Start 


1544 


End 


4 160 


Name 


OJ990817 04 9921 C26 ol ts 


Mp1~ hod 




Start 


3 " _ - ' * 


End 


574 


GI 


none 


Score 


93 


Exons 


3 128. 201 314 217 315. 


401 . .463, 


410 574 462 563 


Seq. No. 


14972 


Seq. ID 


OJ990817_04 .9921.C26 


Gene No. 


31842 


Strand 




Start 


1544 


End 


4160 


Name 


OJ990817 04 9921 C26 o2 as 


Method 


GENSCAN 


Start 


1544 _ 


End 


4160 


GI 


none 


Score 


.9 


Exons 


1544. .1968, 2410. .2574, 2942 


..3017, 4008. .4160 


Sea No 


14 973 


Seq. ID 


OJ990817_04.9921.C27 


Gene No. 


31843 


Strand 


+ 


Start 


611 


End 


7636 


Name 


OJ990817 04 9921 C27 ol as 


Method 


GENSCAN 


Start 


611 _ !' 


End 


7636 


GI 


none 


Score 


.47 


Exons 


611 706 1407 1818 2811 

W J_ J_ • . /WW, -1- " W ' . • J- W -L W, W X -L. • ■ 


2934, 4275 


..4416, 5008. .5380, 




5385 5579 7271 7636 






Seq. No. 


14 973 


Seq. ID 


OJ990817_04.9921.C27 


Gene No . 


31843 


Strand 


+ 


Start 


611 


End 


7636 


Name 


OJ990817 04.9921.C27.ol.gp 


Method 


AAT/GAP 


Start 


673 


End 


2359 


GI 


37716 1.R1084 


Score 


1885 


Exon s 

J_J 4\ 1 1 


673. .706, 1407. .2359 






GI Descrip. 


■1055224 3.0e-12 (U20977) cellular nucleic acid binding protein 




[Xenopus laevis] 1 






Seq. No. 


14973 


Seq. ID 


OJ990817_04.9921.C27 


Gene No. 


31843 


Strand 


+ 


Start 


611 


End 


7636 


Name 


OJ990817 04.9921.C27.ol.np 


Method 


AAT/NAP 


Start 


1447 


End 


2878 


GI 


729704 


Score 


146 


Exons 


1447. .1912, 2811. .2878 







GI Descrip. DNA-BINDING PROTEIN HEXBP (HEXAMER-BINDING PROTEIN) 

gi|1078700|pir| IA47156 hexamer-binding protein HEXBP - 
Leishmania major gi 1159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



Seq. No. 14973 

Gene No. 31844 

Start 2014 

Name OJ990817JD4 . 9921 . C27 . o2 . np 

Start 2014 

GI 4586116 
Exons 



Seq. ID OJ990817__04.9921.C27 
Strand 

End 54 8 9 

Method AAT/NAP 

End 5392 

Score 904 



2014. .2064, 3053. .3099, 3179. .3330, 4347. .4693, 5063. .5392 



15670 



GI Descrip. (AL049638) putative C-4 sterol methyl oxidase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14973 
31844 
2014 

OJ990817_04 .9921.C27.o2.gp 
2534 

79169_1.R1084 

2534. .2888, 3056. .3088, 3183 



OJ990817 04.9921.C27 



Seq. ID _ 
Strand 

End 5489 
Method AAT/GAP 
End 4561 
Score 1270 
3330, 4347.. 4561 
, 4680189/gb|AF111710.1|AF111710 3.0e-34 Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds 1 



14973 Seq. ID 

31844 Strand 

2014 End 
OJ990817_04 . 9921 . C27 . o3 . gp Method 

5268 End 

286268 Score 
5268. .5489 



OJ990817_04 . 9921. C27 

5489 
AAT/GAP 
5489 
427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14973 
31845 
8308 - 
OJ9908 
618 
none 
618. .7 
626. .7 
1407. . 
1437. . 
1573. . 
1618. . 
1687. . 
1795. . 
1861. . 



17 04.9921.C27.ol.ts 



07, 623. .7 
06, 627. .7 
1619, 1407 
1541, 1438 
1617, 1573 
1731, 1633 
1731, 1777 
1860, 1798 
1923, 1861 



06, 62 

07, 13 
. . 1733 
. .1482 
. .1734 
. .1674 
. .1842 
. .1848 
. .1905 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4. .707, 624. .707 
80. .1529, 1381.. 
, 1408. .1539, 14 
, 1495. .1539, 14 
, 1573. .1668, 15 
, 1633. .1680, 16 
, 1777. .1845, 17 
, 1848. .1934, 18 
, 1861. .1920 



OJ990817 04.9921.C27 



8448 

TBLASTX: 

1941 

154 
, 624. .70 
1542, 138 
08. .1764, 
95. .1557, 
73. .1731, 
66. .1767, 
80. .1845, 
49. .1941, 



Soybean 



7, 624. .674, 

7. .1539, 
1408. .1533, 
1561. .1617, 
1575. .1730, 
1687. .1734, 
1789. .1842, 
1849. .1905, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14973 Seq. ID 

31845 Strand 

8308 End 

OJ990817_04 . 9921 .C27 .ol . tm Method 

624 End 

none Score 



OJ990817_04.9921.C27 
8448 

TBLASTX: Maize 

1908 

63 



624. .668, 624. .707, 627. .707, 633. .707, 1378. .1539, 1408. .1482, 
1408. .1485, 1438. .1554, 1446. .1781, 1447. .1782, 1760. .1801, 
1771. .1800, 1789. .1842, 1798. .1848, 1849. .1905, 1861. .1908 



Seq, No. 14973 

Gene No. 31845 

Start 8308 

Name OJ990817_04 . 9921 . C27 . o2 . tm 

Start 2799 

GI none 

Exons 2799. .2900, 2800. .2886, 2804, 



Seq. ID OJ990817_04 . 9921.C27 
Strand 

End 8448 

Method TBLASTX : Mai ze 

End 54 67 

Score 85 



,2893, 3039.. 3089, 3053. 



3183. .3329, 3184. .3330, 4344. .4577, 4345. .4494, 4347. 



.3091, 
.4580, 



15671 





4349. .4600, 


4622. 


.4699, 


4623. 


.4691, 5063. .5467, 


5064 . .5324 


Seq. No. 


14973 








Seq. ID 


OJ990817 


_04.9921.C27 


Gene No. 


31845 








Strand 






Start 


8308 








End 


8448 




Name 


OJ990817 04 


.9921. 


C27 .ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3053 








End 


4505 




GI 


none 








Score 


129 




Exons 


3053. .3091, 


3183. 


. 3329, 


3184 . 


.3321, 4347. .4505, 


4349. .4504 


Seq. No. 


14973 








Seq. ID 


OJ990817 


04 . 9921. C27 


Gene No. 


31845 








Strand 






Start 


8308 








End 


8448 




Name 


OJ990817 04 


. 9921. 


C27 .o2 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


3216 








End 


5144 




GI 


none 








Score 


103 




Exons 


3216. .3326, 


3216. 


.3329, 


3217 . 


.3327, 4344. .4580, 


4344 . .4577, 




4345. . 4581, 


4349. 


.4600, 


4622. 


.4702, 4623. .4694, 


5045. .5077, 




5060. . 5143, 


5073. 


.5144 










Seq. No. 


14973 








Seq. ID 


OJ990817 


04 . 9921. C27 


Gene No. 


31845 








Strand 






Start 


8308 








End 


8448 




Name 


OJ990817 04 


. 9921. 


C27.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4367 








End 


5392 




GI 


none 








Score 


170 




Exons 


4367 . .'4600, 


4377 . 


.4580, 


4622. 


.4702, 4623. .4694, 


5060 . . 5185, 




5213. . 5392 














Seq. No. 


14973 








Seq. ID 


OJ990817 


_04.9921.C27 


Gene No. 


31845 








Strand 






Start 


8308 








End 


8448 




Name 


OJ990817 04 


. 9921. 


C27 .o2 


. QS 


Method 


GEN SCAN 




Start 


8308 








End 


8448 




GI 


none 








Score 


. 98 




Exons 


8308. .8448 














Seq. No. 


14974 








Seq. ID 


OJ990817 


_04 . 9921. C28 


Gene No. 


31846 








Strand 


+ 




Start 


2932 








End 


6073 




Name 


OJ990817 04 


.9921. 


C28.ol 


.np 


Method 


AAT/NAP 




Start 


2932 








End 


6070 




GI 


6503302 








Score 


496 




Exons 


2932. .3057, 


3558. 


.3723, 


3810. 


.4029, 405 


>6. .4255, 


5006. .5290, 



5789. .6070 

GI Descrip. (AC011713) Is a member of PF| 01544 CorA-like Mg2+ transporter 
protein family. ESTs gb|Z48392 and gb|Z48391 come from this 
gene . [Arabidopsis thaliana] 



Seq. No. 14974 

Gene No. 31846 

Start 2932 

Name ' OJ9908 17_04 . 9921 . C28 . o2 . gs 

Start 3591 

GI none 

Exons 3591.. 3723, 3810.. 4255, 5006. 



Seq. ID OJ990817_04.9921.C28 

Strand + 

End 6073 

Method GENSCAN 

End 6073 

Score .73 
.5290, 5789.. 6073 



15672 






Sea No 


14974 






Seq. ID 


OJ990817 04 . 9921 .C28 




Gene No. 


31847 






Strand 


+ ~ 




Start 


7783 






End 


8332 




Name 


OJ990817 04 


.9921.C28.o3 


• gp 


Method 


AAT/GAP 




Start 


7783 






End 


8332 




GI 


34996 1.R1084 




Score 


597 




Exons 


7783. .8101, 


8308. .8332 










CIT Dp srri n 

V-J U_ ^ O V— <» JU k-/ * 


'44 67139/emb|CAB37508 | 


l.Oe- 


65 (AL0355* 


30) putative protein 






phosphatase- 


-2c [Arabidopsis 


thaliana] 1 






Sen No 


14974 






Seq. ID 


OJ990817 04 . 9921 .C28 




Gene No. 


31848 






Strand 






Start 


561 






End 


3465 




Name 


OJ990817 04 


. 9921.C28.ol 


.gs 


Method 


GENSCAN 




Start 


561 






End 


3465 




GI 


none 






Score 


. 51 




Exons 


561. .704, . 1444. .1541, 1665.. 


1752, 1929, 


. . 2012, 2549. . 2590, 






2673. .2755, 


2805. . 3130, 


3440 


. . 3465 






Seq. No. 


14974 






Seq. ID 


OJ990817_04.9921.C28 




Gene No. 


31848 






Strand 






Start 


561 






End 


3465 




Name 


OJ990817 04 


. 9921.C28.ol 




Method 


AAT /GAP 




Start 


1889 ~~ 






End 


2383 




GI * 


none 






Score 


970 




Exons 


1889. . 2383 










ill 


Seq. No. 


14974 






Seq. ID 


OJ990817_04.9921.C28 




Gene No. 


31849 






Strand 




: i 


Start 


6105 






End 


6264 




Name 


OJ990817 04 


. 9921. C28 .o2 




Method 


AAT/GAP 




Start 


6105 ~" 






End 


6264 


rii 


GI 


2799390 






Score 


254 


□ 


Exons 


6105 6264 
\j j. \j +j . • \j \j * 










'■I 


Seq. No. 


14974 






Seq. ID 


OJ990817_04.9921.C28 


i. J» 


Gene No. 


31850 






Strand 






Start 


7864 






End 


8332 


W 

.3 3*. 


Name 


OJ990817 04 


. 9921.C28.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


1432 






End 


1768 


i- ~J 


GI 


none 






Score 


124 




Exons 


1432. .1545, 


1444. .1542, 


1663 


..1761, 1664. .1768, 1667. .1768 




Sea. No. 


14974 






Seq. ID 


OJ990817_04.9921.C28 




Gene No. 


31850 






Strand 






Start 


7864 






End 


8332 




Name 


OJ990817 04 


. 9921.C28.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3555 






End 


4009 




GI 


none 






Score 


199 




F.xnn <^ 

i—l A V^y 1 1 kj> 


3555. .3671, 


3581. .3730, 


3582 


..3722, 3809.. 3913, 3809.. 3913, 






3903. .3965, 


3908. .4009, 


3914 


. .4009 






Seq. No. 


14974 






Seq. ID 


OJ990817_04.9921.C28 




Gene No. 


31850 






Strand 






Start 


7864 






End 


8332 




Name 


OJ990817 04 


. 9921.C28.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3564 






End 


5100 



15673 



GI 

Exons 



none Score 158 

3564.. 3653, 3581.. 3730, 3582.. 3722, 3799.. 3939, 3800.. 3949, 



3980. .4273, 4031. .4249, 4237. 
5004.. 5099, 5047.. 5100 



.4272, 5003.. 5098, 5003.. 5056, 



Seq. No. 14974 

Gene No. 31850 

Start 7864 

Name OJ990817JD4 . 9921 . C28 . ol . tc 

Start 3633 

GI none 

Exons 3633.. 3722, 3695.. 3730, 3799. 
4052. .4228 



Seq. ID 

Strand 

End • 

Method 

End 

Score 



OJ990817_04 .9921.C28 
8332 

TBLASTX: Cress 

4228 

109 



.3948, 3800. .3949, 4040. .4228, 



Seq. No. 14974 Seq. ID 

Gene No. 31850 Strand 

Start 7864 End 

Name OJ990817_04 . 9921 .C28 .*o5. tm Method 

Start 4031 End 

GI none Score 

Exons 4031. .4186, 4031. .4186, 4044. .4187 



OJ990817_04.9921.C28 
8332 

TBLASTX: Maize 

4187 

216 



Seq. No. 
{ Gene No. 
I Start 
j Name 

Start 

I Exons 



14974 
31850 
7864 

OJ990817_04 . 9921.C28 .o2.tm 

5003 

none 

5003.. 5074, 5003.. 5059, 5004. 
5778.. .5966, 5780.. 5980, 5789. 
5966. .6079 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 04.9921.C28 



8332 

TBLASTX: Maize 
6087 
89 

5066, 5067. .5291, 5067. .5291, 
5977, 5881. .'5994, 5947.. 6087, 



Seq. No. 14974 

Gene No. 31850 

Start 7864 

Name OJ990817_04 . 9921 . C28 . o2 . tc 

Start 5200 

GI none 

Exons 5200.. 5283, 5202.. 5279, 5207 
5780. ; . 5959, 5972. .6061, 5978 



Seq. ID OJ990817_04.9921.C28 
Strand 

End 8332 

Method TBLASTX : Cress 

End 6076 

Score 72 
.5287, 5210. .5302, 5780. .5962, 
.6076 



Seq. No. 14974 

Gene No. 31850 

Start 7864 

Name OJ990817_04 . 9921 . C28 . ol . tm 

Start 7632 

GI none 

Exons 7632.. 7685, 7633.. 7680, 7639. 

7830. .8090, 7831. .8100, 7838. 



Seq. ID OJ990817_04.9921.C28 
Strand 

End 8332 

Method TBLASTX :Maize 

End 8101 

Score 72 

.7692, 7682. .7744, 7829. .8089, 
.8101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14974 Seq. ID 

31850 Strand 

7864 End 
OJ990817_04 . 9921 . C28 . o2 . ts Method 

7852 End 

none Score 

7852. .8004, 7892. .8101, 7933. .8100 



OJ990817_04 . 9921. C28 
8332 

TBLASTX : Soybean 

8101 

196 



15674 



w 

Hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14974 
31850 
7864 

OJ990817_04 .9921.C28.o2.np 
7864 
3608412 
7864. .8108, 8275. .8332 

(AF079355) protein phosphatase-2c [Mesembryanthemum 
crystallinum] 



Seq. ID OJ990817_04.9921.C28 
Strand 

8332 
AAT/NAP 
8332 
238 



End 

Method 

End 

Score 



14974 
31850 
7864 

OJ990817JD4 . 9921 . C28 . o3 . tc 

7885 

none 



Seq. ID OJ990817_04.9921.C28 
Strand 

End 8332 

Method TBLASTX: Cress 

End 8101 

Score 176 



7885. .7923, 7922. .8098, 7939. .8100, 7958. .8101 



Seq. ID OJ990817_04 .9921.C29 
Strand 

End 2357 

Method AAT/NAP 

End 1930 

Score 788 



14975 
31851 
1 

OJ990817_04 . 9921.C29.ol.np 
1 

4206122 

1..19, 710. .1076, 1606. .1930 

(AF097667) protein phosphatase 2C homolog [Mesembryanthemum 
crystallinum] 



i . E 


Seq. No.. 


14975 


Seq. ID 


OJ990817 




Gene No. 


31851 


Strand 




I'll 


Start 


1 


End 


2357 




Name 


OJ990817 04.9921.C29.ol.gs 


Method 


GEN SCAN 




Start 


710 


End 


2047 




GI 


none 


Score 


.6 


M 


Exons 


710. .832, 874. .1076, 1606. .1854, 1987. 


.2047 




Seq. No. 


14975 


Seq. ID 


OJ990817 




Gene No. 


31851 


Strand 






Start 


1 


End 


2357 


:==e 


Name 


OJ990817 04.9921.C29.ol.gp 


Method 


AAT/GAP 




Start 


1711 


End 


2357 




GI 


26110 1.R1084 


Score 


916 




Exons 


1711.. 2019, 2162.. 2357 








GI Descrip. 


'4206122 2.0e-13 (AF097667) 


protein phosphatase 






[Mesembryanthemum crystallinum] 1 






Seq. No. 


14975 


Seq. ID 


OJ990817 




Gene No. 


31852 


Strand 






Start 


2717 


End 


4832 




Name 


OJ990817 04.9921.C29.ol.tm 


Method 


TBLASTX:! 




Start 


707 


End 


1948 




GI 


none 


Score 


241 




Exons 


707. .898, 711. .896, 893. .107 


8, 894. .1073, 895.. 






1607. .1879, 1608. .1898, 1865 


. . 1948 






Seq. No. 


14975 


Seq. ID 


OJ990817 



15675 




Gene No. 


31852 




Strand 








Start 


2717 




End 


4832 






Name 


OJ990817 04.9921.C29.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


707 




End 


916 






GI 


none 




Score 


95 






Exons 


707. .892, 707. .916, 708. 


.902 










Seq. No. 


14975 




Seq. ID 


OJ990817 


_04.9921. 


C29 


Gene No. 


31852 




Strand 








Start 


2717 




End 


4832 






Name 


OJ990817 04.9921.C29.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


707 




End 


1991 






GI 


none 




Score 


115 






Exons 


707. .898, 710. .898, 714. 


. 902, 


895. .1116, 896. .1075, 1595 


. . 1! 




1611. .1856, 1865. .1939, 


1869. 


.1940, 1953. .1991 






Seq. No. 


14975 




Seq. ID 


OJ990817 


_04.9921. 


C29 


Gene No. 


31852 




Strand 








Start 


2717 




End 


4832 






Name 


OJ990817 04.9921.C29.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


953 




End 


1880 






GI 


none 




Score 


57 






Exons 


953.. 1003, 955.. 1005, 956.. 1021, 957.. 


1010, 1001. .1102, 






1003. .1107, 1005. .1115, 


1583. 


. 1801, 1583. . 1879, 


1596. . 18 


80 


Seq. No. 


14975 




Seq. ID 


OJ990817 


04 . 9921 . 


C29 


Gene No. 


31852 




Strand 








Start 


2717 




End 


4832 






Name 


OJ990817 04.9921.C29.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1625 




End 


1853 






GI 


none 




Score 


109 






Exons 


1625. .1807, 1625. .1852, 


1629. 


.1853 








Seq. No. 


14975 




Seq. ID 


OJ990817 


_04.9921. 


C29 


Gene No. 


31852 




Strand 








Start 


2717 




End 


4832 






Name 


OJ990817 04 .9921.C29.o2. 


gs 


Method 


GENSCAN 






Start 


2717 




End 


4832 






GI 


hone 




Score 


. 65 






Exons 


2717. .2731, 3864. .3972, 


4726. 


.4832 








Seq. No. 


14976 




Seq. ID 


OJ990817 


_04.9921. 


C30 


Gene No. 


31853 




Strand 


+ 






Start 


261 




End 


4311 






Name 


OJ990817 04.9921.C30.o3. 


np 


Method 


AAT/NAP 






Start 


261 




End 


4311 






GI 


4680183 




Score 


126 






Exons 


261. .294, 4224. .4311 












GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


14976 




Seq. ID 


OJ990817 


_04.9921. 


C30 


Gene No. 


31853 




Strand 


+ 






Start 


261 




End 


4311 






Name 


OJ990817 04 .9921.C30.ol. 


np 


Method 


AAT/NAP 






Start 


303 




End 


3156 






GI 


6967113 




Score 


56 






Exons 


303. .325, 2405. .2442, 2793. .3156 









15676 




GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


14976 


Seq. ID 


OJ990817_04.9921. 


.C30 


Gene No . 


31854 


Strand 






Start 


2128 


End 


4189 




Name 


OJ990817 04.9921.C30.o2.np 


Method 


AAT/NAP 




Start 


2128 


End 


4189 




GI 


6721561 


Score 


129 




Exons 


2128. .2206, 4084. .4189 








GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6815086 |dbj I BAA90372.il 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


14976 


Seq. ID 


OJ990817_04.9921, 


.C30 


Gene No. 


31854 


Strand 






Start 


2128 


End 


4189 




Name 


OJ990817 04.9921.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


2810 


End 


3188 




GI 


none 


Score 


72 




Exons 


2810. .2875, 2880. .2930, 2940. .3188, 2993. .3130 




Sea No 


14976 


Seq. ID 


OJ990817_04.9921, 


.C30 


Gene No 


31854 


Strand 






Start 


2128 


End 


4189 




Name 


OJ990817 04.9921.C30.ol.gp 


Method 


AAT/GAP 




Start 


3503 


End 


3592 




GI 


.uC-osf Icyp088bl2bl 


Score 


135 




Exons 


3503. .3592 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


■36 Oryza sativa genomic 




DNA, chromosome 8, clone : P002 6F07 ■ 






Seq. No. 


14977 


Seq. ID 


OJ990817_04 . 9921. 


.C31 


Gene No. 


31855 


Strand 


+ 




Start 


55 


End 


447 




Name 


OJ990817 04.9921.C31.ol.gs 


Method 


GENSCAN 




Start 


55 


End 


447 




GI 


none 


Score 


.49 




Exons 


55. .150, 316. .447 








Sea No 


14977 


Seq. ID 


OJ990817_04. 9921, 


.C31 


Gene No. 


31856 


Strand 






Start 


737 


End 


1258 




Name 


OJ990817 04 . 9921.C31.ol.gp 


Method 


AAT/GAP 




Start 


737 


End 


1258 




GI 


LIB34 34-038-P1-K1-F1 


Score 


724 




Ex on s 


737.. 1258 








GI Descrip . 


'5257255/dbj IAP000364 . 1 IAP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


14978 


Seq. ID 


OJ990817_04 . 9921, 


.C33 


Gene No. 


31857 


Strand 






Start 


87 


End 


1025 




Name 


OJ990817 04 . 9921.C33.ol.np 


Method 


AAT/NAP 




Start 


87 


End 


1025 




GI 


4510427 


Score 


171 





15677 



Exons 


87. .245, 653. .739, 994.. 


1025 








GI Descrip. 


(AC006929) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


14979 




Seq. ID 


OJ990817_04.9921, 


.C34 


Gene No. 


31858 




Strand 


~ 




Start 


1021 




End 


1349 




Name 


OJ990817 04.9921.C34.ol. 


gs 


Method 


GENSCAN 




Start 


1021 




End 


1349 




GI 


none 




Score 


.74 




Exons 


1021. .1214, 1262. .1349 










Seq. No. 


14980 




Seq. ID 


OJ990817_04.9921. 


.C35 


Gene No. 


31859 




Strand 






Start 


1 




End 


158 




Name 


OJ990817 04 . 9921 . C35 .ol . 


gp 


Method 


AAT/GAP 




Start 


1 




End 


158 




GI 


37716 1.R1084 




Score 


290 




Exons 


1. . 158 










GI Descrip. 


'1055224 3.0e-12 (U20977 


) cellular nucleic acid binding 


protein 




[Xenopus laevis] 1 










Seq. No. 


14980 




Seq. ID 


OJ990817_04.9921. 


.C35 


Gene No. 


31860 




Strand 






Start 


333 




End 


676 




Name 


OJ990817 04 .9921.C35.o2. 


gp 


Method 


AAT/GAP 




Start 


333 




End 


676 




GI 


79169 1.R1084 




Score 


537 




Exons 


333. . 676 











GI Descrip. f 4 68018 9/gb | AF111710 . 1 | AF111710 3.0e-34 Oryza sativa subsp. 

indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 





protein genes, complete cds' 






Seq. No. 


14981 


Seq. ID 


OJ990817_04.9921.C37 


Gene No. 


31861 


Strand 


+ 


Start 


120 


End 


372 


Name 


OJ99Q817 04 . 9921 . C37 . ol . gs 


Method 


GENSCAN 


Start- 


120 


End 


372 


GI 


none 


Score 


.58 


Exons 


" 120. .133, 195. .372 






Seq. No. 


14982 


Seq. ID 


OJ990817_04 .9921.C38 


Gene No. 


31862 


Strand 




Start 


296 


End 


4253 


Name 


OJ990817 04 .9921.C38.ol.gs 


Method 


GENSCAN 


Start 


296 


End 


3216 


GI 


none 


Score 


.87 


Exons 


296. .354, 1010. .1172, 1331.. 


,1413, 1723 


..1830, 2590. .2787, 




2920.. 3216 






Seq. No. 


14982 


Seq. ID 


OJ990817_04.9921.C38 


Gene No. 


31862 


Strand 




Start 


296 


End 


4253 


Name 


OJ990817 04.9921.C38.ol.tm 


Method 


TBLASTX: Maize 


Start 


296 


End 


2011 


GI 


none 


Score 


66 


Exons 


296. .355, 298. .360, 1006. .1164, 1010.. 


1144, 1011. .1190, 



15678 






1011. . 1202, 


1328 


. . 1414, 


1328 


..1414, 1330. .1416, 


1718 . . 1831, 




1720. . 1830, 


1890 


. . 2003, 


1898 


..2005, 1898. .2011 




Seq. No. 


14982 








Seq. ID 


OJ990817 


_04.9921.C38 


Gene No. 


31862 








Strand 






Start 


296 








End 


4253 




Name 


OJ990817 04 


.9921 


.C38.ol 


.np 


Method 


AAT/NAP 




Start 


328 








End 


4253 




GI 


6630733 








Score 


1416 




Exons 


328. .354, 1010.. 


1172, 1331.. 


1413, 1723 


. .1830, 1901. .2041, 




2152. .2253, 


2590 


. .2812, 


2908 


..3214, 4122. .4253 




GI Descrip. 


(AL132958) 


Cytochrom P450-like protein 


[Arabidopsis thalian< 


Seq. No. 


14982 








Seq. ID 


OJ990817 


_04.9921.C38 


Gene No. 


31862 








Strand 






Start 


296 








End 


4253 




Name 


OJ990817 04 


. 9921 


.C38.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


1010 








End 


3087 




GI 


none 








Score 


101 




Exons 


1010. . 1054, 


1065 


. . 1178, 


1104 


..1178, 1726. .1785, 


1780. .1830, 




1898. .2050, 


2152 


. . 2241, 


2675 


..2794, 2912. .3079, 


2917 . . 3087, 




2923. .3084 














Seq. No. 


14982 








Seq. ID 


OJ990817 


_04.9921.C38 


Gene No. 


31862 








Strand 






Start 


296 








End 


4253 




Name 


OJ990817 04 


.9921 


.C38.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start " 


1064 








End 


2259 




GI 


none 








Score 


97 




Exons 


1064 . . 1144, 


1065 


. . 1178, 


1726 


..1785, 1898. .2050, 


2152. .2259, 




2158. .2217 














Seq. No. 


14982 








Seq. ID 


OJ990817 


_04. 9921.C38 


Gene No. 


31862 








Strand 






Start 


296 








End 


4253 




Name 


OJ990817 04 


.9921 


.C38.o2 


,tm 


Method 


TBLASTX: 


Maize 


Start 


2152 








End 


3156 




GI 


none 








Score 


65 




Exons' 


2152. .2241, 


2166 


. .224 6, 


2 917 


..3087, 2921. .3079, 


3112 . . 3156 


Seq. No. 


14982 








Seq. ID 


OJ990817 


__04.9921.C38 


Gene No. 


31862 








Strand 






Start 


296 








End 


4253 




Name 


OJ990817 04 


.9921 


.C38.o2 


tc 


Method 


TBLASTX: 


Cress 


Start 


2587 








End 


2770 




GI 


none 








Score 


177 




Exons 


2587. .2769, 


2588 


. . 2770 










Seq. No. 


14983 . -. 








Seq. ID 


OJ990817 


_04. 9921.C39 


Gene No. 


31863 








Strand 


+ 




Start 


2423 








End 


4961 




Name 


OJ990817 04 


.9921 


.C39.o2 


gs 


Method 


GENSCAN 




Start 


2423 








End 


4961 




GI 


none 








Score 


.42 




Exons 


2423. .2709, 


3831 


. . 3937, 


3970 


..4002, 4488. .4594, 


4920. .4961 


Seq. No. 


14983 








Seq. ID 


OJ990817 


_04. 9921.C39 



15679 




Gene No. 


31864 




Strand 


+ 






Start 


7100 




End 


7617 






Name 


OJ990817 04 .9921.C39.ol 


. OD 
. yp 


Met hod 


AAT /GAP 






Start 


6959 ~~ 




End 


7617 






GI 


none 




Score 


1295 






Exons 


6959. .7617 












Seq. No. 


14983 




Seq. ID 


OJ990817_04 


.9921 


.C39 


Gene No. 


31864 




Strand 


+ 






Start 


7100 




End 


7617 * 






Name 


OJ990817 04 9921.C39.o3 


. crs 


Met hod 


GEN SCAN 






Start 


7100 ~ 




End 


7486 






GI 


none 




Score 


. 5 






Exons 


7100. 7486 












Seq. No. 


14983 




Seq. ID 


OJ990817 04 


. 9921 


.C39 


Gene No. 


31864 




Strand 


+ ~~ 






Start 


7100 




End 


7617 






Name 


OJ990817 04 .9921.C39.o2 


.np 


Method 


AAT /NAP 






Start 


7103 




End 


7448 






GI 


1841320 




Score 


83 ' 






Exons 


7103. .7197, 7230. .7448 












GI Descrip. 


(D64038) EL2 [Oryza sativa] 










Seq. No. 


14983 




Seq. ID 


OJ990817_04 


.9921 


.C39 


Gene No. 


31865 




Strand 








Start 


5 




End 


2299 






Name 


OJ990817 04 .9921.C39.ol 


.gs 


M^t" hoH 


VJJ l_l LN Vw^-iiLN 






Start 


5 




End 


4 4 5 






GI 


none 




Score 


.78 






Exons 


5. .445 












Seq. No. 


14983 




Seq. ID 


OJ990817 04 


. 9921 


.C39 


Gene No. 


31865 




Strand 








Start 


5 




End 


2299 






Name 


OJ990817 04.9921.C39.ol 


np 


Method 


AAT /NAP 






Start 


229 




End 


2299 






GI 


5042463 




Score 


93 






Exons 


229. .396, 1030. .1230, 1288.. 


1448, 2112 


. .2299 






GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 






Seq. No. 


14983 




Seq. ID 


OJ990817_04 


.9921 


.C39 


Gene No. 


31866 




Strand 








Start 


7992 




End 


10410 






Name 


OJ990817 04.9921.C39.o4 


gs 


Method 


GENSCAN 






Start 


7992 




End 


10403 






GI 


none 




Score 


.63 






Ex on 


7992. .8552, 9326. .9376, 


9466 


..9630, 10331.. 10403 






Sea No 


14983 




Seq. ID 


OJ990817_04 


9921 


. C39 


Gene No. 


31866 




Strand 








Start 


7992 




End 


10410 






Name 


OJ990817 04.9921.C39.o2 


gp 


Method 


AAT /GAP 






Start 


8877 




End 


9429 






GI 


uC-osroM202033g02al 




Score 


695 






Exons 


8877. .9224, 9326. .9429 












GI Descrip. 


1 4 510425/gb| AAD21511. 1| 


8.0e 


-28 (AC006929) unknown 


protein 



15680 



[Arabidopsis thaliana] ' 





Seq. No. 


14983 






Seq. ID 


OJ990817_04.9921.C39 




Gene No. 


31866 






Strand 






Start 


7992 






End 


10410 




Name 


OJ990817 04.9921 


C39.o3 


qp 


Method 


AAT/GAP 




Start 


9053 




End 


9610 




GI 


uC-osroM202033g02al 




Score 


502 




Exons 


9053.. 9224, 9326 


. 9376, 


9553. 


.9610 






GI Descrip. 


M510425/gb| AAD21511. 1 1 


8.0e- 


28 (AC006929) unknown protein 






[Arabidopsis thaliana] ' 










Seq. No. 


14983 






Seq. ID 


OJ990817_04.9921.C39 




Gene No. 


31866 






Strand 






Start 


7992 






End 


10410 




Name 


OJ990817 04.9921 


C39.ol 


tm 


Method 


TBLASTX : Maize 




Start 


9075 






End 


9849 




GI 


none 






Score 


93 




Exons 


9075.. 9224, 9113 


.9226, 


9115. 


.9183, 9183.. 9224, 9323.-9379, 






9326.. 9382, 9545 


.9637, 


9554. 


.9646, 9711. .9839, 9711. .9839, 






9712. .9840, 9713 


.9847, 


9724 . 


.9849 




.5 3i 


Seq. No. 


14983 






Seq. ID 


. OJ990817_04.9921.C39 




Gene No . 


31866 






Strand 




'i .i 


Start 


7992 






End 


10410 


i'H 
1. 1 1 


Name 


OJ990817 04.9921 


C39.o3 


np 


Method 


AAT/NAP 


! h 


Start 


9114 






End 


10390 




GI 


4510425 






Score 


429 


□ 


Exons 


9114. .9224, 9326 


.9376, 


9553. 


.9627, 9716.. 9838, 10331.. 10390 


U! 

. *~ 


GI Descrip. 


(AC006929) unknown protein [Arabidopsis thaliana] 


i k\ 


Seq. No. 


14983 






Seq. ID 


OJ990817_04.9921.C39 




Gene No. 


31866 






Strand 




|3 

i s *; 


Start 


7992 






End 


10410 




Name 


OJ990817 04.9921 


C39.ol 


tc 


Method 


TBLASTX: Cress 


'*i 


Start 


9123 






End 


10400 




GI 


none 






Score 


66 




Exons 


9123.. 9224, 9326 


. 9382, 


9329. 


.9379, 9553.. 9609, 9557. .9646, 


'ear 

Q 




9711.. 9839, 9713 


. 9841, 


10328 


. .10399, 


10329. .10400 


u 


Seq. No. 


14983 






Seq. ID 


OJ990817_04.9921.C39 




Gene No. 


31866 






Strand 






Start 


7992 






End 


10410 




Name 


OJ990817 04.9921 


C39.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


9126 






End 


10410 




GI 


none 






Score 


68 




Exons 


9126.. 9224, 9127 


.9243, 


9127. 


.9225, 9324.. 9377, 9326.. 9382, 






9553.. 9609, 9557 


.9646, 


9711. 


.9833, 97.13.. 9841, 10328 .. 10402, 






10329. .10400, 10330. .10410 








Seq. No. 


14984 






Seq. ID 


OJ990817_04 . 9921. C40 




Gene No. 


31867 






Strand 






Start 


1 






End 


411 




Name 


OJ990817 04.9921 


C40.ol 


np 


Method 


AAT/NAP 




Start 


1 






End 


411 




GI 


4510426 






Score 


229 




Exons 


1..93, 121. .411 











15681 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC006929) hypothetical protein [Arabidopsis thaliana] 

OJ990817 04.9921.C40 



14984 Seq. ID 

31867 Strand 

1 End 
OJ990817_04. 9921.C40.ol.tw Method 

1 End 

none Score 

1..264, 2. .265 



411 

TBLASTX: Wheat 

265 

315 



Seq. No. 14984 ' Seq. ID 

Gene No. 31867 Strand 

Start 1 End 

Name OJ990817_04 . 992 1 . C40 . ol . gs Method 

Start 33 End 

GI none Score 

Exons 33. . 387 



OJ990817_04.9921.C40 
411 

GENSCAN 

387 

.5 



m 
ru 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 



hj Seq. No. 

"j Gene No. 

'; B ! Start 

5 U Name 

« Start 

r-i gi 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



14985 
31868 
2965 

OJ990627_4 9 . 9A14 . CI . ol . gp 
2965 

5205 1.R1084 



Seq. ID OJ990627_49.9A14.C1 
Strand + 
End 5258 
Method AAT/GAP 
End 4733 

_ Score 1285 

2965. .3086, 3197. .3536, 4017. .4098, 4578. .4733 
'5478530/gb|AAD43920'.l|AF130441_l 1.0e-121 (AF130441) 
UVB-resistance protein UVR8 [Arabidopsis "thaliana] 1 



14985 
31868 
2965 

OJ990627_4 9. 9A14 .Cl.ol.gs 

2972 

none 



Seq. ID OJ990627 49.9A14.C1 



Strand 
End 

Method 

End 

Score 



+ 

5258 
GENSCAN 
4733 
.8 



2972. .3086, 3197. .3536, 4017. .4098, 4578. .4733 



14985 
31868 
2965 

OJ990627_49 . 9A14 . CI . ol . np 

2993 

5478530 



Seq. ID OJ990627_49.9A14.C1 



Strand 
End 

Method 

End 

Score 



+ 

5258 
AAT/NAP 
5258 
790 



2993. .3086, 3197. .3536, 4017. .4098, 4578. .4734, 5218. .5258 
(AF130441) UVB-resistance protein UVR8 [Arabidopsis thaliana] 



14985 
31868 
2965 

OJ990627_4 9 . 9A14 . CI . ol . tm 
3023 
none 
3023. 
3214. 



,3085, 3040. .3084, 3197. 
,3264, 3270.. 3305, 3294. 



Seq. ID OJ990627_49.9A14.C1 

Strand + 

End 5258 

Method TBLASTX : Mai ze 

End 4754 

Score 81 

.3283, 3197.. 3217, 3202 
.3431, 3300. .3431, 3304 



3379. .3510, 3384. .3500, 4015. .4098, 4587. .4754, 4593. 



3306, 
3432, 
4700 



14985 
31868 



Seq. ID OJ990627_4 9 . 9A14 . CI 
Strand + 



15682 






Start 


2965 




End 


5258 




Name 


OJ990627 49. 


9A14.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


3029 




End 


4754 




GI 


none 




Score 


71 




Exons 


3029. .3085, 


3202.. 3297, 3214. 


.3294, 3312.. 3440, 3313.. 3441, 






3372. .3494, 


3373.-3525, 4015. 


.4098, 4587.. 4754, 4641.. 4724 




Seq. No. 


14985 




Seq. ID 


OJ990627_49. 9A14 .CI 




Gene No. 


31868 




Strand 


+ 




Start 


2965 


— 


End 


5258 




Name 


OJ990627_49. 


9A14 .Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3029 




End 


4754 




GI 


none 




Score 


71 




Exons 


3029. .3085, 


3029.. 3085, 3202. 


.3300, 3202.. 3276, 3214.. 3294, 






3304. .3534, 


3312.. 3530, 3364. 


.3531, 3372.. 3509, 3373.. 3510, 






3381. .3548, 


4012. .4086, 4014. 


.4088, 4015. .4104, 4015. .4104, 






4015. .4098, 


4578. .4733, 4578. 


.4652, 4S87..4754, 4641. .4733 




Seq. No. 


14986 




Seq. ID 


OJ990627_49. 9A14 .C2 




Gene No. 


31869 




Strand 


+ 




Start 


407 




End 


1662 




Name 


OJ990627 49. 


9A14 .C2.ol.np 


Method 


AAT/NAP 




Start 


407 




End 


1314 


U 


GI 


5478530 




Score 


316 




Exons 


407. .533, 646. .764, 865. .950, 


1040. .1090, 1235. .1314 


rfi 

; : : : 


GF Descrip. 


(AF130441) UVB-resistance protein UVR8 


[Arabidopsis thaliana 


Hi 


Seq. No. 


14986 




Seq. ID 


OJ990627_49.9A14.C2 


s -.*i 


Gene No. 


31869 




Strand 


+ 




Start 


407 




End 


1662 




Name 


OJ990627 49. 


9A14 .C2.ol.gp 


Method 


AAT/GAP 


n| 


Start 


461 




End 


1662 




GI 


5205 1.R1084 




Score 


1361 




Exons 


461. .533, 646. .764, 865. .950, 


1040. .1092, 1231. .1662 


•s sJ 
'i 1 


GI Descrip. 


, 5478530/gb|AAD43920.1|AF130441 1 l.Oe- 


■121 (AF130441) 


H ! 




UVB-resistance protein UVR8 [Arabidopsis thaliana] ' 


. =: 
: s ■ 


Seq. No. 


14986 




Seq. ID 


OJ990627_49.9A14.C2 




Gene No. 


31870 




Strand 






Start 


9363 




End 


14299 


Uf 


Name 


OJ990627 49. 


9A14.C2.ol.tm 


Method 


TBLASTX:Maize 




Start 


459 




End 


1465 




GI 


none 




Score 


98 




Exons 


459.-533, 461. .532, 642. .764, 


643. .765, 


652. .738, 664. .762, 






664..76S, 667. .765, 667. .750, 


676. .762, 


857. .916, 858. .929, . 






862. .948, 863. .949, 980. .1084, 1032. .1094, 1033. .1095, 






1039. .1098, 


1227 . .1319, 1231. 


.1320, 1241. .1324, 1400. .1465, 






1401. .1439 










Seq. No. 


14986 




Seq. ID 


OJ990627_49. 9A14 . C2 




Gene No. 


31870 




Strand 






Start 


9363 




End 


14299 




Name 


OJ990627 49. 


9A14 .C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


459 




End 


1098 




GI 


none 




Score 


103 




Exons 


459.-533, 461. .532, 642. .749, 


645. .713, 


664. .762, 664. .765, 



667. .768, 863. .958, 1036. .1098 



15683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14986 Seq. ID 

31870 Strand 

9363 End 

OJ990627_4 9 . 9A1 4 . C2 . o3 . gp Method 

9143 End 

16704 1.R1084 Score 



OJ990627_49.9A14.C2 

14299 
AAT/GAP 
11855 
1013 



914 3. .9506, 11545. .11688, 117 98. .11855 

, 1903364/gb|AAB70447| 4.0e-25 (AC000104) EST gb_T45093 comes 
from this gene. [Arabidopsis thaliana] ■ 



14986 
31870 
9363 

OJ990627_49. 9A14 .C2.o2.gs 

9363 

none 



Seq. ID OJ990627_49.9A14.C2 
Strand 

End 14299 

Method GENSCAN 

End 14249 

Score .71 



9363. .9506, 11545 .. 11688, 11798 .. 1 1973, 13550 .. 1364 9, 
13826. .14035, 14137. .14249 



14986 
31870 
9363 

OJ990627_4 9 . 9A14 . C2 . o2 . np 
9366 
1903364 

9366. .9506, 11545. .11688, 11798. .11971 
(AC000104) EST gb|T45093 comes from this gene, 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627 49.9A14.C2 



14299 
AAT/NAP 
11971 
260 



[Arabidopsis 



Seq. No. 14986 

Gene No. 31870 

Start 9363 

Name OJ990627_4 9 . 9A14 . C2 . o2 . tm 

Start 9372 

GI none 
Exons 



Seq. ID OJ990627_49. 9A14 .C2 
Strand 
End 

Method 
End 
Score 



14299 

TBLASTX: Maize 

11977 

197 



9372. .9506, 9373. .9507, 9389. .9511, 11543 .. 11707 , 11545 .. 11688, 
11789. .11887, 11799. .11891, 11885 .. 11977 , 11942. .11971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



14986 Seq. ID OJ990627_49 . 9A14 . C2 

31870 Strand 

9363 End 14299 

OJ990 627_4 9 . 9A14 . C2 . o3 . np Method AAT/NAP 

13790 End 14299 

1709619 Score 271 

13790. .14035, 14137. .14299 

PROTEIN DISULFIDE ISOMERASE PRECURSOR (PDI) 

gi I 2146814 Ipir | | S69181 protein disulfide isomerase (EC 5.3.4.1) 
precursor - maize gi 1625148 (L39014) protein disulfide isomerase 
[Zea mays] 



14986 Seq. ID 

31870 Strand 

9363 End 

OJ990627_4 9 . 9A14 . C2 . ol . ts Method 

13856 End 

none Score 



OJ990627_49.9A14.C2 
14299 

TBLASTX : Soybean 

14251 

66 



15684 




Exons 13856. .14005, 13896 .. 14006, 14016 14048 , 14 137 .. 14250, 

14141. .14251, 1414 6. .14250 



Seq. No. 


14986 


Seq. ID 


OJ990627_4 9.9A14 


.C2 


Gene No. 


31870 


Strand 






Start 


9363 


End 


14299 




Name 


OJ990627 4 9. 9A14 .C2 .o3. tm 


Method 


TBLASTX: Maize 




Start 


13856 ~ 


End- 


14251 




GI 


none 


Score 


71 




Exons 


13856. .14035, 13893 .. 14036, 


14132. .14251, 14134 . . 14250, 






14137. . 14250 








Seq. No. 


14987 


Seq. ID 


OJ990627_49.9A14 


.C5 


Gene No. 


31871 


Strand 


+ 




Start 


293 


End 


1201 




Name 


OJ990627 49.9A14.C5.ol.np 


Method 


AAT/NAP 




Start 


293 


End 


1201 




GI 


5922623 


Score 


224 




Exons 


293.. 373, 753.. 909, 1077.. 1201 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gil 6016856 | db j |BAA85199.1| 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Sea. No. 


14987 


Seq. ID 


OJ990627_49. 9A14 


. C5 


Gene No . 


31872 


Strand 






Start 


326 


End 


822 




Name 


OJ990627 49.9A14.C5.ol.gs 


Method 


GEN SCAN 




Start 


326 


End 


822 




GI 


none 


Score 


.94 




Exons 


326. .497, 710. .822 








Seq. No. 


14988 


Seq. ID 


OJ990627_49. 9A14 


.C6 


Gene No. 


31873 


Strand 


+ 




Start 


358 


End 


2905 




Name 


OJ990627 49.9A14.C6.ol.gs 


Method 


GENSCAN 




Start 


.358 


End 


2905 




GI 


none 


Score 


.76 




Exons 


358. .504, 1996. .2282, 2384. 


.2905 






Seq. No. 


14988 


Seq. ID 


OJ990627 49.9A14 


.C6 


Gene No. 


31873 


Strand 


+ 




Start 


358 


End 


2905 




Name 


OJ990627 49.9A14.C6.ol.np 


Method 


AAT/NAP 




Start 


2031 


End 


2803 




GI 


6692255 


Score 


326 




Exons 


2031.. 2255, 2312.. 2803 








GI Descrip. 


(AC02104 6) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


14988 


Seq. ID 


OJ990627_49. 9A14 


.C6 


Gene No. 


31874 


Strand 






Start 


6368 


End 


8902 




Name 


OJ990627 49. 9A14 .C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


2120 


End 


2267 




GI 


none 


Score 


115 




Exons 


2120. .2194, 2121. .2198, 2147. .2266, 2193. .2267 




Seq. No. 


14988 


Seq. ID 


OJ990627__49. 9A14 


.C6 



15685 






Gene No. 


31874 








Strand 










Start 


6368 








End 


8902 








Name 


OJ990627 49 


. 9A14 


. C6 . ol . 


to 


Method 


TBLASTX: 


O y-c± c o 

\-ri. C O O 








2121 ~ 








End 


2272 








(~;t 


none 








Score 


126 








Pvonc 


'2121 2201. 


2123 


. .2194, 


2147 . 


.2272, 2196.. 2255 








Seq. No.* 


14988 








Seq. ID 


OJ990627 


^4 9.9A14 


.C6 




Gene No. 


31874 








Strand 










Start 


6368 








End 


8902 








Name 


O.TQQD627 49 


. 9A14 


. C6 . ol . 




Method 


TBLASTX: 








Start 


?S4? _ 

<J *3 41. 








End 


2719 








GI 


none 








Score 


70 








Rvon s 

*± K*/ 1 1 O 


2542 2613. 


2542 


2709, 


2555 . 


.2719 










Seq. No. 


14988 








Seq. ID 


OJ990627 


_4 9. 9A14 


.C6 




Gene No. 


31874 








Strand 










Start 


6368 








End 


8902 








Name 


OJ990627 49 


. 9A14 


. C6 . o2 . 


y a 


Method 


GENSCAN 








Start 


6368 _ 








End 


8902 








yj x 


none 








Score 


.99 








D AUl 1 0 


6^68 671 8 

U JuvJ i • \J / X (J , 


67 98 


. • u *± J \J , 




.8902 












1 4 Q88 
X *± o o 








Seq. ID 


OJ990627 


_49. 9A14 


.C6 






31874 








Strand 










Start 


6368 








End 


8902 






m 


•Name 


OJ990627 49 


. 9A14 


.C6.o2. 


np 


Method 


AAT/NAP 








Start 


637*1 








End 


8018 






CI! 

t : 


ox 


48^6403 








Score 


462 








F.5f on <=; 


6371 6539 


6635 


. .6718, 


6798. 


.7135, 7211.. 7535, 


7878. .7922, 


Q 




7968 8018 
















\ u 


GI DescriD 


(AF117723) 


seed maturation protein PM27 [Glycine max] 




:5 


Seq. No. 


14988 








Seq. ID 


OJ990627 


_4 9. 9A14 


.C6 


:. : 


Gene No. 


31874 








Strand 










Start 


6368 








End 


8902 








Name 


OJ990627 49 


. 9A14 


.C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 




SI 


Start 


6921 ~~ 








End 


8021 




: t 


GI 


none 








Score 


133 






'1 ST 

,sttv 

! ( 

t. -I 


F.xon *=? 

L+J <V 1 1 O 


6921 7091 


6943 


. .7134, 


6951. 


.7136, 7962. .8021 








Seq. No. 


14989 








Seq. ID 


OJ990627 


_4 9. 9A14 


.C9 




Gene No. 


31875 








Strand 


+ 








Start • 


146 








End 


1436 








Name 


OJ990627 49 


. 9A14 


.C9.ol. 


gs 


Method 


GENSCAN 








Start 


146 








End 


1436 








GI 


none 








Score 


.67 








TT von Q 


146. .278, 1330.. 


1436 














Seq. No. 


14989 








Seq. ID 


OJ990627 


_4 9. 9A14 


.C9 




Gene No. 


31876 








Strand 










Start 


1982 








End 


2162 








Name 


OJ990627 49 


. 9A14 


.C9.o2. 


gs 


Method 


GENSCAN 








Start 


1982 








End 


2162 








GI 


none 








Score 


.95 








Exons 


1982. .1990, 


2033 


. .2162 













15686 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



14990 Seq. ID OJ990627_49 . 9A14 . CIO 

31877 Strand + 

13993 End 24078 

OJ990627_4 9 . 9A1 4 . CIO . o2 . np Method AAT/NAP 

13993 End 21696 

3202026 Score 992 

13993. .14234, 17125 17224 , 18322 184 42 , 18528 18628, 

18747. .18834, 19154 .. 19221 , 19318 19404 , 19901 .. 19975, 

20064. .20141, 20269. .20373, 21637.. 21696 

(AF069316) stromal L-ascorbate peroxidase precursor 

[Mesembryanthemum crystallinum] 





Seq. No. 


14990 


Seq. ID 


OJ990627_ 


49.9A14 .C10 




Gene No. 


31877 


Strand 


+ 






Start 


13993 


End 


24078 






Name 


OJ990627 49 9A14 C10 o3 ao 


Method 


AAT/GAP 






Start 


16652 ~~ 


End 


20972 






GI 


15686 1 R1084 


Score 


2632 






F.xon s 


16652 - 16961. 17066 17224, 


18322. . 184< 


\2, 18528. 


. 18628, 






18747 18834- 19154 19221, 


19318. .19404, 19901. 


. 19975, 






20064. .20141, 20269. .20373, 


20574 . .20646, 20790. 


. 20972 




GI Descrip. 


'3202026 1.0e-135 (AF069316) 


stromal L- 


-ascorbate 


peroxidase 






precursor [Mesembryanthemum 


crystallinum] 1 




t 

b; 
c. 
-? 


Sea No 


14990 


Seq. ID 


OJ990627_ 


49. 9A14 ,C10 


s- t 


ripnp No 


31877 


Strand 


+ 




• i 


Start 


13993 


End 


24078 




LI 


Name 


OJ990627 49. 9A14 .C10.O4 .gs 


Method 


GEN SCAN 




!j 


Start 


19303 


End 


20594 




i 

hi 


GI 


none 


Score 


.58 




J 


Exons 


19303. .19355, 19901 .. 2014 1 , 


20269. .20373, 20574. 


.20594 


Li 


Seq. No. 


14990 


Seq. ID 


OJ990627_ 


49.9A14 .C10 




Gene No 


31877 


Strand 


+ 




c i 


Start 


13993 


End 


24078 




,| 
tt 


Name 


OJ990627 49.9A14 .C10.o3.np 


Method 


AAT/NAP 




j 


Start 


20756 


End 


24078 






GI 


6721512 


Score 


115 




J 
" ! 


Exons 


20756. .20826, 2234 9 .. 22452 , 


22481. .22649, 23994. 


.24078 


»f 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


14990 


Seq. ID 


OJ990627_ 


49. 9A14 .C10 




Gene No. 


31878 


Strand 








Start 


590 


End 


8537 






Name 


OJ990627 49.9A14 .C10.ol.gs 


Method 


GEN SCAN 






Start 


590 


End 


8537 






GI 


none 


Score 


.71 






Exons 


590. .745, 1604. .2308, 3159.. 


3464, 3663 


..3854, 4179. .4298, 






5406. .5588, 5909. .6061, 8457 


..8537 








Seq. No. 


14990 


Seq. ID 


OJ990627_ 


49.9A14 .C10 




Gene No. 


31878 


Strand 








Start 


590 


End 


8537 






Name 


OJ990627 49.9A14.C10.ol.np 


Method 


AAT/NAP 






Start 


1652 


End 


6007 






GI 


2444271 


Score 


944 






Exons 


1652. .2308, 3159. .3464, 3663 


..3854, 4179. .4298, 


5406. .5588, 



15687 




5909. .6007 

GI Descrip. (AF019637) putative amino acid or GABA permease [Arabiciopsis 
thaliana] 



Seq*; No. 


14990 




Seq. ID 


OJ990627 


_4 9. 9A14 . 


,C10 


Gene No. 


31878 




Strand 








Start 


590 




End 


8537 






Name 


OJ990627 49.9A14.C10.ol 


.gp 


Method 


AAT/GAP 






Start 


4249 




End 


6161 






GI 


uC-osroM202001h07bl 




Score 


911 






Exons 


4249. .4298, 5406. .5588, 


5909 


. .6161 








GI Descrip. 


'2444271 7.0e-27 (AF019637) 


putative amino acid 


or GABA 


perr 




[Arabidopsis thaliana] 1 












Seq. No. 


14990 




Seq. ID 


OJ990627 


4 9. 9A14 . 


.C10 


Gene No . 


31879 




Strand 








Start 


11265 




End 


14402 






Name 


OJ990627 49.9A14.C10.o2, 


.gs 


Method 


GENSCAN 






Start 


11265 




End 


14402 






GI 


none 




Score 


.77 






Exons 


11265. . 11386, 11560. . 11587, 


11807. .11834, 12110 


. . 12221, 






12390. .12425, 13312 .. 13402, 


13733. . 13888, 14043 


. . 14402 




Seq. No. 


14990 




Seq. ID 


OJ990627 


4 9. 9A14 . 


■ C10 


Gene No . 


31880 




Strand 








Start 


21000 




End 


23821 






Name 


OJ990627_4 9 . 9A14 . C10 . ol , 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


1655 




End 


2047 






GI 


none 




Score 


359 






Exons 


1655. .2047, 1656. .2006 












Seq. No. 


14990 




Seq. ID 


OJ990627 


4 9. 9A14 , 


,C10 


Gene No. 


31880 




Strand 








Start 


21000 




End 


23821 






Name 


OJ990627 49.9A14.C10.o2. 


.tm 


Method 


TBLASTX: 


Maize 




Start 


1655 




End 


2218 






GI 


none 




Score 


154 






Exons 


1655. .2044, 1656. .2000, 


2078 


. .2218 








Seq. No.. 


14990 




Seq. ID 


OJ990627 


_4 9.9A14, 


■ C10 


Gene No . 


31880 




Strand 








Start 


21000 




End 


23821 






Name 


OJ990627 49. 9A14 .C10.o2. 


. tc 


Method 


TBLASTX: 


Cress 




Start 


1658 




End 


6014 






GI 


none 




Score 


96 






Exons 


1658. .2044, 1659. .1886, 


2078 


..2272, 3162.. 3359, 


3184. .3360, 




4203. .4298, 5388. .5588, 


5407 


..5499, 5530. .5577, 


5891. .5971, 




5922. .6014 












Seq. No. 


14990 




Seq. ID 


OJ990627 


_4 9.9A14, 


,C10 


Gene No. 


31880 




Strand 








Start 


21000 




End 


23821 






Name 


OJ990627 49.9A14.C10.o4. 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


2099 




' End 


3333 






GI 


none 




Score 


221 






Exons 


2099. .2344, 2100. .2309, 


3159 


..3332, 3163. .3333 







15688 



Seq. No. 14990 Seq. ID 

Gene No. 31880 Strand 

Start 21000 End 
Name OJ990627_4 9 . 9A14 .C10.o3.tm Method 

Start 3630 End 

GI none Score 

Exons 3630.. 3857, 3658.. 3858, 3658. 

4174. .4299, 4179. .4298, 5388. 

5493. .5594 



OJ990627_4 9 . 9A14 .C10 
23821 

TBLASTX: Maize 
5598 
227 

.3855, 3660.. 3857, 3839.. 3871, 
.5588, 5392.. 5589, 5491.. 5598, 



Seq. No. 14990 
Gene No. 31880 
Start 21000 

Name OJ990 627_4 9 . 9A1 4 . C10 . 06 . ts 

Start 4179 
GI none 

Exons 4179.. 4220, 4183.. 4224, 4220, 

4242. .4298, 5388. .5486, 5392. 
5877. .5972, 5900. .5971 



OJ990627_49 . 9A14 . C10 
23821 

TBLASTX : Soybean 

5972 

52 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4258, 4221. .4238, 4240..4299, 
.5487, 5455. .5589, 5469. .5588, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 



14990 
31880 
21000 

OJ990 627_4 9. 9A14 .C10.O4 .tm 

13138 

none 



Seq. ID OJ990627_49.9A14.C10 
Strand 
End 

Method 
End 
Score 



23821 

TBLASTX: Maize 

13409 

63 



13138. .13227, 13150 .. 13227 , 13220 .. 13408 , 13224. .13409 



Seq. No. 14990 Seq. ID 

Gene No. 31880 Strand 

Start 21000 . End 

Name OJ990627__4 9 . 9A14 . C10 . o5 . ts Method 

Start 13157 End 

GI none Score 

Exons 13157. .13408, 13161.. 13403 



OJ990627_49.9A14.C10 
23821 

TBLASTX: Soybean 

13408 

202 



Seq. No. 14990 
Gene No. 31880 
Start 21000 

Name OJ990627_4 9 . 9A14 . C10 . ol . tm 

Start 17165 
GI none 

Exons 17165. .17224, 17174 .. 17227, 

18322. .18450, 18520. .18630, 
18535. .18 630, 18744. .18830, 
18747. .18833, 19153 .. 19221, 
19155. .19223, 1924 9 .. 194 16, 
19901. .19975, 19903. .19977, 
20061. .20144, 20257. .20373, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18315 

18527 

18745 

19153 

19315 

19903 

20260 



OJ990627 49.9A14.C10 



23821 

TBLASTX: Maize 
20375 
84 

18443, 18315. .18443, 
18628, 18530. .18634, 
18831, 18746. .18832, 
19221, 19154. .19222, 
19404, 19337. .19426, 
19977, 20058.. .20147, 
20373, 20268.. 20375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14990 
31880 
21000 • 

OJ990627_4 9.9A14 .C10.ol.tc 

17174 

none 



Seq. ID OJ990627_49.9A14.C10 



Strand 
End 

Method 

End 

Score 



23821 

TBLASTX: Cress 

20384 

66 



17174. .17227, 18315 .. 184 43, 18322 184 4 4 , 18335 18451, 



15689 



18335. .18460, 18523 18630, 18527 .. 18628 , 18538 18630, 

1874 6. .18832, 18747. .18833, 19152. .19223, 19153. .19221, 

19305. .19403, 19315 .. 194 04 , 19900 .. 19977 , 19901 .. 19975, 

20061. .20141, 20090. .20140, 20257 20373, 20257 .. 20373, 
20271.. 20384 



Seq. No. 14990 Seq. ID 

Gene No. 31880 Strand 

Start 21000 End 

Name OJ990627_4 9 . 9A14 . CIO . ol . tw Method 

Start 17174 End 

GI none Score 
Exons 



OJ990627_49. 9A14 .C10 
23821 

TBLASTX: Wheat 

18591 

86 



17174. .17227, 18315 .. 184 4 3, 18321 .. 18443, 18322 .. 184 44 , 
18322. .18444, 18326 .. 184 51, 18520 .. 18576, 18527 .. 18589, 
18536. .18583, 18538.. 18591 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14990 
31880 
21000 

OJ990627_4 9. 9A14 . C10 . o2 . ts 
17174 



OJ990627 49.9A14.C10 



none 
17174. 
18520. 
18747. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18323. .18442, 18324. .18443, 
18630, 18527. .18628, 18548 18 634 , 1874 6 .. 18832, 
18833, 19153. .19221, • 19317 . . 1-9337 



23821 

TBLASTX : Soybean 

19337 

69 



17227, 18322. .18444, 



LI 



Seq. No. 
Gene -No. 



-J Start 
Name 
Start 
GI 

Exons 



14990 
31880 
21000 

OJ990 627_4 9 . 9A1 4 . C10 . o2 . tw 
18591 



OJ990627 49.9A14.C10 



none 
18591, 
18744 . 
19152. 
19317. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,18629, 18592. .18630, 18592 .. 18 630 , 18593 18 634 , 
,18830, 18746. .18832, 1874 6 .. 18832 , 18747 .. 18833, 
,19223, 19153. .19221, 19250 .. 19402 , 19315 19404 , 
,19403 



23821 

TBLASTX : Wheat 

19404 

67 



Seq. No. . 14990 

Gene No. 31880 

Start 21000 

Name OJ990 627_4 9 . 9A14 . C10 . o3 . ts 

Start 19338 

GI none 
Exons 



23821 

TBLASTX : Soybean 
20373 
121 

19338. .19403, 19339 .. 19404 , 19900 .. 2004 0 , 19901 .. 19975, 
20061. .20144, 20090. .20146, 20257 .. 20373, 20266.. 20367 



Seq. ID OJ990627_49.9A14.C10 
Strand 
End 

Method 
End 
Score 



Seq. No. 14990 

Gene No. 31880 

Start 21000 

Name OJ990627_4 9 . 9A14 . C10 . o5 . gs 

Start 21000 

GI none 

Exons 21000. .21086, 21102 .. 21282, 
23207 . .23354, 23440. .23821 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_4 9 . 9A14 .C10 

23821 
GENSCAN 
23821 
.49 



22220. .22399, 2258 1 .. 22835, 



Seq. No. 
Gene No. 



14991 
31881 



Seq. ID OJ990627_49.9A14.C11 
Strand + 



15690 



.1 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990627_4 9. 9A14 .Cll.ol.np 
1 

5263326 



End 

Method 

End 

Score 



1158 
AAT/NAP 
1158 
272 



1..191, 710. .762, 956. .1040, 1087. .1158 

(AC007727) Similar to gb|U06698 neuronal kinesin heavy chain 
from Homo sapiens and contains a PF 100225 Kinesin motor domain. 





EST gb|AA042507 comes from 


this gene. 


[Arabidopsis thaliana] 


Sea No 


14991 


Seq. ID 


OJ990627_49.9A14 


.Cll 


Gpnp No 


31881 


Strand 


+ 




Start 


1 


End 


1158 




Name 


OJ990627 49. 9A14 .Cll.ol.gs 


Method 


GENSCAN 




Start 


102 


End 


1151 




GI 


none 


Score 


.65 




F. von ^ 


102. .191, 710. .762, 1098. .1151 






Sea No 


14992 


Seq. ID 


OJ990627_49.9A14 


.C12 


fjpnp Mo 


31882 


Strand 


+ 




Start 


1 


End 


290 




Name 


OJ990627 49.9A14.C12.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


290 




GI 


5205 1.R1084 


Score 


302 




J— 1 AUl 1 ^ 


1..30, 88. .290 








np qpr i r> 

V— I -L !_/ w V — J L k> ■ 


, 5478530/gb|AAD43920.1|AF130441 1 1 . Oe 


-121 (AF130441) 






UVB-resistance protein UVR8 


[Arabidopsis thaliana] 1 




Seq. No. 


14992 


Seq. ID 


OJ990627_49.9A14 


.C12 


fjpnp No 


31883 


Strand 






Start 


1 


End 


290 




Name 


OJ990627 49.9A14.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


290 




GI 


5478530 


Score 


218 




Exons 


1. .290 








GI Descrin 


(AF130441) UVB-resistance protein UVR8 


[Arabidopsis thaliana] 


Seq. No. 


14992 


Seq. ID 


OJ990627_49.9Ai4 


.C12 . 


Gene No. 


31883 


Strand 






Start 


1 


End 


290 




Name 


OJ990627 49.9A14.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


84 


End 


272 




GI 


none 


Score 


92 






84. .260, 87. .260, 87.'. 245, 


97. .261, 114. .272 




Seq. No. 


14992 


Seq. ID 


OJ990627_49. 9A14 


.C12 


Gene No. 


31883 


Strand 






Start 


1 


End 


290 




Name 


OJ990627 49.9A14.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


87 


End 


272 




GI 


none 


Score 


96 




Exons 


87. .263, 87. .263, 87. .245, 


123. .272 






Seq. No. 


14992 


Seq. ID 


OJ990627_49. 9A14 


.C12 


Gene No. 


31883 


Strand 






Start 


1 


End 


290 




Name v 


OJ990627 49.9A14.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


87 


End 


272 





15691 






GI 


none 


Score 


64 






Exons 


87 263. 87 245. 94 135. 


95. .265, 102. .272, 108. .248, 








111 . . 260, 151 . . 264 










Seq. No. 


14992 


Seq. ID 


OJ990627 49.9A14 


.C12 




Gene No. 


31883 


Strand 








Start 


1 


End 


290 






Name 


OJ990627 49. 9A14 . C12.ol . gs 


Method 


GENSCAN 






Start 


90 ~~ 


End 


254 






GI 


none 


Score 


. 52 






Rvnn 


90 . . 254 










Sea No 


14993 


Seq. ID 


OJ990627_49.9A14 


. C13 




Gene No . 


31884 


Strand 


+ 






Start 


1 


End 


476 






Name 


OJ990627 49.9A14.C13.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


476 






GI 


4704766 


Score 


123 






Rxon s 


1..66, 327. .476 










GI Descrip . 


(AF131223) protein disulfide isomerase 


homolog; PDI [Datisca 






glomerata] 










Sea No 


14994 


Seq. ID 


OJ990627_49.9A14 


.C15 




Gene No. 


31885 


Strand 






' ! !! 


Start 


1 


End 


160 




til 


Name 


OJ990627 49.9A14.C15.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


160 




ru 


GI 


5263326 


Score 


• 79 




■g si 
i : 


Ex on 


1. .160 








: . i 
•s it? 


CiT De^prio 

VJ JL A-/ ^ V-y 1* -J-. fc,/ * 


(AC007727) Similar to gb|U06698 neuronal Jcinesin heavy 


chain 


i.. _E 




from Homo sapiens and contains a PF 100225 Kinesin motor 


domain 


I'll 




EST gb|AA042507 comes from 


this gene. 


[Arabidopsis thaliana] 


■j 


Seq. No. 


14995 


Seq. ID 


OJ990627_4 8.9A14 


.CI 


Q 


Gene No . 


31886 


Strand 


+ 






Start 


1 


End 


1524 




H* 


Name 


OJ990627- 48. 9A14 .Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1524 






GI 


5295955 


Score 


132 






Exons 


1..68, 909. .1006, 1046. .1524 






n 


GI Descrip . 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 






[Oryza sativa] 










Seq. No. 


14995 


Seq. ID 


OJ990627_48.9A14 


.CI 




Gene No. 


31886 


Strand 


+ 






Start 


1 


End 


1524 






Name 


OJ990627 48. 9A14 . CI . ol . gs 


Method 


GENSCAN 






Start 


959 


End 


1405 






GI 


none 


Score 


1 






*\ \J llO 


959. .1405 










Seq. No. 


14996 


Seq. ID 


OJ990627__48.9A14 


.C2 




Gene No. 


31887 


Strand 


+ 






Start 


147 


End 


416 






Name 


OJ990627 48. 9A14 .C2.ol.gs 


Method 


GENSCAN 






Start 


147 


End 


416 






GI 


none 


Score 


.75 





15692 



Exons 



147. .416 



Seq. No. 14996 Seq. ID 

Gene No. 31888 Strand 

Start 726 End 

Name OJ990627_48 . 9A14 . C2 . o2 . gs Method 

Start . 726 - End 

GI none Score 

Exons 726.. 1363 



OJ990627_48.9A14.C2 

1481 
GENSCAN 
1363 
.52 



Seq. No. 14996 

Gene No. 31888 

Start 726 

Name OJ990627_48 . 9A14 . C2 . ol . np 

Start 729 

GI 4680179 

Exons 729.. 1481 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 14996 

Gene No. 31888 

Start 726 

Name OJ990627_4 8 . 9A14 . C2 . ol . tw 

Start 739 

GI none 

Exons 739^792, 774.. 1196, 795.-956, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_48.9A14.C2 

1481 
AAT/NAP 
1481 
1107 



sativa subsp. indica] 

Seq. ID OJ990627_48.9A14.C2 
Strand 

End 1481 

Method TBLASTX : Wheat 

End 1196 

Score 35 
898. .1014, 999. .1079, 1054. .1176 



Seq. No. 14996 

Gene No. 31888 

Start 726 

Name OJ990627_4 8 . 9A14 . C2 . o2 . tm 

Start 753 

GI none 

Exons 753. . 950 



Seq. ID OJ990627_48.9A14.C2 
Strand 

End 1481 

Method TBLASTX : Maize 

End 950 

Score 197 



Seq. No. 14996 Seq. ID 

Gene No. 31888 Strand 

Start 726 End 

Name OJ990627_4 8 . 9A14 . C2 . ol . tm Method 

Start 954 End 

GI none Score 

Exons 954.. 1376, 967.. 1374 



OJ990627_48.9A14.C2 
1481 

TBLASTX: Maize 

1376 

243 



Seq. No. 14996 Seq. ID 

Gene No. 31888 Strand 

Start 726 End 

Name OJ990627_48 . 9A14 ,C2 . o2 . tw Method 

Start 1200 - End 

GI none Score 

Exons 1200.. 1406, 1204.. 1374 



OJ990627_48.9A14.C2 
1481 

TBLASTX: Wheat. 

1406 

106 . 



Seq. No. 14997 Seq. ID 

Gene No. 31889 Strand 

Start 10 End 

Name OJ990627_48 . 9A14 . C3 . ol . gs Method 

Start 10 End 

GI none Score 



OJ990627 48.9A14.C3 



GENSCAN 

58 

. 95 



15693 




Exons 


10 . . 58 


















Seq. No. 


14998 








Seq. ID 


OJ990627 


48 . 


9A14 


.C4 


Gene No. 


31890 








Strand 










Start 


1 








End 


1035 








Name 


OJ990627 


48 . 9A14 .C4 


.ol. 


np 


Method 


AAT/NAP 








Start 


1 








End 


259 








GI 


4895169 








Score 


165 








Exons 


1. .259 


















GI Descrip. 


(AC007662 


) putative 


helicase 


[ Arabidopsis thaliana ] 






Seq. No. 


14998 








Seq. ID 


OJ990627 


_48. 


9A14 


.C4 


Gene No. 


31890 








Strand 


- 








Start 


1 








End 


1035 








Name 


OJ990627 


48 . 9A14 .C4 


.ol. 


gs 


Method 


GENSCAN 








Start 


83 








End 


1035 








GI 


none 








Score 


.49 








Exons 


83. . 401, 


491 . . 574, 


631 . 


774 , 


989. 1035 










Seq. No. 


14999 








Seq. ID 


OJ990627 


_48. 


9A14 


.C5 


Gene No. 


31891 








Strand 


+ 








Start 


146 








End 


706 








Name 


OJ990627 


48. 9A14 .C5 


.ol. 


gp 


Method 


AAT/GAP 








Start 


146 








End 


679 








GI 


3107086 








Score 


812 








Exons 

XmJ -tv \y 1 X O 


146 208. 


• 287 679 
















Seq. No. 


14999 








Seq. ID 


OJ990627 


_48. 


9A14 


.C5 


Gene No. 


31891 








Strand 


+ 








Start 


146 








End 


706 








Name 


OJ990627 


48 . 9A14 .C5 


.o2. 


gp 


Method 


AAT/GAP 








Start 


173 








End 


706 








GI 


3107086 








Score 


781 








Exons 


173. .208, 


287. .706 
















Seq. No. 


14999 








Seq. ID 


OJ990627 


_48. 


9A14 


.C5 


Gene No. 


31892 








Strand 


+ 








Start 


681 








End 


896 








Name 


OJ990627 


48 . 9A14 ,C5 


.ol. 


gs 


Method 


GENSCAN 








Start 


681 








End 


896 








GI 


none 








Score 


.78 








Exons 


681. .744, 


883. . 896 
















Seq. No. 


15000 








Seq. ID 


OJ990627_ 


_48. 


9A14 


.C6 


Gene No. 


31893 








. Strand 










Start 


206 








End 


871 








Name 


OJ990627 


48 . 9A14 . C6 


.ol. 


gs 


Method 


GENSCAN 








Start 


206 ~ 








End 


871 








GI 


none 








Score 


.9 








J—J *V 1 1 o 


206 370. 


587 769, 


845 


. .871 












Seq. No. 


15001 








Seq. ID 


OJ990627_ 


_48. 


9A14 


.C7 


Gene No. 


31894 








Strand 










Start 


1 








End 


625 








Name 


OJ990627 


48 . 9A14 .C7 


.ol. 


np 


Method 


AAT/NAP 








Start 


1 








End 


625 








GI 


2498930 








Score 


714 









15694 



Exons 1..394, 562.. 625 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. ' 15001 Seq. ID 

Gene No. 31894 Strand 

Start 1 End 

Name OJ990627_48 . 9A14 . C7 . ol . gs Method 

Start 93 End 

GI none Score 

Exons 93.. 394, 562.. 621 



OJ990627_48.9A14.C7 
625 

GEN SCAN 
621 
- .71 



Seq. No. 15002 Seq. ID 

Gene No. 31895 Strand 

Start 325 End 

Name OJ990627_4 8 . 9A14 . C8 . ol . gs Method 

Start 325 End 

GI none Score 

Exons 325.. 468 



OJ990627_48. 9A14 .C8 
+ 

468 

GENSCAN 

468 

.68 



Seq. No. 

Gene No. 

Start 
'} Name 
: \ Start 

fi GI 



Exons 
GI Descrip. 



Seq. No. 
5 i Gene No. 
i! Start 
kJ Name 

Start 
l\ GI 
*} Exons 
U GI Descrip. 



15003 Seq. ID 

31896 Strand 

2795 End 

OJ990627_48. 9A14 .C9.o2.np Method 

2795 End 

4455227 Score 



OJ990627_48.9A14.C9 
+ 

4247 
AAT/NAP 
4166 
572 



2795. .2885, 2993. .3147, 3294. .3401, 3707. .3796, 4068. .4166 
(AL035440) SNF8 like protein [Arabidopsis thaliana] 



48.9A14.C9 



15003 
31896 
2795 

OJ990 627_4 8 . 9A14 . C9 . ol . gp 
3063 

26378JL.R1084 
3063. .3147, 3294. .3401, 3707. .3796, 4068. .4247 
, 4455227/emb|CAB16550.1| 2.0e-42 (AL035440) SNF8 like protein 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627 
+ 

4247 
AAT/GAP 
4247 
695 



■f Seq. No. 


15003 


Seq. ID 


OJ990627_48.9A14. 


C9 


=! Gene No. 


31897 


Strand 






Start 


343 


End 


1505 




Name 


OJ990627 48.9A14.C9.o3. 


tm Method 


TBLASTX: Maize 




Start 


317 


End 


839 




GI 


none 


Score 


70 




Exons 


317. .838, 327. .587, 711 


. .839 






Seq. No. 


15003 


Seq. ID 


OJ990627_48.9A14. 


C9 


Gene No. 


31897 


Strand 






Start 


343 


End 


1505 




Name 


OJ990627 48.9A14.C9.ol. 


np Method 


AAT/NAP 




Start 


343 


End 


1505 




GI 


421954 


Score 


675 




Exons 


343. .1505 








GI Descrip. 


hypothetical protein 3 


- potato transposon Tstl 






gi I 214 33 | emb | CAA36615 | 


(X52387) 0RF3 


[Solanum tuberosum] 





15695 






Seq. No. 


15003 






Seq. ID 


OJ990627_48.9A14.C9 




Gene No. 


31897 






Strand 






Start 


343 






End 


1505 




Name 


OJ990627 48 


.9A14.C9.ol. 


tc 


Met hod 


TBLASTX • Cress 




Start 


353 






End 


802 




GI 


none 






Score 


90 






353. .802, 603. .800 










Seq. No. 


15003 






Seq. ID 


OJ990627_48.9A14.C9 




Gene No. 


31897 






Strand 






Start 


343 






End 


1505 




Name 


OJ990627 48 


.9A14.C9.ol. 


ts 


Mpt hod 


TBLASTX ■ Sovbean 




Start 


356 






End 


817 




GI 


none 






Score 


284 




Exons 


356. .817 












Seq. No. 


15003 






Seq. ID 


OJ990627_48.9A14.C9 




Gene No. 


31897 






Strand 






Start 


343 






End 


1505 




Name 


OJ990627 48 


.9A14.C9.ol. 


tw 


Met hod 


TBLASTX * Wheat 

X LJ 1 1 ' V L * X / X 9 Till ' CI W 




Start 


374 






End 


980 




GI 


none 






Score 


62 


J 


Exons 


374.-496, 491. .580, 504 


. .581, 


596 . . 838, 


600 . .830, 858 . . 980 


a i 
?t 


Seq. No. 


15003 






Seq. ID 


OJ990627 48 9A14 C9 


■I 

: : 


Gene No. 


31897 






Strand 




if 


Start 


343 






End 


1505 


!| 


Name 


OJ990627 48 


. 9A14.C9.ol. 


tm 


Mpt hod 


TBLASTX • Mai ze 


: 
i ; 

y 


Start 


888 






End 


1343 


3 : 


GI 


none 






Score 


71 


»f 

II 


F.xon *=? 


888. .968, 889. .966, 925 


978, 


999 120 c 


1004 1123 1005 


s: 




1272. .1343, 


1279. .1323 








Si 

s; 


Sea No 


15003 






Seq. ID 


OJ990627_48.9A14.C9 


,j 


Gene No. 


31898 






Strand 




«'r 


Start 


2694 






End 


3143 




Name 


OJ990627 48 


.9A14.C9.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


2694 . 






End 


3015 




GI 


none 






Score 


233 ■ 


! 
at 


Exons 


2694. .2882, 


2695. .2886, 


2747 . 


.2887, 2747.. 2893, 2985.. 3014, 






2989. .3015 












Seq. No. 


15003 






Seq. ID 


OJ990627_48.9A14.C9 




Gene No. 


31898 






Strand 






Start 


2694 






End 


3143 




Name 


OJ990627 48 


. 9A14.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2742 






End 


3143 




GI 


none 






Score 


232 






2742. .2882, 


2747. .2926, 


2749. 


.2886, 3003.. 3143, 3004.. 3141 




Seq. No. 


15003 






Seq. ID 


OJ990627_48. 9A14 .C9 




Gene No. 


31899 






Strand 






Start 


5266 






End 


5641 




Name 


OJ990627 48 


. 9A14.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5266 






End 


5641 




GI 


none 






Score 


131 




Exons 


5266. .5367, 


5266. .5364, 


5268. 


.5378, 5367.. 5423, 5369.. 5422, 



15696 






5428 . . 5637, 


5429 


. . 5641, 


5471 


. . 5641 






Seq. No. 


15004 








Seq. ID 


OJ990627_ 


48.9A14 .C10 


Gene No. 


31900 








Strand 


+ 




Start 


1381 








End 


4620 




Name 


OJ990627 48. 


9A14 


.ClO.ol. 


GD 


Method 


AAT/GAP 




Start 


1243 ~ 








End :.* 


1750 




GI 


none 








Score 


949 




Exons 


1243. .1750 














Seq. No. 


15004 








Seq. ID 


OJ990627_ 


48.9A14 .C10 


Gene No. 


31900 








Strand 


+ 




Start 


1381 








End 


4620 




Name 


OJ990627 48. 


9A14 


. C10.62. 


as 


Method 


GENSCAN 




Start 


1381 ~~ 








End 


4620 




GI 


none 








Score 


.64 




Exons 


1381. .1895, 


2122 


. . 2304, 


3426 


..3712, 3797.. 4365, 


4417 . .4620 


Seq. No. 


15004 








Seq. ID 


OJ990627_ 


48.9A14 .C10 


Gene No. 


31901 








Strand 


+ 




Start 


12213 








End 


13052 




Name 


OJ990627 48. 


9A14 


.C10.o4 . 


as 


Method 


GENSCAN 




Start 


12213 ~~ 








End 


13052 




GI 


none 








Score 


.96 




Exons 


12213. . 13052 














Seq. No. 


15004 








Seq. ID 


OJ990627_ 


48.9A14 .C10 


Gene No. 


31902 








Strand 


+ 




Start 


16728 








End 


17684 




Name 


OJ990627 48. 


9A14 


.C10.O5. 


gs 


Method 


GENSCAN 




Start 


16728 








End 


17684 




GI 


none 








Score 


.9 




Exons 


16728. .16989, 17384 .. 174 95 , 


17561. .17684 




Seq. No. 


15004 








Seq. ID 


OJ990627_ 


48 . 9A14 .C10 


Gene No. 


31903 








Strand 






Start 


6049 








End 


10292 




Name 


OJ990627 48. 


9A14 


.C10. o,2. 


gp 


Method 


AAT/GAP 




Start 


5798 








End 


7265 




GI 


1170 1.R1084 








Score 


1458 




Exons 


5798. .6161, 


6423 


. .6657, 


7091 


. .7265 






GI Descrip. 


•439879 3.0e 


-26 


(L15194) 


[Golden delicious apple 


fruit expressed 



mRNA, complete cds . ] , gene product [Malus domestica] 1 



Seq. No. 


15004 








Seq. ID 


OJ990627 


_48.9A14 


.C10 


Gene No. 


31903 








Strand 








Start 


6049 








End 


10292 






Name 


OJ990627 48 


.9A14. 


,C10.o3 


. gs 


Method 


GENSCAN 






Start 


6049 








End 


10292' 






GI 


none 








Score 


.42 






Exons 


6049. .6161, 


6377. 


. . 6657, 


7340. 


.7430, 9255.. 9348, 


10266. . 


10292 


Seq. No. 


15004 








Seq. ID 


OJ990627 


_4 8 . 9A14 


.C10 


Gene No. 


31903 








Strand 








Start 


6049 








End 


10292 






Name 


OJ990627 48 


. 9A14 , 


,C10.o2 


.np 


Method 


AAT/NAP 






Start 


6128 








End 


7196 







15697 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2605887 Score 298 

6128. .6161, 6423. .6613, 7071. .7196 

(AF029242) dormancy-associated protein [Pisum sativum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627 48.9A14.C10 



15004 
31904 
11751 

OJ990627_48.9A14 .C10.o3.gp 
11751 

90742_1.R1084 
11751. .11830, 12165.. 12185 

, 5734616/dbj | AP000391.il AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



,12185 
AAT/GAP 
12185 
110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

si Gene No. 

j Start 

f\ Name 

■ | Start 

* ? GI 

<*? Exons 



15004 
31905 
18185 

OJ990627_48. 9A14 .C10.ol.tw 

3724 

none 

3724. .3927, 3973. .4131 

15004 
31905 
18185 

OJ990627_4 8. 9A14 .C10.ol.tm 

5978 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_48.9A14.C10 
18677 

TBLASTX: Wheat 

4131 

169 



Seq. ID OJ990627_48.9A14.C10 
Strand 
End 

Method 
End 
Score 



18677 

TBLASTX: Maize 

7199 

65 



5978. .6079, 6046. .6078, 6125. .6160, 6127. .6162, 6422. .6529, 
6423. .6530, 7092. .7199, 7092. .7199 



II Seq. No. 

B? Gene No. 

Start 

?! Name 

4 Start 

J. GI 

-\ Exons 



J Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



15004 
31905 
18185 

OJ990627_4 8. 9A14 .C10.o2.tw 

6061 

none 

6061. .6081, 6124. .6147, 6139. 
7088. .7195, 7093. .7164, 7095. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 48.9A14.C10 



18677 

TBLASTX: Wheat 
7262 
38 

6162, 6422.. 6538, 6423. 
7196, 7095.. 7205, 7233. 



.6539, 
.7262 



15004 Seq. ID 

31905 Strand 

18185 End 

OJ990 627_4 8 . 9A14 .C10 . o3 . np Method 

18185 End 

6970289 Score 
18185. .18677 

(AC021666) hypothetical protein, 5 

thaliana] .. 



OJ990627_4 8 . 9A14 .C10 

18677 
AAT/NAP 
18677 
481 



partial [Arabidopsis 



Seq. No. 15004 Seq. ID 

Gene No. 31905 Strand 

Start 18185 End 

Name OJ990627_4 8 . 9A14 . C10 . ol . ts Method 

Start 18260 End 

GI none Score 

Exons 18260. .18442, 18285.. 18440 



OJ990627_48.9A14.C10 
18677 

TBLASTX: Soybean 

18442 

71 



15698 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15004 
31905 
18185 

OJ990627_48 . 9A14 .CIO . o2 . tm 

18368 

none 



Seq. ID OJ990627_48.9A14.C10 
Strand 

End 18677 

Method TBLASTX : Mai ze 

End 18677 

Score 47 



18368. .18442, 18369 .. 18452, 184 4 9 .. 18 676, 18561. .18677 



Seq. No. 15005 

Gene No. 31906 

Start 872 

Name OJ990627_48 . 9A14 . Cll . ol . gs 

Start 872 

GI none 

Exons 872.. 1337 



Seq. ID OJ990627_48.9A14.C11 

Strand + 

End 1421 

Method GENSCAN 

End 1337 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15005 
31906 
872 

OJ990627_4 8.9A14 .Cll.ol.np 
872 

4512231 
872. .142.1 

(AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ990627_48.9A14.C11 

Strand + 

End ' 1421 

Method AAT/NAP 

End 1421 

Score 950 



15006 
31907 
100 

OJ990627__48.9A14 .C12.ol.gs 

100 

none 

100. .526 



Seq. ID OJ990627_48.9A14.C12 

Strand + 

End 526 

Method GENSCAN 

End 526 

Score .48 



Seq. No. 15007 

Gene No. 31908 

Start 1 

Name OJ990627_48 . 9A14 . C13 . ol . np 

Start 1 

GI 5295955 

Exons 1..235, 275.. 374 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. ID OJ990627_48.9A14.C13 

Strand 

End 374 

Method AAT/NAP 

End 374 

Score 103 



Seq. No. 


15008 




Seq. ID 


OJ990627 


Gene No. 


31909 




Strand 


+ 


Start 


1954 




End 


4076 


Name 


OJ990627 48 


.9A14.C14.o2, 


.np Method 


AAT/NAP 


Start 


1954 




• End 


4076 


GI 


6907086 




Score 


282 


Exons 


1954 . .2727, 


2787. .2957, 


2988. .3182, 3891. .4076 


GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


15008 




Seq. ID 


OJ990627 


Gene No. 


31910 




Strand 




Start 


1328 




End 


3162 


Name 


OJ990627 48 


.9A14.C14.ol, 


. gs Method 


GENSCAN 



15699 




Start 


1328 






End 


3162 




GI 


none 






Score 


.75 




Exons 


1328 . . 1434, 


2195 


. .2369, 2391. 


.2725, 3072.. 3162 




Seq. No. 


15009 






•Seq. ID 


OJ990627_48.9A14 


.C15 


Gene No. 


31911 






Strand 






Start 


1 






End 


576 




Name 


OJ990627 48 


.9A14 


. C15 . ol . np 


Method 


-;aat/nap 




Start 


1 






End 


576 




GI 


4680179 






Score 


464 




Exons 


1 . . 576 












GI Descrip. 


(AF111709) 


polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


15009 






Seq. ID 


OJ990627_48.9A14 


.CIS 


Gene No. 


31911 






Strand 


- 




Start 


1 






End 


576 




Name 


OJ990627 48 


. 9A14 


.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3 ~ 






End 


359 




GI 


none 






Score 


56 




Exons 


3.. 359, 256 


. .333 










Seq. No. 


15009 






Seq. ID 


OJ990627_48.9A14 


.C15 


Gene No. 


31911 






Strand 


- 




Start 


1 






End 


576 




Name 


OJ990627 48 


.9A14 


.C15.ol.gs 


Method 


GENSCAN 




Start 


24 ~~ 






End 


530 




GI 


none 






Score 


. 44 




Exons 


24 . . 530 












Seq. No. 


15010 






Seq. ID 


OJ990627_48.9A14 


.C16 


Gene No. 


31912 






Strand 


+ 




Start 


1 






End 


184 




Name 


OJ990627 48 


.9A14 


.C16. ol .np 


Method 


AAT/NAP 




Start 


1 






End 


184 




GI 


4206306 






Score 


242 




Exons 


1 . . 184 












GI Descrip. 


(AF049110) 


prpol 


[Zea mays] 








Seq. No. 


15010 






Seq. ID 


OJ990627_48.9A14 


.C16 


Gene No. 


31912 






Strand 


+ 




Start 


1 






End 


184 




Name 


OJ990627 48 


.9A14 


.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


184 




GI 


none 






Score 


85 




Exons 


1..183, 43. 


.171, 


62. . 184 








Seq. No. 


15010 






Seq. ID 


OJ990627_48. 9A14 , 


.C16 


Gene No. 


31912 






Strand 


+ 




Start 


1 






End 


184 




Name 


OJ990627 48 


. 9A14 


.C16.-ol.tw 


Method 


TBLASTX: Wheat 




Start 


5 ~~ 






End 


181 




GI 


none 






Score 


198 




Exons 


5. .181, 67. 


. 180 










Seq. No. 


15011 






Seq. ID 


OJ990627_48.9A14. 


X17 


Gene No. 


31913 






Strand 






Start 


754 






End 


7589 





15700 



Name 


OJ990627 48 


. 9A14 


.C17 .ol 


. OS 


Method 


GENSCAN 


Start 


754 ~ 








End 


7484 


GI 


none 








Score 


.88 


Exons 


754 . . 5256, 


5487 . 


. 5515, 


5554 . . 


6319, 7419. .7484 


Seq. No. 


15011 








Seq. ID 


OJ990627_48.9A14 


Gene No. 


31913 








Strand 




Start 


754 








End 


7589 


Name 


OJ990627 48 


.9A14 


.C17.ol 


. no 


Method 


AAT/NAP 


Start 


757 








End 


5259 


GI 


4680179 








Score 


5443 


Exons 


757 . .4158, 


4192. 


.5259 








GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


15011 








Seq. ID 


OJ990627_48.9A14 


Gene No. 


31913 








Strand 


- 


Start 


754 








End 


7589 


Name 


OJ990627 48 


. 9A14 


.C17.o6 


. tw 


Method 


TBLASTX * Whp^t 


Start 


802 ~ 








End 


1135 


GI 


none 








Score 


125 


Exons 


802 . . 1134, 


823. . 


1131, 866. .1135 




Seq. No. 


15011 








Seq. ID 


OJ990627_48.9A14 


Gene No. 


31913 








Strand 


- 


Start 


754 








End 


7589 


Name 


OJ990627 48 


. 9A14 


.C17.ol 


. tm 


Method 


TBLASTX 'Maize 


Start 


982 ~~ 








End 


1581 


GI 


none 








Score 


204 


Exons 


982. . 1422, 


998. . 


1417, 1420. .1581, 1427. 


, . 1573 


Seq. No. 


15011 








Seq. ID 


OJ990627_48.9A14 


Gene No. 


31913 








Strand 


- 


Start 


754 








End 


7589 


Name 


OJ990627 48 


. 9A14 


.C17.ol 


. tw 


Method 


TBLASTX • Wheat 


Start 


1135 ~ 








End 


1761 


GI 


none 








Score 


64 


Exons 


1135 . . 1761, 


1138 


. .1260, 


1247. 


.1705 




Seq. No. 


15011 








Seq. ID 


OJ990627_48. 9A14 


Gene No. 


31913 








Strand 




Start 


754 








End 


7589 


Name 


OJ990627 48 


. 9A14 


.C17.o4 


. tm 


Method 


TBLASTX : Maize 


Start 


1630 








End 


1921 


GI 


none 








Score 


210 


Exons 


1630 . . 1920, 


1634 


. .1921 








Seq. No. 


15011 








Seq. ID 


OJ990627_48. 9A14 


Gene No. 


31913 








Strand 




Start 


754 








End 


7589 


Name 


OJ990627 48 


. 9A14 


.C17.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1719 ~~ 








End 


1980 


GI 


none 








Score 


155 


Exons 


1719. .1850, 


1720 


. .1980, 


1721. 


.1975 




Seq. No. 


15011 








Seq. ID 


OJ990627_48.9A14 


Gene No. 


31913 








Strand 




Start 


754 








End 


7589 



15701 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
Q Start 
: =: Name 

i:n 



Start 
GI 



fef Exons 



i. s \ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name'*' 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990627_48. 

1744 

none 

1744. .1887, 

15011 
31913 
754 

OJ990627_48. 

1767 

none 

1767. .2015, 

15011 
31913 
754 

OJ990627_48. 

2335 

none 

2335. .2688, 

15011 
31913 
754 

OJ990627_48, 

2338. 

none 

2338. .2760, 

15011 
31913 
754 

OJ990627_48. 

2509 

none 

2509. .2754, 

15011 
31913 
754 

OJ990627_48. 

2725 

none 

2725. .3039, 

15011 
31913 
754 

OJ990627_48. 

2761 

none 

2761. .3063, 

15011 
31913 
754 

OJ990627 48. 



9A14.C17.ol.tc 



1745.. 1885, 1888. 



9A14.C17.o2.tw 



Method 
End 
Score 
.2061 

Seq. ID 

Strand 

End 

Method 

End 

Score 



TBLASTX: Cress 

2061 

78 



OJ990627_48 . 9A14 . C17 
7589 

TBLASTX: Wheat 

2335 

86 



1768.. 2232, 1768. .2304, 1772.. 2335 



9A14.C17.o2. tin 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_48.9A14.C17 
7589 

TBLASTX : Maize 

2691 

235 



2339. .2689, 2341. .2691, 2397. .2690 



9A14.C17.o3.tw 
2339. .2728 

9A14.C17.o3.ts 
2510. .2737 

9A14.C17.o3.tm 
3046.. 3225, 3071. 

9A14.C17.o5.tw 
2777.. 3061, 2955. 

9A14.C17.ol.ts 



Seq. ID 

Strand 

End 

Method • 
End ■ 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3217 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3062 

Seq. ID 

Strand 

End 

Method 



OJ990627_48.9A14.C17 
7589 

TBLASTX: Wheat 

2760 

364 



OJ990627_48.9A14.C17 
7589 

TBLASTX : Soybean 

2754 

93 



OJ990627_48.9A14.C17 
7589 

TBLASTX: Maize 

3225 

80 



OJ990627_48.9A14.C17 
7589 

TBLASTX: Wheat 

3063 

272 



OJ990627_48.9A14.C17 
7589 

TBLASTX: Soybean 



15702 






Start 


2775 








End 


3171 






GI 


none 








Score 


193 






Exons 


2775. .2957, 


2776 


. .3135, 


2777. 


.3067, 3095.. 3133, 3139.. 3171, 






3140. .3169 
















Seq. No. 


15011 








Seq. ID 


OJ990627_48.9A14 


.C17 




Gene No. 


31913 








Strand 








Start 


754 








End 


7589 






Name 


OJ990627 48. 


. 9A14 


.C17 .o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


3112 








End 


3594 






GI 


none 








Score 


195 






Exons 


3112. .3489, 


3115 


. .3480, 


3155. 


.3490, 3544. .3594 






Seq. No. 


15011 








Seq. ID 


OJ990627_48.9A14 


.C17 




Gene No. 


31913 








Strand 








Start 


754 








End 


7589 






Name 


OJ990627 48. 


, 9A14 


.C17 .o5 


. tm 


Method 


TBLASTX: Maize 






Start 


3293 








End 


3582 






GI 


none 








Score 


137 






Exons 


3293. .3484, 


3295 


. .3486, 


3295. 


.3582 








Seq. No. 


15011 








Seq. ID 


OJ990627_48.9A14 


. C17 




Gene No. 


31913 








Strand 






! isF 


Start 


754 








End 


7589 






Name 


OJ990627 48. 


9A14 


.C17 .08 


. tw 


Method 


TBLASTX: Wheat 






Start 


3709 








End 


4131 






GI 


none 








Score 


67 




ry 


Exons 


3709. .3876, 


3782 


. .3877, 


3922. 


.4131, 3983. .4075 




: : 


Seq. No. 


15011 








Seq. ID 


OJ990627_48. 9A14 


.C17 




Gene No. 


31913 








Strand 






'■ti i 


Start 


754 








End 


7589 




i Li 


Name 


OJ990627 48. 


9A14 


.C17.o7 


. tm 


Method 


TBLASTX: Maize 




;s 


Start 


3812 








End 


4167 






GI 


none 








Score 


44 






Exons 


3812. .3904, 


3814 


. .4167, 


3998. 


.4075 






1 ! 
IS S^S 


Seq. No.^ 


15011 








Seq. ID 


OJ990627_48.9A14 


.C17 




Gene No. ' 


31913 








Strand 








Start 


754 








End 


7589 




: S3 i 


Name 


OJ990627 48. 


9A14 


.C17.o7 


. tw 


Method 


TBLASTX: Wheat 






Start 


4450 








End 


4801 






GI 


none 








Score 


112 






Exons 


4450. .4800, 


4607, 


. .4801 












Seq. No. 


15011 








Seq. ID 


OJ990627_48 . 9A14 , 


. C17 




Gene No. 


31913 








Strand 








Start 


754 








End 


7589 






Name 


OJ990627 48. 


9A14 , 


,C17,o6 


. tm 


Method 


TBLASTX : Maize 






Start 


4495 








End 


4800 






GI 


none 








Score 


90 






Exons 


4495. .4800, 


4670. 


. .4786 












Seq. No. 


15011 








Seq. ID 


OJ990627_48.9A14. 


,C17 




Gene No. 


31913 








Strand 








Start 


754 








End 


7589 






Name 


OJ990627 48. 


9A14 . 


,C17.o9. 


. tw 


Method 


TBLASTX: Wheat 





15703 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4835 
none 



End 
Score 



5207 
116 



4835. .5032, 4837. .5034, 5041. .5061, 5145. .5177, 5163. .5207 



15011 
31913 
754 

OJ990627_48. 9A14 .C17.ol.gp 
5590 

95437_1.R1084 
5590. .6044 

, 4512226/dbj | AB014738 . 1 1 AB014738 1.0e-134 Oryza sativa 
gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence 1 



Seq. ID OJ990627_48.9A14.C17 
Strand 

End 7589 

Method AAT/GAP 

End 604 4 

Score 774 



15011 
31913 
754 

OJ990627_48. 9A14 . C17 . o2 . gp 
7204 

uC-osflcyp033a04bl 
7204 . .7589 

1 6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990627_48.9A14.C17 
Strand 

End 7589 

Method AAT/GAP 

End 7589 

Score 641 



150i2 
31914 
6469 

OJ990627_4 8. 9A14 .C18.o2.gs 

6469 

none 

6469. .6527, 7222. .7705 

15012 
31915 
10148 

OJ990627_4 8. 9A14 . C18 . o3 . gs 

10148 

none 

10148. .10489 



Seq. ID OJ990627_48.9A14.C18 

Strand + 

End 7705 

Method GENSCAN 

End 7705 

Score .69 



Seq. ID OJ990627_48.9A14.C18 

Strand + 

End 1.04 8 9 

Method GENSCAN 

End 10489 

Score .55 



15012 
31916 
1 

OJ990627_48. 9A14 . C18 . ol . np 
1 

4680179 

1. .3961 ■ 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990627_48.9A14.C18 
Strand 

End 5100 

Method AAT/NAP 

End 3961 

Score 6671 



15012 
31916 
1 

OJ990627_48 . 9A14 . C18 . ol . gs 
16 

none 



Seq. ID OJ990627_48. 9A14 .'C18 
Strand 

End 5100 

Method GENSCAN 

End 5100 

Score .43 



16. .1854, 1871. .3961, 4347. .4382, 4507. .5100 



15704 



m 



Seq. No. 15012 Seq. ID OJ990627_4 8 . 9A14 . C18 

Gene No. 31916 Strand 

Start 1 End 5100 

Name . OJ990627_48 . 9A14 . C18 . o2 . np Method AAT/NAP 

Start 4216 - End 5034 

GI 5042448 Score 1154 

Exons 4216.. 503.4 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 


15012 




Seq. ID 


OJ990627_48.9A14 


-C18 


Gene No . 


31917 




Strand 






Start 


11329 




End 


12953 




Name 


OJ990627 48.9A14.C18 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


38 




End 


12336 




GI 


none 




Score 


140 




Exons 


38. .346, 38. .292, 55 


. .402, 


11710. .12336, 11711. .11770, 






11831. .12277 










Seq. No. 


15012 




Seq. ID 


OJ990627_48.9A14 


.C18 


Gene ^jq . 


31917 




Strand 






Start 


11329 




End 


12953 




Name 


OJ990627 48.9A14.C18 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


61 




End 


12157 




GI 


none 




Score 


87 




Exons 


61. .222, 68. .214, 11572 .. 11997, 11573., 


11770, 11593. .11838, 




11834. .11998, 11995. 


.12156, 


12002. .12157 




Seq. No. 


15012 




Seq. ID 


OJ990627_48.9A14 


.C18 


Gene No. 


31917 




Strand 






Start 


11329 




End 


12953 




Name 


OJ990627 48.9A14.C18 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


271 




End 


12496 




GI 


none 




Score 


243 




Exons 


271. .561, 275. .562, 


12205. . 


12495, 12209. .12496, 12209.. 


12496 


Seq. No. 


15012 




Seq. ID 


OJ990627_48 . 9A14 


.C18 


Gene ^o • 


31917 




Strand 






Start 


11329 




End 


12953 




Name 


OJ990627 48.9A14.C18 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


361 




End 


12555 




GI 


none 




Score 


139 




Exons 


361. .621, 362. .610, 


12295. . 


12555, 1229£ 


5. .12544 




Seq. No. 


15012 




Seq. ID 


OJ990627_48 . 9A14 


.C18 


Gene No. 


31917 




Strand 






Start 


11329 




End 


12953 




Name ■ 


OJ990627 48.9A14.C18 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


385 




End 


12645 




GI 


none 




Score 


95 




Exons 


385.-528, 386. .526, 


529. .702, 12319. . 124 62, 12320. . 124 6 


o, 




12463. .12645 










Seq. No. 


15012 




Seq. ID 


OJ990627_48.9A14 


.C18 


Gene No. 


31917 




Strand 






Start 


11329 




End 


12953 





15705 




Name 


OJ990627 48 


. 9A14 


.C18.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


409 








End 


12834 




GI 


none 








Score 


240 




Exons 


409. .888, 410. . 664, 442 


. .855 


, 12342.. 


12596, 12343. .12834, 




12347. .12700 












Seq. No. 


15012 








Seq. ID 


OJ990627_48.9A14 


.C18 


Gene No. 


31917 








Strand 






Start 


11329 








End 


12953 




Name 


OJ990627 48 


.9A14 


.C18.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


892 








End 


12948 




GI 


none 








Score 


251 




Exons 


892 . .1401, 


976 . . 


1323, 1058.. 


1369, 12835. .12879, 12910.. 


1294 


Seq. No. 


15012 








Seq. ID 


OJ990627_48 . 9A14 


.C18 


Gene No. 


31917 








Strand 






Start 


11329 








End 


12953 




Name 


OJ990627 48 


.9A14 


.C18 .o2 


tm 


Method 


TBLASTX: Maize 




Start 


964 








End 


1329 




GI 


none 








Score 


155 




Exons 


964 . . 1275, 


976 . . 


1329, 1061.. 


1327 






Seq. No. 


15012 








Seq. ID 


OJ990627_48.9A14 


.C18 


Gene No. 


31917 








Strand 






Start 


11329 








End 


12953 




Name- 


OJ990627 48 


.9A14 


.C18.o3 


ts 


Method 


TBLASTX : Soybean 




Start 


1150 








End 


1395 




GI 


none 








Score 


202 




Exons 


1150 . . 1395 














Seq. No. 


15012 








Seq. ID 


OJ990627_48.9A14 


-C18 


Gene No. 


31917 








Strand 






Start 


11329 








End 


12953 




Name 


OJ990627 48 


.9A14 


.C18.o4 


tm 


Method 


TBLASTX: Maize 




Start 


1366 








End 


1866 




GI 


none 








Score 


43 




Exons 


1366 . . 1701, 


1409 


. .1459, 


1484 


..1615, 1687. .1866 




Seq. No. 


15012 








Seq. ID 


OJ990627_48.9A14 


-C18 


Gene No. 


31917 








Strand 






Start 


11329 








End 


12953 




Name 


OJ990627 48 


. 9A14 


.C18.o5 


tw 


Method 


TBLASTX: Wheat 




Start 


1402 








End 


1704 




GI 


none 








Score 


238 




Exons 


1402 . . 1704 , 


1403 


. .1672, 


1411 


. . 1704 






Seq. No. 


15012 








Seq. ID 


OJ990627_48.9A14 


-C18 


Gene No. 


31917 








Strand 






Start 


11329 








End 


12953 




Name 


OJ990627 48 


. 9A14 


.C18.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1417 








End 


1812 




GI 


none 








Score 


164 




Exons 


1417. .1776, 


1418 


. .1672, 


1633 


..1776, 1768. .1812, 1780. .1 


812 


Seq. No. 


15012 








Seq. ID 


OJ990627__48.9A14 


.C18 


Gene No. 


31917 








Strand 






Start 


11329 








End 


12953 





15706 





Name 


OJ990627 48. 


9A14 


.C18.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


1753 








End 


2236 




GI 


none 








Score 


98 




Exons 


1753. .1914, 


1796 


. .1912, 


1901. 


.2236, 1919. .2107, 1926. .2132 




Seq. No. 


15012 








beq. iu 


uoyyuoz / 30 . yAifi . uio 




Gene No . 


oiyi / 








btrana 






Start 


11329 










Ic^J J 




Name 


OJ990627 48. 


9A14 


.C18.o5 


. tm 




1 oljAb 1 a . Maize 




Start 


1935 








End 


2224 




GI 


none 








Score 


161 




Exons 


1935. .2126, 


1937 


. .2224 










Seq. No. 


15012 








Seq. ID 


OJ990627_48 . 9A14 . C18 




Gene No . 


jiyi / 








Strand 






Start 


11329 








End 


12953 




Name 


OJ990627 48. 


9A14 


.C18 .08 


. tw 


Method 


TBLASTX: Wheat 




Start 


2393 








End 


2815 




GI 


none 








Score 


107 




Exons 


2393. .2584, 


2400 


. .2555, 


2466. 


.2606, 2606.. 2815, 2667.. 2780 




Seq. No. 


15012 








beq. id 


UJyyUbz / 4o.yA14.Clo 




Gene No . 


jiyi / 








btrana 






1 Start 


11329 












= 

, s 


Name - 


OJ990627 48. 


9A14 


.C18.o7 


: . tm 


Method 


1 bLiAb I a : Maize 


: : = 


Start 


2498 








End 


2818 


ff 
<i • 


GI 


none 








Score 


66 


rt 

.3 - 


Exons ■ 


2498. .2818, 


2673 


. .2774, 


2683. 


0 n an 
. z / y u 




- 

s . 


Seq. No. 


15012 








beq. ID 


(jjyyUbz / 4o.yA14.Clo 




Gene No . 


"3 1 Q 1 "7 

j i y i / 








Strand 






Start 


11329 








End 


12953 


1 i 


Name 


OJ990627 48. 


9A14 


.C18 .06 


. tm 


Method 


TBLASTX: Maize 


IK 


Start 


3158 








End 


3454 


1" " 


GI 


none 








Score 


91 


1. t 


Exons 


3158. .3454, 


3200 


. .3454, 


3267. 


.3437 






Seq. No. 


15012 








Seq. ID 


OJ990627_48.9A14.C18 




Gene No . 


oiyi / 








Strand 




cii 


Start 


11329 








End 


12953 


■ 2 Si 


Name 


OJ990627 48. 


9A14 


,C18.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


3335 








End 


3698 




GI 


none 








Score 


96 




Exons 


3335. .3694, 


3336 


. .3569, 


3594. 


.3698 






Seq. No. 


15012 








Seq. ID 


OJ990627_4 8 . 9A14 . C18 




Gene No. 


31917 








Strand 






Start 


11329 








End 


12953 




Name 


OJ990627 48. 


9A14 


.C18 ,o4 


.gs 


Method 


GENSCAN 




Start 


11329 








End 


12726 




GI 


none 








Score 


.93 




Exons 


11329. .12726 












Seq. No. 


15012 








Seq. ID 


OJ990627_48.9A14.C18 




Gene No. ' 


31917 








Strand 






Start 


11329 








End 


12953 




Name 


OJ990627 48. 


9A14 


.C18.o3 


.np 


Method 


AAT/NAP 



15707 



Start 11332 

GI 4680179 

Exons 11332. .12953 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 15012 ' 

Gene No. 31917 

Start 11329 

Name OJ990627_4 8 . 9A14 .CI8.06. tw 

Start 11377 

GI none 

Exons 11377 .. 11709, 11429. .11710 



End 
Score 



12953 
2385 



sativa subsp. indica] 

Seq. ID OJ990627_48.9A14.C18 
Strand 

End 12953. 

Method TBLASTX : Wheat 

End 11710 

Score 141 



Seq. No. 15013 

Gene No. 31918 

Start 1 

Name OJ990627_48 . 9A14 . C19 . ol . np 

Start 1 

GI 4680179 

Exons 1. .859 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 15013 

Gene No. 31918 

Start 1 

Name - OJ990627_4 8 . 9A14 . C19 . o2 . tw 

Start 2 

GI none 

Exons 2. .274, 3. .92 



Seq. ID OJ990627_48.9A14.C19 
Strand 

End 859 

Method AAT/NAP 

End 859- 

Score 1109 

sativa subsp. indica] 

Seq. ID OJ990627_48.9A14.C19 
Strand 

End " 859 

Method TBLASTX : Wheat 

End 274 

Score 50 



Seq. No. 15013 

Gene No. 31918 

Start 1 

Name OJ990627_4 8 . 9A14 . C19 . ol . gs 

Start 71 

GI none 

Exons 71 . . 775 



Seq. ID OJ990627_48.9A14.C19 
Strand 

End 859 

Method GENSCAN 

End 775 

Score .5 



Seq. No. 15013 

Gene No. 31918 

Start 1 

Name OJ990627_4 8 . 9A14 . C19 . ol . tm 

Start 302 

GI none 

Exons 302. .655, 309. . 650 



Seq. ID OJ990627_48.9A14.C19 
Strand 

End 859 

Method TBLASTX : Maize 

End 655 

Score 215 



Seq. No. 15013 

Gene No. 31918 

Start 1 

Name ■ OJ990627_4 8 . 9A14 .C19.ol. tw 

Start 302 

GI none 

Exons 302.. 727, 309.. 725 



Seq. ID OJ990627_48 . 9A14 .C19 
Strand 

End 859 

Method TBLASTX : Wheat 

End 727 

Score 322 



Seq. No. 
Gene No. 
Start 



15013 
31918 
1 



Seq. ID OJ990627__4 8 . 9A14 .CI 9 
Strand 

End 859 



15708 





Name 


OJ990627 48.9A14.C19.ol.ts 


Method 


TBLASTX : Soybean 






Start 


473 


End 


721 






GI 


none 


Score 


209 






Exons 


473. .721 










Seq. No. 


15014 


Seq. ID 


OJ990627_48.9A14 . 


C20 




Gene No. 


31919 


Strand 


+ 






Start 


523 


End 


4874 






Name 


OJ990627 48. 9A14 .C20.ol.tc 


Method 


TBLASTX : Cress 






Start 


447 


End 


1752 






GI 


none 


Score 


82 






Exons 


"""447. .593, 505.. 594, 1017.. 1214, 1303.. 


1485, 1416.. 1487, 








1657. .1752, 1665. .1748 










Seq. No. 


15014 


Seq. ID 


OJ990627_48.9A14 . 


C20 




Gene No. 


31919 


Strand 


+ 






Start 


523 


End 


4874 






Name 


OJ990627 48.9A14.C20.ol.ts 


Method 


TBLASTX : Soybean 






Start 


507 


End 


1752 






GI 


none 


Score 


81 






Exons 


507. .602, 523. .594, 1017. .1214, 1017.. 


1205, 1019.. 1216, 








1296.. 1484, 1303.. 1485, 1653 


. .1748, 1654 . .1752 






Seq. No. 


15014 


Seq. ID 


OJ990.627_48.9A14 . 


C20 




Gene No. 


31919 


Strand 


+ 






Start 


523 


End 


4874 




!• i i 


Name 


OJ990627 48.9A14.C20.ol.np 


Method 


AAT/NAP 




ry 


. Start* 


523 


End 


1758 




Q 


GI 


3056593 


Score 


419 




UJ 


Exons 


523. .594, 1020. .1253, 1285.. 


1546, 1653 


. .1758 




:. s i 


GI Descrip. 


(AC004255) T1F9.14 [Arabidopsis thaliana] 




i u 


Seq. No. 


15014 


Seq. ID 


OJ990627_48.9A14 . 


C20 




Gene No. 


31919 


Strand 


+ 




-: 


Start 


523 


End 


4874 




•i ! 
1 . t 


Name 


OJ990627 48.9A14.C20.o2.np 


Method 


AAT/NAP 






Start 


845 


End 


4874 




a- 


GI 


5734709 


Score 


272 




U 


Exons 


845. .880, 1020. .1234, 1314.. 


1535, 1653 


. .1749, 4848. .4874 






GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein kinase domain 


L II 




[Arabidopsis thaliana] 










Seq. No. 


15014 


Seq. ID 


OJ990627_48.9A14 . 


C20 




Gene No. 


31919 


Strand 


+ 






Start 


523 


End 


4874 






Name 


OJ990627 48.9A14.C20.ol.tm 


Method 


TBLASTX: Maize 






Start 


1017 


End 


1508 






GI 


none 


■ Score 


185 






Exons 


1017.. 1214, 1019. .1225, 1303 


..1485, 1320. .1508 






Seq. No. 


15014 


Seq. ID 


OJ990627_48.9A14 . 


C20 




Gene No. 


31919 


Strand 


+ 






Start 


523 


End 


4874 






Name 


OJ990627 48. 9A14 .C20.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1151 


End 


1508 






GI 


none 


Score 


69 






Exons 


1151. .1225, 1152. .1214, 1294 


. .1485, 1302. .1508 





15709 



■3 =r 



I'll 



: S t 



is. 1 . 



Seq. No. 


15015 








Seq. ID 


OJ990627_48 . 9A14 


,C21 


Gene No. 


31920 








Strand 


+ 




Start 


172 








End 


562 




Name 


OJ990627 48. 


9A14 


.C21.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2 








End 


379 




GI 


none 








Score 


224 




Exons 


2. .379 














Seq. No. 


15015 








Seq. ID 


OJ990627_48 . 9A14 


.C21 


Gene No. 


31920 








Strand 


+ 




Start 


172 








End 


562 




Name 


OJ990627 48. 


9A14 


.C21.ol. 


gs 


Method 


GENSCAN 




Start 


172 








End 


562 




GI 


none 








Score 


.43 




Exons 


172. .562 














Seq. No. 


15016 








Seq. ID 


OJ990627_48 . 9A14 


. C22 


Gene No. 


31921 








Strand 






Start 


51 








End 


633 




Name 


OJ990627 48. 


9A14 


.C22.ol. 


gs 


Method 


GENSCAN 




Start 


51 








End 


633 




GI 


none 








Score 


.54 




Exons 


51. .633 














Seq. No. 


15017 








Seq. ID 


OJ990627_48 . 9A14 


.C23 


Gene No. 


31922 








Strand 


+ 




Start 


483 








End 


1262 




Name 


OJ990627 48. 


9A14 


.C23.ol. 


gs 


Method 


GENSCAN 




Start 


483 








End 


1262 




GI 


none 








Score 


.96 




Exons 


483. .694, 717. .8 


46, 1152 


!. .1262 






Seq. No. 


15017 








Seq. ID 


OJ990627_48. 9A14 


.C23 


Gene No. 


31922 








Strand 


+ 




Start 


483 








End 


1262 




Name 


OJ990627 48. 


9A14 


.C23.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1005 








End ' 


1262 




GI 


none 








Score 


94 




Exons 


1005. .1064, 


1006 


. .1062, 


1149. . 


1262, 1151.. 1261 




Seq. No. 


15017 








Seq. ID 


OJ990627_48. 9A14 


. C23 


Gene No. 


31922 








Strand 


+ 




Start 


483 








End 


1262 




Name 


OJ990627 48. 


9A14 


,C23.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1011 








End 


1262 




GI 


none 








Score 


63 




Exons 


1011. .1055, 


1012 


. . 1062, 


1148. . 


1261, 11< 


59. .1262 




Seq. No. 


15017 








Seq. ID 


OJ990627_48. 9A14 


.C23 


Gene No. 


31922 








Strand 


+ 




Start 


483 








End 


1262 




Name 


OJ990627 48. 


9A14 


.C23.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1012 








End 


1262 




GI 


none 








Score 


69 




Exons 


1012. .1062, 


1020 


. . 1055, 


1148. . 


1261, 1149.. 1262 





15710 



Seq. No. 15018 

Gene No. 31923 

Start 604 

Name OJ990627_4 8 . 9A14 . C24 . ol . gs 

Start . 604 

GI none 

Exons 604.. 626, 775.. 825 



Seq. ID OJ990627_48.9A14.C24 
Strand 

End 825 

Method GENSCAN 

End 825 

Score .59 



Seq. No. 15019 

Gene No. 31924 

Start 1 

Name OJ990627_4 8 . 9A14 . C25 . ol . gp 

Start 1 

GI none 

Exons 1 . . 28 6 



Seq. ID OJ990627_48.9A14.C25 

Strand + 

End 286 

Method AAT/GAP 

End 28 6 

Score 555 



Seq. No. 15019 

Gene No. 31924 

Start 1 

Name OJ990627_4 8 . 9A14 . C25 . ol . gs 

Start 136 

GI none 

Exons 136.. 249 



Seq. ID OJ990627_48.9A14.C25 

Strand + 

End 286 

Method GENSCAN 

End 249 

Score . 64 



W Seq. No. 15020 

r?f Gene No. 31925 

!'[! Start 1 

|«[ Name OJ990627_4 8 . 9A14 . C26 . ol . np 

7% Start 1 

^ GI 6862956 

Q Exons 1*. .368 

rjj GI Descrip. (AC019018) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990627_48.9A14.C26 
Strand 

End 368 

Method AAT/NAP 

End 368 

Score 260 



Seq. No. 15020 

Gene No. 31925 

Start 1 

Name OJ990627_4 8 . 9A14 . C26. ol . tm 

Start 11 

GI none 

Exons 11.. 367, 30.. 365 



Seq. ID OJ990627_48.9A14.C26 

Strand 

End 368 

Method TBLASTX : Mai ze 

End 367 

Score 127 



Seq. No. 15020 

Gene No. 31925 

Start 1 

Name OJ990627_4 8 . 9A14 . C26 . ol . gs 

Start 37 

GI none 

Exons 37 . .34 9 



Seq. ID OJ990627_48.9A14.C26 

Strand 

End 368 

Method GENSCAN 

End 34 9 

Score .45 



Seq. No. 15021 

Gene No. 31926 

Start 435 

Name OJ990627_4 7 . 9A01 . C2 . ol . tw 

Start 405 

GI none 

Exons 405.. 563, 434.. 793, 502.. 558, 



Seq. ID OJ990627_47. 9A01.C2 

Strand + 

End 14009 

Method TBLASTX : Wheat 

End 7 95 

Score 58 

513. .794, 736. .795 



15711 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15021 
31926 
435 

OJ990627_47.9A01.C2.ol.gs 
435 



End 

Method 
End 

none Score 
435. .857, 947. .1194, 1291. .1424, 1509, 
4945. .5076, 6244. .6305, 6845. .6996, 7203. .7362, 7917. .8039, 
8288. .8396, 9032. .9111, 9292. .9373, 9547. .9686, 9768. .9878, 
9981. .10097, 10179. .10268, 10689 .. 10763, 11215 .. 11486, 
12028. . 12097, 12937. .12981 



Seq. ID OJ990627_47.9A01.C2 
Strand + 

14009 
GENSCAN 
12981 
.72 

.1768, 1843. .2035, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15021 
31926 
435 

OJ990627_47. 9A01 . C2 . ol . np 



Seq. ID 
Strand 
End 

Method 

435 End 
3915095 Score 
435. .1194, 1291. .1424, 1501. .2097 

TRANS -CINNAMATE 4 -MONOOXYGENASE (CINNAMIC ACID 4 -HYDROXYLASE) 
(CA4H) (C4H) (P450C4H) (CYTOCHROME P450 73) 

gi|1526537|dbj |BAA13414| (D87520) cytochrome P4 50 (CYP73A14) 
[Glycyrrhiza echinata] 



OJ990627_47.9A01.C2 
+ 

14009 
AAT/NAP 
2097 
1989 



15021 Seq. ID 

31926 Strand 

4 35 End 

OJ990627_47. 9A01.C2.ol. tm Method 

486 End 

none Score 



OJ990627_47.9A01.C2 
+ 

14009 

TBLASTX: Maize 

2088 

148 



486. .557, 516. .620, 554. .940, 624. .929, 941. .1204, 946. .1077, 
1328. .1441, 1333. .1371, 1487. . 1546, 1497. .1547, 1550. .1777, 
1552. .1800, 1553. .1801, 1841. .1912, 1872. .2078, 1873. .2088 



15021 Seq. ID 

31926 Strand 
435 End 
OJ990627_47. 9A01 . C2 . ol . tc Method 
513 . End 
none Score,. 
513. .929, 554. .937, 941. .1195, 943. .1011, 1289. .1441, 
1297. .1371, 1487. .1546, 1497. .1547, 1550. .1753, 1553. 
1621. .1794, 1841. .1912, 1852. .2070, 1873. .2091, 1875. 
2031. .2099 



OJ990627_47.9A01.C2 
+ 

14009 

TBLASTX: Cress 
2099 
590 



,1801, 
.2078, 



Seq. No. 15021 
Gene No. 31926 
Start 435 

Name OJ990627_47 . 9A01 . C2 . ol . ts 

Start 513 
GI none 

Exons 513.. 929, 551.. 943, 736.. 843, 

1300. .1371, 1316. .1441, 1487. 
1553. .1801, 1621. .1797, 1841. 
1917. .2078 



Seq. ID OJ990627_47.9A01.C2 

Strand + 

End 14009 

Method TBLASTX: Soybean 

End 2103 

Score 618 

941. .1195, 946. .1077, 1289. .1324, 
.1546, 1497. .1547, 1541. .1774, 
.1912, 1864. .1911, 1873. .2103, 



Seq. No. 



15021 



Seq. ID OJ990627 47.9A01.C2 



15712 




Gene No. 


31926 




Strand 


+ 


Start 


435 




End 


14009 


Name 


OJ990627 47. 


9A01.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start . 


1911 




End 


2088 


GI 


none 




Score 


214 


Exons 


1911. .2069, 


1912. .2088 






Seq. No. 


15021 




Seq. ID 


OJ990627_47.9A01.C2 


Gene No. 


31926 




Strand 


+ 


Start 


435 




End 


14009 


Name 


OJ990627 47. 


9A01.C2.o3.ts 


Method 


TBLASTX : Soybean 


Start 


4944 




End 


5078 


GI 


. none 




Score 


192 


Exons 


4944. .5078, 


4951. .5076 






Seq. No. 


15021 




Seq. ID 


OJ990627_47.9A01.C2 


Gene No. 


31926 




Strand 


+ 


Start 


435 




End 


14009 


Name 


OJ990627 47. 


9A01.C2.o2.tc 


Method 


TBLASTX: Cress 


Start 


4950 




End 


5154 


GI 


none 




Score 


193 


Exons 


4950. .5090, 


4951.. 5106, 5095 


. .5154 




Seq. No. 


15021 




Seq. ID 


OJ990627_47.9A01.C2 


Gene No. 


? 31926 




Strand 


+ 


Start 


435 




End 


14009 


Name 


OJ990627 47. 


9A01.C2.o2.np 


Method 


AAT/NAP 


Start 


4951 




End- 


14009 


GI 


4895220 




Score 


1786 


Exons 


4951. .5076, 


6207.. 6305, 6845 


..6996, 7290. .7362, 7917. .8039, 




8288. .8396, 


9032.. 9159, 9536 


..9686, 9768..9878, 9981. .10097 




10179. .10268, 10531. .10584, 


11215. .11290, 11387. .114 8 6, 




12028. .12097, 125 69 .. 12 636, 


13709. .13818, 13954 .. 14 009 


GI Descrip. 


(AC007660) unknown protein [Arabidopsis thaliana] 


Seq. No. 


15021 




Seq. ID 


OJ990627_47. 9A01.C2 


Gene No. 


31926 




Strand 


+ 


Start 


435 ,. 




End 


14009 


Name 


.OJ990627 47. 


9A01.C2.ol.gp 


Method 


AAT/GAP 


Start 


8328 




End 


9888 


GI 


uC-osflcyp07 8d08bl 


Score 


881 


Exons 


8328. .8396, 


9032.. 9111, 9292 


..9373, 9547. .9686, 9768. .9888 


GI Descrip. 


1 4 895220/gb | AAD32806. 1 | AC007660_7 2 . 0e- 


-58 (AC007660) unknow; 




protein [Arabidopsis .thaliana] 1 




Seq. No. 


15021 




Seq. ID 


OJ990627_47.9A01.C2 


Gene No. 


31926 




Strand 


+ 


Start 


435 




End 


14009 


Name 


OJ990627 47. 


9A01.C2.o3.tm 


y Method 


TBLASTX: Maize 


Start 


9556 




End 


9806 


GI 


none 




Score 


205 


Exons 


9556. .9684, 


9557.. 9688, 9558 


..9692, 9764. .9805, 9768. .9806 


Seq. No. 


15021 




Seq. ID 


OJ990627_47.9A01.C2 


Gene No. 


31926 




Strand 


+ 


Start 


435 




End 


14009 


Name 


OJ990627 47. 


9A01.C2.o2.ts 


Method 


TBLASTX: Soybean 



15713 



Start 
GI 

Exons 



9767 End 10082 

none Score 142 

9767.. 9880, 9768.. 9881, 9788.. 9889, 9969.. 10082, 9980.. 10078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15021 
31926 
435 

OJ990627_47 . 9A01 . C2 . o2 . tm 
9807 



none 
9807. , 
9965. . 
10163. 
10524. 
10687. 
11215. 
11386, 



OJ990627_47.9A01.C2 
+ 

14009 

TBLASTX: Maize 

12079 

106 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

9872, 9807.. 9872, 9808.. 9882, 9809.. 9892, 9809.. 9883, 
10120, 9965.. 10099, 9981.. 10121, 9981.. 10163, 
.10267, 10175. .10264, 1017 6 . . 1027 1 , 10180 .. 10272, 
10586, 10534. .10587, 10686 .. 10763, 
10763, 11214. .11291, 11214 .. 11306, 
11477, 11382. .11477, 11383 .. 11478 , 
11485, 12024. .12074, 12026. .12079 



,10586, 10533. 

,10767, 10692. 

,11325, 11379. 

,11490, 11390. 



15021 
31926 
435 

OJ990627_47 . 9A01 . C2 . o2 . gp 
10523 

58765_1.R1084 

10523. .10584, 10689 10763, 
12028. .12097, 12563.. 12651 
■4895220/gb|AAD32806. 1 |AC007660_7 
protein [Arabidopsis thaliana] ? 



Seq. ID OJ990627_47.9A01.C2 

Strand + 

End 14009 

Method AAT/GAP 

End 12651 

Score 739 



11215. .11290, 11387. .1148 6, 

6.0e-36 (AC007660) unknown 



15022 Seq. ID 

31927 Strand 

475 End 

OJ990627_47 . 9A01 . C5 . ol . np Method 

475 End 

2498930 Score 
475. .582 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990627_47.9A01.C5 
+ 

582 

AAT/NAP 
582 
50 



Seq. No. 


15022 


Seq. ID 


OJ990627 


Gene No. 


31928 


Strand 


+ 


Start 


484 


End 


543 


Name 


OJ990627 47.9A01.C5.ol.gs 


Method 


GENSCAN 


Start 


484 


End 


543 


GI 


none 


Score 


.95 


Exons 


484 . .543 






Seq. No. 


15023 


Seq. ID 


OJ990627 


Gene No. 


31929 


Strand 


+ 


Start 


12054 


End 


13491 


Name 


OJ990627 47.9A01.C6.ol.np 


Method 


AAT/NAP 


Start 


12054 


End 


13491 


GI 


6907088 


Score 


682 


Exons 


12054. .12191, 12367. .12605, 


13100. .13491 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


15023 


Seq. ID 


OJ990627 



47.9A01.C6 



47.9A01.C6 



15714 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31930 Strand + 

16856 End 22577 

OJ990627_4 7 . 9A01 . C6 . o2 . np Method AAT/NAP 

16856 End 22577 

6498441 Score 7127 

16856. .17920, 18250 .. 18713, 18777 19150, 19334 .. 194 68 , 
19643. .19983, 20251 .. 20633, 20805 22202, 22296.. 22577 
(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



= 1 



"M 



n 



Seq. No. 


15023 




Seq. ID 


OJ990627_47.9A01 


.C6 


Gene No. 


31931 




Strand 






Start 


292 




End 


1395 




Name 


OJ990627 47.9A01.C6. 


ol .gs 


Method 


GENSCAN 




Start 


292 




End 


1349 




GI 


none 




Score 


.75 




Exons 


292. .445, 504. .664, 


686. .845, 1060. . 1349 




Seq. No. 


15023 




Seq. ID 


OJ990627_47.9A01 


.C6 


Gene No. 


31931 




Strand 






Start 


292 




End 


1395 




Name 


OJ990627 47.9A01.C6. 


ol.gp 


Method 


AAT/GAP 




Start 


620 




End 


1395 




GI 


none 




Score 


1079 




Exons 


620.. 845, 1060.. 1395 








Seq. No. 


15023 




Seq. ID 


OJ990627_47.9A01 


.C6 


Gene No. 


31932 




Strand 






Start 


23203 




End 


26419 




Name 


OJ990627 47.9A01.C6. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


14750 




End 


19805 




GI 


none 




Score 


281 




Exons 


14750. .14818, 19434. 


.19805, 


19451. .19594 




Seq. No. 


15023 




Seq. ID 


OJ990627_47.9A01 


.C6 


Gene No. 


31932 




Strand 






Start 


23203 




End 


26419 




Name 


OJ990627 47.9A01.C6. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


17008 




End 


17397 




GI 


none 




Score 


44 




Exons 


17008. . 17052, 17059. 


.17157, 


1707 6. .17156, 17124 . . 17363, 






17140. .17397 










Seq. No. 


15023 ■ 




Seq. ID 


OJ990627_47.9A01 


.C6 


Gene No. 


31932 




Strand 






Start 


23203 




End 


26419 




Name 


OJ990627 47.9A01.C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


17032 




End 


17295 




GI 


none 




Score 


200 




Exons 


17032. .17295, 17049. 


.17294 








Seq. No. 


15023 




Seq. ID 


OJ990627_47.9A01 


.C6 


Gene No. 


31932 




Strand 






Start 


23203 




End 


26419 




Name 


OJ990627 47.9A01.C6. 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


18134 




End 


18620 





15715 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

18134. .18307, 18135. .18620, 

15023 
31932 
23203 

OJ990627_47 . 9A01 . C6 . ol . tw 

18785 

none 

18785. .19240, 18786. .19247, 

15023 
31932 
23203 

OJ990627_47 .9A01.C6.o3. ts 

18825 

none 

18825. .19049, 19056.. 19190 



Score 4 00 
18329. .18589 

Seq. ID OJ990627_47.9A01.C6 
Strand 

End 26419 

Method TBLASTX : Wheat 

End 19247 

Score 582 
18786. . 19241 

Seq. ID OJ990627_47.9A01.C6 
Strand 

End 26419 

Method TBLASTX : Soybean 

End 19190 

Score 114 



15023 
31932 
23203 

OJ990627_47 . 9A01 . C6 . ol . tm 
18915 
none 

18 915. .19271, 18950. .19261, 19155. .19271 



Seq. ID OJ990627_47.9A01.C6 
Strand 

26419 

TBLASTX: Maize 
19271 
388 



End 

Method 

End 

Score 



15023 
31932 
23203 

OJ990627_47 . 9A01 . C6 . o2 . tm 

19298 

none 

19298. .19663, 19299. .19682 



Seq. ID OJ990627_47.9A01.C6 
Strand 

End 26419 

Method TBLASTX: Maize 

End 19682 

Score 361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15023 
31932 
23203 

OJ990627_4 7 . 9A01 . C6 . o2 . tw 

19355 

none 

19355. .197 50, 19356. .19775 



Seq. ID OJ990627_47 . 9A01.C6 
Strand 

End 26419 

Method TBLASTX : Wheat 

End 19775 

Score 4 91 



15023 
31932 
23203 

OJ990627_47 . 9A01 . C6 . o5 . tw 
20478 
none 

20478. .20702, 20505 20756, 20570 .. 20755, 20790 .. 20939, 
20801. .20938 



Seq. ID OJ990627_47. 9A01.C( 
Strand 

End 26419 

Method TBLASTX : Wheat 

End 20939 

Score 235 



Seq. No. 15023 

Gene No. 31932 

Start 23203 

Name OJ990627_4 7 . 9A01 .C6< 

Start 20628 



o2. ts 



Seq. ID OJ990627_47.9A01.C( 
Strand 

End 26419 

Method TBLASTX : Soybean 

End 21194 



15716 




GI 


5666795 




Score 


67 






Exons 


20628. .20726, 20802. 


.20939, 


20994 . .21194 






GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 






Seq. No. 


15023 




Seq. ID 


OJ990627 


_47.9A01. 


.C6 


Gene No. 


31932 




Strand 


_ 






Start 


23203 




End 


26419 






Name 


OJ990627_47 . 9A01 .C6. 


o8.tw 


Method 


TBLASTX: 


Wheat 




Start 


20942 




End 


21236 






GI 


none 




Score 


186 






Exons 


20942. .21040, 20994. 


.21236 










Seq. No. 


15023 




Seq. ID 


OJ990627 


_47.9A01, 


,C6 


Gene No. 


31932 




Strand 


— 






Start 


23203 




End 


26419 






Name 


OJ990627_47 . 9A01 .C6. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


21447 




End 


21790 






GI 


none 




Score 


358 






Exons 


21447. .21770, 21476. 


.21757, 


21641. .217 


90 






Seq. No. 


15023 




Seq. ID 


OJ990627 


_47.9A01, 


,C6 


Gene No. 


31932 




Strand 








Start 


23203 




End 


26419 






Name 


OJ990627 47.9A01.C6. 


o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


21584 




End 


21965 






GI 


none 




Score 


364 






Exons 


21584 . .21934, 21585. 


.21965 










Seq. No. 


15023 




Seq. ID 


OJ990627 


_4 7 . 9A01. 


.C6 


Gene No. 


31932 




Strand 








Start 


23203 




End 


26419 






Name 


OJ990627_47 . 9A01 .C6. 


o7 . tw 


Method 


TBLASTX: 


Wheat 




Start 


21966 




End 


25385 






GI 


none 




Score 


251 






Exons 


21966. .22256, 21971. 


.22249, 


22442. .225 


64, 22443 


. .22568, 






25302. .25385 












Seq. No. 


15023 




Seq. ID 


OJ990627 


_47.9A01, 


,C6 


Gene No. 


31932 




Strand 


_ 






Start 


23203 




End 


26419 






Name 


OJ990627_47 . 9A01 .C6. 


o4 . gs 


Method 


GENSCAN 






Start 


23203 




End 


26419 






GI 


none 




Score 


.48 






Exons 


23203. .25063, 25158. 


.25326, 


25354 . .255 


56, 25698 


. .26419 




Seq. No. 


15023 




Seq. ID 


OJ990627 


_47.9A01. 


.C6 


Gene No. 


31932 




Strand 








Start 


23203 




End 


26419 






Name 


OJ990627 47.9A01.C6. 


o3 . np 


Method 


AAT/NAP 






Start 


23206 




End 


26419 






GI 


6907089 




Score 


4470 






Exons 


23206. .25063, 25158. 


.26419 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


' 15024 




Seq. ID 


OJ990627 


_47.9A01. 


■ C7 


Gene No. 


31933 




Strand 


+ 






Start 


1185 




End 


3045 







15717 



Name 


OJ990627 47.9A01.C7.ol.gs 


Method 


GENSCAN 


Start 


1185 


End 


3045 


GI 


none 


Score 


.98 


Exons 


1185. .1564, 1745. .1831, 2730. 


.3045 




Seq. No. 


15025 


Seq. ID 


OJ990627_47.9A01.C8 


Gene No. 


31934 


Strand 


+ 


Start 


1 


End 


361 


Name 


OJ990627 47. 9A01 . C8 . ol . gp' 


Method 


AAT/GAP 


Start 


1 


End 


361 


GI 


LIB34 33-003-Q6-K6-B7 


Score 


672 


Exons 


1. .361 






GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 6.0e- 


28 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 ' 




Seq. No. 


15025 


Seq. ID 


OJ990627_47. 9A01.C8 


Gene No. 


31935 


Strand 


+ 


Start 


5269 


End 


7382 


Name 


OJ990627 47.9A01.C8.o2.gs 


Method 


GENSCAN 


Start 


5269 


End 


7382 


GI 


none 


Score 


.74 


Exons 


5269.. 5304, 5741.. 5905, 6127. 


.6130, 6382.. 6542, 6621.. 7382 


Seq. No. 


15025 


Seq. ID 


OJ990627_47. 9A01.C8 


Gene No. 


31936 


Strand 


■ + 


Start 


7831 


End 


10453 


Name ... 


OJ990627 47 . 9A01 . C8 . o3 . gs 


Method 


GENSCAN 


Start 


7831 


End 


9160 


GI 


none 


Score 


.89 


Exons 


7831. .8638, 8763. .9160 






Seq. No. 


15025 


Seq. ID 


OJ990627_47 . 9A01 . C8 


Gene No. 


31936 


Strand 


+ 


Start 


7831 


End 


10453 


Name 


OJ990627 47.9A01.C8.o2.np 


Method 


AAT/NAP 


Start 


8209 


End 


10453 


GI 


2213632 


Score 


759 


Exons 


8209. .8952, 10420. . 10453 






GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 


Seq. No. 


15025 


Seq. ID 


OJ990627_47.9A01.C8 


Gene No. 


31937 


Strand 




Start 


1556 


End 


3860 


Name 


OJ990627 47.9A01.C8.ol.np 


Method 


AAT/NAP 


Start 


1444 


End 


1667 


GI 


6069646 


Score 


125 


Exons 


1444. .1667 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC00531 




[Oryza sativa] gi | 6907 112 | dbj 


IBAA90639 


.11 (AP001129) Similar 1 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence 




putative non-LTR retroelement 


reverse 


transcriptase . (AC00624 




[Oryza sativa] 






Seq. No. 


15025 


Seq. ID 


OJ990627_47. 9A01.C8 


Gene No. 


31937 


Strand 




Start 


1556 


End 


3860 


Name 


OJ990627 47. 9A01 . C8 . ol . gs 


Method 


GENSCAN 



15718 




Start 


1556 








End 


3860 




GI 


none 








Score 


.71 




Exons 


1556. .1641, 


2985. 


.3275, 


3800. 


.3860 






Seq. No. 


15025 








Seq. ID 


OJ990627_47.9A01 


.C8 


Gene No. 


31938 








Strand 






btart 


7967 








End 


17271 




Name 


OJ990627 47 


. 9A01. 


C8.o3. 


np 


Method 


AAT/NAP 




Start 


7967 








End 


12821 




GI 


2317934 








Score 


135 




Exons 


7967. .8031, 


11427. . 11939, 11995. .12821 






GI Descrip. 


(U97553)' unknown 


[murine herpesvirus 68] 




Seq. No. 


15025 








Seq. ID 


OJ990627_47.9A01 


,C8 


Gene No. 


31938 








Strand 






Start 


796/ 








End 


17271 




Name 


OJ990627 47 


. 9A01 . 


C8 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7999 








End 


8319 




GI 


none 








Score 


182 




Exons 


7999. .8319, 


8073. 


.8264 










Seq. No. 


15025 








Seq. ID 


OJ990627_47.9A01 


.C8 


Gene No . 


31938 








Strand 






Start 


7967 








End 


17271 




Name 


OJyyuoz / 4 / 


fin A1 

. 9A01 . 


Co . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


O 1 A 

8164 








End 


8592 




GI 


none 








Score 


370 




Exons 


8164. .8490, 


8172. 


.8489, 


8494 . 


.8592, 8508. .8591 




Seq. No. 


1 CfOR 

LOVZd 








Seq. ID 


OJ990627_47.9A01 


.C8 


Gene No. 










Strand 






Start 


TACT 

/ 9b / 








End 


17271 




Name 


ojyyuoz / 4 / 


. 9AU1 . 


Co . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


O "3 O *3 








End 


8731 




GI 


none 








Score 


223 




Exons 


8323. .8487, 


8325. 


.8483, 


8494. 


.8691, 8497. .8607, 8511. .8690, 




8552. .8692, 


8642. 


.8731 










Seq. No. 


15025 








Seq. :: - ID 


OJ990627_4 7.9A01 


.C8 


Gene No . 


31938 








Strand 






Start 


7967 








End 


17271 




Name 


OJ990627 47 


. 9A01. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8593 








End 


8932 




GI 


none 








Score 


81 




Exons 


8593. .8691, 


8648. 


.8827, 


8686. 


.8826, 8776. .8829, 8867. .8 


932, 




8867. .8929 














Seq. No. 


15025 








Seq. ID 


OJ990627_47.9A01 


,C8 


Gene No. 


31938 








Strand 






Start 


7967 








End 


17271 




Name 


OJ990627 47 


. 9A01. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8732 








End 


8944 




GI 


none 








Score 


198 




Exons 


8732. .8944, 


8734 . 


.8928, 


8807. 


.8929 






Seq. No. 


15025 








Seq. ID 


OJ990627_47. 9A01 


.C8 


Gene No. 


31938 








Strand 







15719 




Start 


7967 


End 


17271 


Name 


OJ990627 47 . 9A01 . Co . o4 . gs 


Method 


GENSCAN 


Start 


11122 


End 


17271 


GI 


none 


Score 


.46 


Exons 


11122. . 11186, 11468. .11593, 


11801. .11894, 11988. .12121, 




12487. .12676, 13114 .. 13213, 


13357. .13417, 15165 .. 16277 , 




16511. . 16651, 17133. .17271 






Seq. No. 


15026 


Seq. ID 


OJ990627_47.9A01.C9 


Gene No. 


31939 


Strand 




otart 


1 


End 


3735 


Name 


OJ990627 47.9A01.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3317 


GI 


4895218 


Score 


76 


Exons 


1..39, 2086.. 2202, 3212.. 3317 




GI Descrip. 


(AC007660) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


15026 


Seq. ID 


OJ990627 47.9A01.C9 


Gene No . 


31939 


Strand 


- 


Start 


1 


End 


3735 


Name 


OJ990627_47 . 9A01 . C9 . ol . gs 


Method 


GENSCAN 


Start 


1503 


End 


3735 


GI 


none 


Score 


.71 


Exons 


1503.. 2202, 3212. .3349, 3446 


. . 3735 




Seq. No. 


15026 


Seq. ID 


OJ990627_47.9A01.C9 


Gene No. 


31940 


Strand 




Start 


4295 


End 


5706 


Name 


OJ990627 47 . 9A01 . C9 . o2 . gs 


Method 


GENSCAN 


Start 


4295 


End 


5706 


GI 


none 


Score 


.77 


Exons 


4295. .4471, 4663. .4779, 5664 


. .5706 




Seq. No. 


15027 


Seq. ID 


OJ990627_47.9A01.C10 


Gene No . 


31941 


Strand 


+ 


Start 


175 


End 


2965 


Name 


OJ990627 47.9A01.C10.ol.gs 


Method 


GENSCAN 


Start 


175 


End 


2965 


GI 


none 


Score 


.71 


Exons 


175. .223, 1105. .1368, 1588.. 


1811, 2303 


..2465, 2873. .2965 


Seq. No. 


15028 


Seq. ID 


OJ990627_47.9A01.C11 


Gene No. 


31942 


Strand 




Start 


1 


End 


6447 


Name 


OJ990627 47. 9A01 . Cll . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


4552 


GI 


4895219 


Score 


103 


Exons 


1..32, 310. .509, 1257. .1335, 


4514. .4552 


GI Descrip. 


(AC007 660) putative WRKY-type DNA binding protein [Arabidopsis 




thaliana] 






Seq. No. 


15028 


Seq. ID 


OJ990627_47.9A01.C11 


Gene No. 


31942 


Strand 




Start 


1 


End 


6447 


Name 


OJ990627 47. 9A01.Cll.ol.gs 


Method 


GENSCAN 


Start 


13 


End 


6447 


GI 


none 


Score 


. 45 



15720 





Exons 


13. .266, 310. .416, 4326. .4354 


, 6197.. 6447 




Seq. No. 


15029 


Seq. ID 


OJ990627_47.9A01.C12 




Gene No. 


31943 


Strand 


+ 




Start 


56 


End 


O C O 1 




Name 


OJ990627 47.9A01.C12.ol.gs 


Method 


GENSCAN 




Start 


56 


End 


2521 




GI 


none 


Score 


. 4 5 




Exons 


56. .131, 236. .554, 731. .760, 


891 . . 1083, 


1304.. 1371, 1657.. 1804 






2345. .2521 








Seq. No. 


15029 


Seq. ID 


OJ990627_47.9A01.C12 




Gene No. 


31944 


Strand 


+ 




Start 


4152 


End 


6132 




Name 


OJ990627 47.9A01.C12.ol.np 


Method 


AAT/NAP 




Start 


4152 


End 


6132 




GI 


6539570 


Score 


1 97 




Exons 


4152. .4346, 4501. -.4567, 6112. 


.6132 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


15029 


Seq. ID 


OJ990627_47.9A01.C12 




Gene No. 


31945 


Strand 






Start 


3930 


End 


4361 




Name 


OJ990627 47.9A01.C12.ol.gp 


Method 


AAT/GAP 


I! 


Start 


3930 


End 


4361 


I! 


GI 


LIB347 9-006-Q6-K1-B11 


Score 


596 


ri 


Exons 


3930. .4361 






j ! 


GI Descrip. 


1 5734616/dbj IAP000391.1 IAP000391 1.0e-110 Oryza sativa genomic 


l\ 




DNA, chromosome 6, clone : P0538C01 1 




U 


Seq. No. 


15029 


Seq. ID 


OJ990627_47 . 9A01 . C12 


" i 
_ i 


Gene No. 


31946 


Strand 




• | 


Start 


8942 


End 


18890 




Name 


OJ990627 47. 9A01 . C12 . o3 . np 


Method 


AAT/NAP 




Start 


8942 


End 


9518 


J 


GI 


6063557 


Score 


341 


A 


Exons 


8942. .9089, 9338. .9518 






31 


GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 


:i 


Seq. No. 


15029 


Seq. ID 


OJ990627_47.9A01.C12 


5 i 


Gene No. 


31946 


Strand 






Start 


8942 


End 


18890 




Name 


OJ990627 47.9A01.C12.o4.np 


Method 


AAT/NAP 




Start 


9323 


End 


18890 




GI 


4895219 


Score 


113 




Exons 


9323.-9429, 10807 .. 10993, 13914 .. 14017 , 


18042. .18109, 






18870. .18890 








GI Descrip. 


(AC007660) putative WRKY-type 


DNA binding protein [Arabidopsis 






thaliana] 








Seq. No. 


15029 


Seq. ID 


OJ990627_47.9A01.C12 




Gene No. 


31946 


Strand 






Start 


8942 


End 


18890 




Name 


OJ990627 47 . 9A01 . C12 . o3 . gs 


Method 


GENSCAN 




Start 


10411 


End 


18226 




GI 


none 


Score 


. 65 




Exons 


10411. .10993, 13914. .14021, 14298 .. 14530 , 17351 .. 174 38 , 



15721 




17946. . 18226 





Seq. No. 


15030 






Seq. ID 


OJ990627_47.9A01 


.C13 




Gene No. 


31947 






Strand 


- 






Start 


342 






End 


413 






Name 


OJ990627 47.9A01.C13 


.ol 


,gs 


Method 


GENSCAN 






Start 


342 






End 


413 






GI 


none 






Score 


.54 






Exons 


342. .413 














oeq . no . 


15031 






Seq. ID 


OJ990627_47.9A01 






Gene No. 


31948 






Strand 








Start 


1 






End 


607 






Name 


OJ990627 47.9A01.C14 


.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


607 






GI 


4895220 






Score 


107 






Exons 


1..229, 575. .607 














GI Descrip. 


(AC007660) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


15031 






Seq. ID 


OJ990627_47. 9A01 


.C14 




Gene No. 


31948 






Strand 








Start 


1 






End 


607 






Name 


OJ990627 47.9A01.C14 


.ol 


.gs 


Method 


GENSCAN 






Start 


91 






End 


213 






GI 


none 






Score 


.93 




ill 
* ?z 


Exons 


91. . Z lo 












B i? 

3 I I 

! 


Seq. No. 


15032 






Seq. ID 


OJ990627_47. 9A01 


.C15 


s: 


/~" _ _ _ XT _ 

Gene No. 


31949 






Strand 






'«! 

, E 


Start 


DO 






End 


2205 




.'«> 


Name 


OJ990627 47.9A01.C15 


.ol 


.np 


Method 


AAT/NAP 




=!! 


Start 


66 






End 


2205 




M i 


GI 


64 66937 






Score 


1220 




s 


Exons 


66. .2205 














GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidops 


:=? 

Si 




thaliana] 














Seq. No. 


15032 






Seq. ID 


OJ990627_47.9A01 


.C15 


• II 


Gene No. 


31949 






Strand 






* 3 i 


Start 


66 






End 


2205 




III 


Name 


OJ990627 47.9A01.C15 


.o3 


.tm 


Method 


TBLASTX: Maize 






Start 


181 






End 


758 






GI 


none 






Score 


93 






Exons 


181. .447, 182. .358, 


443 


..745, 444. .758 








Seq. No. 


15032 






Seq. ID 


OJ990627_47.9A01 


.C15 




Gene No. 


31949 






Strand 








Start 


66 






End 


2205 






Name 


OJ990627 '47.9A01.C15 


.ol 


. gs 


Method 


GENSCAN 






Start 


407 






End 


2135 






GI 


none 






Score 


.56 






Exons 


407. .955, 1245. .2135 














Seq. No. 


15032 






Seq. ID 


OJ990627_47.9A01 


.C15 




Gene No. 


31949 






Strand 








Start 


66 






End 


2205 






Name 


OJ990627 47.9A01.C15 


.ol 


.tw 


Method 


TBLASTX: Wheat 





15722 




Start 


584 








End 


1168 




GI 


none 








Score 


52 




Exons 


584. .700, 788. .964, 788 


. .1168 






Seq. No. 


15032 








Seq. ID 


OJ990627_47. 9A01 


.C15 


Gene No. 


3194 9 








Strand 






Start 


. 66 . 








End 


2205 




Name 


OJ990627_47 


. 9A01 


.C15.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


788 








End 


1421 




GI 


none 








Score 


312 




Exons 


788. .1327, 


789. . 


1328, 1153.. 


1332, 1217 


. .1333, 1317. .1421, 




1357. . 1419 














Seq. No. 


15032 








Seq. ID 


OJ990627_47.9A01 


.C15 


Gene No. 


31949 








Strand 






Start 


66 








End 


2205 




Name 


OJ990627 47 


. 9A01 


.C15.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1016 








End 


1327 




GI 


none 








Score 


141 




Exons 


1016. .1327, 


1026 


. . 1301 










Seq. No.. 


15032 








Seq. ID 


OJ990627_47.9A01 


.C15 


Gene No. 


31949 








Strand 






Start 


66 








End 


2205 




Name 


OJ990627_47 


. 9A01 


.C15.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1254 








End 


1652 




GI 


none 








Score 


60 




Exons 


1254. .1328, 


1256 


. . 1327, 


1329 


..1652, 1366. .1479 




Seq. No. 


15032 








Seq. ID 


OJ990627_47.9A01 


.C15 


Gene No. 


31949 








Strand 






Start 


66 








End 


2205 




Name 


/-\ tA A A T A n A ~t 

OJ990627_47 


. 9A01 


.C15.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1545 








End 


2166 




GI 


none 








Score 


127 




Exons 


1545. .1652, 


1671 


. . 1904, 


1674 


. .2165, 1735. .2166 




Seq. No. 


15032 








Seq. ID 


OJ990627_47.9A01 


. CIS 


Gene No. 


31949 








Strand 






Start 


66 








End 


2205 




Name 


/-\ tA A A O ~7 A 1 

OJ990627 47 


. 9A01 


.C15.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1845 








End 


2090 




GI 


none 








Score 


79 




Exons 


1845. .2090, 


1882 


. .2088 










Seq. No. 


15032 








Seq. ID 


OJ990627_47.9A01 


.C15 


Gene No. 


31949 








Strand 






Start 


D D 








End 


2205 




Name 


OJ990627 47 


. 9A01 


.C15.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1845 








End 


2189 




GI 


none 








Score 


70 




Exons 


1845. .1952, 


1965 


. .2189, 


1975 


. .2181 






Seq. No. 


15033 








Seq. ID 


OJ990627_47. 9A01 


.C16 


Gene No. 


31950 








Strand 






Start 


4296 








End 


4681 




Name 


OJ990627 47 


. 9A01 


,C16.ol 


.np 


Method 


AAT/NAP 





15723 




Start 


4296 


End 


4681 




GI 


6539570 


Score 


77 




Exons 


4296.. 4362, 4515. .4681 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


15034 


Seq. ID 


OJ990627_4 7.9A01 


.C17 


Gene No. 


31951 


Strand 


+ 




Start 


250 


End 


337 




Name 


OJ990627 47. 9A01 . CI 7 . ol . gs 


Method 


GENSCAN 




Start 


250 


End 


337 




GI 


none 


Score 


.85 




Exons 


250 . . 337 








Seq. No. 


15034 


Seq. ID 


OJ990627_47.9A01 


.C17 


Gene No. 


31952 


Strand 






Start 


1872 


End 


2179 




Name 


OJ990627 47. 9A01 . C17 . o2 . gs 


Method 


GENSCAN 




Start 


1872 


End 


2179 




GI 


none 


Score 


.57 




Exons 


1872. .1990, 2074. .2179 








Seq. No. 


15035 


Seq. ID 


OJ990427_30.9A19, 


.CI 


Gene No. 


31953 


Strand 


+ 




Start 


1 


End 


2339 




Name 


OJ990427_30 . 9A19.C1 .ol . np 


Method 


AAT/NAP 




Start 


1 


End 


2336 




GI 


6630685 


Score 


1859 




Exons 


1..388, 419. .654, 687. .2336 








GI Descrip. 


(AP000969) Similar to copia- 


■type pol polyprotein. (AF105716) 




[Oryza sativa] 








Seq. No. 


15035 


Seq. ID 


OJ990427_30. 9A19, 


.CI 


Gene No. 


31953 


Strand 


+ 




Start 


1 


End 


2339 




Name 


OJ990427 30 . 9A19 . CI . ol . gs 


Method 


GENSCAN 




Start 


46 


End 


2339 




GI 


none 


Score 


.72 




Exons 


46. .1113, 1359. .1804, 1970.. 


2339 






Seq. No. 


15035 


Seq. ID 


OJ990427_30. 9A19. 


.CI 


Gene No. 


31954 


Strand 






Start 


3358 


End 


6393 




Name 


OJ990427 30. 9A19 . CI . o3 . tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


383 




GI 


none 


Score 


132 




Exons 


1..231, 241. .378, 243. .383 








Seq. No. 


15035 


Seq. ID 


OJ990427_30.9A19. 


,C1 


Gene No. 


31954 


Strand 






Start 


3358 


End 


6393 




Name 


OJ990427 30. 9A19 . CI . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


141 




GI 


none 


Score 


210 




Exons 


1..141, 3. .134 








Seq. No. 


15035 


Seq. ID 


OJ990427_30.9A19. 


CI 


Gene No. 


31954 


Strand 







15724 




Start 


3358 


End 


6393 




Name 


OJ990427 30. 9A19 . CI . o3 . tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


384 




GI 


none 


Score 


303 




Exons 


1..246, 3. .236, 232. .384 








Seq. No. 


15035 


.Seq. ID 


OJ990427_30.9A19, 


,C1 


Gene No . 




Strand 






Start 


3358 


End 


6393 




Name 


OJ990427 30.9A19.Cl.o3.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


384 




GI 


none 


Score 


203 




Exons 


1. .234, 1. . 120, 3. .227, 256. . 


384 






Seq. No. 


15035 


Seq. ID 


OJ990427_30. 9A19, 


.CI 


Gene No. 


31954 


Strand 






C +- -j >- f- 


3358 


End 


6393 




Name 


OJ990427 30.9A19.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


700 


End 


1312 




GI 


5509260 


Score 


40 




Exons 


700. .750, 700. .750, 772. .1086, 807. .1010, 1092. .1307, 1115 


GI Descrip. 










Seq. No. 


15035 


Seq. ID 


OJ990427_30.9A19, 


XI 


Gene No. 


31954 


Strand 






Start 


3358 


End 


6393 




Name 


OJ990427 30.9A19.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


828 


End 


1304 




GI 


none 


Score 


83 




Exons 


828. .917, 829. .918, 898. .1086 


, 960. .1010, 1118. .1288, 






1122. .1298, 1125.. 1304 








Seq. No. 


15035 


Seq. ID 


OJ990427_30.9A19. 


XI 


Gene No . 


31954 


Strand 






Start 


3358 


End 


6393 




Name 


OJ990427 30. 9A19.Cl.o4 .tm 


Method 


TBLASTX: Maize 




Start 


838 


End ' 


108 6 




GI 


none 


Score 


250 




Exons 


838. .1086, 855. .1010 








Seq. No. 


15035 


Seq. ID 


OJ990427_30.9A19. 


.CI 


Gene No . 


31954 


Strand 






Start 


3358 


End 


6393 




Name 


OJ990427 30. 9A19 . CI . o2 . tc 


Method 


TBLASTX: Cress 




Start 


934 


End 


1193 




GI 


none 


Score 


145 




Exons 


934 /.1086, 1086. .1193 








Seq. No. 


15035 


Seq. ID 


OJ990427_30.9A19. 


,C1 


Gene No. 


31954 


Strand 






Start 


3358 


End 


6393 




Name 


OJ990427 30. 9A19 . CI . o2 . tm 


Method 


TBLASTX: Maize 




Start 


1112 


End 


1550 




GI 


none 


Score 


450 




Exons 


1112. .1348, 1113. .1550, 1116. 


.1547 






Seq. No. 


15035 


Seq. ID 


OJ990427_30.9A19. 


CI 



15725 




Gene No. 


31954 






Strand 






Start 


3358 






End 


6393 




Name 


OJ990427 30 


.9A19 


.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1488 






End 


1916 




GI 


none 






Score 


96 




Exons 


1488. .1637, 


1659 


..1916, 1670 


. .1798 






Seq. No. 


15035 






Seq. ID 


OJ990427_30.9A19 


.CI 


Gene No. 


31954 






Strand 






Start 


3358 






End 


6393 




Name 


OJ990427 30 


. 9A19 


.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


1662 






End 


2318 




GI 


none 






Score 


710 




Exons 


1662. .2318, 


1670 


. .2317 








Seq. No. 


15035 






Seq. ID 


OJ990427_30.9A19 


.CI 


Gene No. 


31954 






Strand 






Start 


3358 






End 


6393 




Name 


OJ990427 30 


. 9A19 


Cl.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1680 






End 


2348 




GI 


none 






Score 


293 




Exons 


1680. .2078, 


1784 


.2026, 2088 


. .2348, 2102. .2272 




Seq. No. 


15035 






Seq. ID 


OJ990427_30 . 9A19 


.CI 


Gene No. 


31954 






Strand 






Start 


3358 






End 


6393 




Name 


OJ990427 "30 


. 9A19 


Cl.ol.tc 


Metnoa 


I BLAb IX: cress 




Start 


1953 






End 


2273 




GI 


none 






Score 


84 




Exons 


1953. .2084, 


2073 


.2273, 2105 


. .2221 






Seq. No. 


15035 






Seq. ID 


OJ990427_30. 9A19 


.CI 


Gene No . 


31954 






Strand 






Start 


3358 






End 


6393 




Name 


OJ990427 30 


.9A19 


Cl.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


1953 






End 


2273 




GI 


none 






Score 


84 




Exons 


1953. .2075, 


2082 


.2273, 2097 


. .2273 






Seq. No. 


15035 






Seq. ID 


OJ990427_30. 9A19 


.CI 


Gene No. 


31954 






Strand 






Start 








End 


6393 




Name 


OJ990427 30 


.9A19 


Cl.o2.np 


Method 


AAT/NAP 




Start 


3358 






End 


6393 




GI 


5852175 






Score 


107 




Exons 


3358. .3390, 


4022 


.4133, 6319 


. .6393 






GI Descrip. 


(AL117265) 


zhb0005.1 [Oryza 


sativa] 






Seq. No. 


15036 






Seq. ID 


OJ990427_30.9Al9 


.C2 


Gene No. 


31955 






Strand 


+ 




Start 


1 






End 


8408 




Name 


OJ990427 30 


. 9A19. 


C2 . ol .np 


Method 


AAT/NAP 




Start 


1 






End 


1722 




GI 


6815052 






Score 


1239 




Exons 


1..78, 283. 


.418, 


467. .1164, 


1246. . 1321, 


1604. .1722 





GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



15726 



Seq. No. 


15036 


Seq. ID 


OJ990427_ 


30.9A19.C2 


Gene No. 


31955 


Strand 


+ 




Start 


1 


End 


8408 




Name 


OJ990427 30.9A19.C2.ol.gs 


Method 


GENSCAN 




Start 


151 


End 


8408 




GI 


none 


Score 


.46 




Exons 


151. .1321, 1604. .1721, 1726. 


.1866, 2223. .2460, 2506. .2665, 




3080.. 3103, 5431.. 5558, 5750.. 5887, 6002.. 6275, 


6401. .6498, 




6816.. 6908, 8349.. 8408 








Seq. No. 


15036 


Seq. ID 


OJ990427_ 


30.9A19.C2 


Gene No. 


31956 


Strand 


+ 




Start 


8370 


End 


8480 




Name 


OJ990427 30.9A19.C2.o2.gp 


Method 


AAT/GAP 




Start 


8370 


End 


8480 




GI 


uC-osflcyp088bl2bl 


Score 


143 




Exons 


8370. .8480 








GI Descrip. 


f 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomi 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


15036 


Seq. ID 


OJ990427_ 


30.9A19.C2 


Gene No. 


31957 


Strand 


+ 




Start 


13524 


End 


17018 




Name 


OJ990427 30.9A19,C2.o2.np 


'Method 


AAT/NAP 




Start 


13524 


End 


17018 




GI 


4388825 


Score 


1249 




Exons 


13524. .13560, 154 95 16251 , 


16297. .16428, 16468. 


. 16781, 




16832. . 17018 








GI Descrip. 


(AC006528) putative retroelement pol polyprotein 


t Arabidopsi 




thaliana] 








Seq. No. 


15036 


Seq. ID 


OJ990427_ 


30.9A19.C2 


Gene No. 


31958 


Strand 


+ 




Start 


17047 


End 


22408 




Name 


OJ990427 30.9A19.C2.o4.gs 


Method 


GENSCAN 




Start 


17047 


End 


21055 




GI 


none 


Score 


.69 




Exons 


17047. .17078, 17308. .17417, 


18085. .18182, 18338. 


.19250, 




19432. .19647, 19755. .19972, 


20585. .21055 




Seq. No. 


15036 


Seq. ID 


OJ990427_ 


30.9A19.C2 


Gene No. 


31958 


Strand 


+ 




Start 


17047 


End 


22408 




Name 


OJ990427 30.9A19.C2.o3.np 


Method 


AAT/NAP 




Start 


17650 


End 


19210 




GI 


6815053 


Score 


186 




Exons 


17650. .17844, 19092. .19210 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


15036 


Seq. ID 


OJ990427_ 


30. 9A19.C2 


Gene No. 


31958 


Strand 


+ 




Start 


17047 


End 


22408 




Name 


OJ990427 30.9A19.C2.o4.np 


Method 


AAT/NAP 




Start 


18258 


End 


22408 




GI 


4388825 


Score 


230 




Exons 


18258. .18414, 18517. .18 956, 


22373. .22408 




GI Descrip. 


(AC006528) putative retroelement pol polyprotein 


[Arabidopsi; 



15727 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15036 
31959 
24594 

OJ990427_30 . 9A19 . C2 . o5 . np 

24594 

4309764 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24594. .25195, 25292 25474 , 26114 .. 26233, 26767. .26789 
(AC006217) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990427_30.9A19.C2 
+ 

26789 
AAT/NAP 
26789 
432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990427_30.9A19.C2 
Strand + 



15036 
31960 
29819 

OJ990427_30.9A19.C2.o6.np 
29819 
2462640 
29819. .29876, 29907. .30201 

(Y13370) reverse transcriptase [Oryza sativa] 



End 

Method 

End 

Score 



30201 
AAT/NAP 
30201 
321 



Seq. No. 15036 Seq. ID 

Gene No. 31961 Strand 

Start 35565 End 

Name OJ990427_30 . 9A19 . C2 . o7 . gs • Method 

Start 35565 End 

GI none Score 

Exons 35565. . 36869 



OJ990427__30.9A19.C2 
+ 

36869 
GENSCAN 
36869 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15036 
31961 
35565 

OJ990427 30. 9A19.C2.o8.np 



Seq. ID OJ990427_30.9A19.C2 

Strand + 

End 36869 

Method AAT/NAP 

End 36836 

Score 557 



35586 
3924604 
35586. .36836 

(AF069442) putative leucine-rich repeat protein [Arabidopsis 
thaliana] 



Seq. No. 15036 Seq. ID 

Gene No. 31962 Strand 

Start 38222 End 

Name OJ990427_30 . 9A19 . C2 . 08 . gs Method 

Start 38222 End 

GI none Score 

Exons 38222. .38331, 38357.. 38759 



OJ990427_30. 9A19.C2 
+ 

38759 
GENSCAN 
38759 
.61 



Seq. No. 15036 Seq. ID 

Gene No. 31963 Strand 

Start 4 0960 " End 

Name OJ990427_30 . 9A19 . C2 . olO . np Method 

Start 40651 End 

GI 3645898 Score 

Exons 40651. .41742, 4 1782 42 171 , 42248.-42347 

GI Descrip. (U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 



OJ990427_30. 9A19.C2 
+• 

42347 
AAT/NAP 
42347 
565 



15728 



Seq. No. 15036 Seq. ID 

Gene No. 31963 Strand 

Start 40960 End 

Name OJ990427_30 . 9A19 . C2 . o9 . gs Method 

Start 40960 End 

GI none Score 

Exons 40960.. 41889 



OJ990427_30.9A19.C2 
+ 

42347 
GENSCAN 
41889 
.95 



Seq. No. 15036 

Gene No. 31964 

Start 42309 

Name OJ990427_30 . 9A19 . C2 . olO . gs 

Start 42309 

GI none 

Exons 42309. .42534, 42774 .. 42910, 
43714. .43811 



Seq. ID OJ990427_30.9A19.C2 

Strand + 

End 44532 

Method GENSCAN 

End 43811 

Score .72 
42945. .43213, 43219 .. 4334 9, 



Seq. No. 15036 Seq. ID OJ9904 27_30 . 9A19 . C2 

Gene No. 31964 Strand + 

Start 42309 End 44532 

Name OJ990427_30 . 9A19 . C2 . ol2 . np Method AAT/NAP 

Start 42395 End 44532 

GI 6063554 Score 204 

Exons 42395.-42463, 42980 43227 , 44351. .44532 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


15036 


Seq.- ID 


OJ990427 


_30. 


.9A19. 


.C2 


Gene No. 


31964 


Strand 


+ 








Start 


42309 


End 


44532 








Name 


OJ990427 30. 9A19 . C2 . oil . np 


Method 


AAT/NAP 








Start 


42910 


End 


43808 








GI 


5852178 


Score 


377 








Exons 


42910. .43205, 4 3237 .. 4334.2 , 


43706.. 43808 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 










Seq. No. 


15036 


Seq. ID 


OJ990427 


_30. 


■9A19, 


.C2 


Gene No. 


31965 


Strand 










Start 


9371 


End 


10698 








Name 


OJ990427 30. 9A1 9 . C2 . o2 . gs 


Method 


GENSCAN 








Start 


9371 


End 


10698 








GI 


none 


Score 


.43 








Exons 


9371.. 9555, 9678.-9835, 10580.. 10698 










Seq. No. 


15036 


Seq. ID 


OJ990427_ 


_30. 


,9A19. 


,C2 


Gene No. 


31966 


Strand 










Start 


32470 


End 


35191 








Name 


OJ990427 30. 9A19, C2 . 06 . gs 


Me.thod 


GENSCAN 








Start 


32470' 


End 


35191 








GI 


none 


Score 


.97 








Exons 


32470. .32714, 34224 34 404 , 


35129. .35191 








Seq. No. 


15036 


Seq. ID 


OJ990427_ 


_30. 


9A19. 


,C2 


Gene No. 


31967 


Strand 










Start 


39651 


End 


40779 








Name 


OJ990427 30.9A19.C2.o9.np 


Method 


AAT/NAP 









15729 






Start 


39651 






End 


40779 






GI 


6721507 




Score 


218 






Exons 


39651. 


.39729, 39939 


. .40001, 


40274. .40408, 40686. .40779 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


- 




Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19 


.C2 




Gene No. 


31968 






Strand - 








Start 


. 4 5118 






End 


47881 






Name 


OJ990427 30.9A19.C2, 


. oil . gs 


Method 


GENSCAN 






Start 


45118 






End 


47881 






GI 


none 






Score 


.42 






Exons 


45118. 


.45233, 45676. 


. .45969, 


46337. .46441, 4 7294 4 7353, 








47359. 


.47881 












Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19 


. C2 




Gene No. 


31969 






Strand 








Start 


55245 






End 


57353 






Name 


OJ990427 30.9A19.C2. 


.o5 . tw 


Method 


TBLASTX: Wheat 






Start 


12003 






End 


34607 






GI 


none 






Score 


284 






Exons 


12003. 


.12260, 12004, 


. .12261, 


12295. . 12357, .34 378.-34 4 52, 








34566. 


.34607 










□ 


Seq. No. 


15036 






Seq. ID 


OJ990427_30. 9A19 


.C2 




Gene No. 


31969 






Strand 








Start 


55245 






End 


57353 




yj\ 


Name 


v OJ990427 30.9A19.C2. 


.ol0;tw 


Method 


TBLASTX: Wheat 




rLI 


Start 


14122 






End 


46751 




r? 

•: cc 


GI 


none 






Score 


199 




Ul 


Exons 


14122. 


.14475, 46620. 


. .46751 








:. i 
:s; 


Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19 


. C2 


I'll 


Gene No. 


31969 






Strand 








Start 


55245 






End 


57353 




f-i 


Name 


OJ990427 30.9A19.C2, 


,o6.tw 


. Method 


TBLASTX: Wheat 




: i. i 


Start 


15647 






End 


16049 






GI 


none 






Score 


116 






Exons 


15647 . 


.15817, 15743. 


, .15805, 


15793. . 15981, 15822 ... 15974 , 




.E 31 




15981. 


.16049 










'ssl 

C3 


Seq. No. 


15036 






Seq. ID 


OJ990427_30. 9A19 


.C2 




Gene No. 


31969 






Strand 








Start 


55245 






End 


57353 






Name 


OJ990427 30.9A19.C2. 


ol.tw 


Method 


TBLASTX: Wheat 






Start 


16141 






End 


16572 






GI 


none 






Score 


514 






Exons 


16141. 


.16572, 16143. 












Seq. No. 


15036 






Seq. ID-. 


OJ990427_30.9A19 


.C2 




Gene No. 


31969 






Strand 








Start 


55245 






End 


57353 






Name 


OJ990427 30.9A19.C2. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


16330 






End 


16719 






GI 


none 






Score 


248 






Exons 


16330. 


. 16719 












Seq. No. 


15036 






Seq. ID 


OJ990427_30. 9A19 


.C2 



15730 




Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


16432 






End 


16785 




GI 


none 






Score 


66 




Exons 


16432. 


.16497, 16497. 


.16766, 


16498. .16785, 16570.. 16785 




Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19, 




Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


16572 






End 


16856 




GI 


none 






Score 


91 




Exons 


16572. 


.16856, 16574. 


.16807, 


16576. .16839 




Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19. 


.C2 


Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16857 






End 


17331 




GI 


none 






Score 


161 




Exons 


16857. 


.16994, 16859. 


.16990, 


16860. .16991, 16879. .16995, 






17059. 


.17148, 17128. 


.17331 








Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19, 


,C2 


Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


17044 






End 


17394 




GI 


none 






Score 


53 




•Exons 


17044. 


.17121, 17125. 


.17394 








Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19. 


,C2 


Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


18359 






End 


18724 




GI 


none 






Score 


110 




Exons 


18359. 


.18502, 18545. 


.18724, 


18616. .18723 




Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19, 


.C2 


Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


24537 






End 


24875 




GI 


none 






Score 


267 




Exons 


24537. 


.24875, 24563. 


.24874 








Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19. 


,C2 


Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


24564 






End 


25018 




GI 


none 






Score 


261 




Exons 


24564 . 


.24875, 24569. 


.24799, 


24884. .25000, 24887. .25018 




Seq. No. 


15036 






Seq. ID 


OJ990427_30. 9A19, 


,C2 



15731 



Li 

:s 

'•si 
z: 

3? 

y 



Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


24887 






End 


25374 




GI 


none 






Score 


138 




Exons 


24887. 


.25024, 24889 


. .25023, 


25023. .25142, 25024 25275, 






25285'. 


.25374 










Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19 


.C2 


Gene No. 


31969 






Strand 


_ 




Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


25023 






End 


25278 




GI 


none 






Score 


209 




Exons 


25023. 


.25277, 25024 


. .25278 








Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19 


,C2 


Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


29885 






End 


30639 




GI 


none 






Score 


55 




Exons 


29885. 


.29965, 29998 


. .30255, 


30007. .30111, 30171. .30254, 






30304. 


.30342, 30313 


. .30348, 


30377. .30541, 30586. .30639 




Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19 


.C2 


Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


30655 






End 


31068 




GI 


none 






Score 


227 




Exons 


30655. 


.30900, 30765 


. .30887, 


30889. .30951, 30961.. 31068 




Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19 


,C2 


Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


30726 






End 


30990 




GI 


none 






Score 


262 




Exons 


30726. 


.30950, 30736 


. .30990 








Seq. No. 


15036 






Seq. ID 


OJ990427_30. 9A19 


.C2 


Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


31318 






End 


31602 




GI 


none 






Score 


207 




Exons 


31318. 


.31602 










Seq. No. 


15036 






Seq. ID 


OJ990427_30.9A19 


.C2 


Gene No. 


31969 






Strand 






Start 


55245 






End 


57353 




Name 


OJ990427 30.9A19.C2 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


36195 






End 


36767 




GI 


none 






Score 


89 




Exons 


36195. 


.36308, 36339 


. .36455, 


36491. .36679, 36492 .. 36689, 






36702. 


.36767 











15732 




Seq. No. 


15036 




Seq. ID 


OJ990427 


_30 . 9A19 


.C2 


Gene No. 


31969 




Strand 








Start 


55245 




End 


57353 






Name 


OJ990427 30.9A19.C2. 


o5. tm 


Method 


TBLASTX: 


Maize 




Start 


45722 




End 


46087 






GI 


none 




Score 


72 






Exons 


45722~45937, 45816. 


.45932, 


45962. .46087, 45963 


. .46070 




Seq. No. 


15036 




Seq. ID 


OJ990427 


_30.9A19 


.C2 


Gene No. 


31969 




Strand 








Start 


55245 




End 


57353 






Name 


OJ990427 30.9A19.C2. 


ol3 .np 


Method 


AAT/NAP 






Start 


55245 




End 


57353 






GI 


4680183 




Score 


177 






Exons 


55245. .55334, 57260. 


.57353 










GI Descrip. 


(AF111709) gag-pol p 


rotein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


15036 




Seq. ID 


OJ990427 


_30.9A19 


.C2 


Gene No. 


31970 




Strand 








Start 


59036 




End 


59965 






Name 


OJ990427 30.9A19.C2. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


59036 




End 


59965 






GI 


none 




Score 


71 






Exons 


59036. .59191, 59039. 


.59173, 


59082. .59111, 59083 


. .59112, 






59084. .59194, 59110. 


.59181, 


59110. .59169, 59110 


. .59202, 






59110. .59208, 59116. 


.59199, 


59136. .59210, 59219 


. .59365, 






59223.-59339, 59228. 


.59329, 


59229. .59339, 59233 


. .59340, 






59252. .59335, 59260. 


.59328, 


59365. .59538, 59376 


. .59525, 






59379. .59528, 59379. 


. 59483, 


59382. .59489, 59382 


. .59537, 






59383. .59493, 59386. 


.59535, 


59407. .59493, 59462 


. .59539, 






59467. .59565, 59474. 


.59566, 


59476. .59565, 59527 


. .59634, 






59528. .59620, 59548. 


.59700, 


59558. .59626, 59597 


. .59725, 






59623. .59700, 59628. 


.59699, 


59728. .59883, 59730 


. .59870, 






59739. .59864, 59747. 


.59869, 


59754. .59861, 59755 


. .59883, 






59765. .59914, 59765. 


.59965, 


59769. .59921, 59875 


. .59946 




Seq. No. 


15037 




Seq. ID 


'.OJ990427 


_30.9A19 


. C3 


Gene No. 


31971 




Strand 


+ 






Start 


737 




End 


1732 






Name 


OJ990427 30.9A19.C3. 


ol.gp 


Method 


AAT/GAP 






Start 


737 




End 


1367 






GI 


none 




Score 


1036 






Exons 


737. .1004, 1094. .1367 










Seq. No. 


15037 




Seq. ID 


OJ990427_ 


_30.9A19 


.C3 


Gene No. 


31971 




Strand 


+ 






Start 


737 




End 


17 32 






Name 


OJ990427 30.9A19.C3. 


ol .gs 


Method 


GENSCAN 






Start 


752 




End 


1732 






GI 


none 




Score 


.43 






Exons 


752. .952, 1094. .1732 












Seq. No. 


15037 




Seq. ID 


OJ990427_ 


J30.9A19 


.C3 


Gene No. 


31972 




Strand 








Start 


1521 




End 


2022 






Name 


OJ990427 30.9A19.C3. 


o2 ,gp 


Method 


AAT/GAP 







15733 




Start 


1521 




End 


2022 


GI 


none 




Score 


920 


Exons 


1521. .2022 








Seq. No. 


15037 




Seq. ID 


OJ990427_30.9A19.C3 


Gene No. 


31973 




Strand 




Start 


2206 




End 


5650 


Name 


OJ990427 30 


.9A19.C3.o2.gs 


Method 


GENSCAN 


Start 


2206 




End 


5594 


GI 


none 




Score 


.46 


Exons 


2206. .2354, 


3785. .3889, 5352. 


.5594 




Seq. No. 


15037 




Seq. ID 


OJ990427_30.9A19.C3 


Gene No. 


31973 




Strand 




Start 


2206 




End 


5650 


Name 


OJ990427 30 


.9A19.C3.o2.np 


Method 


AAT/NAP 


Start 


3985 




End 


5650 


GI 


6539588 




Score 


184 


Exons 


3985. .4004, 


5339. .5650 






GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


15037 




Seq. ID 


OJ990427_30.9A19.C3 


Gene No. 


31973 




Strand 




Start 


2206 




End 


5650 


Name 


OJ990427 30 


. 9A19.C3.ol.np 


Method 


AAT/NAP 


Start 


4623 




End 


5261 


GI 


1708421 




Score 


127 


Exons 


4623. .4786, 


5214. .5261 






GI Descrip. 


ISOFLAVONE 


REDUCTASE HOMOLOG 


IRL gi 11205986 (U33318) sulfur 




starvation 


induced isoflavone 


reductase-like IRL [Zea mays] 


Seq. No. 


15038 




Seq. ID 


OJ990427_30.9A19.C4 


Gene No. 


31974 




Strand 


+ 


Start 


127 




End 


224 


Name 


OJ990427 30 


.9A19.C4.ol.gs 


Method 


GENSCAN 


Start 


127 


End 


224 


GI 


none 




Score 


.68 


Exons 


127. .224 








Seq. No. 


15039 




Seq. ID 


OJ990427_30.9A19.C5 


Gene No. 


31975 




Strand 


+ 


Start 


224 




End 


486 


Name 


OJ990427 30 


. 9A19.C5.ol.gs 


Method 


GENSCAN 


Start 


224 




End 


486 


GI 


none 




Score 


.72 


Exons 


224. .486 








Seq. No. 


15039 




Seq. ID 


OJ990427_30.9A19.C5 


Gene No. 


31976 




Strand 


■+ 


Start 


1624 




End 


2157 


Name 


OJ990427 30 


. 9A19.C5.o3.gp 


Method 


AAT/GAP 


Start 


1624 




End 


2157 


GI 


uC-osflM202048cl2bl 


Score 


718 


Exons 


1624. .2157 









GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



15734 



Seq. No. 15039 Seq. ID 

Gene No. 31977 Strand 

Start 698 End 

Name OJ990427_30 . 9A19 . C5 . o2 . gs Method 

Start 698 End 

GI none Score 

Exons " 698.-727, 1048.. 1166, 1566.. 165.5, 1674 
2685.-2936, 3192. .3408 



OJ990427_30.9A19.C5 

3408 
GEN SCAN 
3408 
.59 

..1790, 2324.. 2362, 



Seq. No. 15039 Seq. ID OJ990427_30 . 9A19 . C5 

Gene No. 31977 Strand 

Start 698 End 3408 

Name OJ990427_30 . 9A1 9 . C5 . ol . gp Method AAT/GAP 

Start 915 End 1174 

GI 61605_3.R1084 Score 415 

Exons . 915.. 1174 

GI Descrip. ' 14 02920/emb | CAA66965 I 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



3 Z7 

w 
rii 

' : : 

Pi! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- , 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15039 Seq. ID OJ990427_30 . 9A19 . C5 

31977 Strand 

698 End 3408 

OJ990427_30. 9A1 9 . C5 . o2 . gp Method AAT/GAP 

915 End 1174 

61605_3.R1084 Score 419 

915. .1174 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



15039 Seq. ID 

31977 Strand 
698 End 
OJ990427_30. 9A1 9 . C5 . ol . np Method 
1534 End 
6063554 Score 
1534. .1727, 2685. .2916, 3034. .3325 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990427_30.9A19.C5 

3408 
AAT/NAP 
3325 
699 



Seq. No. 15039 Seq. ID 

Gene No. 31978 Strand 

Start 38 4 6 End 

Name OJ990427_30 . 9A1 9 . C5 . o3 . gs Method 

Start 3846 End 

GI none Score 
Exons 



OJ990427_30.9A19.C5 

9069 
GENSCAN 
9069 
.77 



3846. .4861, 4989. .5491, 5634. .5877, 6440. .6567, 6756. .6885, 
7592. .7599, 8284. .8522, 8613. .8747, 8851. .9069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15039 
31978 
3846 

OJ990427_30. 9A19 . C5 . o3 . np 
5083 

3243234 . 



Seq. ID OJ990427_30. 9A19.C5 
Strand 

End 9069 

Method AAT/NAP 

End 9057 

Score 658 



5083. .5112, 6713. .6885, 8284. .8522, 8613. .8747, 8851. .9057 
(AF071477) isoflavone reductase related protein [Pyrus communis] 



15735 



Seq. No. 15039 Seq. ID 

Gene No. 31978 Strand 

Start 384 6 End 

Name OJ990427_30 . 9A19 .C5 . o4 . gp Method 

Start 6112 End 

GI 4968598 Score 

Exons 6112.. 6538.. 



OJ990427_30.9A19.C5 

9069 
AAT/GAP 
6538 
712 



Seq. No. 15039 

Gene No. 31978 

Start 3846 

Name OJ990427_30 . 9A19 . C5 . ol . ts 

Start 6707 

GI none 

Exons 6707.. 6880, 6713.. 6895, 6723. 

8287. .8535, 8613. .8747, 8614. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6908, 8286 
.3748, 8953 



OJ990427 30.9A19.C5 



9069 

TBLASTX : Soybean 
9052 
127 

8531, 8286. .8534, 
9051, 8972.. 9052 



Seq. No. 15039 
Gene No. 31978 
Start 3846 

Name OJ990427_30 . 9A19 . C5 . ol . tc 

Start 6713 
GI none 

Exons 6713.. 6895, 6714.. 6908, 8286. 

8350. .8535, 8613. .8747, 8614. 
8953. .9048, 8972. .9046 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8348, 8287 
.8748, 8852 



OJ990427 30.9A19.C5 



9069 

TBLASTX: Cress 
9048 
139 

8346, 8346. 
8884, 8854. 



.8534, 
.8889, 



Seq. No. 15039 Seq. ID 

Gene No. 31978 Strand 

Start 384 6 End 

Name OJ990427_30 . 9A19 .C5 . o2 . tm Method 

Start 6713 End 

GI none Score 

Exons 6713.. 6895, 6726.-6893 



OJ990427_30.9A19.C5 
9069 

TBLASTX: Maize 

6895 

122 



Seq. No. 15039 

Gene No. 31978 

Start 3846 

Name OJ990427_30 . 9A19 . C5 . ol . tm 

Start 8292 

GI none 

Exons 8292..8S34, 8296.. 8535, 8613. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8747, 8614. .8748 



OJ990427_30.9A19.C5 
9069 

TBLASTX: Maize 
8748 
182 



Seq. No. 15040 

Gene No. 31979 

Start 2173 

Name OJ990427_30 . 9A19 . C6 . ol . gs 

Start 2173 

GI none 

Exons 2173.. 2586, 2736.. 3032, 3582, 



Seq. ID OJ990427_30. 9A19.C6 

Strand + 

End 4179 

Method GENSCAN 

End 4179 

Score .82 

.3697, 3795. .3881, 3999. .4179 



Seq. No. 15040 Seq. ID 

Gene No. 31980 Strand 

Start 19717 End 

Name OJ990427_30 . 9A19 . C6 . 06 . gs Method 

Start 19717 End 



OJ990427_30. 9A19.C6 
+ 

22606 

GENSCAN 

22606 



15736 



GI 


none 


Score 


.58 






Exons 


19717. .19730, 21928. .22044, 


22501. .22606 






Seq. No. 


15040 


Seq. ID 


OJ990427 


_30. 9A19. 


G6 


Gene No. 


31981 


Strand 








Start 


6215 


End 


8885 






Name 


OJ990427 30.9A19.C6.o2.gs 


Method 


GENSCAN 






Start 


6215 


End 


8885 






GI 


none 


Score 


.52 






Exons 


6215. .6594, 7173. .7331, 7698. .8159, 8666. .8885 






Seq. No. 


15040 


Seq. ID 


OJ990427 


_30.9A19. 


C6 


Gene No. 


31981 


Strand 








Start 


6215 


End 


8885 






Name 


OJ990427 30.9A19.C6.ol.np 


Method 


AAT/NAP 






Start 


6506 


End 


8160 






GI 


2522230 


Score 


279 






Exons 


6506. . 6586, 7531. .8160 










GI Descrip. 


(AB0074 67) retrotransposon- 


like gene; 


the first 


amino acid 




determined to be leucine [Vicia faba] 








Seq. No. 


15040 


Seq. ID 


OJ990427 


_30.9A19. 


C6 


Gene No. 


31982 


Strand 








Start 


12078 


End 


14689 






Name 


OJ990427_30 . 9A19 . C6 . o4 . gs 


Method 


GENSCAN 






Start 


12078 


End 


14689 






GI 


none 


Score 


. 69 






Exons 


12078. .12510, 12573. .12726, 


14638. .14689 






Seq. No. 


15040 


Seq. ID 


OJ990427 


_30. 9A19. 


C6 


Gene No. 


31983 


Strand 








Start 


15977 


End 


19115 






Name 


OJ990427 30.9A19.C6.o2.tw 


Method 


TBLASTX : 1 


Wheat 




Start 


9029 


End 


9376 






GI 


none 


Score 


90 






Exons 

• 


9029. .9241, 9260. .9376 - 










Seq. No. 


15040 


Seq. ID 


OJ990427 


_30.9A19. 


C6 


Gene No. 


31983 


Strand 








Start 


15977 


End 


19115 






Name 


OJ990427 30.9A19.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


15968 


End 


16474 






GI 


none 


Score 


83 






Exons 


15968. .16051, 15969. .16037, 


16055. .16195, 16056 


. .16196, 






16084 .. 16197, 16208. .164 74, 


16209. . 16472 






Seq. No. 


15040 


Seq. ID 


OJ990427 


_30. 9A19. 


C6 


Gene No. 


31983 


Strand 








Start 


15977 


End 


19115 






Name 


OJ990427 30. 9A19.C6.o5.gs 


Method 


GENSCAN 






Start 


15977 


End 


19084 






GI 


none 


Score 


. 94 






Exons 


15977. .16751, 17067. .18226, 


18675. . 18782, 18929 


. .19084 




Seq. No. 


15040 


Seq. ID 


OJ990427 


_30. 9A19. 


C6 


Gene No. 


31983 


Strand 








Start 


15977 


End 


19115 







15737 



Name 

Start 

GI 

Exons 



OJ9904 27_30 . 9A19 . C6 . o4 . tm 

16476 * 

none 

16476. .16739, 16477 .. 16698 , 



Method TBLASTX: Maize 
En'd 16753 
Score 134 
16496. . 16753 



Seq. No. 15040 ' Seq. ID 

Gene No. 31983 Strand 

Start 15977 End 

Name OJ9904 27_30 . 9A19 . C6 . o3 . tm Method 

Start 17066 End 

GI none Score 

Exons 17066. . 17464, 17067 .. 174 68 , 17068.. 17472 



OJ990427_30.9A19.C6 
19115 

TBLASTX: Maize 
17472 
283 



Seq. No. 15040 Seq. ID 

Gene No. 31983 Strand 

Start 15977 End 

Name OJ9904 27^30 . 9A19 . C6 . ol . tw Method 

Start 17403 End 

GI none Score 

Exons 17403. . 17540, 17 4 40 17532, 

17557. .17763, 17562. .17768 



OJ990427_30.9A19.C6 
19115 

TBLASTX : Wheat 
17768 
116 

17453. . 17548, 17513. . 17767, 



Seq. No. 15040 Seq. ID 

Gene No. 31983 Strand 

Start 15977 End 

Name OJ9904 27_30 . 9A19 .C6 . ol . tm Method 

Start 17474 End 

GI none Score 

Exons 17474. .17581, 17551 .. 17772 , 

17809. .17955, 17819.. 17974 



OJ990427_30.9A19.C6 
19115 

TBLASTX: Maize 
17974 
266 

17558. .17800, 17562 17768, 



Seq. No. 15040 Seq. ID 

Gene No. 31983 Strand 

Start 15977 End 

Name OJ990427_30 . 9A19 . C6 . ol . tc Method 

Start 17528 End 

GI none Score 

Exons 17528 .. 17767, 1754 6 1774 3, 17637.. 17768 



OJ990427_30.9A19.C6 
19115 

TBLASTX: Cress 
17768 
93 



Seq. No. 15040 Seq. ID 

Gene No. 31983 Strand 

Start 15977 End 

Name OJ990427_30 . 9A19 . C6 . ol . ts Method 

Start 17528 End 

GI none Score 

Exons 17528. .17767, 17568 177 68 , 17651.. 17776 



OJ990427_30. 9A19.C6 
19115 

TBLASTX: Soybean 
17776 
157 



Seq. No. 15040 Seq. ID 

Gene No. -31983 Strand 

Start 15977 End 

Name OJ990427_30 . 9A19 . C6 . ol . gp Method 

Start 17851 End 

GI none Score 

Exons 17851. .18040 



OJ990427_30. 9A19.C6 

19115 
AAT/GAP 
18040 
348 



Seq. No. 
Gene No. 



15040 
31983 



Seq. ID 
Strand 



OJ990427 30.9A19.C6 



15738 



en 

m 



Start 


15977 


End 


19115 


Name 


OJ990427 30.9A19.C6.o2.ts 


Method 


TBLASTX : Soybean 


Start 


18669 


End 


19115 


GI 


none 


Score 


92 


Exons 


18669. .18782, 18929 19114 , 


18930. .19115 


Seq. No. 


15041 


Seq. ID 


OJ990427 30.9Al9.C9 


Gene No. 


31984 


Strand 


+ 


Start 


385 


End 


690 


Name 


OJ990427 30.9A19.C9.ol.gs 


Method 


GENSCAN 


Start 


385 


End 


690 


GI 


none 


Score 


.87 


Exons 


385. .690 






Seq. No. 


15041 


Seq. ID 


OJ990427_30. 9A19.C9 


Gene No. 


31985 


Strand 


+ 


Start 


2274 


End 


7020 


Name 


OJ990427 30.9A19.C9.ol.np 


Method 


AAT/NAP 


Start 


2244 


End 


7020 


GI 


6630696 


Score 


2770 


Exons 


2244. .4240, 6936. .7020 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 




region of the predicted gene 


.; Similar 


to retrovirus-related pol 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


15041 


Seq. ID 


OJ990427_30.9Al9.C9 


Gene No. 


31985 


Strand 


+ 


Start 


2274 


End 


7020 


Name 


OJ990427 30.9A19.C9.o2.gs 


Method 


GENSCAN 


Start 


2274 


End 


2738 


GI 


none 


Score 


.63 


Exons 


2274.. 2454, 2515.. 2738 






Seq. No. 


15041 


Seq. ID 


OJ990427_30.9Al9.C9 


Gene No. 


31986 


Strand 


+ 


Start 


7497 


End 


9327 


Name 


OJ990427 30. 9A19 . C9 . ol . gp 


Method 


AAT/GAP 


Start 


7344 


End 


7579 


GI 


5867 1.R1084 


Score 


138 


Exons 


7344. .7437, 7550. .7579 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



'464986/sp|P35l32|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42l857_pir S32674 

ubiquitin--protein ligase (EC 6.3.2. 19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



15041 . Seq. ID 

31986 Strand' 

7497 ' End 

OJ990427_30 . 9A19 . C9 . o4 . gs Method 

7497 End 

none Score 

7497.. 7623, 7971.. 8063, 9212. .9327 

15041 Seq. 



OJ990427_30. 9A19.C9 
+ 

9327 
GENSCAN 
9327 
.82 



ID OJ990427 30.9A19.C9 



15739 




Gene No. 


31987 








Strand 






Start 


10845 








End 


11486 




Name 


OJ990427 30. 


9A19 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2250 








End 


2535 




GI 


none 








Score 


263 




Exons 


2250. .2534, 


2303 


.2521, 


2374 . 


.2535, 2404. ,.2535 




Seq. No. 


15041 








Seq. ID 


OJ990427 30.9A19 


C9 


Gene No. 


31987 








Strand 






Start 


10845 








End 


11486 




Name 


OJ990427 30. 


9A19 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2285 








End 


2596 




GI 


none 








Score 


282 




Exons 


2285. .2596, 


2286 


.2594 










Seq. No. 


15041 








Seq. ID 


OJ990427_30. 9A19 


C9 


Gene No . 


31987 








Strand 






Start 


10845 








End 


11486 




Name 


OJ990427 30. 


9A19 


C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3097 








End 


3477 




GI 


none 








Score 


174 




Exons 


3097. .3255, 


3101 


.3256, 


3118. 


.3255, 3183.. 3434, 3259.. 3435, 




3260. .3388, 


3262 


.3477, 


3266. 


.3451 






Seq. No. 


15041 








Seq. ID 


OJ990427_30.9A19 


C9 


Gene No. 


31987 








Strand 






Start 


10845 








End 


11486 




Name 


OJ990427 30. 


9A19 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3594 








End 


4025 




GI 


none 








Score 


69 




Exons 


3594 . .3704, 


3762 


.4025, 


3842. 


.4018 






Seq. No. 


15041 








Seq. ID 


OJ990427_30.9A19 


C9 


Gene No. 


31987 








Strand 






Start 


10845 








End 


11486 




Name 


OJ990427 30. 


9A19 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3815 








End 


4209 




GI 


none 








Score 


- 155 




Exons 


3815. .4033, 


3855 


74 034, 


4036. 


.4209 






Seq. No. 


15041 








Seq. ID 


OJ990427_30.9A19 


C9 


Gene No. 


31987 








Strand 






Start 


10845 








End 


11486 




Name 


OJ990427 30. 


9A19. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3868 








End 


4233 




GI 


none 








Score 


142 




Exons 


3868. .4026, 


3869. 


.4024, 


3869. 


.4048, 3870. .4034, 4038. .4232, 




4039. .4233 














Seq. No. 


15041" 








Seq. ID 


OJ990427_30. 9A19. 


C9 


Gene No. 


31987 








Strand 






Start 


10845 








End 


11486 




Name 


OJ990427 30. 


9A19. 


C9.o5. 


gs 


Method 


GENSCAN 




Start 


10845 








End 


11486 




GI 


none 








Score 


.47 





Exons 10845. .10909, 11330.. 11486 

15740 



Seq. No. 15042 

Gene No. 31988 

Start 66 

Name OJ990427_30 . 9A19 . CIO . ol . gs 

Start 66 

GI none 

Exons 66.. 220 



Seq. ID OJ990427_30. 9A19. 

Strand + 

End 220 

Method GENSCAN 

End 220 

Score .8 



CIO 



Seq. No. 15042 

Gene No. 31989 

Start 1 

Name OJ990427_30 . 9A19 . C10 . ol . np 

Start 1 

GI 5042447 

Exons 1 . . 332 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990427_30. 9A19, 
Strand 

End 332 

Method AAT/NAP 

End 332 

Score 507 



C10 



Seq. No; 15042 

Gene No. 31989 

Start 1 

Name OJ990427_30 . 9A1 9 . C10 , ol . tw 

Start 1 

GI none 

Exons 1..285, 1..243, 3.. 287 

Seq. No. 15042 

Gene No. 31989 

Start 1 

Name OJ990427_30 . 9A19 . C10 . ol . tm 

Start 9 

GI none 
Exons 



Seq. ID OJ990427_30. 9A19. 

Strand 

End 332 

Method TBLASTX : Wheat 

End 287 

Score 224 



Seq. ID OJ990427_30. 9A19, 

Strand 

End 332 

Method TBLASTX : Mai ze 

End 299 

Score 200 



C10 



C10 



9. .287, 10. .234, 17. .298, 246. .299 



Seq. No. 15042 

Gene No. 31989 

Start 1 

Name OJ990427_30 . 9A19 . C10 . ol . ts 

Start 15 

GI none 

Exons 15.. 260, 16.. 81 



Seq. ID OJ990427_30.9A19, 

Strand 

End 332 

Method TBLASTX : Soybean 

End 260 

Score 52 



C10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15043 
31990 
1 

OJ990427_30 . 9A19 . Cll . ol . np 
1 

4558567 
1..309, 387. .709 

(AC007138) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990427_30.9A19, 

Strand + 

End 709 

Method AAT/NAP 

End 709 

Score 145 



Cll 



15043 
31990 
1 

OJ990427_30 . 9A19 . Cll . ol . tm 
1 

none 

1..306, 384. .488 



Seq. ID OJ990427_30. 9A19. 

Strand + 

End 709 

Method TBLASTX : Maize 

End 488 

Score 230 



Cll 



15741 



Seq. No. 


15043 






Seq. ID 


Gene No. 


31990 






Strand 


Start 


1 






End 


Name 


OJ990427 30.9A19.C11 


.ol, 


. gs 


Method 


Start . 


88 






End 


GI 


none 






Score 


Exohs 


88,... 309, 465.. 630 








Seq. No. 


15044 






Seq. ID 


Gene No. 


31991 






Strand 


Start 


183 






End 


Name 


OJ990427 30.9A19.C12 


.ol, 


. gs 


Method 


Start 


183 






End 


GI 


none 






Score 


Exons 


183. .354, 445. .559 








Seq. No. 


15045 






Seq. ID 


Gene No. 


31992 






Strand 


Start 


339 






End 


Name 


OJ990427 30.9A19.C13, 


.ol, 


. gs 


Method 


Start 


339 






End 


Gl' 


none 






Score 


Exons 


339. .459, 473. .523 








Seq. No. 


15046 






Seq. ID 


Gene No. 


31993 






Strand 


Start 


944 






End 


Name 


OJ990427 30.9A19.C14, 


.ol, 


.np 


Method 


Start 


944 






End 


GI 


5902444 






Score 


Exons 


944. .1050 









30.9A19.C11 



709 

GENSCAN 

630 

.73 



OJ990427 
+ 

559 

GENSCAN 

559 

.46 



OJ990427_ 
+ 

523 

GENSCAN 

523 

.82 



OJ990427_ 

-f 

1050 
AAT/NAP 
1050 
143 



30. 9A19.C12 



30.9A19.C13 



30.9A19.C14 



11 GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15046 Seq. ID 

31994 Strand 

335 End 
OJ990427_30 . 9A1 9 . C14 . ol . gs Method 

335 End 

none Score 

335. .481, 808. .1020 



OJ990427_30.9A19.C14 

1020 
GENSCAN 
1020 
.51 



15047 Seq. ID OJ990427 

31995 Strand + 

1 End 4 60 

OJ990427_30. 9A19 . C15 . ol . np Method AAT/NAP 

1 End 4 60 

4680183 Score . 663 
1..460 

(AF111709) gag-pol protein [Oryza sativa subsp. 

15047 Seq. ID OJ990427 

31995 Strand + 

1 End 4 60 

OJ990427_30. 9A19 . C15 . ol . gs Method GENSCAN 

57 End 452 

none Score . 55 



30.9A19.C15 



indica] 

30. 9A19.C15 



15742 




Exons 57.. 129, 225.. 452 





Seq. No. 


15047 






Seq. ID 


OJ990427_30.9A19 


.C15 




Gene No. 


31995 






Strand 


+ 






Start 


1 






End 


4 60 






Name 


OJ990427 30.9A19.C15 


.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


66 






End 


4 01 






GI 


none 






Score 


172 






Exons 


66. .401, 89. .199 














Seq. No. 


15048 






Seq. ID 


OJ990427_30.9A19, 


.C16 




Gene No. 


31996 






Strand 


+ 






Start 


1 






End 


1365 






Name 


OJ990427 30.9A19.C16 


.ol 


.gs 


Method 


GENSCAN 






Start 


1 






End 


1245 






GI 


none 






Score 


.42 






Exons 


1..485, 603. .1245 














Oc^ . IN \J • 


1 ROd ft 






Seq. ID 


OJ990427_30.9A19, 






Gene No. 


31996 






Strand 


+ 






Start 


1 






End 


1365 






Name 


OJ990427 30.9A19.C16 


.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


1365 






GI 


4680179 






Score 


1601 ' 






Exons 


1. . 1365 














GI Descrip. 


(AF111709) polyprote. 


in 


[Oryza 


sativa subsp. indica] 




cn 

r: > t 


Seq. No. 


15048 






Seq. ID 


OJ990427_30.9A19. 


■ C16 


■ L: 


Gene No. 


31996 






Strand 


+ 




□ 


Start 


1 






End 


1365 






Name 


OJ990427 30.9A19.C16 


.o2 


.tw 


Method 


TBLASTX: Wheat 




a: 


Start 


402 






End 


858 




iMI 


GI 


none 






Score 


52 




i ar 


Exons 


402. .821, 406. .456, - 


480 


. . 632, 


511. .852 


, 541. .858 




■s =J 


Seq. No. 


15048 






Seq. ID 


OJ990427_30.9A19. 


.C16 


M 


Gene No. 


31996 






Strand 


+ 




L J; 


Start 


1 






End 


1365 




' =; 


Name 


OJ990427 30.9A19.C16 


.o2 


. tm 


Method 


TBLASTX: Maize 




'is: 


Start 


550 






End 


903 






GI 


none 






Score 


261 




CI! 


Exons 


550. .822, 811. .903 














Seq. No. 


15048 






Seq. ID 


OJ990427_30.9A19. 


.C16 




Gene No. 


31996 






Strand 


+ 






Start 


1 






End 


1365 






Name 


OJ990427 30.9A19.C16 


.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


826 






End 


1185 






GI t 


none 






Score 


470 






Exons 


826. .1185, 828. .863, 


909. .1184 








Seq. No. 


15048 






Seq. ID 


OJ990427_30.9A19. 


,C16 




Gene No. 


31996 






Strand 


+ 






Start 


1 






End 


1365 






Name 


OJ990427 30.9A19.C16 


.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


898 






End 


1299 






GI 


none 






Score 


511 





15743 



Exons 



898.. 1299, 909.. 1298 



Seq. No. 15048 Seq. ID 

Gene No. 31996 Strand 

Start 1 End 

Name OJ9904 27_30 . 9A19 . CI 6 . ol . tm Method 

Start 919 End 

GI none Score 

Exons 919.. 1362, 1053.. 1337 



OJ990427_30.9A19.C16 
+ 

1365 

TBLASTX: Maize 

1362 

399 



Seq. No. 15049 

Gene No. 31997 

Start 1 

Name OJ9904 27_30 . 9A19 . C17 . ol . np 

Start 1 

GI 4680179 

Exons 1..1406 

GI Descrip. (AF111709) polyprotein [Oryza 



Seq. ID OJ990427_30.9A19.C17 

Strand + 

End 1406 

Method AAT/NAP 

End 1406 

Score 2002 

sativa subsp. indica] 



Seq. No. 15049 Seq. ID 

Gene No. 31997 Strand 

Start 1 End 

Name OJ990427_30 . 9A19 . C17 . o2 . tw Method 

Start 1 End 

GI none Score 

Exons 1..435, 2.. 436 



OJ990427_30.9A19.C17 
+ 

1406 

TBLASTX: Wheat 

436 

571 



Seq. No. 15049 Seq. ID 

Gene No. 31997 Strand 

Start 1 End 

Name OJ990427_30 . 9A19 . C17 . ol . gs Method 

Start 32 End 

GI none Score 

Exons 32.. 241, 410.. 526, 655.. 1311 



OJ990427_30.9A19.C17 
+ 

1406 
GEN SCAN 
1311 
.59 



Seq. No. 15049 Seq. ID 

Gene No.. 31997 ' Strand 

Start 1 End 

Name OJ990427_30 . 9A19 . C17 . ol . tc Method 

Start 143 End 

GI none Score 

Exons 143.. 316, 319.. 459, 320.. 460 



OJ990427_30.9A19.C17 
+ 

1406 

TBLASTX: Cress 

4 60 

91 



Seq. No. 15049 Seq. ID 

Gene No. 31997 Strand 

Start 1 End 

Name OJ990427_30 . 9A19 . C17 . ol . ts Method 

Start 224 End 

GI none , Score 

Exons'' 224. .484, 229. .483 



OJ990427_30.9A19.C17 
+ 

1406 

TBLASTX : Soybean 
484 

292 . 



Seq. No. 15049 Seq. ID 

Gene No. 31997 Strand 

Start 1 End 

Name OJ990427_30 . 9A19 . C17 . o2 . tm Method 

Start 282 End 

GI none Score 



OJ990427_30.9A19.C17 

+ 

1406 

TBLASTX: Maize 

568 

85 



15744 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



282.-434, 283. .567, 284. .568 

15049 
31997 
1 

OJ990427_30 . 9A19 . C17 . ol . tw 
443 
none 

443. .568, 499. .579, 567. .1067, 568. .1068 



Seq. ID OJ990427_30.9A19.C17 

Strand + 

End 1406 

Method TBLASTX : Wheat 

End 1068 

Score 128 



15049 
31997 
1 

OJ990427_30.9A19.C17.ol.tm 

622 

none 



Seq. ID OJ990427_30.9A19.C17 

Strand + 

End 1406 

Method TBLASTX : Mai ze 

End 1221 

Score 230 



622. .783, 630. .776, 781 .. 1221, 783 1205, 943. .1206 



15049 
31997 
1 

OJ990427_30.9A19.C17.o3.tw 

1068 

none 

1068. .1337, 1069. .1401, 1072, 



Seq. ID OJ990427_30.9A19.C17 

Strand + 

End 1406 

Method TBLASTX : Wheat 

End 1401 

Score 323 
.1380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15050 
31998 
1 

OJ990427_30.9A19.C18.ol.np 
1 

6705984 
1. .495 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990427_30.9A19.C18 

Strand + 

End 4 95 

Method AAT/NAP 

End 4 95 

Score 816 



15050 
31998 
1 

OJ990427_30 . 9A19 . C18 . o2 . tw 
1 

none 



Seq. ID OJ990427_30.9A19.C18 

Strand + 

End 4 95 

Method TBLASTX : Wheat 

End 188 

Score 84 



1..84, 1..81, 72. .146, 73. .183, 77. .178, 78. .188 



15050 
31998 
1 

OJ990427_30 . 9A19 . C18 . ol . tm 
1 

none 

1..87, 72. .380 

15050 
31998 
1 

OJ990427_30 . 9A19 . C18 . ol . tw 

219 • 

none 



Seq. ID OJ990427_30.9A19.C18 

Strand + 

End 4 95 

Method TBLASTX: Maize 

End 380 

Score 51 



Seq. ID OJ990427_30.9A19.C18 

Strand + 

End 4 95 

Method TBLASTX : Wheat 

End 4 95 

Score 392 



15745 



Exons 



219. .494, 221. .493, 415. .495 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15051 
31999 
926 

OJ990427_30.9A19.C19.ol.gs 

926 

none 

926.. 992, 1061.. 1083 



Seq. ID OJ990427_30.9A19.C19 

Strand + 

End 1083 

Method GENSCAN 

End 1083 

Score .54 



15052 
32000 
276 

OJ990427_30. 9A19 . C21 . ol . np 
275 

5902444 
275. .703 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990427_30.9A19.C21 
Strand 

End 703 

Method AAT/NAP 

End 703 

Score 576 



15052 
32000 
276 

OJ990427_30. 9A19 . C21 . ol . gs 

276 

none 

276. .578 



Seq. ID OJ990427_30.9A19.C21 
Strand 

End 703 

Method GENSCAN 

End 578 

Score .44 



Seq. No. 15053 
Gene No. 32001 
Start 164 

Name OJ990427_30 . 9A1 9 . C22 . ol . np 

Start 164 
GI 4646206 
Exons' 164.. 232, 474.. 511 

GI Descrip. (AC007230) Contains similarity to gb|D13630 KIAA0005 gene from 
Homo sapiens. ESTs gb|T45345, gb|T21086, gb|R9036Q, gb|T20468, 
gb|T4 5191 and gb|AI1004 59 come from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ990427_30.9A19.C22 
Strand 

511 

AAT/NAP 
511 
38 



End 

Method 

End 

Score 



Seq. No. 15054 

Gene No. 32002 

Start 126 

Name OJ990427_30 . 9A19 . C24 . ol . gs 

Start 126 

GI none 

Exons 126.. 231, 294.. 340 



Seq. ID OJ990427_30.9A19.C24 

Strand 

End 340 

Method GENSCAN 

End 340 

Score .71 



Seq. No. 15055 

Gene No. 32003 

Start ' 439 

Name OJ990427_30 . 9A19 . C25 . ol . gs 

Start 439 

GI none 

Exons 439.. 572 



Seq. ID OJ990427_30.9A19.C25 

Strand + 

End 572 

Method GENSCAN 

End 572 

Score .61 



Seq. No. 
Gene No. 



15055 
32004 



Seq. ID OJ990427_30.9A19.C25 
Strand 



15746 



Start 115 End 477 

Name OJ990427_30 . 9A19 . C25 . ol . gp Method AAT/GAP 

Start 115 End 477 

GI 12954_1.R1084 Score 639 

Exons 115.. 477 

GI Descrip. ' 4646206/gb| AAD26879. 1 | AC007230_13 0.0e+00 (AC007230) Contains 
similarity to gb_D13630 KIAA0005 gene from Homo sapiens. ESTs 
gb_T45345, gb_T21086, gb_R90360 / gb_T20468, gb_T45191 and 
gb_AI100459 come "from this gene. [Arabidopsis thaliana] 1 



Seq. No. 15056 Seq. ID 

Gene No. 32005 Strand 

Start 273 End 

Name OJ9904 27_30. 9A19.C27 .ol.gs Method 

Start 273 End 

GI none Score 

Exons 273.. 479 



OJ990427_30.9A19.C27 
479 

GENSCAN 

479 

.75 



Seq. No. 


15057 


Seq. ID 


OJ990427_30.9A19 


C28 


Gene No. 


32006 


Strand 


+ 




Start 


1 


End 


363 




Name 


OJ990427 30.9A19.C28.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


363 




GI 


5902445 


Score 


568 




Exons 


1. .363 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


15057 


Seq. ID 


OJ990427_30.9A19 


C28 


Gene No. 


32007 


Strand 






Start 


296 


End 


586 




Name 


OJ990427 30.9A19.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


61 


End 


315 




GI 


none 


Score 


166 




Exons 


61. .234, 174. .233, 213. .314, 


214. .315 






Seq. No. 


15057 


Seq. ID 


OJ990427_30.9A19 


C28 


Gene No. 


32007 


Strand 






Start 


296 


End 


586 




Name 


OJ990427 30.9A19.C28.ol.tw 


Method 


TBLASTX: Wheat 




Start 


117 


End 


372 




GI 


none 


Score 


58 




Exons 


117. .254, 118. .291, 331. .372 








Seq. No. 


15057 


Seq. ID 


OJ990427_30.9A19. 


C28 


Gene No. 


32007 


Strand 






Start 


296 


End 


586 




Name 


OJ990427 30. 9A19.C28. ol.gs 


Method 


GENSCAN 




Start 


296 


End 


586- 




GI 


none 


Score 


.75 




Exons 


296. .394, 484. .586 









Seq. No. 15058 Seq. ID 

Gene No. 32008 Strand 

Start 1 End 

Name OJ990427_30 . 9A19 . C29 . ol . np Method 

Start 1 End 

GI 6691716 Score 



OJ990427_30.9A19.C29 

1174 
AAT/NAP 
1174 
669 



15747 




Exons 1..96, 174. .355, 432. .532, 615. .811, 999. .1174 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 |dbj IBAA89397.1 | (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 


15058 




Seq. ID 


OJ990427_30. 


9A19 


.C29 


Gene No. 


32008 




Strand 








Start 


1 




End 


1174 






Name 


OJ990427 30.9A19.C29.ol 


.gs 


Method 


GENSCAN 






Start 


214 




End 


1078 








none 




Score 


.43 






Exons 


214. .401, 432. .562, 615 


. .904, 


989. . 1078 






Seq. No. 


15059 




Seq. ID 


OJ990427_30. 


9A19 


.C30 


Gene No. 


32009 




Strand 


+ 






Start 


283 




End 


781 






Name 


OJ990427 30.9A19.C30.ol 


.np 


Method 


AAT/NAP 






Start 


283 




End 


781 






GI 


4 68017 9 




Score 


352 






Exons 


283. .781 












GI Descrip. 


(AF1117 09) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


15059 




Seq. ID 


OJ990427_30. 


9A19 


.C30 


Gene No. 


32009 




Strand 


+ 






Start 


283 




End 


781 






Name 


OJ990427_30.9A19.C30.ol 


.gs 


Method 


GENSCAN 






Start 


A A O 

4 4 8 




End 


701 






GI 


none 




Score 


.52 




- 


Exons 


448. .701 












Seq. No. 


15059 




Seq. ID 


OJ990427_30. 


9A19 


.C30 


Gene No. 


32009 




Strand 


+ 






Start 


283 




End 


781 






Name 


OJ990427 30. 9A19.C30.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


487 




End 


720 








none 




Score 


201 






Exons 


487. .525, 532. .720, 534 


. .719 










Seq. No. 


15060 




Seq. ID 


OJ990427_30. 


9A19 


.C32 


Gene No. 


32010 




Strand 








Start 


1 




End 


449 






Name 


OJ990427 30.9A19.C32.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


449 






GI 


5911167 




Score 


331 






Exons 


1. .449 












GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 






Seq. No. 


15060 




Seq. ID 


OJ990427_30. 


9A19 


.C32 


Gene No. 


32010 




Strand 








Start 


1 




End 


449 






Name 


OJ990427 30. 9A19.C32.ol 


.gs 


Method 


GENSCAN 






Start 


144 




End 


329 






GI 


none 




Score 


.6 






Exons 


144. .329 












Seq. No. 


15061 




Seq. ID 


OJ990427_30. 


9A19 


.C33 


Gene No. 


32011 




Strand 


+ 







15748 



start 


1 


End 


1 1 K 
lllD 




Name 


OJ990427 30. 9A19.C33. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1116 




GI 


4680186 


Score 


375 




Exons 


1..79, 916. .1116 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


15061 


Seq. ID 


OJ9904 27_30T9A19 


.C33 


Gene No. 


32012 


Strand 






Start 


1481 


End 


1979 




Name 


OJ990427 30.9A19.C33.ol.gp 


Method 


AAT/GAP 




Start 


669 


End 


1049 




GI 


uC-osflcyp033a04bl 


Score 


642 




Exons 


669. .1049 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


15061 


Seq. ID 


OJ990427_30. 9A19 


.C33 . 


Gene No. 


32012 


Strand 






Start 


1481 


End 


1979 




Name - 


OJ990427 30.9A19.C33.ol.gs 


Method 


GEN SCAN 




Start 


1481 


End 


1979 




GI 


none 


Score 


.92 




Exons 


1481. .1548, 1842. .1876, 1912. 


.1979 






Seq. No. 


15062' 


Seq. ID 


OJ990427_30.9A19 


.C34 


Gene No. 


32013 


Strand 


+ 




Start 


1 


End 


678 




Name 


OJ990427 30. 9A19.C34 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


678 




GI 


629693 


Score 


212 




Exons 


1. .678 








GI Descrip. 


probable integrase - common tobacco (fragment) 






gi| 530742 | emb | CAA567 91 1 (X80830) integrase [Nicotiana tabacum] 


Seq. No. 


15063 


Seq. ID 


OJ990427_30.9A19 


.C35 


Gene No. 


32014 


Strand 


+ 




Of -i vf 


1 


End 


101 




Name 


OJ990427 30. 9A19.C35. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


101 




GI 


4680180 


Score 


150 




Exons 


1. .101 . 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


15064 


Seq. ID 


OJ990427_30. 9A19 


.C36 


Gene No. 


32015 


Strand 






Start 


465 


End 


631 




Name 


OJ990427 30.9A19.C36.ol.gs 


Method 


GENSCAN 




Start . 


465 


End 


631 




GI 


none 


Score 


.57 ■ 




Exons 


465. .631 








Seq. No. 


15065 


Seq. ID 


OJ990427_30.9A19 


.C37 


Gene No. 


32016 


Strand 


+ 




Start 


1 


End 


491 




Name 


OJ990427 30. 9A19.C37. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


491 





15749 



GI 5042448 Score 687 

Exons 1 . . 491 * 

GI Descrip. (AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 15066 Seq. ID 

Gene No. 32017 Strand 

Start 1 End 

Name OJ9904 27_30 . 9A19 . C39 . ol . np Method 

Start 1 End 

GI 1076802 Score 

Exons 1 . . 560 

GI Descrip. extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



OJ990427_30.9A19.C39 
+ 

560 

AAT/NAP 

560 

150 





Seq. No. 


15067 




Seq. ID 


OJ990427_30. 


9AI9. 


.C41 




Gene No. 


32018 




Strand 


+ 








Start 


1 




End 


155 








Name 


OJ990427 30.9A19.C41.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


155 








GI 


4680179 




Score 


242 






!:!! 


Exons 


1. .155 












a 


GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp,. indica] 






!_! 1 


Seq. No. 


15068 




Seq. ID 


OJ990427_30. 


9A19. 


X42 




Gene No. 


32019 




Strand 


+ 






\.Z\ 


Start 


1 




End 


534 








Name 


OJ990427 30.9A19.C42.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


531 








GI 


4680179 




Score 


887 






ry 


Exons 


1. .531 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 






□ 


Seq. No. 


15068 




Seq. ID 


OJ990427_30. 


9A19. 


>C42 




Gene No. 


32019 




Strand 


+ 






1- J : 


Start 


1 




End 


534 








Name 


OJ990427 30.9A19.C42.ol 


.tm 


Method 


TBLASTX: Maize 




si 

u 


Start 


4 




End 


294- 








GI 


none 




Score 


338 








Exons 


4. .294, 12. .293 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15068 
32019 
1 

OJ9904 27_30. 9A19 . C42 . ol . tw 
64 

none 



Seq. ID OJ990427_30.9A19.C42 

Strand + 

End 534 

Method TBLASTX : Wheat 

End 521 

.Score 4 54 



64. .486, 84. .206, 181. .261, 246. .365, 468. .521 



Seq. No. 15068 

Gene No. 32019 

Start 1 

Name OJ9904 27_30 . 9A19 . C4 2 . ol . gs 

Start 232 

GI none 

Exons 232.. 534 



Seq. ID OJ990427_30.9A19.C42 

Strand + 

End 534 

Method GENSCAN 

End 534 

Score .53 



15750 



Seq. No. 15068 Seq. ID 

Gene No. 32019 Strand 

Start 1 End 

Name OJ990427_30 . 9A19 . C42 . o2 . tm Method 

Start 295 End 

GI none Score 

Exons 295. .507 



OJ990427_30 . 9A19 . C42 
+ 

534 

TBLASTX: Maize 

507 

194 



Seq. No. 15069 Seq. ID 

Gene No. 32020 Strand 

Start 8116 End 

Name OJ990807_30 . 9A14 . CI . o4 . gs Method 

Start 8116 End 

GI none Score 

Exons 8116.. 8137, 8546.. 8619 



OJ990807_30.9A14.C1 
+ 

8929 
GEN SCAN 
8619 
.99 



Seq. No. 15069 Seq. ID 

Gene No. 32020 Strand 

Start 8116 End 

Name OJ990807_30 . 9A14 . CI . ol . gp Method 

Start 8412 End 

GI 38782_1.R1084 Score 

Exons 8412.. 8929 

GI Descrip.. 1 6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 



OJ990807_30.9A14.C1 
+ 

8929 
AAT/GAP 
8929 
799 





DNA, chromosome 


6 , clone t 


P0514G12 1 










Seq. No. 


15069 




Seq. ID 


OJ990807 


_30 


9A14 


.CI 


Gene No. 


32021 




Strand 


+ 








Start 


9406 




End 


10186 








Name 


OJ990807 30.9A14 


. CI . o5 . gs 


Method 


GENSCAN 








Start 


9406 




End 


10186 








GI 


none 




Score 


. 67 








Exons 


9406. .9440, 9879 


. .10015, 


10083. . 10186 










Seq. No. 


15069 




Seq. ID 


OJ990807 


_30 


9A14 


.CI 


Gene No. 


32022 




Strand 










Start 


128 




End 


1406 








Name 


OJ990807 30.9A14 


.Cl.ol.gs 


Method 


GENSCAN 








Start 


128 




End 


1406 








GI 


none 




Score 


.59 








Exons 


128. .326, 495. .8 


85, 896.. 


1406 










Seq. No. 


15069 




Seq. ID 


OJ990807 


_30. 


9A14 


.CI 


Gene No. 


32023 




Strand 










Start 


3384 




End 


4373 








Name 


OJ990807 30.9A14 


.Cl.o2.gs 


Method 


GENSCAN 








Start 


3384 




End 


4373 








GI 


none 




Score 


.99 








Exons 


3384. .4373 














Seq. No. 


15069 




Seq. ID 


OJ990807_ 


_30. 


9A14 


.CI 


Gene No. 


32024 




Strand 










Start 


6240 




End 


6976 








Name 


OJ990807 30.9A14 


.Cl.ol.np 


Method 


AAT/NAP 








Start 


4979 




End 


6976 








GI 


6907086 




Score 


1363 









15751 




Exons 


4979.. 5070, 5121.. 5198, 5332 


..5514, 5638. .5694, 5919. .6165, 




'6223. .6976 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


15069 


Seq. ID 


OJ990807_30 . 9A14 . CI 


Gene No. 


32024 


Strand 




Start 


6240 


End 


6976 


Name 


OJ990807 30. 9A14 .Cl.o3.gs 


Method 


GENSCAN " 


Start 


6240 


End 


6773 


GI 


none 


Score 


1 


Exons 


6240. . 6773 






Seq. No. 


15069 


Seq. ID 


OJ990807_30.9A14.C1 


Gene No. 


32025 


Strand 




Start 


7927 


End 


11070 


Name 


OJ990807 30.9A14.Cl.o2.np 


Method 


AAT/NAP 


Start 


7927 


End 


11070 


GI 


4680186 


Score 


176 


Exons 


7927. .8105, 8608. .8671, 9054 


..9208, 10891. .11070 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 


Seq. No. 


15069 


Seq. ID 


OJ990807 30.9A14.C1 


Gene No. 


32025 


Strand 




Start 


7927 


End 


11070 


Name 


OJ990807 30.9A14.Cl.o2.gp 


Method 


AAT/GAP 


Start 


10197 


End 


10839 


GI 


none 


Score 


1188 


Exons 


10197.. 10839 






Seq. No. 


15069 


Seq. ID 


OJ990807_30.9A14.C1 


Gene No. 


32025 


Strand 




Start 


7927 


End 


11070 


Name 


OJ990807 30.9A14.Cl.o6.gs 


Method 


GENSCAN 


Start 


10461 


End 


10676 


GI 


none 


Score 


1 


Exons 


10461. . 10676 






Seq. No. 


15069 


Seq. ID 


OJ990807_30.9A14.C1 


Gene No. 


32025 


Strand 




Start 


7927 


End 


11070 


Name 


OJ990807 30. 9A14.Cl.ol.-tm 


Method 


TBLASTX: Maize 


Start 


10543 


End 


10683 


GI 


none 


Score 


199 


Exons 


10543. .10683, 10548. .10676 






Seq. No. 


15070 


Seq. ID 


OJ990807_30.9A14 . C3 


Gene No. 


32026 


Strand 


+ 


Start 


7177 


End 


7338 


Name 


OJ9908.07 30. 9A14 . C3 . o2 . gp 


Method 


AAT/GAP 


Start 


7177 


End 


7338 


GI 


533 1.R1084 


Score 


173 


Exons 


7177. .7262, 7285. .7338 






GI Descrip. 


, 113172/sp|P15543|ACP3 HORVU 


9.0e-52 ACYL CARRIER PROTEIN III 



PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] ' 



15752 



Seq. No. 


15070 


Seq. ID 


OJ990807 30.9A14 


.C3 


Gene No. 


32027 


Strand 


+ ~~ 




Start 


7712 


End 


7986 




Name 


OJ990807 30.9A14.C3.o3.gp 


Method 


AAT/GAP 




Start 


7712 


End 


7986 




GI 


5816500 


Score 


358 




Exons 


7712. .7986 








GI Descrip. 


5091496/dbj | AB023482 . 2 | AB023482 ~ 4 . Oe-44 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 




Seq. No. 


15070 


Seq. ID 


OJ990807_30.9A14 


• ^ ~j 


Gene No. 


32028 


Strand 






Start 


1 


End 


8382 




Name 


OJ990807 30.9A14.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


5032 




GI 


4467124 


Score 


443 




Exons 


1..718, 3093. .3287, 5002. .50 


32 






GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


15070 


Seq. ID 


OJ990807_30. 9A14 


.C3 


Gene No. 


32028 


Strand 


- 




Start 


1 


End 


8382 




Name 


OJ990807 30.9A14.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


192 . 




GI 


none 


Score 


79 




Exons 


2 . . 115, 3 86. 74 190. 75 


191, 109 . . 


192 




Seq. No. 


15070. ■ ■ 


Seq. ID 


OJ990807_30.9A14 


.C3 


Gene No. 


32028 


Strand 


- 




Start 


1 


End 


8382 




Name 


OJ990807 30.9A14 .C3.o2.ts 


Method 


TBLASTX: Soybean 




Start 


26 


End 


356 




GI 


none 


Score 


128 




Exons 


26. .355, 51. .356 








Seq. No. 


15070 


Seq. ID 


OJ990807_30.9A14 


.C3 


Gene No. 


32028 


Strand 






Start 


1 


End 


8382 




Name 


OJ990807 30.9A14 .C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


101 


End 


430 




GI 


none 


Score 


208 




Exons 


101. .430 








Seq. No. 


15070 


Seq. ID 


OJ990807_30.9A14 


.C3 


Gene No. 


32028 


Strand 






Start 


1 


End 


8382 




Name 


OJ990807 30.9A14 .C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


193 


End 


476 




GI 


none 


Score 


275 




Exons 


193. .471, 194. .472, 201. .476 








Seq. No. 


15070 


Seq. ID 


OJ990807_30.9A14 


.C3 


Gene No. 


32028 


Strand 






Start 


1 


End 


8382 




Name 


OJ990807 30.9A14 .C3.ol.gs 


Method 


GENSCAN 




Start 


494 


End 


3590 




GI 


none 


Score 


. 62 





15753 






Exons 


494. .985, 1231.. 


1290, 2568.. 


3590 










Seq. No. 


15070 






Seq. ID 


OJ990807 


_30.9A14 . 


C3 




Gene No. 


32028 






Strand 










Start 


1 






End 


8382 








Name 


OJ990807 30 


. 9A14 


.C3.ol. tm 


Method 


TBLASTX: 


Maize 






Start 


632 






End 


994 








GI 


none 






Score 


206 








Exons 


632. .994, 634. .894, 635. .994 












Seq. No. 


15070 






Seq. ID 


OJ990807 


_30.9A14. 


C3 




Gene No. 


32028 






Strand 










Start 


1 






End 


8382 








Name 


OJ990807 30 


. 9A14 


.C3.ol.gp 


Method 


AAT/GAP 








Start 


2831 






End 


3282 








GI 


4969151 






Score 


857 








Exons 


2831. . 3282 
















Seq. No. 


15070 






Seq. ID 


OJ990807 


30.9A14 . 


C3 




Gene No. 


32028 






Strand 










Start 


1 






End 


8382 








Name 


OJ990807 30 


. 9A14 


.C3.o2.np 


Method 


AAT/NAP 








Start 


3691 






End 


7761 






J 35 E 
'so- 


GI 


6686396 






Score 


269 






. =j 


Exons 


3691. . 3737, 


5258 


..5640, 7730 


. .7761 








i 3 fa 

i. ; s 


GI Descrip. 


(AC007234) 


F1E22 


.10 [Arabidopsis thaliana] 






ru 


Seq. No. 


15070 






Seq. ID 


OJ990807 


_30.9A14. 


C3 




Gene No. 


32028 






Strand 








1 il 


Start 


1 






End 


8382 






. 3 S 


Name 


OJ990807 30 


. 9A14 


.C3.o2.gs 


Method 


GENSCAN 








Start 


4927 






End 


5742 






ni 


GI 


none 






Score 


.81 






;= 

.: si 


Exons 


4927 . . 5142, 


5175 


..5507, 5509 


. .5742 








: ? 
VI 


Seq. No. 


15070 






Seq. ID 


OJ990807 


_30.9A14. 


C3 


Mi 


Gene No. 


32028 






Strand 










Start 


1 






End 


8382 








Name 


OJ990807 30 


. 9A14 


-C3.ol.ts 


Method 


TBLASTX : 


Soybean 




□ 


Start 


5259 






End 


5640 






: : 


GI 


none 






Score 


104 








Exons 


5259. .5519, 


5509 


. .5640 












Seq. No. 


15070 






Seq. ID 


OJ990807 


_30.9A14. 


C3 




Gene No. 


32028 






Strand 










Start 


1 






End 


8382 








Name 


OJ990807 30 


.9A14 


.C3.o3.tm 


Method 


TBLASTX: 


Maize 






Start 


5259 






End 


5658 








GI 


none ■ 






Score 


109 








Exons 


5259. .5462, 


5340 


..5501, 5509 


..5643, 5515. .5658, 


5520. .5657 




Seq. No. 


15070 






Seq. ID 


OJ990807 


_30.9A14. 


C3 




Gene No. 


32028 






Strand 










Start 


1 






End 


8382 








Name 


OJ990807 30 


.9A14 


.C3.o2. tc 


Method 


TBLASTX: 


Cress 






Start 


5259 






End 


5462 








GI 


none 






Score 


203 







15754 



Exons 


5259. .5462 












Seq. No. 


15070 








Seq. ID 


OJ990807 


Gene No. 


32028 








Strand 




Start 


1 








End 


8382 


Name 


OJ990807 30. 


9A14 


.C3.o3. 


gs 


Method 


GENSCAN 


Start 


6081 








End 


8382 


GI 


none 








Score 


.9 


Exons 


6081. . 6164, 


6864 


. .7009, 


8007. 


.8382 




Seq. No. 


15071 








Seq. ID 


OJ990807 


Gene No. 


32029 








Strand 


+ 


Start 


3192 








End 


5662 


Name 


OJ990807 30. 


9A14 


.C4 .o2. 




Method 


GENSCAN 


Start 


3192 








End 


5662 


GI 


none 








Score 


.86 


Exons 


3192. .3295, 


3411 


. .3468, 


3613. 


.3716, 3 


748. .3871, 




5181. .5512, 


5546 


. .5662 








Seq. No. 


15071 








Seq. ID 


OJ990807 


Gene No. 


32030 








Strand 




Start 


19 








End 


1376 


Name 


OJ990807 30. 


9A14 


,C4.ol. 


gs 


Method 


GENSCAN 


Start 


19 








End 


1376 


GI 


none 








Score. 


.8 


Exons 


19. .203, 1316. . 1376 








Seq. No. 


15072 








Seq. ID 


OJ990807 


Gene No . 


32031 








Strand 


+ 


Start 


230 








End 


389 


Name 


OJ990807 30. 


9A14 


.C6.ol. 


np 


Method 


AAT/NAP 


Start 


230 








End 


* 389 


GI 


2496862 








Score 


86 


Exons 


230. .389 













30.9A14 .C4 



4731. .4783, 



30.9A14 .C6 



GI Descrip. HYPOTHETICAL 6.1 KD PROTEIN C03B1.10 IN CHROMOSOME X gi 11072242 
(U40952) C03B1.10 gene product [Caenorhabditis elegans] 



Seq. No. 15072 . Seq. ID 

Gene No. 32032 Strand 

Start 471 End 

Name OJ9908 07_30 . 9A14 . C6 . o2 . np Method 

Start 471 End 

GI 2498930 Score 

Exons 471.. 534, 702.. 1095 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990807_30.9A14.C6 
+ 

1095 
AAT/NAP 
1095 
704 



Seq. No. 15072 Seq. ID 

Gene No. 32032 ' Strand 

Start 471 End' 

Name OJ990807_30 . 9A14 . C6 . ol . gs Method 

Start 475 End 

GI none Score 

Exons 475.. 534, 702.. 1003 



OJ990807_30.9A14.C6 
+ 

1095 
GENSCAN 
1003 
.96 



Seq. No. 
Gene No. 



15073 
32033 



Seq. ID OJ990807_30.9A14 .C8 
Strand + 



15755 



Start 
Name 
Start 
GI 

Exons 



2721 End 4574 

OJ990807_30 . 9A14 . C8 . o2 . gs Method GENSCAN 

2721 End 4574 

none Score . 69 

2721. .2750, 2969. .3065, 3831. .3901, 4434. .4574 



Seq. No. 


15073 


Seq. ID 


OJ990807_30. 9A14 .C8 


Gene No. 


32034 


Strand 


+ 


Start 


4897 


End 


5627 


Name 


OJ990807 30. 9A14 . C8 .o3.gs 


Method 


GENSCAN 


Start 


4897 


End 


5627 


GI 


none 


Score 


.92 


Exons 


4897. .4999, 5485. .5627 






Seq. No. 


15073 


Seq. ID 


OJ990807_30. 9A14 .C8 


Gene No. 


32035 


Strand 


+ 


Start 


5876 


End 


6164 


Name 


OJ990807 30.9A14.C8.ol.gp 


Method 


AAT/GAP 


Start 


5876 


End 


6164 


GI 


426253 


Score 


510 


Exons 


5876. . 6164 






Seq. No. 


15073 


Seq. ID 


OJ990807_30. 9A14 ,C8 


Gene No. 


32036 


Strand 




Start 


1 


End 


5612 


Name 


OJ990807 30.9A14.C8.ol.np 


Method 


AAT/NAP • 


Start 


1 


End 


5612 


GI 


118120 


Score 


99 


Exons 


1..85, 1700. .1954, 5535. .5612 






GI Descrip. 


CYSTEINE PROTEINASE EP-B 1 PRECURSOR gi | 82385 | pir | UQ1111 



cysteine proteinase (EC 3.4.22.-) EP-B 1 precursor - barley 

gi 1 1146116 (U19359) cysteine proteinase EPB1 precursor [Hordeum 

vulgare] 



Seq. No. 15073 Seq. ID 

Gene No.- 32037 Strand 

Start ' 6270 End 

Name ■ OJ990807_30 . 9A14 . C8 . o4 . gs Method 

Start 6270 End 

GI none Score 

Exons 6270. . 6315 



OJ990807_30. 9A14 ,C8 

6315 
GENSCAN 
6315 
.87 



Seq. No. 15074 Seq. ID 

Gene No. 32038 Strand 

Start 4 9 End 

Name OJ990807_30 . 9A14 . C9 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons;' 49.. 664, 1640.. 1822 



OJ990807_30.9A14.C9 
+ 

1822 
GENSCAN 
1822 
.79 



Seq. No. 15074 

Gene No. 32039 

Start 1975 

Name OJ990807_30 . 9A14 . C9 . o2 . gs 

Start 1975 

GI none 
Exons 



Seq. ID OJ990807_30. 9A14 .C9 

Strand + 

End 6195 

Method GENSCAN 

End 6195 

Score .76 



1975. .2703, 2719. .2779, 3374. .3557, 5186. .5443, 5454. .6195 



15756 



Seq. No. 


15075 




Seq. ID 


OJ990807 


Gene No. 


32040 




Strand 


+ 


Start 


202 




End 


1164 


Name 


OJ990807 30.9A14.C10.ol 


.gs 


Method 


GENSCAN 


Start 


202 




End 


1164 


GI 


none- 




Score 


.69 


Exons 


202. . 1164 








Seq. No. 


15075 




Seq. ID 


OJ990807 


Gene No . 


t> n a i 

jZVH 1 




Strand 




Start 


2525 




End 


3174 


Name 


OJ990807 30.9A14 .ClO.ol 


.np 


Method 


AAT/NAP 


Start 


1481 




End 


3174 


GI 


6907086 




Score 


994 


Exons 


1481. .1958, 2173. .2340, 


2398. 


.3174 




GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


15075 




Seq. ID 


OJ990807 


Gene No. 


32041 




Strand 




Start 


2525 




End 


3174 


Name 


OJ990807 30.9A14 .C10.o2 


. gs 


Method 


GENSCAN 


Start 


2525 




End 


2940 


GI 


none 




Score 


.44 


Exons 


2525. .2940 








Seq. No. 


15076 




Seq. ID 


OJ990807 


Gene No. 


32042 




Strand 


+ 


Start 


275 




End 


871 


Name 


OJ990807 30.9A14 .Cll.ol 


.gs 


Method 


GENSCAN 


Start 


275 




End 


871 


GI 


none 




Score 


.84 


Exons 


275. .329, 798. .871 








Seq. No. 


15076 




Seq. ID 


OJ990807 


Gene No . 






Strand 




Start 


1 




End 


343 


Name 


OJ990807 30. 9A14 .Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


343 


GI 


6907088 




Score 


173 


Exons 


1..30, 206. .343 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


15077 




Seq. ID 


OJ990807 


Gene No. 


32044 




Strand 


+ 


Start 


4785 




End 


5153 


Name 


OJ990807 30.9A14.C12.o2 


.np 


Method 


AAT/NAP 


Start 


4785 




End 


5153 


GI 


132672 




Score 


372 


Exons 


4785. .5153 









30.9A14.C10 



GI Descrip. CHLOROPLAST 50S RIBOSOMAL PROTEIN L14 gi | 71224 | pir | | R5RZ14 

ribosomal protein L14 - rice chloroplast gi | 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi I 226644 | prf | | 1603356BU ribosomal protein L14 [Oryza sativa] 



Seq. No. 
Gene No. 



15077 
32045 



Seq. ID 
Strand 



OJ990807 30.9A14.C12 



15757 






Start 


1682 










End 


4149 




Name 


OJ990807 30 


.9A14. 


C12.ol 


.np 


Method 


AAT/NAP 




Start 


1682 










End 


4149 




GI 


6523547 








Score 


171 




Exons 


1682. , 


.1798, 


2021. 


.2169, 


2287. 


.2537, 4120. .4149 




GI Descrip. 


(AJ242540) 


hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 






carteri f . " 


nagariensis] 










Seq. No. 


15077 










Seq. ID 


OJ990807_30.9A14.C12 




Gene No. 


32046 










Strand 






Start 


4728 










End 


5066 




Name 


OJ990807 30 


.9A14. 


C12.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1663 










End 


2247 




GI 


none 










Score 


109 




Exons 


1663. , 


.1827, 


1780. 


.1881, 


1939. 


.2019, 2095. .2247 




Seq. No. 


15077 










Seq. ID 


OJ990807_30.9A14.C12 




Gene No. 


32046 










Strand 






Start 


4728 










End 


5066 




Name 


OJ990807 30 


. 9A14 . 


C12.ol 


• gp 


Method 


AAT/GAP 




Start 


4728 










End 


5044 




GI 


LIB3432-004 


-Pl-Kl 


-G2 




Score 


499 




Exons 


4728. . 


.5044 















GI Descrip. 


, 132672/sp| 


P12137 |RK14 ■ 


ORYSA 


4.0e-50 CHLOROPLAST 50S RIBOSOMAL 


is =| 




PROTEIN L14 


>gi 71224 pir R5RZ14 ribosomal protein L14 - rice 


'•ill 




chloroplast 


>gi '12023 emb CAA33932 (X15901) ribosomal protein 






L14 [Oryza 


sativa] >gi_ 


226644 


prf 1603356BU ribosomal protein 


:a: : 




L14 [Oryza 


sativa] 1 








Q 

t . i 


Seq. No. 


15077 










Seq. ID 


OJ990807_30.9A14.C12 




Gene No. 


32046 










Strand 






Start 


4728 










End 


5066 


rii 


Name 


OJ990807 30 


. 9A14 . 


C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4741 










End 


5066 


■ ' z- 

i r 

•S3? 


GI 


none 










Score 


89 




Exons 


4741. . 


.4863, 


4743. 


.4844, 


4766. 


.4864, 4778. .4870, 4800. .4877, 






4858. . 


.4956, 


4.866. 


.4958, 


4959. 


.5045, 4959. .5066 


: S S 


Seq. No. 


15077 










Seq. ID 


OJ990807_30 . 9A14 . C12 


r=i 

=? 


Gene No. 


32046 










Strand 




j ■ " jj 


Start 


4728 










End 


5066 




Name 


OJ990E 


J07_30 


.9A14. 


C12.ol 


.tm 


Method 


TBLASTX :Maize 




Start 


4741 










End 


5015 




GI 


none 










Score 


145 




Exons 


4741. . 


,4863, 


4741. 


.4965, 


4754 . 


.4966, 4754. .4966, 4800. .4970, 






4970. . 


,5014, 


4971. 


.5015 










Seq. No. 


15077 










Seq. ID 


OJ990807_30.9A14.C12 




Gene No. 


32046 










Strand 






Start 


4728 










End 


5066 




Name 


OJ990807 30 


.9A14. 


C12.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4742 










End 


5066 




GI 


none 










Score 


82 




Exons 


4742. . 


,4864, 


4754 . 


.4870, 


4800. 


.4877, 4853. .5026, 4861. .4980, 






4865. . 


4996, 


4866. 


.5045, 


4911. 


.5066 






Seq. No. 


15077 










Seq. ID 


OJ990807_30.9A14.C12 



15758 




Gene No. 


3204 6 




Strand 






Start 


4728 




End 


5066 




Name 


OJ990807 30.9A14.C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4905 




End 


5045 




GI 


none 




Score 


193 




Exons 


4905.. 5045, 4906. .4983, 


4907 


..4999, 4911. .5033 




Seq. No. 


15078 




Seq. ID 


ojyyuoU/ J0.9A14 


.C13 


Gene No. 


32047 




Strand 






Start 


65 




End 


137 




Name 


OJ990807 30.9A14.C13.ol 


.gs 


Method 


GENSCAN 




Start 


65 




End 






GI 


none 




Score 


. 91 




Exons 


65. . 137 










Seq. No. 


15079 




Seq. ID 


OJ990807_30 . 9A14 


.C14 


Gene No. 


32048 




Strand 


+ 




Start 


223 




End 


2424 




Name 


OJ990807 30.9A14.C14.ol 


.gs 


Method 


GENSCAN 




Start 


223 




End 


2180 




GI 


none 




Score 


.82 




Exons 


223. .400, 481. .643, 1102. .1162, 1184.. 


1362, 2102.. 2180 




Seq. No. 


1507 9 




Seq. ID 


OJ990807_30.9A14 


.C14 


Gene No. 


32048 




Strand 


+ 




Start 


223 




End 


2424 . 




Name 


OJ990807 30 . 9A14 . C14 . ol 


• gp 


Method 


AAT/GAP 




Start 


1105 




End 


2424 




GI 


1382 1.R1084 




Score 


886 




Exons 


1105. .1183, 1310. .1362, 


1500 


..1566, 2119. .2424 




GI Descrip. 


, 3402817/emb|CAA07704 | 


3. Oe- 


21 (AJ007829) lacZ' 1 [Cloning vector 




pGreen] 1 










Seq. No. 


15079 




Seq. ID 


OJ990807_30'. 9A14, 


.C14 


Gene No. 


32049 




Strand 






Start 


2850 




End 


3626 




Name 


OJ990807 30.9A14.C14.o2 


.gp 


Method 


AAT/GAP 




Start 


2518 




End 


3626 




GI 


896 1.R1084 




Score 


1895 




Exons 


2518. .2706, 2816. .3626 










GI Descrip. 


■ 34028 17/emb|CAA07704 | 


3.0e- 


21 (AJ007829) lacZ' 1 [Cloning vector 




pGreen] 1 










Seq. No. 


15079 




Seq. ID 


OJ990807_30.9A14, 


.C14 


Gene No. 


32049 




Strand 






Start 


2850 




End 


3626 




Name 


OJ990807 30.9A14.C14.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2850 




End 


3141 




GI ■ 


none 




Score * 


399 




Exons 


2850. .3140, 2854. .3141 










Seq. No. 


15079 




Seq. ID 


OJ990807_30.9A14. 


.C14 


Gene No. 


32049 




Strand 






Start 


2850 




End 


3626 




Name 


OJ990807 30.9A14.C14.o2 


.gs 


Method 


GENSCAN 




Start 


2850 




End 


3560 




GI 


none 




Score 


1 





15759 




Exons 


2850. .3560 














Seq. No. 


15079 








Seq. ID 


OJ990807_30.9A14 


.C14 


Gene No. 


32049 








Strand 






Start 


o o c r\ 








End 


3626 




Name 


OJ990807 30 


. 9A14 


.C14.ol 


.np 


Method 


AAT/NAP 




Start 


2853 








End 


3560 




GI 


3885892 








Score 


1181 




Exons 


2853. .3560 














GI Descrip. 


(AF093634) ] 


photosystem- 


1 F 


subunit precursor [Oryza sativa] 


Seq. No. 


15079 








Seq. ID 


OJ990807_30 . 9A14 . 


.C14 


Gene No. 


32049 








Strand 






Start 


2850 








End 


3626 




Name 


OJ990807 30 


. 9A14 


.C14 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2853 








End 


3320 




GI 


none 








Score 


665 




Exons 


2853. .3320, 


2854 


. . 3318 










Seq. No. 


15079 








Seq. ID 


OJ990807_30 . 9A14 , 


. C14 


Gene No. 


3204 9 








Strand 






Start 


2850 








End 


3626 




Name 


OJ990807 30 


. 9A14 


.C14 .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2857 








End 


3326 




GI "* 


none 








Score 


437 




Exons 


2857. .3318, 


2868 


. .3326 










Seq. No. 


15079 








Seq. ID 


OJ990807_30 . 9A14 , 


. C14 


Gene No. 


32049 








Strand 






Start 


2850 








End 


3626 




Name 


OJ990807 30 


. 9A14 


.C14 . ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2868 








End 


3326 




GI 


none 








Score 


457 




Exons 


2868. .3326, 


2869 


. . 3318 










Seq. No. 


15080 








Seq. ID 


OJ990807_30. 9A14 . 


.C17 


Gene No. 


32050 








Strand 


+ 




Start 


701 








■- End 


1879 




Name 


OJ990807 30 


. 9A14 


,C17.ol 


.gs 


Method 


GENSCAN 




Start 


701 








End 


1879 




GI 


none 








Score 


.55 




Exons 


701. .874, 1772.. 


1879 










Seq. No. 


15080 








Seq. ID 


OJ990807_30. 9A14 , 


.C17 


Gene No. 


32051 








Strand 






Start 


2428 








End 


7398 




Name 


OJ990807 30 


. 9A14 


,C17.ol 


.gp 


Method 


AAT/GAP 




Start 


2274 








End 


2680 




GI 


3767066 








Score 


735 




Exons 


2274. .2680 














GI Descrip. 


3402817/emb 


ICAA07704I 3 


.0e- 


■21 (AJ007829) lacZ ? [Cloning 


vector 




pGreen] 














Seq. No. 


15080 








Seq. ID 


OJ990807_30. 9A14 , 


.C17 


Gene No. 


32051 








Strand 






Start 


2428 








End 


7398 




Name 


OJ990807 30 


. 9A14 


.C17.o2 


.gs 


Method 


GENSCAN 





15760 




Start 


2428 






End 


7398 


GI 


none 






Score 


.68 


Exons 


2428. .3250, 


3454 . 


.3588, 3629. 


.3844, 5233.. 5351, 5439.. 5611, 




6441. .6576, 


6676. 


.7398 






Seq. No. 


15080 






Seq. ID 


OJ990807_30.9A14.C17 


Gene No . 


32051 






Strand 


- 


Start 


2428 






End 


7398 


Name 


OJ990807 30 


. 9A14 . 


C17.o2.gp 


Method 


AAT/GAP 


Start 


3224 






End 


3512 


GI 


3107294 






Score 


574 


Exons 


3224. .3512 










Seq. No. 


15081 






Seq. ID 


OJ990807_30.9A14.C18 


Gene No. 


32052 






Strand 




Start 


2502 






End 


2960 


Name 




.9A14. 


C18.ol.np 


Method . 


AAT/NAP 


Start 


2502 






End 


2960 


GI 


3915000 






Score 


153 


Exons 


2502. .2616, 


2703. 


.2801, 2882. 


.2960 




GI Descrip. 


SUPEROXIDE 


DISMUTASE [CU-ZN] 


gi 12305109 (AF009734) Cu/Zn 




superoxide 


dismutase [Capsicum annuum] 




Seq. No. 


15081 






Seq. ID 


OJ990807_30.9A14.C18 


Gene No. 


32053 






Strand 




Start 


3357. 






End 


5644 


Name 


OJ990807 30 


Q 7\ 1 A 


Lib . oz . gs 


Method 


GENSCAN 


Start 


3357 






End 


5644 


GI 


none 






Score 


.52 


Exons 


3357. .3388, 


3499. 


.3694, 4647. 


.4794, 5529.-5644 


Seq. No. 


15081 






Seq. ID 


OJ990807__30 . 9A14 . C18 


Gene No. 


32054 






Strand 




Start 


/Uo / 






End 


7440 


Name 


OJ990807 30 


.9A14. 


C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


2532 






End 


3011 


GI 


none 






Score 


41 


Exons 


2532. .2579, 


2534. 


.2575, 2579. 


.2602, 2696.. 2794, 2697. .2783, 




2702. .28037 


'"2704. 


.2802, 2901. 


.2978, 2907. .3011 


Seq. No. 


15081 






Seq. ID 


OJ990807_30.9A14.C18 


Gene No . 


3ztJb4 






Strand 




Start 


7087 






End 


7440 


Name 


OJ990807 30 


.9A14. 


C18.o3.gs 


Method 


GENSCAN 


Start 


7087 






End 


7440 


GI 


none 






Score 


.95 


Exons 


7087. .7440 










Seq. No. 


15082 






Seq. ID 


OJ990527_24.9A20.C1 


Gene No. 


32055 






Strand 


+ 


Start 


768 






End 


1298 


Name 


OJ990527 24 


. 9A20. 


Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


8 






End 


735 


GI 


none 






Score 


114 


Exons 


8. .163, 9.. 


164, 2 


8. .165, 188. 


.568, 192. 


.578, 575. .730, 575. 



640. .735 



15761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15082 Seq. ID OJ990527_24 . 9A20 . CI 

32055 Strand + 

768 End 1298 

OJ990527_24 . 9A20 . CI . ol . tc Method TBLASTX : Cress 

41 End 758 

none Score 363 

41. .619, 42. . 620, 341. . 622, 448. .621, 642 . . 758 , - 665 . . 757 , 

723. .758 



Seq. ID OJ990527_24.9A20.C1 
Strand + 
End 1298 
Method TBLASTX :Maize 
End 806 
Score 102 

87. .194, 87. .191, 88. .195, 88. .192, 92. .199, 162. .686, 171. .752, 
191. .715, 338. .757, 723. .752, 742. .786, 747. .806 



Seq. No. 15082 

Gene No. 32055 

Start 768 

Name OJ990527_24 . 9A20 . CI . ol . tm 

Start 87 

GI none 
Exons 



Seq. No. 15082 Seq. ID 

Gene No. 32055 Strand 

Start 768 End 

Name OJ990527_24 . 9A20 . CI . ol . gs Method 

Start 7 68 End 

GI none Score 

Exons 768.. 859, 1039.. 1298 



OJ990527_24. 9A20.C1 
+ 

1298 
GEN SCAN 
1298 
.42 



Seq. No. 15083 

Gene No. 32056 

Start 67 

Name OJ990527_24 . 9A20 . C2 . ol . gs 

Start 67 

GI none 

Exons 67.. 229, 1589.. 1656 



Seq. ID OJ990527_24 . 9A20.C2 
Strand 

End 1656 

Method GEN SCAN 

End 1656 

Score .84 



Seq. No. 15084 

Gene No. 32057 

Start 1528 

Name OJ990527_24 . 9A20 . C3 . ol . gs 

Start 1528 

GI none 

Exons 1528.. 1636 



Seq. ID OJ990527_24.9A20.C3 

Strand + 

End 1636 

Method GENSCAN 

End 1636 

Score .96 



Seq. No. 15085 Seq. ID 

Gene No. 32058 Strand 

Start 69 End 

Name OJ990527_24 . 9A20 . C4 . ol . gs Method 

Start 69 End 

GI none Score 

Exons 69.. 915 



OJ990527_24.9A20.C4 
+ 

915 

GENSCAN 

915 

.99 



Seq. No. 15085 Seq. ID 

Gene No. 32059 Strand 

Start 9030 End 

Name OJ990527_24 . 9A20 . C4 . o2 . np Method 

Start 8967 End 

GI 3080422 Score 

Exons 8967.. 9458, 9534.. 9706, 10906.. 10935 



OJ990527_24.9A20.C4 
+ 

10935 
AAT/NAP 
10935 
154 



15762 






GI Descrip. 


(AL022604) putative zinc-finger protein [Arabidopsis thaliana] 




Seq. No. 


15085 


Seq. ID 


OJ990527_24. 


9A20.C4 




Gene No. 


32059 


Strand 


+ 






Start 


9030 


End 


10935 






Name 


OJ990527 24.9A20.C4.o4.gs 


Method 


GENSCAN 






Start 


9030 


End 


9821 






GI 


none 


Score 


.69 






Exons 


9030. .9821 










Seq. No. 


15085 


Seq. ID 


OJ990527_24 . 


9A20.C4 




Gene No . 


32059 


Strand 


+ 






Start 


9030 


End 


10935 






Name 


OJ990527 24.9A20.C4.ol.gp 


Method 


AAT/GAP 






Start 


9814 


End 


10237 






GI 


LIB3477-003-P1-K1-E9 


Score 


104 






Exons 


9814.. 9887, 10203.. 10237 










GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 






S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 






sativa] 1 










Seq. No. 


15085 


Seq. ID 


OJ990527 24. 


9A20.C4 




Gene No. 


32060 


Strand 


+ 






Start 


14181 


End 


16576 




t. m 


Name 


OJ990527 24 . 9A20 .C4 .06. as 


Method 


GENSCAN 




i:fl 


Start 


14181 _ 


End 


16576 




I s : « 


GI 


none 


Score 


.86 




! U 

n 


Exons 


14181. .14502, 16416. .16576 








ui 


Seq. No. 


15085 


Seq. ID 


OJ990527_24. 


9A20.C4 




Gene No. 


32061 


Strand 


+ 




'as? 


Start 


17252 


End 


17569 




1 bf 


Name 


OJ990527 24 . 9A20.C4 .o7.gs 


Method 


GENSCAN 




;3 


Start 


17252 


End 


17569 




i* ": 


GI 


none 


Score 


.99 




"•■J 


Exons 


17252. .17569 








I : 
{«.( 


Seq. No. 


15085 


Seq. ID 


OJ990527_24. 


9A20.C4 




Gene No. 


32062 


Strand 






ill! 


Start 


3668 


End 


3910 






Name 


OJ990527 24 . 9A20.C4 .o2.gs 


Method 


GENSCAN 






Start 


3668 


End 


3910 






GI 


none 


Score 


.44 






Exons 


3668. .3910 










Seq. No. 


15085 


Seq. ID 


OJ990527_24. 


9A20.C4 




Gene No. 


32063 


Strand 








Start 


4506 


End 


6724 






Name 


OJ990527 24.9A20.C4.ol.np 


Method 


AAT/NAP 






Start 


4506 


End 


6724 






GI 


2565010 


Score 


461 






Exons 


4506. .4525, 5614. .6724 










GI Descrip. 


(AC002983) putative microf ibril-associated protein 


[Arabidopsis 






thaliana] gi 1 3377811 (AF076275) contains similarity 


to ATP 






synthase B/B ' (Pfam: ATP-synt_ 


B.hmm, score: 11.71) 


[Arabidopsis 



thaliana] 

15763 



Seq. No. 


15085 


Gene No. 


32063 


Start 


4506 


Name 


OJ990527 24 .9A20.C4 .o3.gs 


Start 


4647 


GI 


none 


Exons 


4647. .4721, 4942. .4971, 5684 


Seq. No. 


15085 


Gene No. 


32064 


Start 


11051 


Name 


OJ990527 24 .9A20.C4 .o3.ts 


Start 


5613 


GI 


none 


Exons 


5613. .5750, 5621. .5758 


Seq. No. 


15085 


Gene No. 


32064 


Start 


11051 


Name 


OJ990527 24.9A20.C4.o4.tm 


Start 


5639 


GI 


none 


Exons 


5639.. 5761, 5640.. 5759, 5804 


Seq. No. 


15085 


Gene No. 


32064 


Start 


11051 


Name 


OJ990527 24 .9A20.C4 .ol.tw 


Start 


11039 


GI 


none 


Exons 


11039. .11227, 11039. .11215, 


Seq. No. 


15085 


Gene No. 


32064 


Start 


11051 


Name 


OJ990527 24.9A20.C4.o5.gs 


Start 


11051 


GI 


none 


Exons 


11051. .1297 3, 1304 7. .13292 


Seq. No. 


15085 


Gene No. 


32064 


Start 


11051 ■ 


Name 


OJ990527 24.9A20.C4.o3.np 


Start 


11054 


GI 


6850871 


Exons 


11054. .11413, 1154 6. .12973, 


GI Descrip. 


(AL132959) hypothetical prot< 


Seq. No. 


15085 


Gene No. 


32064 


Start 


11051 


Name 


OJ990527 24 .9A20.C4 .ol.ts 


Start 


11087 


GI 


none 


Exons 


11087. .11242, 11267. . 11404, : 




11654. .11905, 11657. .11899 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_24.9A20.C4 

6724 
GENSCAN 
6691 
.46 



OJ990527__24.9A20.C4 
13330 

TBLASTX : Soybean 

5758 

147 



Seq. ID OJ990527_24.9A20.C4 
Strand 
End 

Method 
End 
Score 



13330 

TBLASTX: Maize 

5857 

135 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_24 . 9A20.C4 
13330 

TBLASTX: Wheat 

11227 

177 



OJ990527_24.9A20.C4 

13330 
GENSCAN 
13292 
.97 



OJ990527_24 . 9A20.C4 

13330 
AAT/NAP 
13232 
1101 



OJ990527_24 . 9A20.C4 
13330 

TBLASTX : Soybean 

11905 

166 



11366. .11467, 11650. .11892, 



15764 



Seq. No. 


15085 






Gene No. 


32064 






Start 


11051 






Name 


OJ990527 24.9A20.C4. 


ol . tm 


Start 


11102 






GI 


none 






Exons 


11102. . 


11260, 11102. 


.11365, 




11385 . . 


11489, 11576'. 


.11644, 




11*610. . 


11726 




Seq. No. 


15085 






Gene No. 


32064 






Start 


11051 






Name 


OJ990527 24.9A20.C4. 


o3. tm 


Start 


12260 






GI 


none 






Exons 


12260. . 


12478, 12261. 


.12479, 


Seq. No. 


15085 






Gene No. 


32064 






Start 


11051 






Name 


OJ990527 24.9A20.C4. 


o4 . ts 


Start 


12354 






GI 


none 






Exons 


12354. . 


12443, 12356. 


.12655, 


Seq. No. 


15085 






Gene No. 


32064 






Start 


11051 






Name 


OJ990527 24.9A20.C4. 


o2.tm 


Start 


12773 






GI 


none 






Exons 


12773. . 


12991, 12774. 


.12974, 




13045. . 


13215, 13244. 


.13330 


Seq. No. 


15085 






Gene No. • 


32064 






Start 


11051 






Name 


OJ990527 24.9A20.C4. 


o2. ts 


Start 


12863 






GI 


none 






Exons 


12863. . 


12979, 13032. 


.13193 


Seq. No. 


15086 






Gene No. 


32065 






Start 


1 






Name 


OJ990527 24.9A20.C5. 


ol.gp 


Start 


1 




GI 


4878621 






Exons 


1. .94, 


368. .429, 518 


. .619, 


GI Descrip. 


2674203/gb|AAB88706. 


11 8.0e 



Seq; No. 
Gene No. 
Start 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 24.9A20.C4 



13330 

TBLASTX: Maize 
11726 
165 

11152. .11352, 11360. .11500, 
11578. .11643, 11609. .11725, 



Seq. ID OJ990527_24.9A20.C4 
Strand 
End 

Method 
End 
Score 



13330 

TBLASTX: Maize 

12502 

239 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_24.9A20.C4 
13330 

TBLASTX : Soybean 

12655 

76 



OJ990527_24.9A20.C4 
13330 

TBLASTX: Maize 

13330 

229 



12890. . 12985, 13035 .. 13193, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_24 . 9A20.C4 
13330 

TBLASTX: Soybean 

13193 

124 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1084. .1143 

(AF036328) CLP protease 
regulatory subunit CLPX [Arabidopsis thaliana] 



OJ990527 
+ 

6952 
AAT/GAP 
1143 
558 



24 . 9A20.C5 



15086 
32065 
1 



Seq. ID OJ990527_24 . 9A20.C5 
Strand + 
End 6952 



15765 



Name 

Start 

GI 

Exons 



OJ990527 24 . 9A20 . C5 . ol . tc 



Method TBLASTX : Cress 



1 End 6005 

none Score 148 

1..96, 2. .97, 365. .430, 365. .418, 507. .620, 518. .619, 

1079. .1162, 1080. .1163, 1080. .1169, 1637 .. 1690,- 1638 .. 1 691 , 

2739. .2819, 2770. .2811, 2883.-2966, 2885. .2962, 2944. .2979, 

4069. .4140, 4070. .4171, 4581. .4658, 4582. .4659, 4731. .4844, 

4732. .4845, 4945. .5052, 4946. .5053, 4946. .5053, 5706. .5795, 

5708.. 5803, 5879.. 6001, 5880.. 6005, 5883.. 6002 



Seq. No. 15086 Seq. ID 

Gene No. 32065 Strand 

Start 1 End 

Name OJ990527_24 . 9A20 . C5 . ol . tm Method 

Start 1 End 

GI none Score 
Exons 



OJ990527_24.9A20.C5 
+ 

6952 

TBLASTX: Maize 

6005 

147 



Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



1..96, 2. .97, 6. .98, 365. .421, 365. .415, 507. .620, 513. .622, 
519. .620, 1079. .1159, 1080. .1163, 1086. .1163, 1634. .1690, 
1638. .1691, 2739. .2819, 2770. .2811, 2883. .2966, 2884. .2970, 
2885. .2962, 4069. .4137, 4070. .4171, 4581. .4658, 4582. .4665, 
4729. .4824, 4731. .4844, 4732. .4845, 4922. .5053, 4945. .5052, 
5706. .5789, 5711. .5788, 5879. .6001, 5880. .6005 



15086 
32065 
1 

OJ990527_24 . 9A20 . C5 . ol . np 



Seq. ID OJ990527_24.9A20.C5 

Strand + 

End 6952 

Method AAT/NAP 

End 6952 

Score 1071 



2674203 

1..94, 368. .429, 518. .618, 1084. .1163, 1638. .1688, 2737. .2811, 
2886..2963, 4085. .4141, 4588.-4658, 4743. .4842, 4946. .5050, 
5712. .5774, 5880. .6012, 6852. .6952 

(AF036328) CLP protease regulatory subunit CLPX [Arabidopsis 
thaliana] 



15086 
32065 . 
1 

OJ990527_24 . 9A20 . C5 . ol . gs 

1080 

none 



Seq. ID OJ990527_24.9A20.C5 



Strand 
End 

Method " 

End 

Score 



+ 

6952 
GENSCAN 
6002 
.7 



1080. .1163, 1638. .1688, 2737. .2811, 2886. .2963, 4588. .4842, 
5712. .5774, 5880. .6002 



15086 Seq. ID 

32065 Strand 
1 End 
OJ990527_24 . 9A20 . C5 . o2 . gp Method 
5703 End 
12132_1.R1084 Score 
5703. .5774, 5880. . 6002 

, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence' 



OJ990527_24.9A20.C5 
+ 

6952 
AAT/GAP 
6002 
332 



15086 
32065 
1 



Seq. ID OJ990527_24.9A20.C5 
Strand + 
End 6952 



15766 




Name 


OJ990527 24.9A20.C5.ol.ts 


Method 


TBLASTX : 


Soybean 


Start 


5724 


End 


6005 


GI 


none 


Score 


80 




Exons 


5724.. 5795, 5726.. 5788, 5879 


..6001, 5880.. 6005, 


5889.. 6002 


Seq. No. 


15087 


Seq. ID 


OJ990527 


_24 . 9A20.C6 


Gene No. 


32066 


Strand 


+ 




Start 


298 


End 


6375 




Name 


OJ990527 24.9A20.C6.ol.gp 


Method 


AAT/GAP 




Start 


298 


End 


1307 




GI 


12132 1.R1084 


Score 


808 




Exons 


298. .455, 1026. .1307 








GI Descrip. 


*5670155/gb|AF161269.1 IAF161269 4.0e-86 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence' 




Seq. No. 


15087 


Seq. ID 


OJ990527 


__24.9A20.C6 


Gene No. 


32066 


Strand 


-f 




Start 


298 


End 


6375 




Name 


OJ990527 24.9A20.C6.ol.gs 


Method 


GENSCAN 




Start 


300 


End 


6375 




GI 


none 


Score 


.75 




Exons 


300. .455, 1431. .1557, 3035.. 


3180, 4077 


. .4121, 5486. .5872, 




6013. .6375 








Seq. No. 


15087 


Seq. ID 


OJ990527 


_24 ..9A20.C6 


Gene No. 


32066 


Strand 


+ 




btart 


2.98 


End 


6375 - 




Name 


OJ990527 24. 9A20 . C6 . ol . np 


Method 


AAT/NAP 




Start 


1736 


End 


6363 




GI 


5834248 


Score 


1331 




Exons 


1736. .1830, 2712. .2800, 3191 


..3297, 54? 


36. .5872, 


6013. . 6363 


GI Descrip. 


(AF175124) SINAH1 protein [Gossypium hirsutum] 




Seq. No. 


15087 


Seq. ID 


OJ990527 


_24.9A20.C6 


Gene No. 


32067 


Strand 


+ 




Start 


6301 


End 


6628 




Name 


OJ990527 24 .-9A20.C6.o3.gp 


Method 


AAT/GAP 




Start 


6301 


End 


6628 




GI 


286847 


Score 


601" 




Exons 


6301. .6628 








GI Descrip. 


3264 610/gb| AF0 61511 IAF061511 


1.0e-10 Zea mays seven in absentia 




homolog mRNA, partial cds 








Seq. No. 


15087 


Seq. ID 


OJ990527_ 


_24.9A20.C6 


Gene No. 


32068 


Strand 


+ 




Start 


7329 


End 


7812 




Name 


OJ990527 24.9A20.C6.o4.gp 


Method 


AAT/GAP 




Start 


7329 


End 


7812 




GI 


" uC-osf Icypl57c05al 


Score 


940 




Exons 


7329. .7812 








GI Descrip. 


, 4558547/gb|AAD22640.1|AC007138 4 2.0e- 


■13 (AC007138) 




hypothetical protein [Arabidopsis thaliana] ' 




Seq. No. 


15087 


Seq. ID 


OJ990527_ 


_24.9A20.C6 


Gene No. 


32069 


Strand 


+ 




Start 


11498 


End 


12707 




Name 


OJ990527 24 . 9A20 . C6 . o3 . gs 


Method 


GENSCAN 





15767 



Start 


11498 




End 


12707 


GI 


none 




Score 


.55 


Exons 


11498. .11664, 11901. . 12108, 12480. .12707 


SeqT No. 


loUo / 




Seq. ID 


OJ990527_24.9A20.C6 


Gene No. 


jZV /U 




Strand 




Start 


I bJU 




End 


10251 


Name 


n TQQAtOl OA 


. yA^u .Lb.Oi . gs 


Method 


GEN SCAN 


Start 


/ djU 




End 


10251 


GI 


none 




Score 


.78 


Exons 


/ biu . . /oo / , 


"7 G"7 C Q 1 Q "5 Q A 1 Q 

/ y /o . . oioo, o4 /y . 


.8626, 8720.. 8809, 9052.. 9233, 




y joy . . iu^o i 








Seq. No. 


15087 




Seq. ID 


OJ990527_24.9A20.C6 


Gene No. 


32070 




Strand 




Start 


7630 




End 


10251 


Name 


OJ990527 24 


. 9A20.C6.o2.np 


Method 


AAT/NAP 




7633 




End 


10251 


GI 


6650526 




Score 


1209 


Exons 


7633. .7854, 


7975. .8193, 8342. 


.8626, 8720.. 8809, 9052.. 9233, 




9369. .10251 








GI Descrip. 


(AF101045) putative transcription factor XI [Oryza sativa subsp 




japonica] 








Seq. No. 


15087 




Seq. ID 


OJ990527_24.9A20.C6 


Gene No. 


32070 




Strand 




Start 


7630 




End 


10251 


Name 


OJ990527 24 


. 9A20.C6.o5.gp 


Method 


AAT/GAP 


Otalt 


8501 




End 


9488 


GI 


uC-osflcypl57c05bl 


Score 


968 


Exons 


8501. .8626, 


8720. .8809, 9052. 


.9233, 9369.. 9488 


GI Descrip. 


, 2149018/gb 


IU70541 IOSU70541 5 


.Oe-25 Oryza sativa putative 




ADP-glucose 


pyrophosphorylase 


subunit 


SH2 and putative 




NADPH-dependent reductase Al 


genes, complete cds ' 


Seq. No. 


15087 




Seq. ID 


OJ990527_24 . 9A20.C6 


Gene No. 


32071 




Strand 




otart 


13205 




End . " 


14073 


Name 


OJ990527 24 


. 9A20.C6.o5.tm 


Method 


TBLASTX: Maize 


Start 


297 




End 


1175 


GI 


none 




Score 


202 


Exons 


297. .455, 298.-432, 299. .445, 


372. .482 


, 1038. .1130, 1047. .1130, 




1121. .1174, 


1128. .1175 






Seq. No. 


15087 




Seq. ID 


OJ990527_24.9A20.C6 


Gene No. 


32071 




Strand 




Start 


13205 




End 


14073 


Name 


OJ990527 24 


. 9A20.C6.ol.tm 


Method 


TBLASTX : Maize 


Start 


3231 




End 


12324 


GI 


none 




Score 


126 


Exons 


3231. .3293, 


3232.. 3321, 3235. 


.3297, 5464. .5877, 5465. .5875, 




5465. .5878, 


5476. .5877, 12205 


. .12324 




Seq. No. 


15087 




Seq.. ID 


OJ990527_24.9A20.C6 


Gene No. 


32071 




Strand 




Start 


13205 




End 


14073 


Name 


OJ990527 24 


. 9A20.C6.o2.tc 


Method 


TBLASTX: Cress 



15768 



Start 
GI 

Exons 



3231 End 6315 

none Score 123 

3231.. 3293, 3232.. 3306, 5999.. 6175, 6011.. 6133, 6019.. 6282, 

6051. .6281, 6283. .6315 



OJ990527 24.9A20.C6 



Seq. No. 15Q87 Seq. ID 

Gene No. 32071 Strand 

Start 13205 End 

Name OJ990527_24 . 9A20 . C6 . ol . ts Method 

Start 5480 End 

GI none Score 

Exons 5480.. 5875, 5482.. 5874, 6011.. 6160, 6013.. 6381, 6013 
6051. . 6371 



14073 

TBLASTX: Soybean 
6381 
690 



6354, 



Seq. No. 15087 

Gene No. 32071 

Start 13205 

Name OJ990527_24 . 9A20 . C6 . ol . tc 

Start 5533 

GI none 

Exons 5533.. 5817, 5534.. 5815, 5534. 

Seq. No. 15087 

Gene No. 32071 

Start 13205 

Name OJ990527_24 . 9A20 . C6 . o2 . tm 

Start 6011 
GI . none 

Exons 6011.. 6166, 6013.. 6342, 6051. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
5818 

Seq. ID 
Strand . 
End 

Method 
End 
Score 



OJ990527_24.9A20.C6 
14073 

TBLASTX: Cress 

5818 

468 



OJ990527_24.9A20.C6 
14073 

TBLASTX: Maize 
6493 
575 

6341, 6325. .6396, 6467. .6493 



Seq. No. 15087 Seq. ID 

Gene No. 32071 Strand 

Start 13205 End 

Name OJ990527_24 . 9A20 . C6 . ol . tw Method 

Start 7627 End 

GI none Score 

Exons 7627.. 7800 



OJ990527_24.9A20.C6 
14073 

TBLASTX: Wheat 

7800 

190 



Seq. No. 15087 Seq. ID 

Gene No. 32071 Strand 

Start 13205 End 

Name OJ990527_24 . 9A20 . C6 . o3 . tm Method 

Start 7627 End 

GI none Score 

Exons 7627.. 7851 



OJ990527_24.9A20.C6 
14073 

TBLASTX: Maize 

7851 

225 



Seq. No. 15087 Seq. ID 

Gene No. 32071 Strand 

Start 13205 End 

Name OJ990527_24 . 9A20 . C6 . o5 . tc Method 

Start 7633 End 

GI none Score 

Exons 7633.. 7857 



OJ990527_24 . 9A20.C6 
14073 

TBLASTX: Cress 

7857 

194 



Seq. No. 
Gene No. 
Start 



15087 
32071 
13205 



Seq. ID 

Strand 

End 



OJ990527 24.9A20.C6 



14073 



15769 



Name 


OJ990527 24 


. 9A20. 


.C6.06. 


tm 


Start 


7981 








GI 


none 








Exons 


7981. .8079, 


7985. 


. .8080, 


8033. 


Seq. No. 


15087 








Gene No. 


32071 








Start 


13205 








Name 


OJ990527 24 


. 9A20. 


,C6.o2. 


tw 


Start 


8125 








GI 


none 








Exons 


8125. .8193, 


8345. 


. .8401, 


8477. 


Seq. No. 


15087 








Gene No. 


32071 








Start 


13205 








Name 


OJ990527 24 


.9A20. 


,C6.o4 . 


tc 


Start 


8134 








GI 


none 








Exons 


8134 . .8193, 


8507. 


. .8641, 


9052. 


Seq. No. 


15087 








Gene No. 


32071 








Start 


13205 








Name 


OJ990527 24 


. 9A20, 


>C6.o4 . 


tm 


Start 


8498 








GI 


none 








Exons 


8498. .8629, 


8708, 


. .8812, 


8977. 


Seq. No. 


15087 








Gene No. 


32071 








Start 


13205 








Name 


OJ990527 24 


. 9A20, 


.C6.o2. 


ts 


Start 


9853 








GI 


none 








Exons 


9853. .9966, 


9988, 


..10053, 1004 



Method 

End 

Score 



TBLASTX: Maize 

8236 

62 



Seq. ID OJ990527_24 . 9A20.C6 
Strand 

End 14073 

Method TBLASTX : Wheat 

End 87 61 

Score 54 
,8629, 8720.. 8761 



OJ990527_24.9A20.C6 
14073 

TBLASTX: Cress 
9630 
137 

9252, 9364.. 9630 

OJ990527 24.9A20.C6 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9039 

Seq. ID 

Strand 

End 

Method 

End 

Score 



14073 

TBLASTX: Maize 

9039 

61 



OJ990527_24 . 9A20.C6 
14073 

TBLASTX : Soybean 

10242 

178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



15087- Seq. ID 

32071 Strand 

13205 End 

OJ990527_24 . 9A20 . C6 . o3 . tc Method 

9871 End 

none Score 

9871.. 10065, 10052. .10132, 10057 .. 10251, 10058.. 10135 



OJ990527_24.9A20.C6 
14073 

TBLASTX: Cress 
10251 
70 



15087 
32071 
13205 

OJ990527_24-. 9A20.C6.o4 .gs 

13205 

none 

13205. .13320, 13538 .. 13734 , 

15088 
32072 
2715 

OJ990527_24 . 9A20 . C7 . o2 . gs 



Seq. ID OJ990527_24.9A20'.C6 
Strand 

End 14073 

Method . GENSCAN 

End 14073 

Score .46 
13988. .14073 

Seq. ID OJ990527_24.9A20.C7 

Strand + 

End 6585 

Method GENSCAN 



15770 



Start 
GI 

Exons 



2715 End 6585 

none Score .45 

2715. .2811, 3007. .3854, 4020. .4112, 4148. .4315, 4458. .4554, 

4578.. 4822, 4944.. 5462, 5709. .5990, 6052.. 6585 



Seq. No. 15088 Seq. ID 

Gene No. 32072 . Strand 

Start 2715 End 

Name OJ990527_24 . 9A20 . C7 . ol . np Method 

Start 3075 End 

GI 5803259 Score 

Exons 3075.. 4355, 4431.. 5465, 5600.. 5777, 5882.. 6555 
GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



OJ990527_24.9A20.C7 
+ 

6585 
AAT/NAP 
6555 
1796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15088 
32073 
7265 

OJ990527_24, 

4497 

none 

4497. . 4550, 
7833. .7883 



9A20.C7.ol. tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_24.9A20.C7 
8079 

TBLASTX: Wheat 

7883 

57 



7274. .7399, 7430. .7504, 7586.-7882, 7626. .7703, 



Li 

3? 
. i 

hi 



Seq. No. 15088 Seq. ID OJ990527_24 . 9A20 . C7 

Gene No. 32073 Strand 

Start 7265 End 8079 

Name OJ990527_24 . 9A20 . C7 . o2 . np Method AAT/NAP 

Start 7265 End 8079 

GI 6498441 Score 1074 

Exons 7265.-7546, 7640.. 8079 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



zi 



Seq. No. 


15089 




Seq. ID 


OJ990527 


Gene No. 


32074 




Strand 


+ 


Start 


5255 




End 


5799 


Name 


OJ990527 24 


. 9A20.C8.o2.np 


Method 


AAT/NAP 


Start 


5255 




End 


5799 


GI 


6539585 




Score 


204 


Exons 


5255. . 5424, 


5724. .5799 






GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


15089 




Seq. ID 


OJ990527 


Gene No. 


32075 




Strand 




Start 


1 




End 


9570 


Name 


OJ990527 24 


.9A20.C8.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


4517 


GI 


6498441 




Score 


3789 



Exons 1..887, 1074.. 1747, 1922. .2058, 2243.. 2616, 2680.. 3130, 

3458. .4517 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 
Gene No. 



15089 
32075 



Seq. ID 
Strand 



OJ990527 24.9A20.C8 



15771 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



OJ990527_24 . 9A20 . C8 . o3 . tm 
3 

none 

3. .230, 4. .147 

15089 
32075 
1 

OJ990527_24.9A20.C8.o6.tw 
3 

none 

3. .230, 31. .147, 226. .339 

15089 
32075 
1 

OJ990527_24 . 9A20 . C8 . ol . gs 

146 

none 



End 

Method 

End 

Score 



9570 

TBLASTX : Maize 

230 

124 



Seq. ID OJ990527_24 . 9A20.C8 
Strand 

End 9570 

Method TBLASTX : Wheat 

End 339 

Score 7 4 



Seq. ID OJ990527_24.9A20.C8 
Strand 

End 9570 

Method GEN SCAN 

End 9570 

Score .41 



146. .349, 370. .1439, 1567. .1701, 2016. .2143, 2193. .2616, 
269S..2787, 2812. .2862, 2902. .3613, 3622. .4127, 4410. .4611, 
5507. .5588, 5698. .5784, 7533. .7717, 9554. .9570 



15089 
32075 
1 

OJ990527_24. 9A20 . C8 . ol . ts 
516 

5666795 



Seq. ID OJ990527_24 . 9A20.C8 
Strand 

End 9570 

Method TBLASTX : Soybean 

End 1079 

Score 57 



516. .698, 753. .890, 981. .1079 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



15089 
32075 
1 

OJ990527_24.9A20.C8.o4.tw 

753 

none 



Seq. ID OJ990527_24 . 9A20.C8 
Strand 

End 9570 

Method TBLASTX : Wheat 

End - 1202 

Score 95 



753. .905, 757. .894, 961. .1134, 978. .1181, 978. .1202 



15089 
32075 
1 

OJ990527_24. 9A20 . C8 . o3 . tw 

1635 

none 

1635. .1691, 1636. .2031, 1734, 

15089 
32075 
1 

OJ990527_24 . 9A20 . C8 . o2 . tm 

1737 

none 

1737. .2093, 1843.. 2094 



Seq. ID OJ990527_24.9A20.C8 
Strand 

9570 

TBLASTX: Wheat 
2036 
241 



End 

Method 
End 
Score 
.2036 



Seq. ID OJ990527_24 . 9A20.C8 
Strand 

End 9570 

Method TBLASTX : Mai ze 

End 2094 

Score 147 



15772 



Seq. No. 15089 

Gene No. 32075 

Start 1 

Name OJ990527_24 . 9A20 . C8 . o2 . ts 

Start 1824 

GI none 

Exons 1824.. 2060, 1846.. 1941 

Seq. No. 15089 

Gene No. 32075 

Start 1 

Name OJ990527_24 . 9A20 . C8 . ol . tm 

Start 2121 

GI none 

Exons 2121.. 2159, 2158.. 2478, 2168. 

Seq. No. 15089 

Gene No. 32075 

Start 1 

Name OJ990527_24 . 9A20 . C8 . ol . tw 

Start 2167 

GI none 

Exons 2167.. 2607, 2168.. 2608 

Seq. No. 15089 

Gene No. 32075 

Start 1 

Name OJ990527_24 . 9A20 . C8 . o2 . tw 

Start 2608 

GI none 

Exons 2608.. 2739, 2716.. 3246, 2735. 



Seq. ID OJ990527_24.9A20.C8 
Strand 

End 9570 

Method TBLASTX : Soybean 

End 2060 

Score 65 



Seq. ID OJ990527_24 .9A20.C8 
Strand 

9570 

TBLASTX: Maize 
2478 
155 



End 

Method 
End 
Score 
.2443 



Seq. ID OJ990527_24.9A20.C8 
Strand 

End 9570 

Method TBLASTX : Wheat 

End 2608 

Score 339 



Seq. ID OJ990527_24. 9A20.C8 
Strand 

End 9570 

Method TBLASTX : Wheat 

End 3247 

Score 161 



.3052, 3110.. 3247 



Seq. No. 15089 

Gene No. 32075 

Start 1 

Name OJ990527_24 . 9A20 . C8 . o5 . tw 

Start 3984 

GI none 

Exons 3984.. 4244, 4015.. 4245, 4240. 



Seq. ID OJ990527_24.9A20.C8 
Strand 

End 9570 

Method TBLASTX : Wheat 

End 4 330 

Score 106 
.4326, 4241. .4330 



Seq. No. 15090 

Gene No. 32076 

Start 40 

Name OJ990527_24 . 9A20 . C9 . ol . gs 

Start 40 

GI none 

Exons 40. .201, 238. .876 

Seq. No. 15090 

Gene No. 32076 

Start 40 

Name OJ990527_24 . 9A20 . C9 . ol . ts 

Start 40 

GI none 

Exons 40.. 201, 135.. 203, 280.. 339, 
610. .789, 636. .788 



Seq. ID OJ990527_24.9A20.C9 

Strand + 

End 87 6 

Method GEN SCAN 

End 87 6 

Score .7 



Seq. ID OJ990527_24.9A20.C9 

Strand + 

End 876 

Method TBLASTX : Soybean 

End 789 

Score 161 

312. .392, 471. .572, 472. .615, 



15773 



Seq. No. 


15090 




Seq. ID 


OJ990527 


Gene No. 


32076 




Strand 


+ 


Start 


40 




End 


876 


Name 


OJ990527 24.9A20.C9.ol. 


tm 


Method 


TBLASTX:! 


Start 


663 




End 


855 


GI 


none 




Score 


249 


Exons 


663. .800, 664. .855 








Seq. No. 


15091 




Seq. ID 


OJ990527 


Gene No. 


32077 




Strand 


+ 


Start 


1364 




End 


3299 


Name 


OJ990527 24.9A20.C10.ol 


.np 


Method 


AAT/NAP 


Start 


1364 




End 


3299 


GI 


6006359 




Score 


53 


Exons 


1364 . . 1407, 3149. .3299 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


15091 




Seq/ ID 


OJ990527 


Gene No. 


32078 




Strand 




Start 


1618 




End 


2148 


Name 


OJ990527 24.9A20.C10.ol 


.gs 


Method 


GENSCAN 


Start 


1618 . 




End 


2148 


GI 


none 




.Score 


.7-8 


Exons 


1618.. .2148 









Seq. No. 15091 Seq. ID 

Gene No. 32079 Strand 

Start 2562 End 

Name OJ990527_24 . 9A20 . C10 . o2 . gs Method 

Start 2562 End 

GI none Score 

Exons 2562.. 2651, 2757.. 2817, 2822.. 2892 



OJ990527_24 . 9A20 .C10 

28 92 
GENSCAN 
2892 
.51 



Seq. No. 15092 

Gene No. 32080 

Start 180 

Name OJ990527_24 . 9A20.Cll-.ol, 

Start 180 

GI none 

Exons 180.. 347, 815.. 928, 983. 



gs 



Seq. ID OJ990527_24.9A20.C11 

Strand + 

End 1576 

Method GENSCAN 

End 1576 

Score .75 



.1195, 1550.. 1576 



Seq. No. 


15092 








Seq. ID 


OJ990527 


Gene No. 


32081 








Strand 




Start 


2515 








End 


8883 


Name 


OJ990527 24 


.9A20. 


.Cll.o2, 


.gs 


Method 


GENSCAN 


Start 


2515 








End 


3359 


GI 


none 








Score 


.9 


Exons 


2515. .2720, 


2861. 


. .3125, 


3300. 


.3359 




Seq. No. 


15092 








Seq. ID 


OJ990527 


Gene No. 


32081 








Strand 




Start 


2515 








End 


8883 


Name 


OJ990527 24 


. 9A20. 


.Cll.ol. 


.np 


Method 


AAT/NAP 


Start 


2521 








End 


8883 


GI 


3513738 








Score 


199 


Exons 


2521. .2720, 


2861, 


. .3357, 


4044 . 


. 4144, 4714 . .4889, 



8852. .8883 



15774 



GI Descrip. (AF080118) similar to the GDSL family of lipolytic enzymes 
[Arabidopsis thaliana] 



Seq. No. 15092 
Gene No. 32081 
Start 2515 

Name OJ990527_24 . 9A20 . Cll . ol . tm 

Start 2853 
GI none 
Exons 2853. 

4123. 

4829. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 24.9A20.C11 



3032, 3039.. 3140, 3039 
4170, 4713. .4790, 4719. .4838, 4724 
4894 



8883 

TBLASTX: Maize 
4958 
52 

3140, 3202.. 3339, 4057, 
4891, 4812. 



,4092, 
,4958, 



Seq. No. 15092 

Gene No. 32081 

Start 2515 

Name OJ990527_24 . 9A20 . Cll . ol . tc 

Start 2928 

GI none 
Exons 



Seq. ID OJ990527_24.9A20.C11 
Strand 
End 

Method 
End 
Score 



8883 

TBLASTX: Cress 

4925 

192 



2928. .3128, 4057. .4092, 4102. .4182, 4719. .4925 



'is* 



i s f 



Seq. No. 15092 Seq. ID 

■Gene No. 32081 Strand 

Start 2515 End 

Name OJ990527_24 . 9A20 . Cll . ol . ts Method 

Start 4714 End 

GI none Score 

Exons 4714. .4881, 4716. .4958 



OJ990527_24.9A20.C11 
8883 

TBLASTX : Soybean 

4958 

94 



Seq. No. 15093 Seq. ID OJ990527_24.9A20.C12 

Gene No. 32082 Strand 

Start 1 End 125 

Name OJ990527_2 4 . 9A20 . C12 . ol . np Method AAT/NAP 

Start 1 End 125 

GI 133431 Score 146 

Exons 1 . . 125 

GI Descrip. DNA- DIRECTED RNA POLYMERASE BETA 1 CHAIN gi | 66984 | pir | | RNZMB1 

DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - maize 
chloroplast gi | 12481 1 emb | CAA35196 | (X17318) RNA polymerase 
beta-1 subunit (AA 1-683) [Zea mays] gi | 902213 | emb | CAA60277 | 
(X86563) RNA polymerase beta 1 subunit 1 [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15093 
32083 
94 

OJ990527 
94 

5739000 
94. .316, 



Seq. ID OJ990527_24.9A20.C12 



24 .9A20.C12.o2.np 



384 . .413 



Strand 
End 

Method 

End 

Score 



413 

AAT/NAP 

413 

101 



(AB013667) photosystem II protein D2 [Anthoceros punctatus] 



Seq. No. 15094 

Gene No. 32084 

Start 1 

Name OJ990527_24 . 9A20 . C14 . ol . gp 

Start 1 

GI none 



Seq. ID OJ990527_24.9A20.C14 

Strand 

End 7 0 

Method AAT/GAP 

End 70 

Score 140 



15775 



Exons 



1. .70 



Seq. No. 


15095 




Seq. ID 


OJ990527 


_24.9A20 


.C16 


Gene No. 


32085 




Strand 


+ 






Start 


313 




End 


384 






Name 


OJ990527 24.9A20.C16.ol 


. gs 


Method 


GENSCAN 






Start 


313 




End 


384 






GI 


none 




Score 


. 98 






Exons 


313. . 384 












Seq. No. 


15096 




Seq. ID 


OJ990527 


_24 . 9A20 


.C18 


Gene No. 


32086 




Strand 


+ 






Start 


172 




End 


323 






Name 


OJ990527 24.9A20.C18.ol 


. np 


Method 


AAT/NAP 






Start 


172 




End 


323 






GI 


6907086 




Score 


106 






Exons 


172. .323 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


15096 




Seq. ID 


OJ990527 


_24.9A20 


.C18 


Gene No. 


32086 




Strand 


+ 






Start 


172 




End 


323 






Name 


OJ990527 24 .9A20.C18.ol 


.gs 


Method 


GENSCAN 






Start 


201 




End 


237 






GI 


none 




Score 


. 57 






Exons 


201. .237 










- 


Seq. No. 


15097 




Seq. ID 


OJ990527 


24 . 9A20 


.C21 


Gene No. 


32087 




Strand 








Start 


1 




End 


593 






Name 


OJ990527 24.9A20.C21.ol 


.gp 


Method 


AAT/GAP 






Start 


1 




End 


593 






GI 


288 1.R1084 




Score 


1161 






Exons 


1. .593 












GI Descrip. 


'1658313/emb|CAA70174 | 


0.0e+00 (Y08987) 


osr40g2 


[Oryza 


sativa] 


Seq. No. 


15097 . 




Seq. ID 


OJ990527 


24 . 9A20 


. C21 


Gene No . 


32087 




Strand 








Start 


1 




End 


593 






Name 


OJ990527 24 .9A20.C21.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


175 






GI 


1658313 




Score 


261 






Exons 


1. . 175 












GI Descrip. 


(Y08987) osr40g2 [Oryza 


sativa] 








Seq. No. 


15097 




Seq. ID 


OJ990527 


_24.9A20 


.C21 


Gene No. 


32087 




Strand 








Start 


1 




End 


593 






Name 


OJ990527 24 .9A20.C21.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


11 




End 


220 






GI 


none 




Score 


126 






Exons 


11. .112, 17. .220, 17. .178, 18. 


.158, 132. .179 






Seq. No. 


15097 




Seq. ID 


OJ990527 


_24. 9A20 


.C21 


Gene No. 


32087 




Strand 








Start 


1 




End 


593 






Name 


OJ990527 24 .9A20.C21.ol 


.gs 


Method 


GENSCAN 







Start 
GI 

Exons 



17 

none 
17. .175 



End 
Score 



175 
.85 



Seq. No. 15098 Seq. ID 

Gene No. 32088 Strand 

Start 25 End 

Name OJ990527_24 . 9A20 . C25 . ol . gs Method 

Start 25 End 

GI none Score 

Exons 25.. 98 



OJ990527_24 . 9A20 . C25 
98 

GENSCAN 

98 

.99 



Seq. No. 15099 Seq. ID 

Gene No. 32089 Strand 

Start 247 End 

Name OJ990527_24 . 9A20 . C29 . ol . gs Method 

Start 247 End 

GI none Score 

Exons 247.. 381 



OJ990527_24 . 9A20 . C29 
+ 

381 

GENSCAN 
381 
. 63 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



15100 



Seq. ID OJ990527 24.9A20.C33 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32090 Strand + 

1 End 34 0 

OJ990527_24 . 9A20 . C33 . ol . np Method AAT/NAP 
1 - End 34 0 

6069646 Score 124 

1..76, 226. .340 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 1 (AP00112.9) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



15100 
32090 
1 

OJ990527_24 . 9A20 . C33 . ol . tm 
3 

none 

3. .50, 104. .307, 105. .317 

15100 
32090 
1 

OJ990527_24. 9A20 . C33 . ol . gs 
84 

none 
84. .221 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_24 . 9A20 . C33 
+ 

340 

TBLASTX: Maize 

317 

49 



OJ990527_24 . 9A20.C33 
+ 

340 

GENSCAN 
221 
. 65 



Seq. No. 15101 Seq. ID 

Gene No. 32091 Strand 

Start 1 End 

Name OJ990527_24 . 9A20 . C37 . ol . gp Method 

Start 1 End 

GI 12232_1.R1084 Score 

Exons 1. .273 

GI Descrip. '3063444 3.0e-ll (AC003981) F22013.5 [Arabidopsis thaliana] 



OJ990527_24 . 9A20.C37 
+ 

273 

AAT/GAP 

273 

535 



15777 



>gi_4 97325 6_gb_AAD35005. 1_AF144387_1 (AF144387) thioredoxin-like 
1 [Arabidopsis thaliana] 1 





Seq. No. 


15101 


Seq. ID 


OJ990527_24.9A20.C37 




Gene No. 


32091 


Strand 


+ 




Start 


1 


End 


273 




Name 


OJ990527 24 . 9A20 . C37 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


215 




GI 


none 


Score 


188 




Exons 


1..129, 2. .160, 156. .215, 163. .210, 165. .215 




Seq. No. 


15101 


Seq. ID 


OJ990527_24.9A20.C37 




Gene No. 


32091 


Strand 


+ 




Start 


1 


End 


273 




Name 


OJ990527 24 . 9A20 . C37 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


246 




GI 


3063444 


Score 


151 




Exons 


1. .246 








GI Descrip. 


(AC003981) F22013.5 [Arabidopsis thaliana] 






gi|4973256|gb|AAD35005.1|AF144387 1 (AF144387) thioredoxin-like 






1 [Arabidopsis thaliana] 








Seq. No. 


15101 


Seq. ID 


OJ990527_24.9A20.C37 


:i 


Gene No . 


32091 


Strand 


+ 




Start 


1 


End 


273 


n 


Name 


OJ990527 24 . 9A20 . C37 . ol . gs 


Method 


GENSCAN 


u 


Start 


9 


End 


166 




GI 


none 


Score 


. 64 


• 


Exons 


9. .21, 45. .166 






Si, 

zl 


Seq. No. 


15102 


Seq. ID 


OJ990527_24 . 9A20.C38 


1 1 


Gene No. 


32092 


Strand 


+ 


Start 


60 


End 


1962 


!i 


Name 


OJ990527 24.9A20.C38.ol.gs 


Method 


GENSCAN 




Start 


60 


End 


1962 




GI 


none 


Score 


.72 




Exons 


60. .187, 322. .392, 462. .559, 


634. .784, 


847. .945, 1028. .1091, 


Z L 

! 
=• 




1186. .1366, 1445. .1535, 1733 


. .1962 




-\ 
=* . 
"i ' 


Seq. No. 


15103 


Seq. ID 


OJ990527_24.9A20.C39 


= : 


Gene No. 


32093 


Strand 


4- 




Start 


977 


End 


6574 




Name 


OJ990527 24.9A20.C39.ol.np 


Method 


AAT/NAP 




Start 


977 


End 


4570 




GI 


728867 


Score 


51 




Exons 


977. .1004, 2386. .2579, 4545. 


.4570 






GI Descrip. 


ANTER-SPECIFIC PROLINE-RICH 


PROTEIN APG PRECURSOR 






gi| 99694 |pir| IS21961 proline 


-rich protein APG - Arabidopsis 






thaliana gi | 22599 | emb | CAA4 2925 | (X60377) APG [Arabidopsis 






thaliana] 








Seq. No. 


15103 


Seq. ID 


OJ990527_24 . 9A20.C39 




Gene No. 


32093 


Strand 


+ 




Start 


977 


End 


6574 




Name 


OJ990527 24.9A20.C39.ol.gs 


Method 


GENSCAN 




Start 


2261 


End 


6574 




GI 


none 


Score 


.62 



15778 




Exons 


2261. .2369, 2402. .2715, 


2932 


..2984, 3846.-3925, 5423. .5654, 




6268. .6574 








Seq. No. 


15103 




Seq. ID 


OJ990527_24.9A20.C39 


Gene No. 


32094 




Strand 




Start 


4421 




End 


6490 - 


Name 


OJ990527 24 . 9A20 . C39 . oZ . 


np 


Method 


AAT/NAP 


Start 


4421 




End 


6490 


GI 


2062167 




Score 


82 


Exons 


4421. .4503, 6325. . 6490 








GI Descrip. 


(AC001645) Proline-rich 


protein APG isolog [Arabidopsis 




thaliana] 








Seq. No. 


15104 




Seq. ID 


OJ990527_24.9A20.C40 


Gene No. 


32095 




Strand 


+ 


Start 


792 




End 


2016 


Name 


OJ990527 24.9A20.C40.ol. 


gs 


Method 


GENSCAN 


Start 


792 




End 


2016 


GI 


none 




Score 


.71 


Exons 


792. .918, 1496. .2016 








Seq. No. 


15104 




Seq. ID 


OJ990527_24 . 9A20 . C40 


Gene No. 


32096 




Strand 




Start 


3125 ' 




End 


7107 


Name 


OJ990527 24.9A20.C40.o2. 


gs 


Method 


GENSCAN 


Start 


3125 




End 


7107 


GI 


none 




Score 


.65 


Exons 


3125.. 3336, 3455.. 3999, 


4434 


..4560, 6810. .7107 


Seq. No. 


15104 




Seq. ID 


OJ990527_24.9A20.C40 


Gene No. 


32097 




Strand 




Start 


9126 




End 


18440 


Name 


OJ990527 24 . 9A20.C40.ol. 


np 


Method 


AAT/NAP 


Start 


9126 




End 


17801 


GI 


6539553 




Score 


6263 


Exons 


9126. .9836, 14611. .17801 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] 


gil 6539590 |dbj 


IBAA88206.il (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 








Seq. No. 


15104 




Seq. ID 


OJ990527_24 . 9A20 . C40 


Gene No. 


32097 




Strand 




Start 


9126 




End 


18440 


Name 


OJ990527 24 . 9A20.C40.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


9262 




End 


9738 


GI 


none 




Score 


331 


Exons 


9262. .9648, 9263. .9646, 


9330 


..9647, 9657. .9737, 9663.-9737, 




9667. .9738 








Seq. No. 


15104 




Seq. ID 


OJ990527_24.9A20.C40 


Gene No. 


32097 




Strand 




Start 


9126 




End 


18440 


Name 


OJ990527 24.9A20.C40.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


9375 




End 


9749 • 


GI 


none 




Score 


104 


Exons 


9375. .9599, 9618. .9749 









15779 




Seq. No. 


15104 




Seq. ID 


OJ990527_24.9A20 


. C40 


Gene No. 


32097 




Strand 






Start 


9126 




End 


18440 




Name - 


OJ990527 24.9A20.C40 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


9594 




End 


14700 




GI 


none 




Score 


160 




Exons 


9594.. 9833, 9595.. 9822, 9627 


..9827, 14614. .14700 




Seq. No. 


151U4 




Seq. ID 


OJ990527_24.9A20 


.C40 


Gene No . 


32097 




Strand 






Start 


9126 




End 


18440 




Name 


ojyyubz / 2 4 . 9A20 . C4 U , 


. o4 . gs 


Method 


GENSCAN 




Start 


"1 O "1 A O 

13202 




End 


18440 




GI 


none 




Score 


.41 




Exons 


i o o /"\ o 1001 a -i /inn 

13202 .. 13314 , 14871., 


. 15721, 


16951. .1724 9, 17577. .17710, 






i Ofm 1 O O O ^ 1 O "D O O 


. 184 40 








Seq. No. 


15104 




Seq. ID 


OJ990527_24.9A20 


. C40 


Gene No. 


32097 




Strand 






Start 


Ci 1 O £1 

9126 




End 


18440 




Name 


OJ990527 24.9A20.C40. 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


14596 




End 


14863 




GI 


none 




Score 


119 




Exons 


14 b y o . . 14 o o2 , 14ooo.. 


T A O (Z O 

. 14 0 DO 








Seq. No. 


15104 




Seq. ID 


OJ990527_24.9A20 


.C40 


Gene No. 


32097 




Strand 






Start 


912 0 




End 


18440 




Name 


OJ99052 / 24.9A20.C40. 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14 /lb 




End 


15261 




GI 


none 




Score 


316 




Exons 


14 /lb .. 14 922 , 14917., 


, 15261 








Seq. No. 


IDJLU4 




Seq. ID 


OJ990527_24.9A20 


. C4 0 


Gene No. 


32097 




Strand 






Start 


9126 




End 


18440 




Name 


OJ990527 24.9A20.C40. 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


i a i m 
14 7 97 




End 


15262 




GI 


none 




Score 


65 




Exons 


14797 .. 15261 , 15164.. 


, 152 62 








Seq. No. 


15104 




Seq. ID 


OJ990527_24.9A20 


.C40 


Gene No. 


32097 




Strand 






Start 


9126 




End 


18440 




Name 


OJ990527 24.9A20.C40. 


.ol . ts 


Method 


TBLASTX: Soybean 




Start 


14932 




End 


15396 




GI 


5509260 




Score 


58 




Exons 


14932. .15396, 14951. . 


, 15010, 


15083. .15301 




GI Descrip. 












Seq. No. 


15104 




Seq. ID 


OJ990527_24.9A20 


.C40 


Gene No. 


32097 




Strand 






Start 


9126 




End 


18440 




Name 


OJ990527 24.9A20.C40. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


15043 




End 


15303 




GI 


none 




Score 


116 





15780 




Exons 


15043. 


.15303, 15131. 


.15301 








Seq. No. 


15104 






Seq. ID 


OJ990527_24 .9A20 


.C40 


Gene No. 


32097 






Strand 






Start 


9126 






End 


18440 




Name 


OJ990527 24.9A20.C40 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


15316 






End 


16067 




GI 


none 






- Score 


190 




Exons 


15316. 


.15834, 15317, 


.15475, 


15336. .15509, 15584. .15835, 






15626. 


.15835, 15841. 


.15939, 


15843. .15947, 15939. .16067, 






15942. 


.16058, 15943. 


.16062 








Seq. No. 


15104 






Seq. ID 


OJ990527_24.9A20 


.C40 


Gene No. 


32097 






Strand 






Start 


9126 






End 


18440 




Name 


OJ990527 24.9A20.C40 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


15721 






End 


16115 




GI 


none 






Score 


46 




Exons 


15721. 


.15828, 15845. 


. 15889, 


15847. .15891, 15945. .16100, 






15945. 


.16115, 15949. 


.16107 








Seq. No. 


15104 






Seq. ID 


OJ990527_24.9A20 


.C40 


Gene No.. 


32097 






Strand 






Start 


9126 






End 


18440 




Name 


OJ990527 24.9A20.C40 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


15945 






End 


16337 




GI 


none 






Score 


226 




Exons 


15945. 


.16337 










Seq. No. 


15104 






Seq. ID 


OJ990527_24.9A20 


.C40 


Gene No. 


32097 






Strand 






Start 


9126 






End 


18440 




Name 


OJ990527 24.9A20.C40 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


16068 






End 


16262 




GI 


none 






Score 


167 




Exons 


16068. 


.16262, 16068. 


.16259 








Seq. No. 


15104 






' Seq. ID 


OJ990527_24.9A20 


.C40 


Gene No. 


32097 






Strand 






Start 


9126 






End 


18440 




Name 


OJ990527 24.9A20.C40 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


16538 






End 


16853 




GI 


none 






Score 


363 




Exons 


16538. 


.16699, 16539. 


. 16853, 


16540. .16833 




Seq. No. 


15104 






Seq. ID 


OJ990527_24.9A20 


.C40 


Gene No. 


32097 






Strand 






Start 


9126 






End 


18440 




Name 


■ OJ990527 24.9A20.C40 


. o2 . tm 


-Method 


TBLASTX: Maize 




Start 


17359 






End 


17672 




GI 


none 






Score 


288 




Exons 


17359. 


.17664, 17360. 


.17662, 


17361. .17672 




Seq. No. 


15104 






Seq. ID 


OJ990527_24.9A20 


.C40 


Gene No. 


32097 






Strand 






Start 


9126 






End 


18440 




Name 


OJ990527 24.9A20.C40 


. o4 . tw 


Method 


TBLASTX: Wheat 





15781 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



17420 End 17810 

none Score 237 

17420. .17683, 17421 .. 17807, 17422 17796, 17424. .17810 



15105 Seq. ID 

32098 Strand 

188 End 
OJ990527_24 . 9A20 . C44 . ol . gs Method 

188 End 

none Score 
188. .271 



OJ990527_24 . 9A20 . C4 4 
+ 

271 

GENSCAN 

271 

.85 



Seq. No. 15106 Seq. ID 

Gene No. 32099 Strand 

Start 34 End 

Name OJ990527_24 . 9A20 . C4 5 . ol . gp Method 

Start 34 End 

GI 5003268 Score 

Exons 34 . . 273 



OJ990527_24 . 9A20.C45 
+ 

273 

AAT/GAP 

273 

415 



Seq. No. 15106 Seq. ID 

Gene No. 32100 Strand 

Start 196 End 

Name OJ990527_24 . 9A20 . C4 5 . ol . gs Method 

Start 196 End 

GI none ^ Score 

Exons 196. .267 



OJ990527_24 . 9A20.C45 
+ 

267 

GENSCAN 

267 

.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
■Start 
Name 
Start 
GI 

Exons 



15107 Seq. ID 

32101 Strand 
153 End 
OJ990527_24 . 9A20 . C4 6 . ol . gp Method 
153 End 
288_3.R1084 Score 
153. .568 

l 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa]' 1 



OJ990527_24.9A20.C4 6 
+ 

568 

AAT/GAP 

568 

786 



15107 Seq. ID 

32102 Strand 

4 02 End 
OJ990527_24 . 9A20 . C4 6 . ol . tm Method 

385 End 

none Score 

385. .567, 392. .442, 396. .566 

15107 Seq. ID 

32102 Strand 

4 02 End 
0 J990527_24 . 9A20 . C4 6 . ol . gs Method 

4 02 End 

none Score 
402. .542 



OJ990527_24 . 9A20 . C4 6 
568 

TBLASTX: Maize 

567 

240 



OJ990527_24.9A20.C46 
568 

GENSCAN 

542 

.98 



Seq. No. 
Gene No. 



15107 
32102 



Seq. ID OJ990527_24.9A20.C46 
Strand 



15782 



□ 



i U 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



402 



OJ990527_24.9A20.C4 6.ol.np 
405 

1658315 
405. .568 

(Y08988) osr40g3 [Oryza sativa] 



End 

Method 
End 
Score 



568 

AAT/NAP 

568 

294 



15107 * 

32102 

402 

OJ990527_24 . 9A20 . C4 6 . ol . tc 

408 

none 

408. .566, 412. .567 

15107 
32102 
402 

OJ990527_24 . 9A20 . C4 6 . ol . ts 

408 

none 

408. .566, 409. .567 

15107 
32102 
402 

OJ990527_24 . 9A20 . C4 6 . ol . tw 

408 

none 

408. .566, 412. .567 



Seq. ID OJ990527_24.9A20.C46 

Strand 

End 568 

Method TBLASTX : Cress 

End 567 

Score 115 



Seq. ID OJ990527_24.9A20.C46 

Strand 

End 568 

Method TBLASTX : Soybean 

End 567 

Score 133 



Seq. ID OJ990527_24.9A20.C46 

Strand 

End 568 

Method- TBLASTX : Wheat 

End 567 

Score 222 



15108 
32103 
1 

OJ990527_24 . 9A20 . C47 . ol . np 
1 

1296955 
1..23, 122. .295 

(X95402) duplicated domain structure protein [Oryza sativa] 



Seq. ID OJ990527_24 . 9A20.C4 7 
Strand 

End 319 

Method AAT/NAP 

End 295 

S.core 166 



15108 
32103 
1 

OJ990527_24 . 9A20 . C4 7 . ol . tm 
3 

none 



Seq. ID OJ990527_24 . 9A20.C4 7 
Strand 

End 319 

Method TBLASTX : Mai ze 

End 319 

Score 41 



3. .47, 4. .45, 98. .289, 99. .251, 119. .247, 120. .248, 149. .268, 
167. .319, 187. .318 



15109 
32104 
8 

OJ990527_24 . 9A20 . C48 . ol . gs 
8 

none 

8. .77, 614. .888 



Seq. ID OJ990527_24.9A20.C48 

Strand 

End 888 

Method GENSCAN 

End 888 

Score .72 



15783 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15110 Seq. ID 

32105 Strand 

29 End 

OJ990527_24 . 9A20.C4 9. ol .np Method 

29 End 

2262103 * Score 



OJ990527_24 .9A20.C4 9 

1171 
AAT/NAP 
1171 
615 



29. .350, 445. .641, 731. .1041, 1105. .1171 
(AC00234 3) unknown protein [Arabidopsis thaliana] 
gi|5668642|emb|CAB51657.1| (AL109619) putative protein 
[Arabidopsis thaliana] 



15110 
32105 
29 

OJ990527_24.9A20.C4 9.ol.tc 
44 

none 

44. .211, 230. .349, 447. .617, 453. .620 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_24.9A20.C49 
1171 

TBLASTX: Cress 

620 

87 



15110 
32105 
29 

OJ990527_24 . 9A20 .C4 9 . o3 . tm 
44 

none 



OJ990527_24.9A20.C49 
1171 

TBLASTX: Maize 
351 
66 

44. .199, 44. .211, 90. .212, 230. .337, 231. .311, 268.";351 

OJ990527 24.9A20.C49 



Seq. ID 

Strand 

End 

Method 

End 

Score 



15110 Seq. ID 

32105 ' <: Strand 

29 End 1171 
OJ990527_24 . 9A20 .C49 . ol . gs Method GENSCAN 

45 End 1074 

none Score . 91 

45. .347, 535. .641, 731. .1074 



15110 Seq. ID 
32105 Strand 
29 . End 
OJ990527_24 . 9A20 . C4 9 . o2 . tm Method 
441 End- 
none Score 
441. .572, 441. .620, 442. .576, 731. .766 



OJ990527_24.9A20.C49 
1171 

TBLASTX: Maize 

766 

99 



15110 
32105 
29 

OJ990527_24 . 9A20 . C4 9 . ol . tm 

7 94. * 

none 



Seq. ID OJ990527_24.9A20.C49 
Strand 

End 1171 

Method TBLASTX: Maize 

End 1040 

Score 61 



794. .952, 848. .949, 858. .950, 992. .1039, 993. .1040 



15110 
32105 
29 

OJ990527_24 . 9A20 . C4 9 . o2 . tc 

798 

none 



Seq. ID OJ990527_24.9A20.C49 
Strand 

End 1171 

Method TBLASTX : Cress 

End 1024 

Score 7 9 



15784 



Exons 



798. .953, 800. .970, 992. .1024 



Seq. No. 15111 

Gene No. 32106 

Start 368 

Name OJ990527_24 . 9A20 . C50 . ol . gs 

Start 368 

GI none 

Exons 368. .501 



Seq. ID OJ990527_24 . 9A20, 

Strand + 

End 501 

Method GENSCAN 

End 501 

Score .95 



C50 



Seq. No. 15112 

Gene No. 32107 

Start 349 

Name OJ990527_24 . 9A20 . C51 . ol . gs 

Start 349 

GI none 

Exons 349. . 482 



Seq. ID OJ990527_24.9A20. 

Strand + 

End 482 

Method GENSCAN 

End 482 

Score .7 



C51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15112 
32108 
1 

OJ990527_24 . 9A20 . C51 . ol . np 
1 

6223653 
1..124, 222. .429 

(AC0H698) transfactor-like [Arabidopsis thaliana] 



Seq. ID OJ990527_24.9A20, 
Strand 

End 4 35 

Method AAT/NAP 

End 429 

Score 238 



C51 



15112 
32108 
1 

OJ990527_24 . 9A20 . C51 . ol . ts 
47 

none 



Seq. ID OJ990527_24 . 9A20. 
.Strand 

End 435 

Method TBLASTX : Soybean 

End 325 

Score 107 



C51 



47. .88, 78. .116, 208. .324, 218. .325 



Seq. No. 15112 

Gene No. 32108 

Start 1 - 

Name OJ990527_24 . 9A2'0 . C51 . ol . tc 

Start 48 

GI none 
Exons 



Seq. ID OJ990527_24.9A20. 
Strand 

End 435 

Method TBLASTX : Cress 

End 435 

Score 40 



C51 



48. .83, 50. .88, 82. .117, 91. .123, 208. .435, 218. .364 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



15113 
32109 
1 

OJ990527_24 . 9A20 . C53 . ol . np 
1 

1658313 
1..46, 262. .489 

(Y08987) osr40g2 [Oryza sativa] 



Seq. ID OJ990527_24 . 9A20, 

Strand + 

End 508 

Method AAT/NAP 

End 489 

Score 416 



C53 



15113 
32109 
1 

OJ990527_24 . 9A20 . C53 . ol . tm 
1 



Seq. ID OJ990527_24 . 9A20 , 

Strand + 

End 508 

Method TBLASTX : Mai ze 

End 508 



C53 



15785 




GI 


none 


Score 


63 




Exons 


1..45, 4. .48, 5. .49, 254. .319, 


260. .376, 261. .497, 262. 


. 489, 




440. .508, 443. .508 








Seq. No. 


15113 


Seq. ID 


OJ990527_24 .9A20 


.C53 


Gene No. 


32109 


Strand 


■l- 




Start 


1* 


End 


508 




Name 


OJ990527 24.9A20.C53.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


495 




GI 


none 


Score 


68 




Exons 


2. .49, 262. .495, 276. .386, 426. .488 






Seq. No. 


15113 


Seq. ID 


OJ990527_24 .9A20 


.C53 


Gene No. 


32109 


Strand 


+ 




Start 


1 


End 


508 




Name 


OJ990527_24 . 9A20 . C53 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


489 




GI 


none 


Score 


70 




Exons 


2. .49, 261. .389, 262. .489 








Seq. No. 


15113 


Seq. ID 


OJ990527_24.9A20 


.C53 


Gene No. 


32109 


Strand 


+ 




Start 


1 


End 


508 




Name 


OJ990527 24 . 9A20 . C53 . ol . gs 


Method 


GENSCAN 




Start . 


262 


End 


4 90 




GI 


none 


Score 


. 93 




Exons 


262. .490 








Seq. No. 


15113 


Seq. ID 


OJ990527_24.9A20 


.C53 


Gene No. 


32109 


Strand 


+ 




Start 


1 


End 


508 




Name 


OJ990527 24.9A20.C53.ol.tw 


Method 


TBLASTX: Wheat 




Start 


262 


End 


489 




GI 


none 


Score 


65 




Exons 


262. .315, 266. .319, 266. .382, 


267. .362, 


267. .488, 268.. 


489 


Seq. No. 


15114 


Seq. ID 


OJ990527_24.9A20 


.C54 


Gene No. 


32110 


Strand 


+ 




Start 


1 


End 


824 




Name 


OJ990527 24.9A20.C54.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


824 




GI 


2462134 


Score 


327 




Exons 


1. .824 








GI Descrip. 


(Y13368) reverse transcriptase [Beta vulgaris] 




Seq. No. 


15114 


Seq. ID 


OJ990527_24.9A20 


.C54 


Gene No. 


32110 


Strand 


+ 




Start 


1 


End 


824 




Name 


OJ990527 24.9A20.C54.ol.tm 


Method 


TBLASTX: Maize 




Start 


18 


End 


467 




GI 


none 


Score 


70 




Exons 


18. .113, 111. .467, 116. .313 








Seq. No. 


15114 


Seq. ID 


OJ990527_24.9A20 


.C54 


Gene No. 


32110 


Strand 


+ 




Start 


1 


End 


824 




Name 


OJ990527 24.9A20.C54.ol.gs 


Method 


GENSCAN 





15786 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



69 

none 
69. .756 



End 
Score 



756 
.77 



15114 Seq. ID 

32110 Strand 
1 End 
OJ990527_24 . 9A20 . C54 . o2 . tin Method 
54 3 End 
none Score 
543. .824, 644. .814 

15115 Seq. ID 

32111 Strand 
1713 End 
OJ990517_25 . 9A03 . CI . ol . gs Method 
1713 End 
none Score 
1713. .1914, 3154. .4256 

15115 Seq. ID 

32111 Strand 

1713 End 

OJ990517_25 . 9A03 . CI . ol . np Method 

3204 End 

5020219 Score 
3204 . .4238 

(AF149919) wax synthase [Simmondsia chinensis] 



OJ990527_24 . 9A20 . C54 
+ 

824 

TBLASTX: Maize 
824 
278 



OJ990517_25.9A03.C1 
+ 

4256 
GENSCAN 
4256 
.47 



OJ990517_25.9A03.C1 
+ 



4256 
AAT/NAP 
4238 
355 



15115 
32112 
5537 

OJ990517_25. 9A03 . CI . o2 . gs 

5537 

none 



Seq. ID OJ990517_25. 9A03.C1 
Strand 

End 14168 

Method GENSCAN 

End 12515 

Score .58 



5537.. 5723, 6366.. 6431, 6465.. 6553, 6677.. 6952, 7912.. 8116, 
8792. .8821, 9014. .9344, 9829. .10168, 1064 0 .. 1084 6, 10893 .. 11031 , 
12400. .12515 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15115 Seq. ID 

32112 Strand 
5537 End 
OJ990517_25. 9A03 . CI . ol . gp Method 
5802 End 
19001_1.R1084 Score 
5802. .6181, 6366. .6431, 6677. .6918 

'4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



OJ990517_25.9A03.C1 

14168 
AAT/GAP 
6918 
1261 



15115 
32112 
5537 

OJ990517_25.9A03.Cl.ol.tm 

6109 

none 

6109. .6183, 
6708. .6965, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 25.9A03.C1 



6393.. 6434, 6393 
6771.. 6950, 8780 



14168 

TBLASTX: Maize 
8861 
76 

.6434, 6677. .6949, 6692.-6949, 
.8860, 8781. .8861 



15787 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15115 Seq. ID 

32112 Strand 

5537 End 

OJ990517_25 . 9A03 . CI . o2 . gp Method 

6882 End 

53496 1.R1084 Score 



OJ990517_25.9A03.C1 

14168 
AAT/GAP 
9474 
1206 



6882. .6952, 8792. .8912, 9014. .9474 - 

'3128208 2.0e-23 (AC004077) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15115 Seq. ID 

32112 Strand 

5537 End 

OJ990517_25 . 9A03 . CI . o2 . np Method 

8792 End 

3128208 Score 
8792. .8912, 9014 .. 9291 

(AC004077) hypothetical protein [Arabidopsis thaliana] 



OJ990517_25.9A03.C1 

14168 
AAT/NAP 
9291 
321 



15115 
32112 
5537 

OJ990517_25 . 9A03 . CI . o2 . tm 

9055 

none - 



Seq. ID OJ990517_25.9A03.C1 
Strand 
End 

Method 
End 
Score 



14168 

TBLASTX: Maize 

9300 

187 



9055. .9249, 9059. .9250, 9214. .9300, 9215. .9286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15115 
32112 
5537 

OJ990517_2 5 . 9A03 . CI . o4 . np 

11383 

6006359 

11383. .11412, 12368. . 12486, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517__25.9A03.C1 

14168 
AAT/NAP 
14168 
62 



13131. . 13230, 14126. .14168 



(AP000559) hypothetical protein [Oryza sativa] 



15116 

32113 Strand 

184 End 

OJ990517_25 . 9A03 . C2 . ol . gs Method 

184 End 

none Score 

184. .312, 518. .604, 1391. .1669, 2344. 
3762. .4076 



Seq. ID OJ990517_25.9A03.C2 



+ 

4326 
GEN SCAN 
4076 
.79 

.2425, 3079. .3272, 



Seq. No. 


15116 




Seq. ID 


OJ990517 


_25 


9 AO 3 


.C2 


Gene No. . 


32113 




Strand 


+ 








Start 


184 




End 


4326 








Name 


OJ990517 


25.9A03.C2.ol.gp 


Method 


AAT/GAP 








Start 


211 




End 


1584 








GI 


426364 




Score 


533 








Exons 


211. .333, 


1409. .1584 












Seq. No. 


15116 




Seq. ID 


OJ990517 


_25. 


9 AO 3 


.C2 


Gene No. 


32113 




Strand 










Start 


184 




End 


4326 









15788 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990517_25.9A03.C2.o2.gp 
1631 

43582JL.R1084 

1631. .1669, 2344. .2425, 3079. 



Method AAT/GAP 
End 4326 
Score 1645 
.3272, 3762.. 4326 



, 5042409/gb|AAD38248.1|AC006193_4 1.0e-09 (AC006193) Putative 
membrane related protein [Arabidopsis thaliana] 1 



15116 
32114 
8894 

OJ990517_25 . 9A03 . C2 . o3 . gs 
8894 
none 
8894. . 
11844 . 
15123. 
17730. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9101, 10400. .10579, 11330 .. 11387 , 



OJ99051.7_25.9A03.C2 
+ 

19271 
GENSCAN 
19271 
.54 

11496. .11603, 



,12576, 12807. .13136, 13616 .. 13705, 1454 6 .. 14 945, 
,15377, 15453. .15707, 16837 .. 16932, 16937 .. 1704 1, 
,17890, 17946. .19271 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
-Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15116 
32114 
8894 

OJ990517_25 . 9A03 . C2 . o3 . gp 

10994 

4107129 

10994. .11433 

1330273/dbj | D85055 | RICSINE11 
gene 



Seq. ID OJ990517_25.9A03.C2 

Strand + 

End 19271 

Method AAT/GAP 

End 11433 

Score 686 



2.0e-18 Rice retroposon p-SINEl-r31 



15116 Seq. ID 

32114 Strand 
8894 End 
OJ990517_25 . 9A03 . C2 . ol . np Method 
11947 End 
6630696 Score 
11947. . 15754 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sat'iva]- 



OJ990517_25.9A03.C2 
+ 

19271 
AAT/NAP 
15754 
5860 



15116 
32115 
40707 

OJ990517_25 . 9A03 . C2 . o3 . np 
40707 
6498441 

40707. .41771, 42102 
43494. .44217, 44389 



Seq. ID 
Strand 

End 46161 
Method AAT/NAP 
End 46161 
Score 7165 
42565, 42629. .43002, 43186 
45786, 45880.. 46161 



OJ990517_25.9A03.C2 
+ 



,43320, 



(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



15116 Seq. ID 

32116 Strand 

61545 End 

OJ990517_25 . 9A03 . C2 . olO . gs Method 

61545 End 

none Score 



OJ990517_25. 9A03.C2 
+ 

62300 
GENSCAN 
62300 
.99 



15789 



Exons 



61545. .62300 



Seq. No. 15116 
Gene No. 32117 
Start 63702 

Name OJ990517_2 5 . 9A03 . C2 . ol 1 . gs 

Start 63702 
GI none 

Exons 63702. .63705, 64 093 .. 64274 , 

65602. .65734, 65830 .. 65901, 
66956. .67124, 67249. .67347, 
70127. .70184, 7194 9 .. 72037 , 
73180. .73298, 76055 .. 7 6078 , 
77684. .77823, 78270 78373, 
84568. .84664, 85069 .. 85152, 
89481. .89672 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517_25.9A03.C2 
+ 



89672 
GEN SCAN 
89672 
.64 

64481. .64667, 65258 .. 65502, 
66241. .66285, 66760. .66861, 
67783. .67932, 69625 .. 69664 , 
72792. .72890, 7298 1 .. 73096, 
76563. .76633, 77210 .. 77312 , 
80451. .80563, 80581 .. 80693, 
87901. .88090, 88604 .. 88666, 



Seq. No. 15116 

Gene No. 32117 

Start 63702 

Name OJ990517_25 . 9A03 .C2 . o5 . gp 

Start 71984 

GI none 

Exons 71984. .72037, 72792 .. 72890, 
76563. .76666 



Seq. ID OJ990517_25.9A03.C2 

Strand + 

End 89672 

Method AAT/GAP 

End 76666 

Score 788 
72981. .73096, 73180 .. 73298 , 



Seq. No. 15116 • 

Gene No. 32117 

Start 63702 

Name OJ990517_25 . 9A03 . C2 . 06 . gp 

Start 79858 

GI none 

Exons 79858. .80043, 82138 82327 , 
84403. .84485, 84568.-84588 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_ 
+ 

89672 
AAT/GAP 
84588 
1321 



25.9A03.C2 



83199. .83298, 83666 .. 83834 , 



Seq. No. 15116 Seq. ID OJ990517_25 . 9A03 . C2 

Gene No. . .32117 Strand + 

Start .63702 End 89672 

Name OJ990517_25 . 9A03 . C2 . o7 . gp Method AAT/GAP 

Start 84555 - End 85481 

GI 37939_1.RJ.084 Score 1194 

Exons 84555. .84644, 84881.. 85481 

GI Descrip. ' 2 674203/gb | AAB88706 . 1 | 8.0e-32 (AF036328) CLP protease 
regulatory subunit CLPX [Arabidopsis thaliana] ' 



Seq. No. 15116 Seq. ID 

Gene No. 32118 Strand 

Start 4653 End 

Name OJ990517_25 . 9A03 . C2 . o2 . gs Method 

Start 4653 End 

GI none Score 

Exons 4653.. 4781, 6953.. 7021 



OJ990517_25.9A03.C2 

7021 
GENSCAN 
7021 
.76 



Seq. No. 15116 Seq. ID 

Gene No. 32119 Strand 

Start 46787 End 

Name OJ990517_25 . 9A03 , C2 . o7 . gs Method 



OJ990517_25. 9A03.C2 

66743 
GENSCAN 



15790 




Start 


46787 


End 


50351 




GI 


none 


Score 


.71 




Exons 


46787. .48647, 49466*. 49667, 


49801. .49883, 50305 


. . 50351 


Seq. No. 


15116 


Seq. ID 


OJ990517 


_25. 9A03.C2 


Gene No. 


32119 


Strand 






Start 


46787 


End . 


66743 




Name 


OJ990517 25. 9A03.C2.o4 .np 


Method 


AAT/NAP 




Start 


46790 


End 


66743 




GI 


6907089 


Score 


2498 




Exons 


46790. .48647, 4 9193 4 9233, 


49296.-49372, 54863 


. .55005, 




65427. .65499, 66722. .66743 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


15116 


Seq. ID 


OJ990517 


_25.9A03.C2 


Gene No. 


32119 


Strand 






Start 


46787 


End 


66743 




Name 


OJ990517 25.9A03.C2.o9.gs 


Method 


GEN SCAN 




Start 


57333 


End 


58792 




GI 


none 


Score 


.82 




Exons 


57333. .57704, 577 10 .. 57956, 


58389. .58792 




Seq. No. 


15116 


Seq. ID 


OJ990517 


_25.9A03.C2 


Gene No. 


32120 


Strand 






Start 


85686 


End 


85801 




Name 


OJ990517 25. 9A03 . C2 . o2 . tm 


Method 


TBLASTX: 


Maize 


Start 


184 


End 


4025 




GI 


none 


Score 


198 




Exons 


184. .330, 184. .330, 243. .332, 284. .334 


, 1408. .1662, 1412. .1669, 




1412. .1687, 2328. .2423, 2335 


..2424, 2341. .2424, 


2343. .2426, 




3066.. 3272, 3079.. 3270, 3080 


..3271, 3760. .3882, 


3789. .4025, 




3884. .4024 








Seq. No. 


15116 


Seq. ID 


OJ990517 


_25.9A03.C2 


Gene No . 


32120 


Strand 






Start 


85686 


End 


85801 




Name 


OJ990517 25. 9A03;C2.ol5. tw 


Method 


TBLASTX: 


Wheat 


Start 


1541 


End 


3134 




GI 


none 


Score 


198 




Exons 


1541. .1687, 1544. .1669, 1546 


..1671, 1548. .1685, 


2328. .2423, 




2341. .2424, 2343. .2423, 3065 


..3133, 3066.. 3134 




Seq. No. 


15116 


Seq. ID 


OJ990517 


_25. 9A03.C2 


Gene No. 


32120 


Strand 






Start 


85686 


End 


85801 




Name 


OJ990517 25.9A03.C2.o8.tw 


Method 


TBLASTX: 


Wheat 


Start 


11842 


End 


12238 




GI 


none 


Score 


124 




Exons 


11842. .1197 6, 11859. .12011, 


12006. .,12236, 12016 


. .12237, 




12056. .12238 








Seq. No. 


15116 


Seq. ID 


OJ990517 


_25.9A03.C2 


Gene No. 


32120 


Strand 






Start 


85686 


End 


85801 




Name 


OJ990517 25. 9A03 . C2 . ol2 . tm 


Method 


TBLASTX: 


Maize . 


Start 


11997 


End 


12299 




GI 


none 


Score 


275 





15791 




Exons 


11997. . 


12299, 12013. 


.12297 








Seq. No. 


15116 






Seq. ID 


OJ990517_25.9A03 


.C2 


Gene No. 


32120 






Strand 






Start 


85686 






End 


85801 




Name 


OJ990517 25.9A03.C2. 


o3 . tm 


Method 


TBLASTX: Maize 




Start . 


12802 






End 


13166 




GI 


none 






Score 


281 




Exons 


12802. . 


13104, 12803. 


.13111, 


12807. .13127, 12807. .13106, 






12824. . 


13126, 13125. 


.13166 








Seq. No. 


15116 






Seq. ID 


OJ990517_25.9A03 


.C2 


Gene No . 


32120 






Strand 






Start 


85686 






End 


85801 




Name 


OJ990517 25.9A03.C2. 


o!4 . tm 


Method 


TBLASTX: Maize 




Start 


13313 






End 


45651 




GI 


none 






Score 


252 




Exons 


13313. . 


13705, 13684. 


.13746, 


45493. .45651 




Seq. No. 


15116 






Seq. ID 


OJ990517_25. 9A03 


.C2 


Gene no . 


32120 






Strand 






Start 


85686 






End 


85801 




Name 


OJ990517 25.9A03.C2. 


ol3 . tw 


Method 


TBLASTX: Wheat 




Start 


13390 






End 


13582 




GI 


none 






Score 


263 




Exons 


13390. . 


13581, 13391. 


.13582, 


13391. .1351 


32 




Seq. No. 


15116 






Seq. iD 


OJ990517_25. 9A03 


.C2 


Gene No . 


32120 






Strand 






Start 


85686 






End 


85801 




Name 


OJ990517 25.9A03.C2. 


o7.ts 


Method 


TBLASTX : Soybean 




Start 


13535 






End 


13931 




GI 


none 






Score 


145 




Exons 


13535. . 


13705, 13537. 


.13695, 


13708. .13755, 13791.. 13931 




Seq. No. 


15116 






Seq. ID 


OJ990517_25. 9A03 


.C2 


Gene No. 


32120 






Strand 






Start 


85686 






End 


85801 




Name 


OJ990517 25.9A03.C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13583 






End 


14335 




GI 


none 






Score 


186 




Exons 


13583. . 


13705, 13591. 


.13710, 


13591. .13704, 13592. .13705, 






13704. . 


13772, 13705. 


.13782, 


13786. .14046, 13787 .. 14 050, 






13788. . 


14114, 13804. 


.14115, 


13814. .14071, 13821. .14114, 






14112. . 


14330, 14113. 


.14331, 


14114. .14335, 14120. .14 335 




Seq. No. 


15116 






Seq. ID 


OJ990517_25. 9A03 


.C2 


Gene No. 


32120 






Strand 






Start 


85686 






End 


85801 




Name 


OJ990517 25.9A03.C2. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


14255 






End 


14719 




GI 


5509260 




Score 


166 




Exons 


14255. . 


14476, 14359. 


.14478, 


14537. .14719 




GI Descrip. 














Seq. No. 


15116 






Seq. ID 


OJ990517_25. 9A03 


.C2 


Gene No. 


32120 






Strand 







15792 






Start 


85686 






End 


85801 






Name 


OJ990517 25.9A03.C2. 


o4 . tc 


Method 


TBLASTX: Cress 






Start 


14348 






End 


14608 






GI 


none 






Score 


244 






Exons 


1434 8. 


.14608, 14356. 


.14520 










Seq.. No. 


15116 






Seq. ID 


OJ990517_25'. 9A03. 


C2 




Gene No. 


32120 






Strand 








Start 


85686 






End 


85801 






Name 


OJ990517 25.9A03.C2. 


olO. tm 


Method 


TBLASTX: Maize 






Start 


14390 






End 


14888 






GI 


none 






Score 


309 






Exons 


14390. 


.14854, 14412. 


.14468, 


14543. .14605, 14 641 14751, 








14832. 


.14888 












Seq. No. 


15116 






Seq. ID 


OJ990517_25.9A03. 


C2 




Gene No. 


32120 






Strand 








Start 


85686 






End 


85801 






Name 


OJ990517 25.9A03.C2. 


06 . tw 


Method 


TBLASTX: Wheat 






Start 


14390 






End 


14935 






GI 


none 






Score 


272 






Exons 


14390. 


.14734, 14407. 


.14568, 


14540. .14605, 14 729 .. 14 935, 








14803. 


.14925 










□ 


Seq. No. 


15116 






Seq. ID 


OJ990517_25. 9A03. 


C2 




Gene No. 


32120 






Strand 








Start 


85686 






End 


85801 




ni 

t C" 


Name 


OJ990517 25.9A03.C2. 


o4 . ts 


Method 


TBLASTX: Soybean 




** a 'z 
t. _ : 


Start 


14788 






End 


15136 






GI 


none 






Score 


137 




!H 


Exons 


14788. 


.14928, 14789. 


.14947, 


14948. .15136, 14965. .15135 




I s f : 
: ^: 


Seq. No. 


15116 






Seq. ID 


OJ990517_25. 9A03. 


C2 


t! 


Gene No. 


32120 






Strand 






;* s c 


Start 


85686 






End 


85801 






Name 


OJ990517 25.9A03.C2. 


o9 . tm 


Method 


TBLASTX: Maize 






Start 


14939 






End 


15286 




:" "* 


GI 


none 






Score 


314 




r ■{ 


Exons 


14939. 


.15286, 14963. 


.15277, 


14974. . 1521 


35 




5 


Seq. No. 


15116 






Seq. ID 


OJ990517_25.9A03. 


C2 




Gene No. 


32120 






Strand 








Start 


85686 






End 


85801 






Name 


OJ990517 25.9A03.C2. 


08 . ts 


Method 


TBLASTX : Soybean 






Start 


15137 






End 


15505 






GI 


none 






Score 


102 






Exons 


15137. 


.15262, 15281. 


. 15505 










Seq; No. 


15116 






Seq. ID 


OJ990517_25. 9A03. 


C2 




Gene No. 


32120 






Strand 








Start 


85686 






End 


85801 






Name 


OJ990517 25.9A03.C2. 


o2.tw 


Method 


TBLASTX: Wheat 






Start 


15143 






End 


15618 






GI 


none 






Score 


113 






Exons 


15143. 


.15217, 15144. 


. 15212, 


1514 8. .15231, 15148. .15216, 








15232. 


.15618, 15233. 


. 15616 









15793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15116 
32120 
85686 

OJ990517_25. 9A03.C2.ol4 .tw 
15893 



OJ990517 25.9A03.C2 



none 
15893. 
15968. 
16141. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

15964, 15894. .15965, 1594 3 16035 , 15966 16037 , 
16048, 16036. .16110, 16037 .. 16114 , 1604 0 16111, 
16272, 16142. .16231 



85801 

TBLASTX: Wheat 

16272 

58 



Seq. No. 15116 
Gene No. 32120 
Start 85686 

Name OJ990517_25 . 9A03 . C2 . o3 . tc 

Start 18318 
GI none 
Exons 18318. 

18405. 

18513. 

18561. 

18732. 

19079. 



,18410, 18318. 

18512, 18423. 

18599, 18531. 

18824, 18630. 



,19121, 
19141 



18807. 



,18404, 
,18527, 
,18911, 
,18992, 
,19019, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 25.9A03.C2 



85801 

TBLASTX: Cress 
19141 
61 

18318. .18410, 18405. .18467, 
18426. .18506, 18432 .. 18530, 
18539. .18892, 1854 0 .. 18704 , 
18644. .18916, 18 696 .. 18 917 , 
18831. .19016, 18903. .19127, 



Seq. No. 15116 
Gene No. 32120 
Start 85686 

Name OJ990517_25 . 9A03 . C2 .ol5 . tm 

Start 18321 
GI none 
Exons 18321. 

18540. 

18855. 



18419, 18387. .18518, 18429 
18581, 18840. .19268, 18846 
19214 



Seq. ID OJ990517__25.9A03.C2 
Strand 

End 85801 
Method TBLASTX: Maize 
End 19268 
Score 62 

18530, 18513. .18641, 
19268, 18849. .19130, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15116 
32120 
85686 

OJ990517_25. 9A03 . C2 . o2 . ts 

18375 

none 

18375. .18518, 18405. . 18527 , 
18534. .18956, 18567 .. 19022, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 25.9A03.C2 



85801 

TBLASTX : Soybean 
54224 
74 

18420. .18518, 18519. .18746, 
18575. .19045, 18777 .. 19268, 



53613. .53717, 537 60 .. 53918 , 54138. .54224 



15116 
32120 
85686 

OJ990517_25. 9A03 . C2 . ol . tm 
18642 
none 
18642. 
53835. 
54106. 



.18836, 53577. .54146, 
.54221, 54030. .54161, 
.54375, 54135. .54518, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
53620. .54039, 
54030. .54413, 



OJ990517 25.9A03.C2 



85801 

TBLASTX: Maize 
54917 
88 

53790. .54125, 
54093. .54398, 



54348. .54662, 54387 .. 54 638, 



54681. .54905, 54 687 .. 54 917 , 54747. .54914 



Seq. No. 
Gene No. 
Start 



15116 
32120 
85686 



Seq. ID 

Strand 

End 



OJ990517 25.9A03.C2 



85801 



15794 



Name OJ990517_25.9A03.C2.o5.tw 

Start 31017 

GI none 

Exons 31017. .31142, 4 1986 42159, 

Seq. No. 15116 

Gene No. 32120 

Sta*t . 85686 

Name OJ990517_25 . 9A03 .C2 . oil . tw 

Start 40859 

GI none 

Exons 40859. .40903, 4 0910 4 1008 , 
40991. .41248 



Method TBLASTX : Wheat 
End 42472 
Score 408 
41987. .42472, 42181. .42441 

Seq. ID OJ990517_25.9A03.C2 
Strand 

End 85801 

Method TBLASTX: Wheat 

End 41248 

Score 54 
40927. .41007, 40975 .. 4 1214 , 



Seq. No. 15116 

Gene No. 32120 

Start 85686 

Name OJ990517_25 . 9A03 . C2 . ol6 . tm 

Start 40898 

GI none 

Exons 40898. .41146, 40900. .41145 



Seq. ID OJ990517_25.9A03.C2 
Strand 

End 85801 

Method TBLASTX: Maize 

End 41146 

Score 196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



15116 
32120 
85686 

OJ990517_25.9A03.C2.o3.tw 
42636 
none 

42636. .43079, 42 637 .. 4 3092 , 42638 .. 43099, 42638. .43093 



Seq. ID OJ990517_25.9A03.C2 
Strand 

85801 

TBLASTX: Wheat 
43099 
195 



End 

Method 

End 

Score 



15116 
32120 
85686 

OJ990517_25. 9A03 . C2 . o9 . ts 

42677 

none 

42677. .42901, 42908. .43042 



Seq. ID OJ990517_25. 9A03.C2 
Strand 

End 85801 

Method TBLASTX : Soybean 

End 43042 

Score 117 



15116 
32120 
85686 

OJ990517_25 . 9A03 . C2 . o5 . tm 
42767 
none 

42767. .43123, 42802 .. 43113, 43007. .43123 



Seq. ID OJ990517_25. 9A03.C2 
Strand 

85801 

TBLASTX: Maize 
43123 
395 



End 

Method 

End 

Score 



15116 
32120 
85686 

OJ990517_25 . 9A03 . C2 . o7 . tm 
43150 
none 

43150. .43434, 43151 .. 43435, 43423. .43533 



Seq. ID OJ990517_25. 9A03.C2 
Strand 

85801 

TBLASTX: Maize ■ 
43533 
285 



End 

Method 

End 

Score 



15116 
32120 
85686 



Seq. ID OJ990517_25. 9A03.C2 
Strand 

End 85801 



15795 




Name 


OJ990517 25.9A03.C2 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


43207 




End 


43626 




GI 


none 




Score 


281 




Exons 


43207. .43437, 43208 


. .43438, 


43420. .43626, 43446. .43601 




Seq. No. 


15116 




Seq. ID 


OJ990517_25.9A03 


.C2 


Gene No. 


32120 




Strand 






Start 


85686 




End 


85801 




Name . 


OJ990517 25.9A03.C2 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


43286 




End 


43656 




GI 


none 




Score 


154 




Exons 


43286. .43429, 43303 


. .43428, 


43426. .43656 




Seq. No. 


15116 




Seq. ID 


OJ990517_25.9A03 


.C2 


Gene No. 


32120 




Strand 






Start 


85686 




End 


85801 




Name 


OJ990517 25.9A03.C2 


. o9.tw 


Method 


TBLASTX: Wheat 




Start 


44089 




End 


44523 




GI 


none 




Score 


240 




Exons 


44089. .44340, 44154 


. .44339, 


44374. .4 4523, 4 4 385. .44522 




Seq. No. 


15116 




Seq. ID 


OJ990517_25.9A03 


.C2 


Gene No. 


32120 




Strand 






Start 


85686 




End 


85801 




Name 


OJ990517 25.9A03.C2 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


44212 




End 


44778 




GI 


5666795 




Score 


67 




Exons 


44212. .44310, 44386 


. .44523, 


44578. .44778 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


15116 




Seq. ID 


OJ990517_25.9A03 


.C2 


Gene No. 


32120 




Strand 






Start 


85686 




End 


85801 




Name 


OJ990517 25.9A03.C2 


. ol6 . tw 


Method 


TBLASTX: Wheat 




Start 


44526 




End 


44838 




GI 


none 




Score 


191 




Exons 


44526. .44702, 44578 


. .44838 








Seq. No. 


15116 




Seq. ID 


OJ990517_25. 9A03 


.C2 


Gene No. 


32120 




Strand 






Start 


85686 




End 


85801 




Name 


OJ990517 25.9A03.C2 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


45034 




End 


45425 




GI 


none 




Score 


362 




Exons 


45034. .45423, 45057 


. .45425 








Seq. No. 


15116 




Seq. ID 


OJ990517_25.9A03 


.C2 


Gene No. 


32120 




Strand 






Start 


85686 




End 


85801 




Name 


OJ990517 25.9A03.C2 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


45040 




End 


45374 




GI 


none 




Score 


366 




Exons 


45040. .45363, 45060 


. .45371, 


45225. .45374 




Seq. No. 


15116 




Seq. ID 


OJ990517_25.9A03 


.C2 


Gene No. 


32120 




Strand 






Start 


85686 




End 


85801 





15796 



Name 

Start 

GI 

Exons 



OJ990517_25. 9A03 . C2 . ol2 . tw 

45544 

none 

45544. .45834, 45576 45833, 



Method TBLASTX : Wheat 
End 46152 
Score 266 
46026. .46148, 46027. .46152 



Seq. No. 15116 
Gene No. 32120 
Start 85686 

Name OJ990517_25 . 9A03 . C2 . ol . tc 

Start 53613 
GI none 
Exons 53613. 

53835. 

54123. 

54669. 



,53708, 53712. 

,54140, 53836. 

,54398, 54138. 

,54908, 54681. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 25.9A03.C2 



,53819, 53826. 

.54165, 54054. 

,54599, 54441. 

.54740, 54747. 



85801 

TBLASTX: Cress 
55019 
79 

53987, 53826. .54263, 
54131, 54106. .54378, 
54662, 54441. .54662, 
55019, 54747. .54917 



Seq. No. 15116 

Gene No. 32120 

Start 85686 

Name OJ9905 17_25 . 9A03 . C2 . olO . tw 

Start 53691 

GI none 

Exons 53691. .53984, 53691 .. 54 161 , 
54082. .54393, 54387 . .54 680 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
53845. .54120, 
54690. .54908 



OJ990517 25.9A03.C2 



85801 

TBLASTX: Wheat 
54908 
77 

54078. .54455, 



Seq. No. 15116 

Gene No. 32120 

Start 85686 

Name OJ990517_25 . 9A03 . C2 . ol3 . tm 

Start 61510 

GI none 
Exons 



Seq. ID OJ990517_25.9A03.C2 
Strand 
End 

Method 
End 
Score 



85801 

TBLASTX: Maize 

61832 

88 



61510. .61671, 61517. . 61624, 61518 .. 61751 , 61519 .. 61668 , 
61530. .61751, 61751. .61831, 61755. .61832 



Seq. No. 15116 

Gene No. 32120 

Start 85686 

Name OJ990517_25 . 9A03 . C2 . o2 . tc 

Start 65665 

GI none 

Exons 65665. 

66759. 



65733, 
66854, 
67226. .67276, 



65667. .65759, 
66944. .67066, 
67228. .67275 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517 25.9A03.C2 



85801 
TBLASTX: 
67276 
88 



Cress 



65820. 
66955. 



65867, 
67110, 



66758, 
66984, 



,66844, 
67109, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15116 
32120 
85686 

OJ990517_25. 9A03 . C2 . oil . tm 
67008 
none 
67008, 
67010. 



67124, 67008, 
67132, 67237, 



Seq. ID O*J990517_25. 9A03.C2 
Strand 

End 85801 

Method TBLASTX: Maize 

End 67900 

Score 112 



,67118, 67009. .67128, 67009. .67125, 
,6732 9, 67237. .6734 7, 6724 7. .67354, 



67772. .678 97, 67781. .67900 



Seq. No. 
Gene No. 
Start 



15116 
32120 
85686 



Seq. ID 

Strand 

End 



OJ990517 25.9A03.C2 



85801 



15797 



Name 


OJ990517_25 . 9A03 . C2 . o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


70127 


End 


73296 






GI 


none 


Score 


72 






Exons 


70127. .70183, 71947 .. 72045, 


71948. .72037, 71950 


. .72039, 






72790. .72900, 72792 .. 72899, 


72793. .72900, 72963 


. .73109, 






72983. .73108, 73171 .. 73296, 


73177. .73278, 73190 


. .73288, 






73267. .73296 










Seq. No. 


15116 


Seq. ID 


OJ990517 


_25.9A03 


.C2 


Gene No. 


32120 


Strand 








Start 


85686 


End 


85801 






Name 


OJ990517 25.9A03.C2.o5.ts 


Method 


TBLASTX: 


Soybean 




Start' 


77678 


End 


78322 




GI 


none 


Score 


141 






Exons 


77678. .77809, 77683 .. 77823, 


78027. .78188, 78041 


. .78187, 






78251. .78322 










Seq. No. 


15116 


Seq. ID 


OJ990517 


25.9A03, 


,C2 


Gene No. 


32120 


Strand 








Start 


85686 


End 


85801 






Name 


OJ990517 25.9A03.C2.o8.tm 


Method 


TBLASTX : ] 


Maize 




Start 


78011 


End 


84647 






GI 


none 


Score 


71 






Exons 


78011. .78094, 78030 .. 78188 , 


78030. .78191, 78154 


. .78189, 






78249.. 78 37 4, 782 69.. 783 64, 


79862. .79999, 79870 


. .80031, 






79879. .80049, 79881 80051 , 


82129. .82329, 82136 


. .82330, 






82137. .82328, 83186 83299, 


83197. .83298, 83198 


. .83326, 






83663. .83830, 83664 .. 838 16, 


83665..83835, 83666 


. .83836, 






84 402. .84488, 84 405 .. 84 4 91, 


84567. .84647, 84568 


. .84645, 






■ 84576. .84647 










Seq. No. 


15116 


Seq. ID 


OJ990517 


_25.9A03< 


,C2 


Gene No. 


32120 


Strand 








Start 


85686 


End 


85801 






Name 


OJ990517 25.9A03.C2.o5.np 


Method 


AAT/NAP 






Start 


85686 


End 


85801 






GI 


6815099 


Score 


78 






Exons 


85686. .85801 










GI Descrip. 


(AP001081) .hypothetical protein [Oryza 


sativa] 






Seq. No. 


15117 


Seq. ID 


OJ990517 


_25. 9A03. 


,C3 


Gene No. 


32121 


Strand 


+ 






Start - 


1989 


End 


15077 






Name 


OJ990517 25.9A03.C3.ol.np 


Method 


AAT/NAP 






Start 


1989 


End 


13189 






GI 


4455240 


Score 


821 






Exons 


1989. .2024, 4800. .4900, 5966 


. .6064, 6193. .6236, 


7039. .7075, 




7134. .7282, 7971. .8046, 8214 


..8342, 8695. .8793, 


9479. .9637, 




9729. .9835, 10678 .. 10770, 11004 .. 11115 , 


11226. . 


11254, 





GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



12453. .12625, 13101.. 13189 

(AL035523) putative protein [Arabidopsis thaliana] 



15117 Seq. ID 

32121 Strand 

198 9 End 

OJ990517_25 . 9A03 . C3 . o3 . gs Method 

634 6 End 



OJ990517_25. 9A03.C3 
+ 

15077 

GENSCAN 

15077 



15798 



1 



GI 

Exons 



none Score . 67 

6346.. 6391, 6979.. 7071, 8690.. 8793, 9479.-9676, 9729.-9824, 
10009. .10135, 11004. .11115, 11226. .11296, 11770. .12206, 



12935. .13032, 13572 .. 1364 7 , 
14998. .15077 



14571. .14 67 6, 14734. .14 856, 



Seq. No. 15117 Seq. ID 

Gene No. 32122 Strand 

Start 88 End 

Name OJ990517_25 . 9A03 . C3 . ol . gs Method 

Start 88 End 

GI none Score 

Exons 88.. 207, 1268.. 1318 



OJ990517_25.9A03.C3 

1318 
GENSCAN 
1318 
.7 



Seq. No. 15117 
Gene No. 32123 
Start 6037 

Name OJ990517_25 . 9A03 . C3 . o2 . tm 

Start 6037 
GI none 
Exons 6037.. 6063, 6192. 

6977. .7072, 6978. 

7192.. 7269, 7199. 

8220.. 8330, 8232. 

8879. .8935, 8880. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.6230, 6301.. 6366, 6310 

.7070, 6979. .7074, 6994 

.7282, 7966. .8031, 7966 

.8342, 8234. .8332, 8683 

.8939, 8883..8939 



OJ990517 25.9A03.C3 



8939 

TBLASTX: Maize 

8939 

51 

6366, 6975.. 7070, 
7074, 7182. .7283, 
8046, 7968. .8042, 
8793, 8689.-8793, 



Seq. ID OJ990517_25.9A03.C3 
Strand 
End 

Method 
End 
Score 

9473.-9667, 9478. .9570, 9482. .9622, 9726.-9824, 9740. .9841, 
9741. .9830, 10719. .10772, 10997 .. 11116, 11003 .. 11116, 
11004. .11120, 11034. .11120 



Seq. No. 15117 

Gene No. 32124 

Start 9473 

Name OJ990517_25 . 9A03 -C3.ol.tm 

Start 9473 

GI none 
Exons 



11120 

TBLASTX: Maize 

11120 

189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15118 
32125 
1 

OJ990517_24 . 9A01 . CI . ol . np 
1 

4539369 



Seq. ID OJ990517_24 . 9A01.C1 

Strand + 

End 5431 

Method AAT/NAP 

End 5425 

Score 197 



1..19, 3058. .3233, 3802. .3902, 4589. .5085, 5226. .5425 
(AL04 9525) putative protein [Arabidopsis thaliana] 



Seq. No. 15118 
Gene No. 32125 
Start 1 

Name OJ990517_24 . 9A01 . CI . ol . tm 

Start 2989 
GI none 

Exons 2989.. 3135, 3053.. 3118, 3056. 

3157. .3234, 3776. .3823, 3854. 
4806. .4907, 4914. .5093 



Seq. ID OJ990517_24 . 9A01.C1 

Strand + 

End 5431 

Method TBLASTX : Maize 

End 5093 

Score 115 

.3223, 3109.. 3228, 3129.. 3224, 
.3889, 4607. .4744, 4806. .4907, 



Seq. No. 
Gene No. 



15118 
32125 



Seq. ID OJ990517_24.9A01.C1 
Strand + 



15799 





Start 


1 


End 


5431 




Name 


OJ990517 24 . 9A01 .CI . ol . ts 


Method 


TBLASTX : Soybean 




Start 


2989 


End 


3233 




GI 


none 


Score 


204 




Exons 


2989. .3231, 3066. .3233 








Seq. No. 


15118 


Seq. ID 


OJ990517_24.9A01.C1 




Gene No. 


32125 


Strand 


+ 




Start 


1 


End 


5431 




Name 


OJ990517 24 . 9A01 . CI . ol . tc 


Method 


TBLASTX: Cress 




Start 


3022 


End 


5018 




GI 


none 


Score 


192 




Exons 


3022. .3228, 3764. .3844, 3854 


.3889, 4818.. 5018 




Seq. No. 


15118 


Seq. ID 


OJ990517_24.9A01.C1 




Gene No. 


32125 


Strand 


+ 




Start 


1 


End 


5431 




Name 


OJ990517 24.9A01.Cl.o2.gs 


Method 


GENSCAN ' 




Start 


4 587 


End 


5431 




GI 


none 


Score 


.9 




Exons 


4587. .4646, 4821. .5085, 5226 


.5431 






Seq. No. 


15119 


Seq. ID 


OJ990517_24 . 9A01 . C2 




Gene No. 


32126 


Strand 


+ 




Start 


1 


End 


969 


Q 


Name 


OJ990517 24 . 9A01 . C2 . ol . np 


Method 


AAT/NAP 


! : 


Start 


1 


End 


969 




GI 


4972119 


Score 


1205 


i 


Exons 


1..23, 67. .466, 607. .969 






Q 

U! 


GI Descrip. 


(AL078579) putative zinc finger protein [Arabidopsis thaliana] 




Seq. No. 


15119 


Seq. ID 


OJ990517_24 . 9A01.C2 


r li 


Gene No. 


32126 


Strand 


+ 




Start 


1 


End 


969 




Name 


OJ990517 24 . 9A01 . C2 . ol . gs 


Method 


GENSCAN 


i!!t 


Start 


80 


End 


969 


%j 


GI 


none 


Score 


.96 


i. j. 

! =i 


Exons 


80. .466, 607. .969 






-s si 

!. ,1 


Seq. No. 


15119 


Seq. ID 


OJ990517_24 . 9A01.C2 




Gene No. 


32127 


Strand 


+ 




Start 


895 


End 


1222 




Name 


OJ990517 24 . 9A01 . C2 . ol . gp 


Method 


AAT/GAP 




Start 


895 


End 


1222 




GI 


286847 


Score 


601 




Exons 


895. .1222 








GI Descrip. 


3264 610/gb|AF061511 IAF061511 


1.0e-10 Zea mays seven in absentia 






homolog mRNA, partial cds 








Seq. No. 


15119 


Seq.. ID 


OJ990517_24.9A01.C2 




Gene No. 


32128 


Strand 


+ 




Start 


1923 


End 


2406 




Name 


OJ990517 24.9A01.C2.o2.gp 


Method 


AAT/GAP 




Start 


1923 


End 


2406 




GI 


uC-osf Icypl57c05al 


Score 


940 




Exons 


1923. .2406 








GI Descrip. 


' 4558547/gb|AAD22640. 1 |AC007138_4 2 . Oe 


-13 (AC007138) 



15800 





hypothetical protein [Arabidopsis thaliana] ' 




Seq. No. 


15119 


Seq. ID 


OJ990517_24.9A01 


.C2 


Gene No. 


32129 


Strand 


+ 




Start 


6C92 


End 


6258 




Name 


JJ990517 24.9A01.C2.o3.gs 


Method 


GENSCAN 




Start 


6092 


End 


6258 




GI 


none 


Score 


. 84 




Exons 


6092. . 6*258 








Seq. No. 


15119 


Seq. ID 


OJ990517_24.9A01 


,C2 


Gene No. 


32130 


Strand 






Start 


2224 


End 


4845 




Name 


OJ990517 24.9A01.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


58 


End 


471 




GI 


. none 


Score 


717 




Exons 


58. .471, 59. .469, 70. .47.1 








Seq. No. 


15119 


Seq. ID 


OJ990517 24.9A01 


,C2 


Gene No. 


32130 


Strand 






Start 


2224 


End 


4845 




Name 


OJ990517 24 .9A01.C2.ol. ts 


Method 


TBLASTX : Soybean 




Start 


74 


End 


975 




GI 


none 


Score 


690 




Exons - 


74. .469, 76. .468, 605. .754, 605. .754, 


607. .975, 607. .94* 






645. . 965 








Seq. No. 


15119 


Seq. ID 


OJ990517_24.9A01 


.C2 


Gene No. 


32130 


Strand 


— 




Start 


2224 


End 


4845 




Name 


OJ990517 24.9A01.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


127 


End 


412 




GI 


none 


Score 


468 




Exons 


127. .411, 128. .409, 128. .412 








Seq. No. 


15119 


Seq. ID 


OJ990517_24 . 9A01 


,C2 


Gene No. 


32130 


Strand 


— 




Start 


2224 


End 


4845 




Name 


OJ990517 24.9A01.C2.o2.tc 


Method 


TBLASTX: Cress 




Start 


593 


End 


909 




GI 


none 


Score 


62 




Exons 


593. .769, 605. .727, 613. .876, 


645. .875 


, 877. .909 




Seq. No. 


15119 


Seq. ID 


OJ990517_24.9A01 


C2 


Gene No. 


32130 


Strand 






Start 


2224 


End 


4845 




Name 


OJ990517 24.9A01.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


605 


End 


1087 




GI 


none 


Score 


575 




Exons 


605. .760, 607. .936, 645. .935, 


919. .990, 1061. .1087 




Seq. No. 


15119 


Seq. ID 


OJ990517_24 .9A01 


C2 


Gene No. 


32130 


Strand 






Start 


2224 


End 


4845 




Name 


OJ990517 24.9A01.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2221 


End 


2394 




GI 


none 


Score 


190 





15801 



Exons 2221.. 2394 

X 

Seq. No. 15119 Seq. ID 

Gene No. 32130 Strand 

^ Start 2224 End 

Name OJ990517_24 . 9A01 . C2 . o3 . tm Method 

Start 2221 End 

GI none Score 

v Exons 2221.. 2445 



OJ990517_24 .9A01.C2 
4845 

TBLASTX: Maize 

2445 

225 



Seq. No. 15119 Seq. ID 

Gene No. 32130 Strand 

Start 2224 End 

Name OJ990517_24 . 9A01 . C2 . o2 . gs Method 

Start 2224 End 

GI none Score 

Exons 2224.. 2451, 2569.. 2787, 2936.. 3220, 3314 
3963. .4845 



OJ990517 24.9A01.C2 



4845 
GENSCAN 
4845 
.9 

3403, 3646.. 3827, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15119 Seq. ID 

32130 Strand 

2224 End 

OJ990517_24 . 9A01 . C2 . o2 . np Method 

2227 End 

6650526 Score 



OJ990517_24.9A01.C2 

4845 
AAT/NAP 
4845 
1218 

,3403, 3646. .3827, 



2227. .2448, 2569. .2787, 2936. .3220, 3314, 
3963. .4845 

(AF101045) putative transcription factor XI [Oryza sativa subsp. 
japonica] 



Seq. No. 15119 Seq. ID 

Gene No. 32130 Strand 

Start 2224 End 

Name OJ990517_24 . 9A01 . C2 . o5 . tc Method 

Start 2227 End 

GI none Score 

Exons 2227.. 2451 



OJ990517_24.9A01.C2 
4845 

TBLASTX: Cress 

2451 

194 



Seq. No. 15119 

Gene No. 32130 

Start 2224 

Name OJ990517_24 . 9A01 . C2 . o5 . tm 

Start 2575 

GI none 

Exons 2575.. 2673, 2579.. 2674, 2627. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_24.9A01.C2 
4845 

TBLASTX: Maize 

2830 

62 



.2830, 2671. .2787 



Seq. No. 


15119 








Seq. ID 


OJ990517_24.9A01 


.C2 


Gene No. 


32130 








Strand 






Start 


2224 








End 


4845 




Name 


OJ990517 


_24 , 


. 9A01. 


.C2.ol.tw 


Method 


TBLASTX .-Wheat 




Start 


2719 








End 


3355 




GI 


none 








Score 


54 




Exons 


2719. .27 


87, 


2939. 


..3007, 3071. 


.3223, 3314.. 3355 




Seq. No. 


15119 








Seq. ID 


OJ990517_24.9A01 


.C2 


Gene No. 


32130 








Strand 






Start 


2224 








End 


4845 





15802 




Name 


OJ990517 24.9A01.C2.o4.tc 


Method 


TBLASTX: Cress 




Start 


2728 


End 


4224 




GI 


none 


Score 


57 




Exons 


2728.. 2787, 2729.. 2788, 3101. 


.3235, 3646.. 3846, 3958.. 4224 


Seq. No. 


15119 


Seq. ID 


OJ990517_24 . 9A01 


.C2 


Gene No. 


32130 


Strand 






Start 


2224 


End 


4845 




Name 


OJ990517 24.9A01.C2.o4.tm 


Method 


TBLASTX: Maize 




Start 


2975 


End 


3406 




GI 


none 


Score 


99 




Exons 


2975.. 3007, 3092.. 3223, 3302. 


.3406 






Seq. No. 


15119 


Seq. ID 


OJ990517_24.9A01 


.C2 


Gene No. 


32130 


Strand 






Start 


2224 


End 


4845 




Name 


OJ990517_24 . 9A01 . C2 . o3 . gp 


Method 


AAT/GAP 




Start 


3095 


End 


4082 




GI 


uC-osflcypl57c05bl 


Score 


968 




Exons 


3095. .3220, 3314.. 3403, 3646. 


.3827, 3963.. 4082 




GI Descrip. 


, 2149018/gb|U70541|OSU70541 5 


.Oe-25 Oryza sativa putative 




ADP-glucose pyrophosphorylase 


subunit 


SH2 and putative 






NADPH-dependent reductase Al 


genes, complete cds ? 




Seq. No. 


15119 


Seq. ID 


OJ990517__24.9A01 


. C2 


Gene No. 


32130 


Strand 






Start 


2224 


End 


4845 




Name 


OJ990517 24 . 9A01.C2.o2. ts 


Method 


TBLASTX : Soybean 




Start 


4447 


End 


4836 




GI 


none 


Score 


178 




Exons 


4447. .4560, 4582. .4647, 4639. 


.4836 






Seq. No. 


15119 


Seq. ID 


OJ990517_24.9A01 


.C2 


Gene No. 


32130 


Strand 






Start 


2224 


End 


4845 




Name 


OJ990517 24.9A01.C2.o3.tc 


Method 


TBLASTX: Cress 




Start 


4465 ■ 


End 


4845 




GI 


none 


Score 


70 




Exons 


4465. .4659, 4646. .4726, 4651. 


.4845, 4652. .4729 




Seq. No. 


15120 


Seq. ID 


OJ990517_24.9A01 


.C3 


Gene No. 


32131 


Strand 


+ 




Start 


3880 


End 


4245 




Name 


OJ990517 24.9A01.C3.ol.np 


Method 


AAT/NAP 




Start 


3880 


End 


4245 




GI 


6539585 


Score 


169 




Exons 


3880. .4053, 4166. .4245 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


15120 


Seq. ID 


OJ990517_24.9A01 


.C3 


Gene No. 


32132 


Strand 






Start 


1081 


End 


3627 




Name 


OJ990517 24.9A01.C3.ol.gs 


Method 


GENS CAN 




Start 


1081 


End 


3627 




GI 


none 


Score 


.6 




Exons 


1081. .1277, 1531. .1621, 2420. 


.2669, 3569.. 3627 





15803 



Seq. No. 15121 

Gene No. 32133 

Start 54 

Name OJ990517_24 . 9A01 . C4 . ol . gs 

Start 54 

GI none 
Exons 



Seq. ID OJ990517 24.9A01.C4 



Strand 
End 

Method 

End 

Score 



+ 

3924 
GEN SCAN 
3924 
.45 



54. .150, 346. .1193, 1359. .1451, 1487. .1654, 1797. .1893, 
1917. .2161, 2283. .2801, 3048. .3329, 3391. .3924 



Seq. No. 


15121 


Seq. ID 


OJ990517_24.9A01.C4 


Gene No. 


32133 


Strand 


+ 


Start 


54 


End 


3924 


Name 


OJ990517 24.9A01.C4.ol.np 


Method 


AAT/NAP 


Start 


414 


End 


3894 


GI 


5803259 


Score 


1795 


Exons 


414. .1694, 1770. .2804, 2939 


..3116, 3221. .3894 


GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


15122 


Seq. ID 


OJ990517_24.9A01.C5 


Gene No . 


32134 


Strand 


+ 


Start 


6586 


End 


7127 


Name 


OJ990517 24.9A01.C5.o2.np 


Method 


AAT/NAP 


Start 


6586 


End 


7127 


GI 


6539585 


Score 


206 


Exons 


6586.. 6755, 7052.. 7127 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


15122 


Seq. ID 


OJ990517_24.9A01.C5 


Gene No . 


32135 


Strand 




Start 


438 


End 


10896 


Name 


OJ990517 24.9A01.C5.ol.gs 


Method 


GENSCAN 


Start 


438 


End 


10896 


GI 


none 


Score 


.4 


Exons 


438. .832, 866. .1140, 1149.. 


1279, 1379.. 


1567, 1943. .2134, 




2219. .2770, 2898. .3032, 3347. .3474, 3524. .3947, 4026. .4118, 




4143. .4193, 4233.-4944, 4953. .5425, 5741. .5942, 6838. .6919, 




7026. .7112, 8861. .9045, 10880. .10896 




Seq. No. 


15122 


Seq. ID 


OJ990517_24.9A01.C5 


Gene No. 


32135 


Strand 




Start 


438 


End 


10896 


Name 


OJ990517 24. 9A01 . C5 . ol . np 


Method 


AAT/NAP 


Start 


441 


End 


5848 


GI- 


6498441 


Score 


4836 


Exons 


441. .722, 816. .2218, 2405.. 


3078, 3253.. 


3389, 3574.. 3947, 




4011. .4461, 4789. .5848 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) [ 


Oryza- sativa] 


Seq. No. 


15122 


Seq. ID 


OJ990517_24.9A01.C5 


Gene No. 


32135 


Strand 




Start 


438 


End 


10896 


Name 


OJ990517 24 . 9A01 . C5 . o5 . tw 


Method 


TBLASTX : Wheat 


Start 


450 


End 


1059 


GI 


none 


Score 


81 


Exons 


450. .575, 606. .680, 762. .1058, 802. .879, 1009. .1059 



15804 




Seq. No. 


15122 








Seq. ID 


OJ990517_24.9A01 


,C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24. 


9A01 


.C5.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


1066 








End 


1433 




GI 


none 








Score 


44 




Exons 


1066. .1134, 


1074 


. .1133, 


1145. 


.1432, 1188. .1433 




Seq. No. 


15122 ' ' 








Seq. ID 


OJ990517_24.9A01 


.C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24. 


9A01 


,C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1247 








End 


1561 




GI 


none 








Score 


188 




Exons 


1247. .1561, 


1257 


. . 1478 










Seq. No. 


15122 








Seq. ID 


OJ990517_24.9A01 


.C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24. 


9A01 


.C5.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1952 








End 


2402 




GI 


none 








Score 


167 




Exons 


1952. .2224, 


2013 


. .2261, 


2291. 


.2401, 2292. .2402 




Seq.' No. 


15122 








Seq. ID 


OJ990517_24 . 9A01 


,C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24. 


9A01 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1985 








End 


2410 




GI 


none 








Score 


90 




Exons 


1985. .2221, 


2297 


. .2410 










Seq. No. 


15122 








Seq. ID 


OJ990517_24.9A01 


,C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24. 


9A01 


.C5.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2405 








End 


2608 




GI 


none 








Score 


129 




Exons 


2405. .2608, 


2412 


. .2603 










Seq. No. 


15122 








Seq. ID 


OJ990517_24.9A01 


C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24. 


9A01 


.C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2966 








End 


3367 




GI 


none 








Score 


241 




Exons 


2966. .3022, 


2967 


. .3362, 


3065. 


.3367 






Seq. No. 


15122 








Seq. ID 


OJ990517__24.9A01 


C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24. 


9A01 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3068 








End 


3425 




GI 


none 








Score 


147 




Exons 


3068. .3424, 


3174 


. .3425 











15805 




Seq. No. 


15122 








Seq. ID 


OJ990517_24.9A01. 


C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24 


. 9A01 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3155 








End 


3391 




GI 


none 








Score 


65 




Exons 


3155. .3391, 


3177 


. .3272 










Seq. No. 


15122 








Seq. ID 


OJ990517_24.9A01. 


C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24 


. 9A01 


C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3452 








End 


3809 




GI 


none 








Score 


155 




Exons 


3452. .3490, 


3489 


.3809, 


3499. 


.3774 






Seq. No. 


15122 








Seq. ID 


OJ990517_24 . 9A01. 


C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24 


. 9A01 


C5.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


3498 








End 


3939 




GI 


none 








Score 


339 




Exons 


3498. .3938, 


3499 


. 3939 










Seq. No. 


15122 








Seq. ID 


OJ990517_24. 9A01. 


C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24 


. 9A01 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3939 








End 


4578 




GI 


none 








Score 


155 




Exons 


3939. .4070, 


4047 


.4577, 


4066. 


.4383, 4441. .4578 




Seq. No. 


15122 








Seq. ID 


OJ990517_24.9A01. 


C5 


Gene No. 


32135 








Strand 






Start 


438 








End 


10896 




Name 


OJ990517 24 


. 9A01 


C5.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


5315 








End 


5661 




GI 


none 








Score 


108 




Exons 


5315. .5575, 


5346 


.5576, 


5571. 


.5657, 5572... 5661 




Seq. No. 


15123 








Seq. ID 


OJ990517_24.9A01. 


C7 


Gene No. 


32136 








Strand 


+ 




Start 


308 








End 


1336 




Name 


OJ990517 24 


. 9A01 


C7.ol. 


QS 


Method 


GENSCAN 




Start 


308 








End 


1336 




GI 


none 








Score 


.8 




Exons 


308. .435, 453. .554, 698 


. . 1336 








Seq. No. 


15123 . 








Seq. ID 


OJ990517_24.9A01. 


C7 


Gene No. 


32136 








Strand 


+ 




Start 


308 








End 


1336 




Name 


OJ990517 24 


. 9A01. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


501 








End 


1249 




GI 


none 








Score 


121 




Exons 


501. .644, 740. .868, 772 


. .852, 


931. .1032 


, 932.. 1075, 1070 


9 



1096. .1248 



15806 



Seq. No. 


15123 








Seq. ID 


OJ990517_24.9A01 


Gene No. 


32136 








Strand 


+ 


Start 


308 








End 


1336 


Name 


OJ990517 24. 


9A01. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1123 








End 


1252 


GI 


none 








Score 


236 


Exons 


1123. .1248, 


1124. 


.1252 








Seq. No. 


15124 








Seq. ID 


OJ990517_24.9A01 


Gene No. 


32137 








Strand 




Start 


76 








End 


606 


Name 


OJ990517 24. 


9A01. 


C8.ol. 


as 


Method 


GENSCAN 


Start 


76 








End . 


606 


GI 


none 








Score 


. 99 


Exons 


76. . 606 












Seq. No. 


15124 








Seq. ID 


OJ990517_24.9A01 


Gene No. 


32138 








Strand 




Start 


1020 








End 


1350 


Name 


OJ990517 24. 


9A01. 


C8.o2. 


gs 


Method 


GENSCAN 


Start 


• 1020 








End 


1350 


GI 


none 








Score 


.52 


Exons 


1020. .1109, 


1215. 


. 1275, 


1280. .1350 




Seq. No. 


15125 








Seq. ID 


OJ990517_24.9A01 


Gene No. 


32139 








Strand 




Start 


264 








End 


654 


Name 


OJ990517 24. 


9A01. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


654 


GI 


none 








Score 


62 


Exons 


1..42, 1..39, 10. 


.534, 


19. . 


600, 35. .604, 39. .608, 186.. 




590. .634, 595. .654 








Seq. No. 


15125 








Seq. ID 


OJ990517_24.9A01 


Gene No. 


32139 








Strand 




Start 


264 








End 


654 


Name 


OJ990517 24. 


9A01. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


36 








End 


583 


GI 


none 








Score 


375 


Exons 


36. .416, 40. 


.426, 


423. . 


455, 


488. .583 




Seq. No. 


15125 








Seq. ID 


OJ990517_24.9A01 


Gene No. 


32139 








Strand 




Start 


264 








End 


654 


Name 


OJ990517 24. 


9A01. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


39 








End 


606 


GI 


none 








Score 


317 


Exons 


39. .467, 40. 


.468, 


296. . 


469, 


490., 606, 


513. .605, 571. .60 


Seq. No. 


15125 








Seq. ID 


OJ990517_24.9A01 


Gene No. 


32139 








Strand 




Start 


264 








End 


654 


Name 


OJ990517 24. 


9A01. 


C9.ol. 


gs 


Method 


GENSCAN 


Start 


264 








End 


455 


GI 


none 








Score 


.59 


Exons 


264. .455 













15807 



Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15126 Seq. ID 

32140 ~ Strand 
165 End 
OJ990517_24 . 9A01 . C12 . ol . gs Method 
165 End 
none Score 



OJ990517_24.9A01.C12 
+ 

10568 
GENSCAN 
10568 
.63 



165. .262, 337. .487, 550. .648, 731. .794, 889. .1069, 1148. .1238, 
1436. .1542, 3580. .3717, 3939. .4037, 6255.-6363, 6396. .6709, 
6926. ,6978, 7840.. 7919, 9417. .9648, 10262. .10568 



15126 
32140 
165 

OJ990517_24 . 9A01 . C12 . o2 . np 
4971 
728867 
4971. .4998, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8539..8564 

ANTER-SPECIFIC PROLINE-RICH PROTEIN APG PRECURSOR 

gi I 99694 |pir | | S21961 proline-rich protein APG - Arabidopsis 

thaliana gi | 22599 | emb | CAA42925 | (X60377) APG [Arabidopsis 

thaliana] 



OJ990517 
+ 

10568 
AAT/NAP 
8564 
51 



24 .9A01.C12 



6380. .6573, 



15126 
32141 
1530 

OJ990517 
1530 
728867 
1530. .1616, 



OJ990517 24.9A01.C12 



Seq. ID 
Strand 

End 4 855 

Method AAT/NAP 
End 4855 
Score 247 
4795. .4855 

ANTER-SPECIFIC PROLINE-RICH PROTEIN APG PRECURSOR 

gi| 99694 |pir | IS21961 proline-rich protein APG - Arabidopsis 

thaliana gi | 22599 | emb | CAA42925 | (X60377) APG [Arabidopsis 

thaliana] 



24.9A01.C12.ol.np 



3606. .4173, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517 24.9A01.C12 



15126 
32142 
8415 

OJ990517_24 . 9A01 . C12 . o3 . np 
8415 
2062167 
8415. .8497, 10319. .10484 

(AC001645) Proline-rich protein APG isolog [Arabidopsis 
thaliana] 



10484 
AAT/NAP 
10484 
82 



15127 Seq. ID 

32143 Strand 

77 End 
OJ990517_24 . 9A01 . C14 . ol . gs Method 

77 End 

none Score 
77. .334 



OJ990517_24.9A01.C14 
+ 

334 

GENSCAN 

334 

.66 



Seq. No. 15127 Seq. ID 

Gene No. 32144 Strand 

Start 1443 End 

Name OJ990517_24 . 9A01 . C14 . o2 . gs Method 

Start 1443 End 



OJ990517_24.9A01.C14 

5425 

GENSCAN 

5425 



15808 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 



Score 



.65 



1443. .1654, 1773. .2317, 2752. .2878, 5128. .5425 



Seq. ID OJ990517_24.9A01.C14 
Strand 

End 15290 

Met had. AAT/NAP 

End 15290 

Score 4877 



15127 
32145 
7732 

OJ990517_24 . 9A01 . C14 . ol . np 
7444 
6539553 
7444. .8154, 12929. .15290 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


15127 








Seq. ID 


OJ990517_24.9A01 


.C14 


Gene No. 


32145 








Strand 






Start 


7732 








End 


15290 




Name 


OJ990517 24 


.9A01. 


C14.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


7580 








End 


8056 




GI 


none 








Score 


331 




Exons 


7580. .7966, 


7581. 


.7964, 


7648. 


.7965, 7981. .8055, 7985. .8056 


Seq. No. 


15127 








Seq. ID 


OJ990517_24.9A01 


.C14 


Gene No. 


32145 








Strand 






Start 


7732 








End 


15290 




Name 


OJ990517 24 


.9A01. 


C14.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


7693 








End 


8067 




GI 


none 








Score 


104 




Exons 


7693. .7917, 


7936. 


.8067 










Seq. No. 


15127 








Seq. ID 


OJ990517_24.9A01 


.C14 


Gene No. 


32145 








Strand 






Start 


7732 








End 


15290 




Name 


OJ990517 24 


.9A01. 


C14.o4 


>gs 


Method 


GENSCAN 




Start 


7732 








End • 


9513 




GI 


none 








Score 


.86 




Exons 


7732. .8210, 


8928. 


.9049, 


9112: 


.9285, 9440.. 9513 




Seq. No. 


15127 








Seq. ID 


OJ990517_24.9A01 


.C14 


Gene No. 


32145 








Strand 






Start 


7732 








End 


15290 




Name 


OJ990517 24 


. 9A01. 


C14.o3 


tm 


Method 


TBLASTX: Maize 




Start 


7912 








End 


13018 




GI 


none 








Score 


160 




Exons 


7912. .8151, 


7913. 


.8140, 


7945. 


.8145, 12932. .13018 




Seq. No. 


15127 








Seq. ID 


OJ990517__24.9A01 


.C14 


Gene No. 


32145 








Strand 






Start 


7732 








End 


15290 




Name 


OJ990517 24 


. 9A01. 


C14.o2 


ts 


Method 


TBLASTX : Soybean 




Start 


12914 








End 


13181 




GI 


none 








Score 


119 




Exons 


12914 . . 1318 


0, 12981. .13181 








Seq. No. 


15127 








Seq. ID 


OJ990517_24. 9A01 


.C14 


Gene No. 


32145 








Strand 







15809 




Start 


7732 




End 


15290 




Name 


OJ990517 24.9A01.C14 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


13034 




End 


13579 




GI 


none 




Score 


316 




Exons 


13034. .13240, 13235. 


.13579 








Seq. No. 


15127 




Seq. ID 


OJ990517_24.9A01 


.C14 


Gene No . - . 






• Strand 






Start 


7732 




End 


' 15290 




Name 


OJ990517 24.9A01.C14 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13115 




End 


13580 




GI 


none 




Score 


65 




Exons 


13115. .13579, 13482. 


.13580 








Seq. No. 


15127 




Seq. ID 


OJ990517_24.9A01 


.C14 


Gene No. 


32145 




Strand 






o t arc 






End 


15290 




Name 


OJ990517 24.9A01.C14 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13250 




End 


13714 




GI 


5509260 




Score 


58 




Exons 


13250. .13714, 13269. 


.13328, 


13401. . 13619 




GI Descrip. 


- 










Seq. No. 


15127 




Seq. ID 


OJ990517_24.9A01 


.C14 


Gene No. 


O O T AC. 




Strand 






Start 


7732' 




End 


15290 . 




Name 


OJ990517 24.9A01.C14 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


13361 




End 


13621 




GI 


none 




Score 


116 




Exons 


13361. .13621, 13449. 


.13619 








Seq. No. 


15127 




Seq. ID 


OJ990517_24.9A01 


.C14 


Gene No. 


32145 




Strand 






Start 


7732 




End 


15290 




Name 


ujyyuoi / z4,yAUi.ci4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13634 




End 


14385 




GI 


none 




Score 


190 




Exons 


13634. .14152, 13635. 


.13793, 


13654. .13827, 13902 14 153, 






13944. .14153, 14159. 


.14257, 


14161. .14265, 14257. .14385, 






14261. .14380 










Seq. No. 


15127 




Seq. ID 


OJ990517_24.9A01 


.C14 


Gene No. 


32145 




Strand 






Start 


/ 1 52. 




End 


15290 




Name 


OJ990517 24.9A01.C14 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


14039 




End 


14433 




GI 


none 




Score 


46 




Exons 


14039. .14146, 14163. 


.14207, 


14165. .14209, 14263. .14418, 






14263. . 14433, 14267. 


.14425 








Seq. No. 


15127 




Seq. ID 


OJ990517_24.9A01 


.C14 


Gene No. 


32145 




Strand 






Start 


7732 




End 


15290 




Name 


OJ990517 24.9A01.C14 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


14263 




End 


14655 




GI 


none 




Score 


226 




Exons 


14263. .14655 











15810 






Seq. No. 


15127 


Seq. ID 


OJ990517_24 


.9A01 


.C14 




Gene No . 


32145 


Strand 










Start 


7732 


End 


15290 








Name 


OJ990517 24.9A01.C14.o4.tw 


Method 


TBLASTX : Wheat 






Start 


14386 


End 


14580 








GI 


none 


Score 


167 








Exons 


14386. .14580, 14386. .14577 












Seq. No. 


15127 


Seq. ID 


OJ990517_24 


9A01 


.C14 




Gene No . 


32145 


Strand 










Start 


7732 


End 


15290 








Name 


OJ990517 24 . 9A01 .C14 .ol . tm 


Method 


TBLASTX: Maize 






Start 


14856 ~ 


End 


15171 








GI 


none 


Score 


363 








Exons 


14856. .15017, 14857. .15171 


, 14858.. 15151 








Seq. No. 


15128 


Seq. ID 


OJ990517_24 


9A01 


.C15 




Gene No. 


32146 


Strand 










Start 


20 


End 


423 








Name 


OJ990517 24 . 9A01 .C15 . ol . gs 


Method 


GENSCAN 








Start 


20 ~ 


End 


423 








GI 


none 


Score 


.84 






n 

U -! 


Exons 


20. .219, 365. .423 










ft\ 


Seq. No. 


15129' 


Seq. ID 


OJ990517_24 


9A01 


.C17 




Gene No. 


32147 


Strand 








f\ I 
t at 


Start 


1 


End 


754 






y = : 


Name 


OJ990517 24 . 9A01 . C17 . ol . np 


Method 


AAT/NAP 






i7s 


Start 


1 ~ 


End 


754 








GI 


5834248 


Score 


124 






": cf 


Exons 


1..215, 593. .754 










1 b? 


GI Descrip. 


(AF175124) SINAH1 protein 


[Gossypium hirsutum] 






<: J 


Seq. No. 


15129 


Seq. ID 


OJ990517_24 


9A01 


.C17 




Gene No. 


32147 


Strand 










Start 


1 


End 


754 








Name 


OJ990517 24.9A01.C17.ol.gs 


Method 


GENSCAN 








Start 


106 


End 


405 






a 


GI 


none 


Score 


.72 








Exons 


106. .405 












Seq. No. 


15129 


Seq. ID 


OJ990517_24 


9A01 


.C17 




Gene No. 


32148 


Strand 










Start 


1821 


End 


3225 








Name 


OJ990517 24.9A01.C17.o2.gs 


Method 


GENSCAN 








Start 


1821 ~ 


End 


3105 








GI 


none 


Score 


.67 








Exons 


1821. .1973, 2950. .3105 * 












Seq. No. 


15129 


Seq. ID 


OJ990517_24 


9A01 


.C17 




Gene No. 


32148 


Strand 










Start 


1821 


End 


3225 








Name 


OJ990517 24.9A01.C17.o2.gp 


Method 


AAT/GAP 








Start 


2097 


End 


3107 








GI 


12132 1.R1084 


Score 


807 








Exons 


2097. .2378, 2950. .3107 











0 



15811 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 1 



15129 
32148 
1821 

OJ990517_24 . 9A01 . C17 . ol . tm 

2229 

none 



Seq. ID OJ990517_24.9A01.C17 
Strand 

End 3225 

Method TBLASTX : Mai ze 

End 3108 

Score 73 



2229.. 2276, 2230.. 2283, 2274.. 2357, 2274.. 2366, 2923.. 3033, 
2950.. 3108, 2960.. 3106, 2973.. 3107 



Seq. No. 15129 

Gene No. 32148 

Start 1821 

Name OJ990517_24 . 9A01 . C17 . o2 . np 

Start 2307 

GI 2674203 

Exons 2307.. 2381, 2950.. 3225 

GI Descrip. (AF036328) CLP protease regulatory subunit CLPX [Arabidopsis 
thaliana] 



Seq. ID OJ990517_24.9A01.C17 
Strand 

End 3225 

Method AAT/NAP 

End 3225 

Score 122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

r GI 

Exons 

GI Descrip. 



15130 
32149 
1 

OJ990517_24 . 9A01 . C18 . ol . np 
1 

2674203 



Seq. ID OJ990517_24.9A01.C18 
Strand 

End 2103 

Method AAT/NAP 

End 2103 

Score 311 



1..52, 590. .698, 802. .901, 986. .1056, 1503. .1576, 2048. .2103 
(AF036328) CLP protease regulatory subunit CLPX [Arabidopsis 
thaliana] 



Seq. No. 15130 

Gene No. 32149 

Start 1 

Name OJ990517_24 . 9A01 . C18 . ol . tm 

Start 582 

GI none 
Exons 



Seq. ID OJ990517_24.9A01.C18 
Strand 

End 2103 

Method TBLASTX : Mai ze 

End 1575 

Score 82 



582. .698, 591. .722, 592. .699, 799. .912, 800. .913, 820. .915, 
979. .1062, 986. .1063, 1473. .1574, 1507. .1575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15130 
32149 
1 

OJ990517_24 . 9A01 . C18 . ol . tc 

591 

none 



Seq. ID OJ990517_24.9A01.C18 
Strand 

End 2103 

Method TBLASTX : Cress 

End 1575 

Score 89 



591. .698, 591. .698, 592. .699, 799. .912, 800. .913, 985. .1062, 
986. .1063, 1473.. 1574, 1504.. 1575 



15131 
32150 
533 

OJ990517_24 . 9A01 . CI 9 . ol . gs 

533 

none 

533. . 607, 1082. . 1165 



Seq. ID OJ990517_24.9A01.C19 
Strand 

End 1880 

Method GENSCAN 

End 1165 

Score . 67 



15812 




Seq. No. 


15131 






Seq. ID 


OJ990517 


_24.9A01 


.C19 


Gene No. 


32150 






Strand 








Start 


533 






End 


1880 






Name 


OJ990517 24 


.9A01.C19.ol 


.np 


Method 


AAT/NAP 






Start 


557 






End 


1877 






GI 


2674203 






Score 


226 






Exons 


557.. 607, 1082.. 1161, 1627.. 


1727, 1816 


. .1877 






GI Descrip. 


(AF036328) 


CLP protease 


regulatory subunit CLPX 


[Arabidopsi 




thaliana] 














Seq. No. 


15131 






Seq. ID 


OJ990517 


_24.9A01 


.C19 


Gene No. 


32150 






Strand 








Start 


533 






End 


1880 






Name 


OJ990517 24 


.9A01.C19.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


1070 






End 


1880 






GI 


none 






Score 


122 






Exons 


1070. .1165, 


1082. . 1168, 


1084 


. .1167, 1626. .1727, 


1628. .1729, 




1628. .1729, 


1629. .1748, 


1834 


..1878, 18 


36. .1880, 


1842. .1880 


Seq. No. 


15131 






Seq. ID 


OJ990517 


_24 . 9A01 


C19 


Gene No. 


32150 






Strand 








Start 


533 






End 


1880 






Name 


OJ990517 24 


.9A01.C19.ol 


.gp 


Method 


AAT/GAP 






Start 


1102 






End 


1879 






GI . 


4878621 






Score 


368 






Exons 


1102. .1161, 


1626. .1727, 


1816 


. .1879 








GI Descrip. 


2 674203/gb IAAB88706.il 


8.0e- 


32 (AF036328) CLP protease 






regulatory 


subunit CLPX 


[Arabidopsis thaliana] 






Seq. No. 


15132 






Seq. ID 


OJ990517 


_24.9A01 


.C21 


Gene No. 


32151 






Strand 


+ 






Start 


4973 






End 


7214 






Name 


OJ990517 24 


.9A01.C21.o3 


.gs 


Method 


GENSCAN 






Start 


4973 






End 


7214 






GI 


none 






Score 


.97 






Exons 


4973. .5218, 


5292. .7214 












Seq. No. 


15132 






Seq. ID 


OJ990517 


_24 . 9A01 


C21 


Gene No. 


32151 






Strand 


+ 






Start 


4973 






End 


7214 






Name 


OJ990517 24 


.9A01.C21.ol 


.np 


Method 


AAT/NAP 






Start 


5033 






End 


7211 






GI 


6850871 






Score 


1101 






Exons 


5033. .5218, 


5292. . 6719, 


6852 


. .7211 








GI Descrip. 


(AL132959) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


15132 






Seq. ID 


OJ990517 


_24 . 9A01 


C21 


Gene No. 


32152 






Strand 








Start 


697 






End 


1014 






Name 


OJ990517 24 


. 9A01.C21.ol 


.gs 


Method 


GENSCAN 






Start 


697 






End 


1014 






GI 


none 






Score 


.99 






Exons 


697. .1014 














Seq. No. 


15132 






Seq. ID 


OJ990517 


_24.9A01 


C21 


Gene No. 


32153 






Strand 









15813 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



1690 

OJ990517_24 

1690 

none 

1690. .1850, 

15132 
32154 
7330 

OJ990517_24, 

5050 

none 

5050. .5220, 

15132 
32154 
7330 

OJ990517_24, 

5072 

none 

5072. .5233, 

15132 
32154 
7330 

OJ990517_24 . 

5610 

none 

5610. .5909, 

15132 
32154 
7330 

OJ990517_24 . 

5763 

none 

5763. .5804, 

15132 
32154 
7330 

OJ990517_24 . 

6360 

none 

6360. . 6611, 
7023. .7178 

15132 
32154 
7330 

OJ990517_24 . 

6539 

none 

6539. .6655, 
6765. . 6905, 



9A01.C21.o2.gs 
3763. .4084 

9A01.C21.o2.tm 



End 

Method 

End 

Score 



4084 
GENSCAN 
4084 
.87 



Seq. ID OJ990517_24.9A01.C21 
Strand 

End 9084 

Method TBLASTX : Maize 

End 5492 

Score 202 
5072. .5230, 5274. .5492, 5280. .5375, 5291. .5491 

Seq. ID OJ990517_24.9A01.C21 
Strand 

End 9084 

9A01 . C2 1 . o2 . t s Method TBLASTX : Soybean 

End 5402 

Score 124 

5286. .5402 

9A01.C21.o3.ts 
5615.. 5716, 5822, 

9A01.C21.o3.tm 
5786.. 6004, 5787, 

9A01.C21.ol.ts 



Seq. ID OJ990517_24.9A01.C21 
Strand 

9084 

TBLASTX : Soybean 
5911 
186 



End 

Method 
End 
Score 
.5911 



Seq. ID OJ990517_24.9A01.C21 
Strand 

9084 

TBLASTX: Maize 
6005 
50 



End 

Method 
End 
Score 
. 6005 



Seq. ID OJ990517_24.9A01.C21 
Strand 

End 9084 

Method TBLASTX : Soybean 

End 7178 

Score 358 

6366. .6608, 6373. .6615, 6798. .6899, 6861. .6998, 



Seq. ID OJ990517_24, 9A01.C21 
Strand 

End 9084 

Method TBLASTX : Mai ze 

End 7163 

Score 158 

.6663, 6621.. 6689, 6622.. 6687, 
.7163, 6913.. 7113, 7005.. 7163 



9A01.C21.ol. tm 



6540.. 6656, 6616. 
6776.. 6880, 6900. 



Seq. No. 



15132 



Seq. ID OJ990517 24.9A01.C21 



15814 




Gene No. 


32154 




Strand 




Start 


7330 




End 


9084 


Name 


OJ990517 24 


. 9A01.C21.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7038 




End 


7226 


GI 


none 




Score 


164 


Exons 


7038. .7226, 


7040.. 7216, 7050. 


.7226 




Seq. No. 


15132 




Seq. ID 


OJ990517_24 . 9A01 . C21 


Gene No. 


32154 




Strand 




Start 


/ JoU 




End 


9084 


Name 


OJ990517 24 


. 9A01.C21.o2.np 


Method 


AAT/NAP 


Start 


7330 




End 


9084 


GI 


3080422 




Score 


165 


Exons 


7330. .7359, 


8559.. 8731, 8807. 


.9084 




GI Descrip. 


(AL022604) 


putative zinc-finger protein [Arabidopsis thaliana] 


Seq. No. 


15132 




Seq. ID 


OJ990517_24.9A01.C21 


Gene No. 


32154 




Strand 




Start 


7330 




End 


9084 


Name 


OJ990517 24 


. 9A01.C21.o4 .gs 


Method 


GENSCAN 


Start 


8444 




End 


9082 


GI 


none 




Score 


.89 


Exons 


8444. .9082 








Seq. No. 


15133 




Seq. ID 


OJ990517_24 . 9A01.C22 


Gene No. 


32155 




Strand 


+ 


Start 


2131 




End 


4349 " 


Name 


OJ990517 24 


. 9A01.C22.ol.np 


Method 


AAT/NAP 


Start 


2131 




End 


4349 


GI 


2565010 




Score 


458 


Exons 


2131. .3241, 


4330. .4349 






GI Descrip. 


(AC002983) 


putative microf ibril-associated protein [Arabidopsis 



thaliana] gi 13377811 (AF076275) contains similarity to ATP 
synthase B/B' (Pfam: ATP-synt_B . hmm, score: 11.71) [Arabidopsis 
thaliana] 



Seq. No. 


15133 








Seq. ID 


OJ990517_24..9A01 


.C22 


Gene No. 


32155 








Strand 


+ 




Start 


2131 








End 


4349 




Name 


OJ990517 24, 


. 9A01, 


.C22.ol 


.gs 


Method 


GENSCAN 




Start 


2164 








End 


4208 




GI 


none 








Score 


.5 




Exons 


2164. .3171, 


3884, 


. .3913, 


4134. 


.4208 






Seq. No. 


15133 








Seq. ID 


OJ990517_24.9A01 


.C22 


Gene No. 


32155 








Strand 


+ 




Start 


2131 








End 


4349 




Name 


OJ990517 24. 


. 9A01, 


.C22.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


2998 








End 


3216 




GI 


none 








Score 


67 




Exons 


2998. .3048, 


3012. 


. .3050, 


3094. 


.3216, 3096.. 3215 




Seq. No. 


15133 








Seq. ID 


OJ990517_24.9A01 


.C22 


Gene No. 


32155 








Strand 


+ 




Start 


2131 








End 


4349 




Name 


OJ990517 24. 


. 9A01. 


,C22.ol . 


.ts 


Method 


TBLASTX: Soybean 




Start 


3097 








End 


3242 





15815 



GI none Score 193 

Exons 3097.. 3234, 3105.. 3242 



Seq. No. 15134 

Gene No. 32156 

Start 2173 

Name OJ990517_24 . 9A01 . C24 . ol . np 

Start 2173 

GI 1346850 

Exons 2173.. 2200, 
GI Descrip. PHOTOSYSTEM 



Seq. ID OJ990517_24.9A01.C24 
Strand + 
End 4337 
Method AAT/NAP 
End 4327 
Score 102 
3961. .4153, 4267. .4327 

II D2 PROTEIN (PHOTOSYSTEM Q{A) PROTEIN) 
gi 1 1363580 Ipir | | S58536 photosystem II protein D2 - maize 
chloroplast gi | 902206 I emb | CAA60270 | (X86563) PSII D2 protein 
[Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15134 
32156 
2173 

OJ990517_24, 
3406 
133435 
3406. .3498, 



9A01 .C24 .o2 .np 



4106. .4337 



Seq. ID OJ990517_24.9A01.C24 

Strand + 

End 4337 

Method AAT/NAP 

End 4337 

Score 98 



DNA-DIRECTED RNA POLYMERASE BETA' CHAIN gi | 66983 I pir | | RNRZC1 
DNA-directed RNA polymerase (EC 2.7.7.6) beta ? -l chain - rice 
chloroplast gi 1 11972 | emb | CAA33987 | (X15901). RNA polymerase beta 1 
subunit-1 [Oryza sativa] gi | 226690 | prf | | 1603356Q RNA polymerase 



fi 




beta ! -l [Oryza sativa] 








Li 
;i 


Seq. No. 


15134 




Seq. ID 


OJ990517 




Gene No. 


32157 




Strand 




•;l 


Start 


900 




End 


2172 


*i 

«! 


Name 


OJ990517 24.9A01.C24.ol. 


gs 


Method 


GENSCAN 


i! 


Start 


900 




End 


2172 




GI 


none 




Score 


.61 




Exons 


900.. 1911, 1928.. 2172 








. i 


Seq. No. 


15135 




Seq. ID 


OJ990517 


CE 


Gene No. 


32158 




Strand 




*i 

_E 


Start 


281 




End 


319 


A 


Name 


OJ990517 24.9A01.C26.ol. 


gs 


Method 


GENSCAN 




Start 


281 




End 


319 




GI 


none 




Score 


.42 




Exons 


281. .319 









Seq. No. 


15136 




Seq. ID 


OJ990517 


_24 . 9A01 


.C27 


Gene No. 


32159 




Strand 


+ 






Start 


4068 




End 


11178 






Name 


OJ990517 24 


.9A01.C27.o3.np 


Method 


AAT/NAP 






Start 


4068 




End 


11178 






GI 


5852180 




Score 


364 






Exons 


4068. .4231, 


6660.. 6753, 6914. 


..7068, 7323. .7701, 


11130. . 


11178 


GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa] 








Seq. No. 


15136 




Seq. ID 


OJ990517 


_24.9A01 


.C27 


Gene No. 


32160 




Strand 








Start 


97 




End 


11050 






Name 


OJ990517 24 


.9A01.C27.ol.gs 


Method 


GENSCAN 







15816 




Start 


97 




End 


4612 




GI 


none 




Score 


.75 




Exons 


97. .3236, 3424 . .4612 










Seq. No. 


15136 




Seq. ID 


OJ990517 24.9A01.C27 


Gene No. 


32160 




Strand 






Start 


97 




End 


11050 




Name 


OJ990517 24 . 9A01.C27.ol 


. np 

It 


Method 


AAT/NAP 




Start 


100 




End 


4618 




GI 


4680179 




Score 


5339 




Exons 


100. .3502, 3536. .4618 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


15136 




Seq. ID 


OJ990517_24 . 9A01 


.C27 


Gene No. 


32160 




Strand 


— 




Start 


97 




End 


11050 




Name 


OJ990517 24 . 9A01 .C27 . o7 


. tw 


Method 


TBLASTX : Wheat 




Start 


145 




End 


478 




GI 


none 




Score 


132 




Exons 


145. .477, 166. .474, 209 


. .478 








Seq. No. 


15136 




Seq. ID 


OJ990517_24 . 9A01 


.C27 


Gene No. 


32160 




Strand 


- 




Start 


97 




End 


11050 




Name 


OJ990517 24 .9A01.C27.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


325 




End 


924 " 




GI 


none 




Score 


199 




Exons 


325. .765, 341. .763, 763 


. .924, 


770. .916 






Seq. No. 


15136 




Seq. ID 


OJ990517_24 . 9A01 


.C27 


Gene No. 


32160 




Strand 


— 




Start 


97 




End 


11050 




Name 


OJ990517 24.9A01.C27.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


478 




End 


1104 




GI 


none 




Score 


82 




Exons 


478. .1104, 481. .732, 590. .1048 






Seq. No. 


15136 




Seq. ID 


OJ990517_24 . 9A01 


.C27 


Gene No. 


32160 




Strand 






Start 


97 




End 


11050 




Name 


OJ990517 24.9A01.C27.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


973 




End 


1265 




GI 


none 




Score 


212 




Exons 


973. .1263, 977. .1264, 1077. .1265 






Seq. No. 


15136 




Seq. ID 


OJ990517_24 . 9A01 


,C27 


Gene No. 


32160 




Strand 






Start 


97 




End 


11050 




Name 


OJ990517 24.9A01.C27.o2 


.ts 


Method- 


TBLASTX : Soybean 




Start 


1062 




End 


1323 




GI 


none 




Score 


150 




Exons 


1062. .1244, 1063. .1323, 


1064. . 


1318 






Seq. No. 


15136 




Seq. ID 


OJ990517_24.9A01 


C27 


Gene No. 


32160 




Strand 






Start 


97 




End 


11050 




Name 


OJ990517 24 .9A01.C27.ol 


.tc 


Method 


TBLASTX: Cress 





15817 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1087 
none 

1087. . 1230, 

15136 
32160 
97 

OJ990517_24. 

1111 

none 

1111. . 1647, 

15136 
32160 
97 

OJ990517_24, 

1669 

none 

1669. .2031, 

15136 
32160 
97 

OJ990517_24 . 

1681 

none 

1681. .2103, 

15136 
32160 
97 

OJ990517_24 . 

1852 

none 

1852. .2097, 

15136 
32160 
97 

OJ990517_24 . 

2068 

none 

2068. .2382, 

15136 
32160 
97 

OJ990517_24. 

2104 

none 

2104. .2406, 

15136 
32160 
97 

OJ990517_24. 
2119 



1088. .1228, 1231, 

9A01.C27.o2.tw 
1112. .1678 

9A01.C27.o2.tm 
1678.. 2031, 1682. 

9A01.C27.o3.tw 
1682. .2071 

9A01.C27.o3.ts 
1853. .2080 

9A01.C27.o3.tm 



End 
Score 
.1404 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2032 

• Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1404 
85 



OJ990517_24.9A01.C27 
11050 

TBLASTX: Wheat 

1678 

343 



OJ990517_24.9A01.C27 
11050 

TBLASTX: Maize 

2032 

167 



OJ990517_24 . 9A01 . C27 
11050 

TBLASTX: Wheat 

; ,2103 
359 



OJ990517_24 . 9A01 . C27 
11050 

TBLASTX : Soybean 

2097 

93 



Seq. ID OJ990517_24.9A01.C27 
Strand 

End 11050 

Method TBLASTX : Mai ze 

End 2568 

Score 50 

2111. .2161, 2189. .2242, 2389. .2568, 2414. .2560 

Seq. ID OJ990517_24.9A01.C27 
Strand 

End 11050 

9A0 1 . C27 . 06 . tw Method TBLASTX : Wheat 

End 2406 

Score 267 

2120. .2404 

Seq. ID OJ990517_24.9A01.C27 
Strand 

End 11050 

9A01 . C27 . ol . ts Method TBLASTX : Soybean 

End 2514 



15818 



GI 


none 


Exons 


2119. .2478, 


Seq. No. 


15136 


Gene No. 


32160 


Start 


97 


Name 


OJ990517 24 


Start 


2455 — 


GI - 


none 


Exons 


2455 . . 2937, 


Seq. No. 


15136 


Gene No. 


32160 


Start 


97 


Name 


OJ990517 24 


Start 


2636 ~ 


GI 


none 


Exons 


2636. .2926, 


Seq. No. 


15136 


Gene No. 


32160 


Start 


97 


Name 


OJ990517 24 


Start 


3052 _ 


GI 


none 


Exons 


3052 . . 3219, 


Seq. No. 


15136 


Gene No. 


32160 


Start 


97 


Name 


OJ990517 24 


Start 


3839 ~~ 


GI 


none 


Exons 


3839. . 4144, 


Seq. No. 


15136 


Gene No. 


32160 


Start 


97 


Name 


OJ990517 24 


Start 


4025 ~~ 


GI 


none 


Exons 


4025 . . 4384 , 


Seq. No. 


15136 


Gene No. 


32160 


Start 


97 


Name 


OJ990517 24 


Start 


4270 


GI 


6498441 


Exons 


4270. .4301, 


GI Descrip. 


(AP000815) 



Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8560 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



199 



OJ990517_24.9A01.C27 
11050 

TBLASTX: Wheat 

8560 

247 



OJ990517_24 . 9A01 . C27 
11050 

TBLASTX: Maize 

8554 

175 



OJ990517_24.9A01.C27 
11050 

TBLASTX: Wheat 

3475 

71 



.3475, 3309. .3419 

Seq. ID OJ990517_24.9A01.C27 
Strand 

End 11050 

Method TBLASTX : Mai ze 

End 4144 



Score 



89 



Seq. ID OJ990517_24.9A01.C27 
Strand 

End 11050 

Method TBLASTX : Wheat 

End 4385 

Score 157 



Seq. ID OJ990517_24.9A01.C27 
Strand 

End 11050 

Method AAT/NAP 

End 10707 

Score 2053 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



15136 
32160 
97 



Seq. ID 

Strand 

End 



OJ990517_24 . 9A01 . C27 
11050 



15819 



Name 

Start 

GI 

Exons 



OJ990517__24 . 9A01 . C27 . o2 . gs Method GENSCAN 
5004 End 11050 

none Score . 65 

5004. .5672, 7399. .7807, 8331. .8397, 8524. .8794, 8873. .9660, 
9821.. 9892, 10002 .. 1054 9, 10615 .. 10801, 10838.. 11050 



Seq . No . 


15136 


Seq. ID 


OJ990517 


24 9A01 C27 


Gene No . 


32160 


Strand 






Start 


97' 


End 


11050 




Name 


OJ990517 24. 9A01 . C27 . ol . gp 


Method 


AAT /GAP 




Start 


6562 


End 


6945 




GI 


uC-osflcyp033a04bl 


Score 


685 




Exons 


6562. .6945 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa npnom 

ijo c j. v a vj i. i win. 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


15136 


Seq. ID 


OJ990517 


24 9A01 C27 


Gene No . 


32160 


Strand 






Start 


97 


End 


11050 




Name 


OJ990517 24.9A01.C27.o4.tw 


Method 


TBLASTX: 


Wheat 


Start 


8665 


End 


9425 




GI 


none 


Score 


165 




Exons 


8665. .8868, 8666. .8917, 8667 


..8831, 8894. .9424, 


8913 9230 




9252. .9425 








Seq. No. 


15136 


Seq. ID 


OJ990517 


24 9A01 C27 


Gene No m 


32160 


Strand 






Start 


97 


End 


11050 




Name 


OJ990517 24 . 9A01 . C27 . olO . tw 


Method 


TBLASTX: 


Wheat 


Start 


10168 


End 


10510 




GI 


none 


Score 


109 




Exons 


10168. .104 4 0, 10202. .10441, 


10408. .10506, 10409 


10510 


Seq. No. 


15136 


Seq. ID 


OJ990517 


24 . 9A01 .C27 


Gene No . 


32160 


Strand 






Start 


97 


End 


11050. 




Name 


OJ990517 '24 . 9A01 . C27 . o7 . tm 


Method. 


TBLASTX: 


Maize 


Start 


10270 


End 


10519 




GI 


none 


Score 


84 




Exons 


10270. .10518, 1.0271. .10519 








Seq. No. 


15137 


Seq. ID 


OJ990517 


*i . Zs C\ \J X • \-r £~ \J 


Gene No . 


32161 


Strand 


+ 




Start 


454 


End 


3222 




Name 


OJ990517 24.9A01.C28.ol.gs 


Method 


GENSCAN 




Start 


454 


End 


3222 




GI 


none 


Score 


.4 




Exons 


454. .545, 1478. .1584, 2177.. 


2231, 3066 


. .3222 




Seq. No. 


15137 


Seq. ID 


OJ990517 


_24.9A01.C28 


Gene No. 


32162 


Strand 


+ 




Start 


8259 


End 


8344 




Name 


OJ990517 24.9A01.C28.o2.np 


Method 


AAT /NAP 




Start 


8259 


End 


8344 




GI 


6630699 


Score 


76 




Exons 


8259. .8344 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 





15820 



gi I 6721536 Idbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 15137 Seq. ID 

Gene No. 32163 Strand 

Start 10663 - End 

Name OJ990517_24 . 9A01 .C28 . o3 . np Method 

Start 10663 End 

GI 6907089 Score 

Exons 10663. . 11924, 12025.. 13795 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990517_24.9A01.C28 
+ 

13798 
AAT/NAP 
13795 
4109 



Seq. No. 15137 

Gene No. 32163 

Start 10663 

Name OJ990517_24 . 9A01 . C28 . o5 . gs 

Start 10663 

GI none 

Exons 10663. .10792, 10859 .. 11924 , 
13652. .13798 



Seq. ID OJ990517_24.9A01.C28 

Strand + 

End 13798 

Method GENSCAN 

End 13798 

Score . 68 
11974 .. 13331, 13377. .13555, 



Seq. No. 15137 Seq. ID OJ990517_24.9A01.C28 

Gene No. 32164 Strand + 

Start 19437 End 19743 

Name OJ990517_24 . 9A01 . C28 . o2 . gp Method AAT/GAP 

Start 19437 End 19743 

GI 61605_3.R1084 Score 457 

Exons 19437. .19743 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321)' peroxidase [Arabidopsis 

• thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7403, 



OJ990517 24.9A01.C28 



Seq. No. 15137 
Gene No. 32165 
Start 5458 

Name OJ990517_24 . 9A01 . C28 . ol . np 

Start 5458 
GI 5922620 

Exons 5458.. 5557, 6918.. 7175, 7223, 

GI Descrip. (AP000492) EST D15357 (C0514 ) 

predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



8316 
AAT/NAP 
8206 
549 
7972. .8126, 



8168. .8206 



corresponds to a region of the 



Seq. No. 


15137 






Gene No. 


32165 






Start 


5458 






Name 


OJ990517 24 


. 9A01 


.C28 .o3 


Start 


7454 






GI 


none 






Exons 


7454 . .7632, 


7943 


. .7967, 


Seq. No. 


15137 






Gene No. 


32166 






Start 


8804 






Name 


OJ990517 24 


. 9A01 


C28.o4 


Start 


8804 







Seq. ID OJ990517_24.9A01.C28 
Strand 

End 8316 

.gs Method GENSCAN 

End 8316 

Score . 61 
8013. .8142, 8255. .8316 

Seq. ID OJ990517_24.9A01.C28 
Strand 

End 10381 

.gs Method GENSCAN 

End 10381 



15821 




GI 


none 


Score 


.47 




Exons 


8804.. 9109, 9289.. 9459, 9739 


..9766, 10278.. 10381 




Seq. No. 


15137 


Seq. ID 


OJ990517_24.9A01 


.C28 


Gene No. 


32167 


Strand 






Start 


13040 


End 


19595 




Name 


OJ990517 24.9A01.C28.o3.tw 


Method 


TBLASTX: Wheat 




Start 


388 


End 


18186 




GI 


none 


Score 


78 




Exons 


388. .480, 17700. .18185, 17727. .17966, 


17731. .17991, 18013. .18186 


Seq. No. 


15137 


Seq. ID 


OJ990517_24.9A01 


.C28 


Gene No . 


32167 


Strand 






Start 


13040 


End 


19595 




Name 


OJ990517 24.9A01.C28.o4.np 


Method 


AAT/NAP 




Start 


13040 


End 


19465 




GI 


6498441 


Score 


6687 




Exons 


13040. .13114, 14377. .15782, 


15954. .16677, 16852 .. 16986, 






17170. .17543, 17607. .18070, 


18401. .19465 




GI Descrip. 


(AP000815) EST C72786 (E2258) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


15137 




Seq. ID 


OJ990517_24.9A01 


-C28 


Gene No . 


32167 




Strand 






Start 


13040 




End 


19595 




Name 


OJ990517 24.9A01.C28. 


,o6.gs 


Method 


GENSCAN 




Start 


14031 




End 


19595 




GI 


none 




Score 


.63 




Exons 


14031. . 14229, 14359., 


.15376, 


15500. .157^ 


39, 16152. .17543, 






17622. . 18551, 18553., 


. 18712, 


18718. .19018, 19115. .19595 




Seq. No. 


15137 




Seq. ID 


OJ990517_24.9A01 


.C28 


Gene No. 


32167 




Strand 






Start 


13040 




End 


19595 




Name 


OJ990517 24.9A01.C28, 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14338 




End 


14598 




GI 


none 




Score 


149 




Exons 


14338. .14481, 14349., 


.14597, 


14350. .14595, 14557.. 14598 




Seq. No. 


15137 




Seq. ID 


OJ990517__24 . 9A01 


.C28 


Gene No. 


32167 




Strand 






Start 


13040 




End 


19595 




Name 


OJ990517 24.9A01.C28, 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14602 




End 


15003 




GI 


none 




Score 


243 




Exons 


14602. .15003, 14622. . 


.15002 








Seq. No. 


15137 . 




Seq. ID 


OJ990517_24 . 9A01 


.C28 


Gene No. 


32167 




Strand 






Start 


13040 




End 


19595 




Name 


OJ990517 24.9A01.C28. 


, o2 . tm 


Method 


TBLASTX: Maize 




Start 


14817 




End 


15140 




GI 


none 




Score 


218 




Exons 


14817. .15140, 14830. . 


, 15111 








Seq. No. 


15137 




Seq. ID 


OJ990517_24 . 9A01 


.C28 



15822 



Gene No. 


32167 




Strand 




Start 


13040 




End 


19595 


Name 


OJ990517 24.9A01.C28, 


.08 .tw 


Method 


TBLASTX: Wheat 


Start 


15333 




End 


15645 


GI 


none 




Score 


63 


Exons 


15333. .15593, 15444., 


.15632, 


15469.. 15645 


Seq. No. 


15137 




Seq. ID 


OJ990517_24.9A01 


Gene No. 


32167 




Strand 




Start 


13040 




End 


19595 


Name 


OJ990517 24.9A01.C28, 


.o2. ts 


Method 


TBLASTX: Soybean 


Start 


15393 




End 


15959 


GI 


5666795 




Score 


68 


Exons 


15393. . 15593, 15648. . 


.15785, 


15861. . 15959 


GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 


Seq. No. 


15137 




Seq. ID 


OJ990517_24.9A0i 


Gene No. 


32167 




Strand 




Start 


13040 




End 


19595 


Name 


OJ990517_24.9A01.C28. 


. o5. tw 


Method 


TBLASTX: Wheat 


Start 


15648 




End 


16082 


GI 


none 




Score 


87 


Exons 


' 15648 . . 15797, 15649. . 


. 15786, 


15663. . 15809, 15831. . 16082, 




15832 . . 16017, 15885. . 


. 16067 






Seq. No. 


15137 




Seq. ID 


OJ990517_24.9A01 


Gene No. 


32167 




Strand 




Start 


13040 




End 


19595 


Name 


OJ990517_24 . 9A01 .C28 . 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


16515 




End 


16886 


GI 


none 




Score 


287 


Exons 


16515 . .16886 








Seq. No. 


15137 




Seq. ID 


OJ990517_24.9A01 


Gene No. 


32167 




Strand 




Start 


13040 




End 


19595 


Name 


OJ990517 24.9A01.C28. 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


16545 




End 


16965 


GI 


none 




Score 


2 92 


Exons 


16545. .16964, 16570., 


.16965 






Seq. No. 


15137 




Seq. ID 


OJ990517_24.9A01 


Gene No. 


32167 




Strand 




Start 


13040 




End 


19595 


Name 


OJ990517 24.9A01.C28, 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


16638 




End 


17022 


GI 


none 




Score 


242 


Exons 


16638. .17021, 16657., 


.17022 






Seq. No. 


15137 




Seq. ID 


OJ990517_24.9A01 


Gene No. 


32167 




Strand 




Start 


13040 




End 


19595 


Name 


OJ990517 24.9A01.C28. 


, ol . tm 


Method 


TBLASTX: Maize 


Start 


17049 




End 


17405 


GI 


none 




Score 


75 


Exons 


17049. .17165, 17049.. 


,17405, 


17059. . 17370 



15823 




Seq. No. 


15137 




Seq. ID 


OJ990517_24.9A01 


.C28 


Gene No. 


32167 




Strand 






Start 


13040 




End 


19595 




Name 


OJ990517 24.9A01.C28. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17073 




End 


17536 




GI 


none 




Score 


218 




Exons 


17073. .17534, 17079.. 


17534, 


17080. .17535, 17093.. 17536 




Seq. No. 


15137 




Seq. ID 


OJ990517_24 . 9A01 


.C28 


Gene No. 


32167 




Strand 






Start 


13040 




End 


19595 




Name 


OJ990517 24.9A01.C28. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


17130 




End 


17495 




GI 


none 




Score 


118 




Exons 


17130. .17264, 17271.. 


17495 








Seq. No. 


15137 




Seq. ID 


OJ9905I7_24.9A01 


.C28 


Gene No. 


32167 




Strand 






Start 


13040 




End 


19595 




Name 


OJ990517 24.9A01.C28. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


18924 




End 


19262 




GI 


none 




Score 


85 




Exons 


18924. .19181, 18958. . 


19185, 


19164. .19262, 19165. .19245 




Seq. No. 


15137 




Seq. ID 


OJ990517_24.9A01 


.C28 


Gene No. 


32167 




Strand 






Start 


13040 ' 




End 


19595 




Name 


OJ990517 24.9A01.C28. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


19026 




End 


19310 




GI 


none 




Score 


105 




Exons 


19026. .19274, 19027.. 


19272, 


19038. .19310 




Seq. No. 


15138 




Seq. ID 


OJ990517_24.9A01 


.C29 


Gene No. 


32168 




Strand 


+ 




Start 


611 




End 


1292 




Name 


OJ990517 24.9A01.C29. 


ol .gs 


Method 


GEN SCAN 




Start 


611 




End 


1292 




GI 


none 




Score 


.95 




Exons 


611. .721, 1167. .1292 










Seq. No. 


15138 




Seq. ID 


OJ990517_24.9A01 


.C29 


Gene No. 


32169 




Strand 


+ 




Start 


3848 




End 


4159 




Name 


OJ990517 24 . 9A01 .C29. 


o3 . gp 


Method 


AAT/GAP 




Start 


3848 




End 


4159 




GI 


61605 3.R1084 




Score 


463 




Exons 


3848. .4159 










GI Descrip. 


' 14 02920/emb|CAA66965 


I 2.0e- 


■20 (X98321) 


peroxidase [Arabidopsis 




thaliana] 1 










Seq. No. 


15138 




Seq. ID 


OJ990517_24 .9A01 


.C29 


Gene No. 


32170 




Strand 






Start 


423 




End 


3724 




Name 


OJ990517 24.9A01.C29. 


ol .np 


Method 


AAT/NAP 




Start 


423 




End 


2307 




GI 


6063554 




Score 


321 




Exons 


423. .598, 1236. .1263, 


1737. . 


1966, 2085. 


.2307 





15824 




GI Descrip. (AP000615) ESTs AU075609 (C63344) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


15138 


Seq. ID 


OJ990517 


_24 


.9A01 


.C29 


Gene No. 


32170 


Strand 










Start 


423 


End 


3724 








Name 


OJ990517 24.9A01.C29.ol.gp 


Method 


AAT/GAP 








Start 


1040 


End 


1769 








GI 


101153 1.R1084 


Score 


420 








Exons 


1040. .1263, 1739. .1769 












GI Descrip. 


, 5852170/emb|AL117265. 1IOST17804 1 . Oe- 


115 Oryza 


sativa 






indica (GLA4 ) genomic DNA, 


chromosome 4, BAC clone: 


tl7804 ' 


Seq. No. 


15138 


Seq. ID 


OJ990517 


_24 


.9A01 


.C29 


Gene No. 


32170 


Strand 


— 








Start 


423 


End 


3724 








Name 


OJ990517 24.9A01.C29.o2.gs 


Method 


GEN SCAN 








Start 


1696 


End 


3724 








GI 


none 


Score 


. 85 








Exons 


1696. .1875, 3149. .3358, 3593. .3724 










Seq. No. 


15138 


.Seq. ID 


OJ990517_ 


_24 


.9A01 


.C29 


Gene No. 


32170 


Strand 


— 








Start 


423 


End 


3724 








Name 


OJ990517 24. 9A01 . C29 . o2 . gp 


Method 


AAT/GAP 








Start 


1773 


End 


1997 








GI 


none 


Score 


399 








Exons 


1773. .1997 












Seq. No. 


15139 


Seq. ID 


OJ990517_ 


24 


.9A01 


.C30 


Gene No. 


32171 


Strand 


+ 








Start 


148 


End 


194 








Name 


OJ990517 24. 9A01 . C30 . ol . gs 


Method 


GENSCAN 








Start 


148 


End 


194 








GI 


none 


Score 


.73 








Exons 


148. .194 












Seq. No. 


15139 


Seq. ID 


"OJ990517_ 


24 


. 9A01 


.C30 


Gene No. 


32172 


Strand 










Start 


346 


End 


1575 








Name 


OJ990517 24.9A01.C30.o2.gs 


Method 


GENSCAN 








Start 


346 


End 


1494 








GI 


none 


Score 


.91 








Exons 


346. .917, 954. .1125, 1426. 


.1494 










Seq. No. 


15139 


Seq. ID 


OJ990517_ 


_24 


. 9A01 


.C30 


Gene No. 


32172 


Strand 










Start 


346 


End 


1575 








Name 


OJ990517 24.9A01.C30.ol.np 


Method 


AAT/NAP 








Start 


358 


End 


1575 








GI 


5042454 


Score 


727 








Exons 


358. .864, 918. .1025, 1426., 


.1575 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


15140 


Seq. ID 


OJ990517_ 


24 


. 9A01 


.C32 


Gene No. 


32173 


Strand 











15825 




Start 


171 






End 


1826 




Name 


OJ990517 24 


.9A01.C32.ol. 


gs 


Method 


GEN SCAN 




Start 


171 






End 


1826 




GI 


none 






Score 


.69 




Exons 


171. .337, 658. .759, 1541 


. .1826 






Seq. No. 


15140 






Seq. ID 


OJ990517_24.9A01 


.C32 


Gene No. 


32174 






Strand 


+ 




Start 


3336 






End 


3967 




Name 


OJ990517 24 


.9A01.C32.ol. 


np 


Method 


AAT/NAP 




Start 


3336 






End 


3967 




GI 


6573264 






Score 


254 




Exons 


3336. . 3692, 


3750 . . 3967 










GI Descrip. 


(AF206715) 


transcription 


. factor GT-3a 


[Arabidopsis thaliana] 


Seq. No. 


15140 






Seq. ID 


OJ990517_24.9A01 


.C32 


Gene No. 


32175 






Strand 






Start 


2078 






End 


3858 




Name 


OJ990517 24 


. 9A01.C32.o2. 


gs 


Method 


GENSCAN 




Start 


2078 






End 


3858 




GI 


none 






Score 


.52 




Exons 


2078 . . 2257, 


3065. . 3108, 


3204 . . 


,3294, 3456. .3858 




*:[ Seq. No. 


15140 






Seq. ID 


OJ990517_24 . 9A01 


.C32 


'**J Gene No. 


32175 






Strand 






0 Start 


2078 






End 


3858 




I'll Name 


OJ990517 24 


.9A01.C32.ol. 


ts 


Method 


TBLASTX : Soybean 




ri Start 


3474 






End 


3680 




GI 


none 






Score 


229 




"'V. Exons 


3474 . . 3680, 


3500 . . 3679 










FLl Seq. No. 


15141 






Seq. ID 


OJ990517_24.9A01 


.C33 


13 Gene No. 


32176 






Strand 


+ 




r=i Start 


1 






End 


556 




i Name 


OJ990517 24 


. 9A01.C33.ol. 


gp 


Method 


AAT/GAP 




, Start 


1 






End 


556 




't GI 


none 






Score 


780 




hsi Exons 


1 . .211, 354 


. . 556 










r s ; Seq. No. 


15141 






Seq. ID 


' OJ990517_24.9A01 


.C33 


Gene No. 


32176 






Strand 


+ 




Start 


1 






End 


556 




Name 


OJ990517 24 


. 9A01.C33.ol. 


gs 


Method 


GENSCAN 




Start 


6 






End 


161 




GI 


none 






Score 


.88 




Exons 


6. .161 












Seq. No. 


15141 






Seq. ID 


OJ990517_24 . 9A01 


.C33 


Gene No. 


32177 






Strand 






Start 


1093 






End 


5485 




Name 


OJ990517 24 


. 9A01.C33.ol. 


np 


Method 


AAT/NAP 




Start 


1093 






End 


5485 




GI 


103077 






Score 


94 




Exons 


1093. .1178, 


4133. .4228, 


5426. , 


.5485 






GI Descrip. 


Bkm-like sex-determining 


f region hypothetical protein CS319 - 



fruit fly (Drosophila melanogaster ) (fragment) 



15826 



Seq. No. 15141 Seq. ID OJ990517_24.9A01.C33 

Gene No. 32177 Strand 

Start 1093 End 5485 

Name OJ990517_24 . 9A01 . C33 . o2 . gp Method AAT/GAP 

Start 1103 End 4190 

GI LIB3477-003-P1-K1-E9 Score 136 

Exons 1103.. 1157, 4143.. 4190 

GI Descrip. 1 24 98586/sp | Q40638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
satival ' 



Seq. No. 15141 Seq. ID 

Gene No. 32177 Strand 

Start 1093 End 

Name OJ990517_24 . 9A01 . C33 . o3 . gs Method 

Start 4625 End 

GI none Score 

Exons 4625.. 4927, 5390.. 5473 



OJ990517_24 . 9A01 .C33 

5485 
GENSCAN 
5473 
.5 



Ft 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15142 Seq. ID 

32178 Strand 

230 End 
OJ990517_24. 9A01 . C34 . ol . gp Method 

230 End 

none - Score 
230. .499 



OJ990517_24 . 9A01.C34 
+ 

499 

AAT/GAP 

499 

486 



15142 
32179 
2206 

OJ990517_24 . 9A01 . C34 . o2 .np 

2206 

5295971 

2206.. 2645, 3369.. 4330, 4358. 
(AB026295) EST D24 315 (R17 18 ) 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7617 

corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990517_ 
+ 

7617 
AAT/NAP 
7617 
3565 



24 . 9A01.C34 



of 



Seq. No. 


15142 




Seq. ID 


OJ990517 


_24 


.9 AOL.. 


C34 


Gene No. 


32179 




Strand 


+ 








Start 


2206 




End 


7617 








Name 


OJ990517 24.9A01.C34.o3. 


gs 


Method 


GENSCAN 








Start 


3307 


End 


7613 








GI 


none 




Score 


.72 








Exons 


3307. .5366, 5459. .7613 














Seq. No. 


15142 




Seq. ID 


OJ990517 


_24 , 


. 9A01. 


C34 


Gene No. 


32180 




Strand 










Start 


238 




End 


1035 








Name 


OJ990517 24. 9A01.C34.ol. 


gs 


Method 


GENSCAN 








Start 


238 




End 


964 








GI 


none 




Score 


.86 








Exons 


238. .595, 735. .862, 905. 


. 964 












Seq. No. 


15142 




Seq. ID 


OJ990517_ 


_24 . 


. 9A01. 


C34 


Gene No. 


32180 




Strand 










Start 


238 




End 


1035 









15827 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990517_24 . 9A01 . C34 . ol . np Method AAT/NAP 
247 End 1035 

5731754 Score 139 

247. .597, 926. .1035 

(AL109819) putative protein [Arabidopsis thaliana] 



15142 
32181 
3092 

OJ990517_24 . 9A01 . C34 . o2 . gp 
3092 

20688_1.R1084 
3092. .3285 

, 4521193/dbj |AB013450.1|AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. ID OJ990517_24.9A01.C34 
Strand 

End 3285 

Method AAT/GAP 

End 3285 

Score 287 



15142 
32182 
7859 

OJ990517_24 . 9A01 . C34 . o5 . tw 

3574 

none 

3574 . .3924 



Seq. ID OJ990517_24.9A01.C34 
Strand 

End 10663 

Method TBLASTX : Wheat 

End 3924 

Score 194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



15142 
32182 
7859 

OJ990517_24 . 9A01 .C34 . o7 . tm 

3648 

none 



Seq. ID OJ990517_24.9A01.C34 
Strand 

End 10663 

Method TBLASTX: Maize 

End 3975 

Score 217 



3648. .3869, 3649. .3975, 3661. .3915 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15142 
32182 
7859 

OJ990517_24 . 9A01 .C34 . o4 . tm 

4441 

none 



Seq. ID OJ990517_24.9A01.C34 
Strand 

End 10663 
Method TBLASTX : Mai ze 
End 4878 
Score - 48 



4441. .4494, 4 4 70,.. 4700, 4471. .4689, 4573. .4803, 4723. .4878 



15142 
32182 
7859 

OJ990517_24 . 9A01 . C34 . o2 . tw 

4492 

none 



Seq. ID OJ990517_24.9A01.C34 
Strand 

End 10663 

Method TBLASTX : Wheat ■ 

End 4 938 

Score 288 



4492. .4857, 4533. .4721, 4576. .4860, 4858. .4938 



Seq. No. 15142 

Gene No. 32182 

Start 7859 

Name OJ990517_24 . 9A01 . C34 . o4 . ts 

Start 4882 

GI none 

Exons 4882. .5157, 4978. .5058 



Seq. ID OJ990517_24.9A01.C34 
Strand 

End 10663 

Method TBLASTX : Soybean 

End 5157 

Score 189 



Seq. No. 



15142 



Seq. ID OJ990517 24.9A01.C34 



15828 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



32182 
7859 

OJ990517_24 , 

5243 

none 

5243. .5554, 

15142 
32182 
7859 

OJ990517_24 , 

5243 

none 

5243. .5467, 

15142 
32182 
7859 

OJ990517_24 , 

5250 

none 

5250. .5735, 

15142 
32182 
7859 

OJ990517_24 , 

5268 

none 

5268. .5711 

15142 
32182 
7859 

OJ990517_24, 

6092 

none 

6092. .6412, 

15142 
32182 
7859 

OJ990517_24, 
6099 
5509260 
6099. .6566, 



9A01.C34.o2.tm 
5244.. 5564, 5577. 

9A01.C34.o4 .tw 
5244. .5477, 5486. 

9A01.C34.o3.ts 
5279.. 5545, 5415, 

9A01.C34.o2.tc 



Strand 
End 

Method 
End 
Score 
.5648 



10663 

TBLASTX: Maize 

5648 

392 



Seq. ID OJ990517_24.9A01.C34 
Strand 

End 10663 

Method TBLASTX : Wheat 

End 5576 

Score 185 
.5560, 5487. .5576 

Seq. ID OJ990517_24.9A01.C34 
Strand 

10663 

TBLASTX: Soybean 
5735 
411 



End 

Method 
End 
Score 
.5729 



9A01.C34.o3.tm 
6102. .6413 

9A01.C34.ol.ts 
6161. . 6541 



Seq. ID OJ990517_24.9A01.C34 
Strand 

End 10663 

Method TBLASTX : Cress 

End 5711 

Score 272 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_24 . 9A01.C34 
10663 

TBLASTX: Maize 

6413 

402 



OJ990517_24 . 9A01.C34 
10663 

TBLASTX : Soybean 

6566 

442 



15142 
32182 
7859 

OJ990517_24 .9A01.C34 .o3.tc 

6177 

none 

6177. .6452, 6191. .6325 



Seq. ID . OJ990517_24.9A01.C34 
Strand 

End 10663 
Method TBLASTX: Cress 
End 6452* 
Score 250 



15142 



Seq. ID OJ990517_24.9A01.C34 



15829 




Gene No. 


32182 








Strand 






Start 


7859 








End 


10663 




Name 


OJ990517 24 


.9A01 


.C34 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


6233 








End 


6899 




GI 


none 








Score 


310 




Exons 


6233. . 6364, 


6234 


. . 6581, 


6389. 


.6460, 6570.. 6773, 6792.. 6899 


Seq. No. 


15142 








Seq. ID 


OJ990517 24 . 9A01 


,C34 


Gene No. 


32182 








Strand 






Start 


7859 








End 


10663 




Name 


OJ990517 24 


. 9A01 


.C34 .o5 


tm 


Method 


TBLASTX: Maize 




Start 


6615 








End 


6878 




GI 


none 








Score 


272 




Exons 


6615. . 6878, 


6782 


. .6877 










Seq. No. 


15142 








Seq. ID 


OJ990517 24 . 9A01 


.C34 


Gene No. 


32182 








Strand 






Start 


7859 








End 


10663 




Name 


OJ990517 24 


. 9A01 


.C34 .o5 


ts 


Method 


TBLASTX : Soybean 




Start 


6702 








End 


6938 




GI 


none 








Score 


182 




Exons 


6702. . 6938 














Seq. No. 


15142 








Seq. ID 


OJ990517_24 . 9A01 


. C34 


Gene No. 


32182 








Strand 






Start 


7859 








End 


10663 




Name 


OJ990517 24 


. 9A01 


.C34 .ol 


tm 


Method 


TBLASTX: Maize 




Start 


6882 








End 


7334 




GI 


none 








Score 


508 




Exons 


6882. .7334, 


6885 


. .7064, 


6887. 


.7306 






Seq. No. 


15142 








Seq. ID 


OJ990517_24.9A01 


.C34 


Gene No. 


32182 








Strand 






Start 


7859 








End 


10663 




Name 


OJ990517 24 


. 9A01 


.C34 .ol 


tc 


Method 


TBLASTX: Cress 




Start 


6911 








End 


7586 




GI 


none 








Score 


267 




Exons 


6911. .7036, 


6912 


. .7208, 


7142. 


,7213, 721 


8. .7334, 7226. .7312, 




7332. .7586, 


7385 


. .7543 










Seq. No. 


15142 








Seq. ID 


OJ990517_24.9A01 


.C34 


Gene No. 


32182 








Strand 






Start 


7859 








End 


10663 




Name 


OJ990517 24 


. 9A01 


.C34.o2 


ts 


Method 


TBLASTX: Soybean 




Start 


6942 








End 


7592 




GI 


none 








Score 


127 




Exons 


6942. .7112, 


7113 


. .7592, 


7115. 


.7312, 7266. .7535 




Seq. No. 


15142 








^Seq. ID 


OJ990517_24.9A01 


C34 


Gene No. 


32182 








Strand 






Start 


7859 








End 


10663 




Name 


OJ990517 24 


. 9A01 


.C34.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


7134 








End 


7547 




GI 


none 








Score 


152 




Exons 


7134. .7337, 


7238 


. .7309, 


7374. 


.7547 






Seq. No. 


15142 








Seq. ID 


OJ990517_24.9A01 


C34 



15830 




Gene No. 


32182 




Strand 






Start 


7859 




End 


10663 




Name 


OJ990517 24 


.9A01.C34.o6.tm 


Method 


TBLASTX: Maize 




Start 


7335 




End 


7580 




GI 


none 




Score 


251 




Exons 


7335. .7580, 


7382. .7447 








Seq. No. 


15142 




Seq. ID 


OJ990517_24.9A01 


.C34 


Gene No. 


32182 




Strand 






Start 


7859 




End 


10663 




Name 


OJ990517 24 


. 9A01.C34 .o4 .gs 


Method 


GENSCAN 




Start 


7859 




End 


10663 




GI 


none 




Score 


.87 




Exons 


7859. .7939, 


8115.. 8283, 10641.. 10663 






Seq. No. 


15143 




Seq. ID 


OJ990517_24.9A01 


.C35 


Gene No. 


32183 




Strand 


+ 




Start 


1720 




End 


4923 




Name 


OJ990517 24 


.9A01.C35.ol.gp 


Method 


AAT/GAP 




Start 


1720 




End 


3691 




GI 


uC-osrocyp005f03bl 


Score 


883 




Exons 


1720. .2131, 


3609. .3691 








GI Descrip. 


*2853041/emb|CAA63777 | 2 . Oe- 


09 (X93564) 


i 






l-phosphatidylinositol-4 , 5-bisphosphate phosphodiesterase 




[Solanum -tuberosum] ' 








Seq. No. 


15143 




Seq: ID 


OJ990517_24.9A01 


.C35 


Gene No. 


32183 




Strand 


+ 




Start 


1720 




End 


4923 




Name 


OJ990517 24 


. 9A01.C35.ol.gs 


Method 


GENSCAN 




Start 


1789 




End 


4160 




GI 


none 




Score 


.91 




Exons 


1789. .2131, 


'3110. .3214, 3609 


. .3805, 4140. .4160 




Seq. No. 


15143 




Seq. ID 


OJ990517_24.9A01 


.C35 


Gene No. 


32183 




Strand 


+ 




Start 


1720 




, End 


4923 




Name 


OJ990517 24 


. 9A01.C35.ol.np 


Method 


AAT/NAP 




Start 


1903 




End 


4923 




GI 


1399303 




Score 


417 




Exons 


1903. .1982, 


2287. .2417, 3591 


..3805, 4639. .4774, 4869. .4923 


GI Descrip. 


(U41473) phosphoinositide-specif ic phospholipase C P12 


[Gly< 




max] 










Seq. No. 


15143 




Seq. ID 


OJ990517_24.9A01 


.C35 


Gene No. 


32184 




Strand 


+ 




Start 


4853 




End 


4923 




Name 


OJ990517 24 


. 9A01.C35.o2.gp 


Method 


AAT/GAP 




Start 


4853 -'■ 




End 


4923 




GI 


99821 1.R1084 


Score 


142 




Exons 


4853. .4923 










GI Descrip. 


'1399307 l.i 


Oe-13 (U41475) phosphoinositide-specif ic 






phospholipase C P25 [Glycine 


max] 1 






Seq. No. 


15143 




Seq. ID 


OJ990517_24 .9A01 


.C35 


Gene No. 


32185 




Strand 






Start 


4463 




End 


4922 





15831 



Name 


OJ990517 24. 


9A01 


.C35.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1785 








End 


1968 


GI 


none 








Score 


246 


Exons 


1785. .1871, 


1786 


. .1968 








Seq. No. 


15143 








Seq. ID 


OJ990517_24 . 9A01 . C35 


Gene No. 


32185 








Strand 




Start 


4463 








End 


4922 


Name 


OJ990517 24. 


9A01 


.C35.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1810 








End 


4783 


GI 


none 








Score 


67 


Exons 


1810. . 1893, 


1897 


. . 1944, 


3606 


..3803, 3608. .3805, 4639. .4770, 




4640. .4783 












Seq. No. 


15143 








Seq. ID 


OJ990517_24 . 9A01 . C35 


Gene No. 


32185 








Strand 




Start 


4463 








End 


4922 


Name 


OJ990517 24. 


9A01 


.C35.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3609 








End 


4922 


GI 


none 








Score 


291 


Exons 


' 3609. .3806, 


3617 


. .3805, 


4640 


..4783, 4860. .4922 


Seq. No. 


15143 








Seq. ID 


OJ990517_24.9A01.C35 


Gene No. 


32185 








Strand 




Start 


4463 








End 


4922 • 


Name 


OJ990517 24. 


9A01 


.C35.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


3660 








End 


4922 


GI 


none 








Score 


46 


Exons 


3660. .3683, 


3684 


. .3803, 


3686 


..3802, 4639. .4782, 4640. .4783, 




4860. .4922 












Seq. No. 


15143 








Seq. ID 


OJ990517_24.9A01.C35 


Gene No. 


32185 








Strand 




Start 


4463 








End 


4922 


Name 


OJ990517 24. 


9A01 


.C35.o2. 


gs 


Method 


GENSCAN 


Start 


4463 








End 


4894 


GI 


none 








Score 


.52 


Exons 


4463. .4753, 


4808 


. .4894 








Seq. No. 


15144 








Seq. ID 


OJ990517_24.9A01.C36 


Gene No. 


32186 








Strand 


+ 


Start 


• 1 








End 


1873 


Name 


OJ990517 24. 


9A01 


.C36.ol. 


gp 


Method 


AAT/GAP 


Start 


1 








End 


802 


GI 


3763488 








Score 


555 


Exons 


1..105, 463. 


. 612 


, 740. .802 






GI Descrip. 


1399307 3.0e 


i-42 


(U41475) 


phosphoinosi tide-specific phosphol: 




C P25 [Glycine max] 








Seq. No. 


15144 








Seq. ID 


OJ990517_24 . 9A01.C36 


Gene No. 


32186 








Strand 


+ 


Start 


1 








End 


1873 


Name 


OJ990517 24. 


9A01 


.C36.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1527 


GI 


2129670 








Score 


664 


Exons 


1. .105, 463. 


. 612 


, 740. .8 


26, 


1237. .1527 





GI Descrip. phosphoinositide-specif ic phospholipase C - Arabidopsis thaliana 



15832 



gi| 857374 Idbj |BAA09432| (D50804) phosphoinositide specific 
phospholipase C [Arabidopsis thaliana] 



Seq. No. 15144 Seq. ID 

Gene No. 32186 Strand 

Start 1 End 

Name OJ990517_24 . 9A01 . C36 . ol . gs Method 

Start 100 End 

GI none Score 
Exons' 



OJ990517_24.9A01.C36 
+ 

1873 
GENSCAN 
1530 
.65 



100. .105, 463. .612, 704. .826, 1237. .1530 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15144 Seq. ID 

32186 Strand 
1 End 
OJ990517__24 . 9A01 .C36 . o2 .gp Method 
1233 End 
23320_1 .R1084 Score 
1233. .1873 

'3603463 5.0e-17 (AF088983) heat shock protein hsp40-3 [Mus 
musculus] >gi_3747001_gb_AAC64141. 1_ (AF092536) heat shock 
protein hsp4 0-3 [Mus musculus] 1 



OJ990517_24 . 9A01 . C36 
+ 

1873 
AAT/GAP 
1873 
1115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15144 
32187 
7735 

OJ990517_24, 
5 

none 



9A01.C36.o2.tc 



Seq. ID OJ990517_24.9A01.C36 
Strand 
End 

Method 
End 
Score 



+ 

10131 

TBLASTX: Cress 

1524 

47 • 



5. .40, 42. . 104, 43. .105, 454. .564, 462. .569, 541. .615, 570. .614, 
734. .835, 739. .828, 740. .829, 1234. .1524, 1236. .1310, 1395. .1451 



Seq. No. 15144 

Gene No. 32187 

Start 7735 

Name OJ990517_24 . 9A01 . C36 . o2 . ts 

Start 5 

GI none 
Exons 



Seq. ID OJ990517_24.9A01.C36 

Strand + 

End 10131 

Method TBLASTX : Soybean 

End 1524 

Score 42 



5. .40, 42. .104, . 43. .105, 454. .561, 454. .564, 462. .-569, 562. .615, 
567. .617, 728. .838, 736. .834, 1234. .1524, 1236. .1514 



Seq. No. 15144 

Gene No. 32187 

Start 7735 

Name OJ990517_24 . 9A01 . C36 . o2 . tm 

Start 11 

GI none 

Exons 11. .40, 17. .43, 63. .104, 64 



Seq. ID 
Strand 
End 

Method 
End 
Score 

105, 471. .581, 472. .555, 567. .614, 
571. .615, 734. .826, 739. .822, 1206. .1316, 1239. .1313, 
1240. .1326, 1330. .1428, 1330. .1359, 1386. .1427, 1425. .1448, 
1426. .1449 



OJ990517_24.9A01.C36 
+ 

10131 

TBLASTX: Maize 

1449 

50 



Seq. No. 15144 Seq. ID 

Gene No. 32187 Strand 

Start 7735 End 

Name OJ990517_24 . 9A01 . C36 . o2 . tw Method 

Start 4 69 End 

GI none Score 



OJ990517_24 . 9A01.C36 
+ 

10131 

TBLASTX: Wheat 

796 

121 



15833 



Exons 469.. 564, 504.. 563, 565.. 615, 728.. 796, 733.. 795, 734.. 796 



Seq. No. 15144 Seq. ID OJ990517_24.9A01.C36 

Gene No. 32187 Strand + 

Start 7735 End 10131 

Name OJ990517_24 . 9A01 . C36 . o2 . np Method AAT/NAP 

Start 7711 End 10028 

GI 3913366 Score 621 

Exons 7711.. 8613, 8650.. 10028 

GI Descrip. PUTATIVE RECEPTOR PROTEIN KINASE CRINKLY4 PRECURSOR gi 11597723 

(U67422) CRINKLY4 precursor [Zea mays] 



Seq. No. 15144 Seq. ID 

Gene No. 32187 Strand 

Start 7735 End 

Name OJ990517_24 . 9A01 . C36 . o3 . gs Method 

Start 7735 End 

GI none Score 

Exons 7735.. 8598, 8692.. 10131 



OJ990517_24 . 9A01 . C36 
+ 

10131 
GENSCAN 
10131 
.85 



Seq. No. 15144 

Gene No. 32187 

Start 7735 

Name OJ990517_24 . 9A01 . C36 . ol . ts 

Start 9097 

GI none 
Exons 



Seq. ID OJ990517_24.9A01.C36 

Strand + 

End 10131 

Method TBLASTX : Soybean 

End 10032 

Score 105 



9097. .9243, 9162. .9239, 9267. .9344, 9268. .9420, 9465. .9653, 
9469. .9651, 9645. .9794, 9646. .9813, 9808. .10032 



Seq. No. 15144 

Gene No. 32187 

Start 7735 

Name OJ990517_24 . 9A01 . C36 . ol . tm 

Start 9160 

GI none 

Exons 9160.. 9231, 9283.. 9420, 9472. 
9646. . 9804 



Seq. ID OJ990517_24.9A01.C36 

Strand + 

End 10131 

Method TBLASTX : Mai ze 

End 9804 

Score 93 
.9642, 9477. .9626, 9645. .9785, 



Seq. No. 


15144 






Gene No. 


32187 






Start 


7735 






Name 


OJ990517 24 


. 9A01, 


.C36.ol 


Start 


9163 






GI 


none 






Exons 


9163. .9261, 


9283, 


. .9417, 


Seq. No. 


15144 






Gene No. 


32187 






Start 


7735 






Name 


OJ990517 24 


. 9A01. 


.C36.ol 


Start 


9361 






GI 


none 






Exons 


9361. .9651, 


9384. 


. .9638, 


Seq. No. 


15144 






Gene No. 


32187 






Start 


7735 







Seq. ID OJ990517_24.9A01.C36 

Strand + 

End 10131 

.tc Method TBLASTX : Cress 

End 97 95 

Score 91 
9472. .9642, 9661. .9795 

Seq. ID OJ990517_24.9A01.C36 

Strand + 

End 10131 

-tw Method TBLASTX : Wheat 

End 9723 

Score 394 
9633. .9722, 9655. .9723 

Seq. ID OJ990517_24.9A01.C36 

Strand + 

End 10131 



15834 




Name 


OJ990517 24 


.9A01. 


C36.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


9838 








End 


10038 




GI 


none 








Score 


192 




Exons 


9838. .10038 














Seq. No. 


15145 








Seq. ID 


OJ990517 


_24.9A01.C37 


Gene No. 


32188 








Strand 


+ 




Start 


1719 








End 


5166 




Name 


OJ990517 24 


. 9A01 . 


C37 .o2 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


1701 








End 


4887 




GI 


none 








Score 


144 




Exons 


1701. .1826, 


1719. 


.1805, 


1844 . 


.1882, 1855. .1887, 


1954 . .2025, 




1968. .2042, 


2088. 


.2129, 


2226. 


.2333, 2230.. 2334, 


2242. .2334, 




4708. .4887, 


4710. 


.4883 










Seq. No. 


15145 








Seq. ID 


OJ990517 


_24.9A01.C37 


Gene No. 


32188 








Strand 


+ 




Start 


1719 








End 


5166 




Name 


OJ990517 24 


. 9A01. 


C37.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1701 








End 


2132 




GI 


none 








Score 


178 




Exons 


1701. .1826, 


1707. 


.1805, 


1712. 


.1834, 1844. .1882, 


1852. .1881, 




1954 . .2028, 


1966. 


.2.007, 


1968. 


.2045, 2037.. 2132 




Seq. No. 


15145 








Seq. ID 


OJ990517 


24 . 9A01 .C37,. 


Gene No . 


32188 








Strand 


+ 




Start 


1719 








End 


5166 




Name 


OJ990517 24 


.9A01. 


C37.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1716 








End 


5148 




GI 


none 








Score 


144 




Exons 


1716. .1826, 


1719. 


.1805, 


1844 . 


.1882, 1855. .1887, 


1954 . .2025, 




1968. .2021, 


2091. 


.2129, 


2226. 


.2333, 2230.. 2334, 


2242. .2337, 




4708. .4941, 


4710. 


.4940, 


4723. 


.4956, 4939. .5148, 


4939. .5094, 




4941. .5123 














Seq. No. 


15145 








Seq. ID 


OJ990517 


_24.9A01.C37 


Gene No. 


32188 








Strand 


+ 




Start 


1719 








End 


5166 




Name 


OJ990517 24 


. 9A01. 


C37.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1716 








End 


2028 




GI 


none 








Score 


162 




Exons 


1716. .1826, 


1716. 


.1805, 


1844 . 


.1882, 1852. .1887, 


1966. .2007, 




1968. .2027, 


1969. 


.2028 










Seq. No. 


15145 








Seq. ID 


OJ990517 


_24.9A01.C37 


Gene No. 


32188 








Strand 


+ 




Start 


1719 








End 


5166 




Name 


OJ990517 24 


.9A01. 


C37.ol. 


np 


Method 


AAT/NAP 




Star.t 


1719 








End 


5145 




GI 


6403504 








Score 


904 




Exons 


1719. .1879, 


1969. 


.2333, 


4707. 


.5145 






GI Descrip. 


(AC010871) putative heat 


shock protein 


[Arabidopsis thaliana 


Seq. No. 


15145 








Seq. ID 


OJ990517 


_24.9A01.C37 


Gene No. - 


32188 








Strand 


+ 




Start 


1719 








End 


5166 




Name 


OJ990517 24 


. 9A01. 


C37.ol. 


gp 


Method 


AAT/GAP 





15835 





Start 


1771 


End 


2199 




GI 


2310645 


Score 


601 




Exons 


1771. .1879, 1969. .2199 








GI Descrip. 


3603463 5.0e-17 (AF088983) heat shock protein hsp40-3 [Mus 






musculus] >gi 3747001 gb AAC64141.1 (AF092536) heat shock 






protein hsp40-3 [Mus musculus] 








Seq. No. 


15145 


Seq. ID 


OJ990517_24.9A01.C37 




Gene No. 


32188 


Strand 


+ 




Start 


1719 


End 


5166 




Name 


OJ990517_24 . 9A01 . C37 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


4704 


End 


5136 




GI 


none 


Score 


75 




Exons 


4704. .4838, 4707. .5135, 4720.. 


5136 






Seq. No. 


15145 


Seq. ID 


OJ990517_24.9A01.C37 




Gene No. 


32188 


Strand 


+ 




Start 


" 1719 


End 


5166 




Name 


OJ990517_24 . 9A01 . C37 . ol . tm 


Method 


TBLASTX: Maize 




Start 


4707 


End 


5166 




GI 


none 


Score 


73 




Exons 


4707. .4838, 4707. .5120, 4708.. 


5166, 4843.. 5124 


Q 


Seq. No. 


15145 


Seq. ID 


OJ990517_24 . 9A01 . C37 




Gene No. 


32188 


Strand 


+ 




Start 


1719 


End 


5166 


rfi 


Name 


OJ990517 24.9A01.C37.ol.tc 


Method 


TBLASTX: Cress 


fil 


Start 


4896 


End 


5136 


\'~\ 


GI 


none 


Score 


290 


U! 


Exons 


4896. .5123, 4897. .5136, 4900.. 


5124 






Seq. No. 


15146 


Seq. ID 


OJ990517_24.9A01.C38 


: U 


Gene No. 


32189 


Strand 






Start 


27 


End 


5865 




Name 


OJ990517 24. 9A01 . C38 . ol . gs 


Method 


GENSCAN 


1 ■! 


Start 


27 


End 


5749 




GI 


none 


Score 


.72 


is c: 
! s J 


Exons 


27. .308, 4255. .4588, 5259. .5749 




:* c : 


Seq. No. 


15146 


Seq. ID 


OJ990517_24.9A01.C38 




Gene No. 


32189 


Strand 






Start 


27 


End 


5865 




Name 


OJ990517 24.9A01.C38.ol.np 


Method 


AAT/NAP 




Start 


63 


End 


5865 




GI 


6016680 


Score 


982 




Exons 


63. .308, 4255. .4588, 5259. .5865 






GI Descrip. 


(AC009991) putative leucoanthocyanidin 


dioxygenase [Arabidopsis 






thaliana] 








Seq. No. 


15146 


Seq. ID 


OJ990517_24.9A01.C38 




Gene No. 


32189 


Strand 






Start 


27 


End 


5865 




Name 


OJ990517 24.9A01.C38.ol.ts 


Method 


TBLASTX: Soybean 




Start 


69 


End 


5723 




GI 


none 


Score 


95 




Exons 


69. .311, 4225. .4449, 4225.-4593, 4250.. 


,4483, 5256. .5531, 



5258. .5530, 5573. .5599, 5630. .5722, 5646. .5723 



15836 



Seq. No. 15146 

Gene No. 32189 

Start 27 

Name OJ990517_24 . 9A01 .C38 . ol . tm 

Start 75 

GI none 
Exons 



Seq. ID OJ990517_24.9A01.C38 
Strand 

End 5865 

Method TBLASTX : Mai ze 

End 4389 

Score . 78 



75. .164, 147. .311, 206. .316, 223. .306, 4225. .4323, 4249. .4323, 
4259. .4336, 4262. .4324, 4271. .4387, 4315. .4389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



15146 
32189 
27 

OJ990517_24 . 9A01 . C38 . o2 . tc 
75 

none 



Seq. ID OJ990517_24.9A01.C38 
Strand 

End 5865 

Method TBLASTX : Cress 

End 4335 

Score 67 



75. .311, 4225. .4335, 4249. .4335 



15146 
32189 
27 

OJ990517_24 . 9A01 . C38 . ol . tw 
4246 
none 



End 

Method 
End 
Score 

4246. .4329, 4255. .4308, 4289. .4447, 4315. .4446, 4330. .4452, 
4468. .4593 



Seq. ID OJ990517_24.9A01.C38 
Strand 

5865 

TBLASTX: Wheat 
4593 
61 



Seq. No. 15146 

Gene No. 32189 

Start 27 

Name OJ990517_24 . 9A01 . C38 . o3 . tc 

Start 4360 

GI none 

Exons 4360.. 4593 



Seq. ID OJ990517_24.9A01.C38 
Strand 

End . 5865 

Method TBLASTX : Cress 

End 4593 

Score 183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
■JGI 

Exons 



15146 
32189 
27 

OJ990517_24 . 9A01 . C38 . o2 . tm 

5241 

none 



Seq. ID OJ990517_24.9A01.C38 
Strand 

End 5865 

Method TBLASTX : Mai ze 

End 5480 

Score 121 



5241. .5405, 5249. .5419, 5420. .5470, 5424. .5480 



15146 
32189 
27 

OJ990517_24 .9A01.C38.ol. tc 

5270 
none 

5270.. 5530, 5271. .5528, 5630, 



Seq. ID OJ990517_24.9A01.C38 
Strand 

End 5865 

Method TBLASTX : Cress 

End 5722 

Score 189 
.5722 



Seq. No. 15147 

Gene No. 32190 

Start 67 

Name OJ990517_24 . 9A01 . C39 . ol . gs 

Start 67 

GI none 



Seq. ID OJ990517_24.9A01.C39 

Strand + 

End 1130 

Method GENSCAN 

End 1130 

Score .89 



15837 



-J 



Exons 


67. .141, 996. .1130 


Seq. No. 


15147 


Gene No. 


32191 


Start 


5813 


Name 


OJ990517 24.9A01.C39.ol 


Start 


5804 


GI 


5803259 


Exons 


5804.. 6740, 6770.. 7081, 


GI Descrip. 


(AP000399) hypothetical 


Seq. No. 


15147 


Gene No. 


32191 


Start 


5813 


Name 


OJ990517 24 .9A01.C39.o3 


Start 


5813 . 


GI 


none 


Exons 


5813. .6173, 6369. .7083, 


Seq. No. 


15147 


Gene No. 


32191 


Start 


5813 


Name 


OJ990517 24 . 9A01 . C39 . ol 


Start 


7991 


GI 


61605 3.R1084 


Exons 


7991. .8035, 8056. .8314 


GI Descrip. 


, 1402920/emb|CAA66965| ; 




thaliana] ' 


Seq. No. 


15147 


Gene No. 


32192 


Start 


2617 


Name 


OJ990517 24.9A01.C39.o2 


Start 


2617 


GI 


none 


Exons 


2617. .2742, 3996. .4326, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 


OJ990517 


Strand 


+ 


End 


8465 


Method 


AAT/NAP 


End 


8056 


Score 


1303 


8056 




.n [Oryza 


sativa] 


Seq. ID 


OJ990517 


Strand 


+ 


End 


8465 


Method 


GENSCAN 


End 


8465 


Score 


.56 


7571, 7725.. 8130, 


Seq. ID 


OJ990517 


Strand 


+ 


End 


8465 


Method 


AAT/GAP 


End 


8314 


Score 


437 


> (X98321) 


peroxid 


Seq. ID 


OJ990517 


Strand 




End 


5671 


Method 


GENSCAN 


End 


5671 


Score 


.92 


5671 




Seq. ID 


OJ990517 


Strand 




End 


9609 


Method 


AAT/NAP 


End 


9609 


Score 


146 


9609 





15147 Seq. ID OJ990517_24.9A01.C39 

32193 
8682 

OJ990517_24 . 9A01 .C39. o2 . np 
8682 
6063554 

8682. .8852, 9484. .9516, 9579. 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C9861 1 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15147 
32193 
8682 

OJ990517_24 . 9A01 . C39 . o2 . gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990517 24.9A01.C39 



9609 
AAT/GAP 
9269 
805 



8842 
2428185 
8842. .9269 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



15838 



Seq. No. 15147 Seq. ID OJ990517_24.9A01.C39 

Gene No. 32193 Strand 

Start 8682 End 9609 

Name OJ990517_24 . 9A01 . C39 . o3 . gp Method AAT/GAP 

Start 9287 End 9535 

GI 101153_1.R1084 Score 396 

Exons 9287. .9535* * 

GI Descrip. ■ ■■' 5852170/emb | AL117265 . 1 1 OST17804 1.0e-115 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



u 



Seq. No. 


15148 




Seq. ID 


OJ990517 


Gene No. 


32194 




Strand 


+ 


Start 


1 




End 


2469 


Name 


OJ990517 24.9A01.C40.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2427 


GI 


6539586 




Score 


602 


Exons 


1..25, 1263. .1470, 1585 


. .2427 






GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


15148 




Seq. ID 


OJ990517 


Gene No. 


32194 




Strand 


+ 


Start 


1 




End 


2469 


Name 


OJ990517 24 .9A01.C40.ol 


.gs 


Method 


GENSCAN 


Start 


58 




' End 


2469 • 


GI 


none 




Score 


.92 


Exons 


58. .113, 118. .362, 493. 


.590, 


1276. .2469 


Seq. No. 


15148 




Seq. ID 


OJ990517 


Gene No. 


32195 




Strand 




Start 


3296 




End 


6495 


Name 


OJ990517 24.9A01.C40.o2 


.np 


Method 


AAT/NAP 


Start 


3143 




End 


6495 


GI 


6498441 




Score 


2982 


Exons 


3143. .3424, 3518. .4915, 


5102. 


.5743, 5918. .6054, 



24.9A01.C40 



6435. .6495 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


15148 








Gene No. 


32195 








Start 


3296 








Name 


OJ990517 24. 


. 9A01 


.C40.o4 


.tw 


Start 


3152 








GI 


none 








Exons 


3152. .3277, 


3292 


. .3489, 


3464 


Seq. No. 


15148 








Gene No. 


. 32195 








Start 


3296 








Name 


OJ990517 24, 


. 9A01 


.C40.o2 


.gs 


Start 


3296 








GI 


none 








Exons 


3296. .4881, 


4927 


. .5482, 


6009 


Seq. No. 


15148 








Gene No. 


32195 









Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_24.9A01.C40 
6495 

TBLASTX: Wheat 

3739 

104 



OJ990517_24.9A01.C40 

6495 
GENSCAN 
6233 
.66 



Seq*. ID OJ990517_24.9A01.C40 
Strand 



15839 




Start 


3296 










End 


6495 




Name 


OJ990517 24. 


9A01 


.C40.o2 


.tw 




Method 


TBLASTX: Wheat 




Start 


3741 










End 


4136 




GI 


none 










Score 


224 




Exons 


3741. .4136, 


3755 


. .4135 












Seq. No. 


15148 










Seq. ID 


OJ990517_24.9A01 


.C40 


Gene No. 


32195 










Strand 






Start * 


3296 










End 


6495 




Name 


OJ990517. 24. 


9A01 


.C40.ol 


. tm 




Method 


TBLASTX: Maize 




Start 


3950 










End 


4273 




GI 


none 










Score 


217 




Exons 


3950. .4273, 


3963 


. .4244 












Seq. No. 


15148 










Seq. ID 


OJ990517_24.9A01, 


.C40 


Gene No. 


32195 










Strand 






Start 


3296 










End 


6495 




Name 


OJ990517 24. 


9A01 


.C40.o6 


. tw 




Method 


TBLASTX: Wheat 




Start 


4490 










End 


4726 




GI 


none 










Score 


173 




Exons 


4490. .4726 
















Seq. No. 


15148 










Seq. ID 


OJ990517__24.9A01. 


.C40 


Gene No. 


32195 










Strand 






Start 


3296 










End 


6495 




Name 


OJ990517 24. 


9A01 


.C4'0:o2 


.ts 




Method 


TBLASTX : Soybean 




Start 


4544 










End 


5107 




GI 


5666795 










Score 


60 




Exons 


4544. .4726, 


4781 


. .4915, 


4994. 


.5107 






GI Descrip. 


4206306 2.0e 


i-lO 


(AF049110) 


prpol [Zea 


mays] 




Seq. No. 


15148 










Seq. ID 


OJ990517_24 . 9A01, 


.C40 


Gene No. 


32195 










Strand 






Start 


3296 










End 


6495 




Name 


OJ990517 24. 


9A01 


.C40.o3 


.tw 




Method 


TBLASTX: Wheat 




Start 


4781 










End 


5230 




GI 


none 










Score 


88 




Exons 


4781. .4933, 


4782 


. .4922, 


4989. 


.5162, 5006. .5230' 




Seq. No. 


15148 










Seq. ID 


OJ990517_24.9A01, 


X40 


Gene No. 


32195 










Strand 






Start 


3296 










End 


6495 




Name 


OJ990517 24. 


9A01 


.C40.O3 


.np 




Method 


AAT/NAP 




Start 


5250 










End 


6222 




GI 


4680183 










Score 


105 




Exons 


5250. .5377, 


6043 


. .6222 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


15148 










Seq. ID 


OJ990517_24 . 9A01, 


,C40 


Gene No. 


32195 










Strand 






Start 


3296 










End 


6495 




Name 


OJ990517 24. 


9A01 


.C40.ol 


.ts 




Method 


TBLASTX: Soybean 




Start 


5602 










End 


5952 




GI 


none 










Score 


71 




Exons 


5602. .5952, 


5840 


. .5938 












Seq. No. 


15148 










Seq. ID 


OJ990517__24 .9A01. 


,C40 










15840 












Gene No. 


32195 


Strand 








Start 


3296 


End 


6495 






Name 


OJ990517 24.9A01.C40.ol.tw 


Method 


TBLASTX: Wheat 






Start 


5629 


End 


6026 






GI 


none 


Score 


207 






Exons 


5629. .5961, 5663. .5962, 5964. 


.6026, 5965.. 6024 






Seq. No. 


15148 


Seq. ID 


OJ990517_^24 : 9A01 


.C40 




Gene No. 


32195 


Strand 








Start 


3296 ' 


End 


6495 






Name 


OJ990517 24 . 9A01 . C40 . o2 . tm 


Method 


TBLASTX: Maize 






Start 


5704 


End 


6086 






GI 


none 


Score 


110 






Exons 


5704. .5982, 5831. .5962, 5964. 


. 6086 








Seq. No. 


15148 


Seq. ID 


OJ990517 24.9A01 


.C40 




Gene No. 


32195 


Strand 


_ 






Start 


3296 


End 


6495 






Name 


OJ990517 24 . 9A01 . C4 0 . o5 . tw 


Method 


TBLASTX: Wheat 






Start 


6030 


End 


6204 






GI 


none 


Score 


100 






Exons 


6030. .6203, 6091. .6204 








: _i 


Seq. No. 


15149 


Seq. ID 


OJ990517 24.9A01 


.C41 




Gene No. 


32196 


Strand 


+ 




'a cf 
.3 a-. 


Start 


1 


End 


1270 




!*H 

: 


Name 


OJ990517 24.9A01.C41.ol.np 


Method 


AAT/NAP 




: '=? 


Start 


1 . 


End 


279 




c:i 


GI 


4680186 


Score 


282 




: > ! 

! : kr 


Exons 


1. .279 








. «i 

! :=? 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




III 


Seq. No. 


15149 


Seq. ID 


OJ990517_24 . 9A01 


.C41 


13 


Gene No. 


32196 


Strand 


+ 






Start 


1 


End 


1270 




Vj 


Name 


OJ990517 24 . 9A01 . C4 1 . o2 . np 


Method 


AAT/NAP 






Start 


1 


End 


1270 




e j 


GI 


5852180 


Score 


242 .• 






Exons 


"1..104, 962. .1079, 1130. .1270 








9 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 








Seq. No. 


15150 


Seq. ID 


OJ990517_24.9A01 


.C42 




Gene No. 


32197 


Strand 


+ 






Start 


2594 


End 


3310 






Name 


OJ990517 24.9A01.C42.ol.gp 


Method 


AAT/GAP 






Start 


2594 


End 


3310 






GI 


41183 1.R1084 


Score 


1422 






Exons 


2594. .3310 










GI Descrip. 


'4587989/gb|AAD25930.1|AF085279 3 1 . Oe- 


-21 (AF085279) 








hypothetical Cys-3-His zinc finger protein [Arabidopsis 








thaliana] 1 










Seq. No. 


15150 


Seq. ID 


OJ990517__24.9A01 


C42 




Gene No. 


32198 


Strand 








Start 


2632 


End 


4601 






Name 


OJ990517 24.9A01.C42.ol.np 


Method 


AAT/NAP 






Start 


1698 


End 


4458 





15841 



GI 4587989 Score 910 

Exons 1698.. 1768, 2641.. 2892, 2941.. 3083, 3123.. 4458 

GI Descrip. (AF085279) hypothetical Cys-3-His zinc finger protein 

[Arabidopsis thaliana] gi | 6598933 | gb | AAF18728 . 1 |AC018721_3 
(AC018721) putative CCCH-type zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 15150 Seq. ID 

Gene No. 32198 Strand 

Start 2632 End 

Name OJ990517_24 . 9A01 . C42 . o2 . gs Method 

Start 2632 End 

GI none Score 

Exons 2632.. 4437 



OJ990517_24 . 9A01 . C42 

4601 
GENSCAN 
4437 
.99 



OJ990517 24.9A01.C42 



Seq. No. 15150 Seq. ID 

Gene No. 32198 Strand 

Start 2632 End 4601 

Name OJ990517_24 . 9A01 . C42 . o2 . gp Method AAT/GAP 

Start 3547 End 3990 

GI uC-osroM202029c04bl Score 851 

Exons 3547.. 3990 

GI Descrip. '1871192 7.0e-51 (U90439) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] 1 



Seq. No. 15150 Seq. ID 

Gene No. 32198 Strand 

Start 2632 End 

Name O J9 9 0 5 1 7_2 4 . 9A0 1 . C 4 2 . o3 . gp Me t hod 

Start 3993 End 

GI none Score 

Exons 3993.. 4601 



OJ990517_24 . 9A01.C42 

4601 
AAT/GAP 
4601 
1177 



Seq. No. 15150 Seq. ID 

Gene No. 32199 Strand 

Start 6886 End 

Name OJ990517_24 . 9A01 . C42 . o3 .gs Method 

Start 6886 End'"' 

GI none Score 

Exons 6886.. 7230 



OJ990517_24 . 9A01.C42 

7230 
GENSCAN 
7230 
.64 



Seq. No. 15150 
Gene No. 32200 
Start 9835 

Name OJ990517_24 . 9A01 . C42 . o3 . tm 

Start 2365 
GI none 

Exons 2365.. 2388, 2368.. 2388, 2452, 

2528. .2563, 2602. .2682, 2630, 
2749. .2826, 2750. .2824 



Seq. ID OJ990517_24.9A01.C42 
Strand 

End 13153 
Method TBLASTX: Maize 
End 2826 
Score 37 

.2511, 2453. .2509, 2527. .2562, 
,2683, 2683.. 2733,. 2684.. 2734, 



Seq. No. 15150 Seq. ID 

Gene No. 32200 Strand 

Start 9835 End 

Name OJ990517_24 . 9A01 . C4 2 . ol . ts Method 

Start 2633 End 

GI none Score 



OJ990517_24.9A01.C42 
13153 

TBLASTX : Soybean 

3874 

41 



15842 




Exons 


2633. .2656, 


2660 


. .2767, 


2692. 


.2766, 2722. .2874, 2786. .2875, 




2920. .3060, 


2921 


. .2998, 


3124. 


.3168, 3454. .3645, 3470. .3646, 




3646. .3867, 


3647 


. .3874 








Seq. No. 


15150 








Seq. ID 


OJ990517_24 . 9A01 .C42 


Gene No. 


32200 








Strand 




Start 


9835 








End 


13153 


Name 


OJ990517 24 


.9A01 


.C42.o2. 


tin 


• Method 


TBLASTX: Maize 


Start 


2947 








End 


3249 


GI 


none 








Score 


121 


Exons 


2947. .3033, 


2951 


. .3034, 


2951. 


.3034, 3034.. 3069, 3035.. 3070, 




3070. .3210, 


3071 


. .3211, 


3229. 


.3249 




Seq. No. 


15150 








Seq. ID 


OJ990517_24.9A01.C42 


Gene No. 


32200 








Strand 




Start 


9835 








End 


13153 - 


Name 


OJ990517 24 


.9A01 


.C42.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3259 








End 


3874 ' 


GI 


none 








Score 


50 


Exons 


3259. .3321, 


3266 


. .3292, 


3410. 


.3874, 3412. .3873 


Seq. No. 


15150 








Seq. ID 


OJ990517_24.9A01.C42 


Gene No. 


32200 








Strand 




Start 


9835 








End 


13153 


Name 


OJ990517 24 


. 9A01 


.C42.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3439 








End 


3864 


GI 


none 








Score 


198 


Exons 


3439. .3642, 


3470 


. .3640, 


3649. 


.3864, 3653.. 3835 


Seq. No. 


15150 








Seq. ID 


OJ990517_24 . 9A01 . C42 


Gene No. 


32200 








Strand 




Start 


9835 








End 


13153 


Name 


OJ990517 24 


.9A01 


.C42.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3442 








End 


3861 


GI 


none 








Score 


171 


Exons 


3442. .3645, 


3446 


. .3646, 


3641. 


.3859, 364 


6. .3861 


Seq. No. 


15150. 








Seq. -ID 


OJ990517_24 . 9A01 . C42 


Gene No. 


32200 








Strand 




Start 


9835 








End 


13153 


Name 


OJ990517 24 


. 9A01 


.C42.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4168 








End 


4441 


GI 


none 








Score 


183 


Exons 


4168. .4278, 


4175 


. .4441, 


4402. 


. 4440 




Seq. No. 


15150 








Seq. ID 


OJ990517_24.9A01.C42 


Gene No. 


32200 








Strand 




Start 


9835 








End 


13153 


Name 


OJ990517 24 


. 9A01 


.C42.o5. 


gs 


Method 


GENSCAN 


Start 


9835 








End 


13153 


GI 


none 








Score 


.6 


Exons 


9835. .9923, 


9965 


. .10109, 


10128. .10175, 


12998. .13153 


Seq. No. 


15150 








Seq. ID 


OJ990517_24 . 9A01.C42 


Gene No. 


32200 








Strand 




Start 


9835 








End 


13153 


Name 


OJ990517 24 


. 9A01 


C42.o4. 


gp 


Method 


AAT/GAP 



15843 



Start 12768 End 13107 

GI LIB3431-040-P1-K2-E7 Score 625 

Exons 12768. . 13107 

GI Descrip. 1 3264 610/gb | AF061511 I AF061511 1.0e-10 Zea mays seven in absentia 
homolog mRNA, partial cds 1 



Seq. No. 


15151 


Seq. ID 


OJ990517_24 . 9A01.C44 


Gene No. 


32201 


Strand 




Start 


1 


End 


256 


Name 


OJ990517 24 . 9A01 . C4 4 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


256 


GI 


2498930 


Score 


55 


Exons 


1..30, 137. .256 






GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


15151 


Seq. ID 


OJ990517_24 . 9A01 . C44 


Gene No. 


32201 


Strand 




Start 


1 


End 


256 


Name 


OJ990517 24 . 9A01 . C4 4 . ol . gs 


Method 


GENSCAN 


Start 


137 


End 


196 


GI 


none 


Score 


. 99 


Exons 


137. .196 






Seq. No. 


15152 


Seq. ID 


OJ990517_24 . 9A01 .C45 


Gene No. 


32202 


Strand 


-f 


Start 


310 


End 


931 


Name 


OJ990517 24 . 9A01 . C4 5 . ol . gs 


Method 


GENSCAN 


Start 


310 


End 


931 


GI 


none 


Score 


. 69 


Exons 


310. .407, 527. .931 






Seq. No. 


15153 


Seq. ID 


OJ990517_24 . 9A01.C46 


Gene No. 


32203 


Strand 


+ 


Start 


134 


End 


302 


Name 


OJ990517 24 . 9A01 . C4 6 . ol . gs 


Method 


GENSCAN 


Start 


134 


End 


302 


GI 


none 


Score 


1 


Exons 


134. .302 






Seq. No. 


15153 


Seq. ID. 


OJ990517_24 . 9A01 . C46 


Gene No. 


32204 


Strand 




Start 


805 


End 


5370 


Name 


OJ990517 24 . 9A01 . C4 6 . o2 . gs 


Method 


GENSCAN 


Start 


805 


End 


5370 


GI 


none 


Score 


.68 


Exons 


805. .3063, 3103. .3863, 4173. 


.5370 




Seq. No. 


15153 


Seq. ID 


OJ990517_24.9A01.C46 


Gene No. 


32204 


Strand 




Start 


805 


End 


5370 


Name 


OJ990517 24.9A01.C46.ol.np 


Method 


AAT/NAP 


Start 


808 


End 


5370 


GI 


4680179 


Score 


7662 


Exons 


808. .5370 







GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



15844 



Seq. No. 15153 

Gene No. 32205 

Start 5627 

Name OJ990517_24 . 9A01 . C46 . o7 . tm 

Start 832 

GI none 

Exons 832.. 1029 



Seq. ID OJ990517_24 . 9A01. 
Strand 

End 6515 

Method TBLASTX : Maize 

End 1029 

Score 190 



C46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15153 
32205 
5627 

OJ990517_24. 9A01 . C4 6 . 06 . tw 

853 

none 



Seq. ID OJ990517_24 . 9A01, 
Strand 

End 6515 

Method TBLASTX : Wheat 

End 1183 

Score 63 



C46 



853. .1182, 874. .1035, 983. .1093, 1078. .1158, 1115. .1183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15153 
32205 
5627 

OJ990517_24 . 9A01 . C4 6 . ol . tm 

1033 

none 



Seq. ID OJ990517_24 . 9A01. 
Strand 

End 6515 

Method TBLASTX : Mai ze 

End 1632 

Score 24 3 



C46 



1033. .1473, 1046. .1471, 1471. .1632, 1478. .1624 



15153 
32205 
5627 

OJ990517_24 . 9A01 . C4 6 . ol . tw 

1186 

none 

1186. .1812, 1187. .1810 



Seq. ID OJ990517_24 .9A01. 
Strand 

End 6515 

Method TBLASTX : Wheat 

End 1812 

Score 350 



C46 



Seq. No. 15153 

Gene No. 32205 

Start 5627 

Name OJ9905 17_2 4 . 9A01 . C4 6 . o4 . tm 

Start 1681 

GI none 

Exons 1681.. 1971, 1685.. 1972 

Seq. No. 15153 

Gene No. 32205 

Start 5627 

Name OJ990517_24 . 9A01 . C4 6 . o2 . ts 

Start 1771 

GI none 

Exons 1771.. 2031, 1772.. 2026 



Seq. ID OJ990517_24.9A01.C46 
Strand 

End 6515 

Method TBLASTX : Mai ze 

End 1972 

Score 158 



Seq. ID OJ990517_24.9A01.C46 
Strand 

End 6515 

Method TBLASTX : Soybean 

End 2031 

Score 119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



15153 
32205 
5627 

OJ990517_24 . 9A01 . C4 6 . ol . tc 

1795 

none 



Seq. ID OJ990517_24 . 9A0i; 
Strand 

End 6515 

Method TBLASTX : Cress 

End 2112 

Score 62 



C4 6 



1795. .1938, 1798. .1893, 1939. .2112 

15153 Seq. ID OJ990517 24.9A01. 



C4 6 



15845 




Gene No . 


oZZVD 








Strand 






Start 


5627 








End 


6515 




Name 


OJ990517 24 


. 9A01, 


,C46.o3, 


.tw 


Method 


TBLASTX: Wheat 




Start 


1819 








End 


2298 




GI 


none 








Score 


183 




Exons 


1819. .2298, 


1820, 


. .2074, 


1852. 


.2265 






Seq. No. 


15153 








Seq. ID 


-<OJ990517_24.9A01 


.C46 


Gene No. 


o o o n c 








Strand 






Start 


5627 








End 


6515 




Name 


OJ990517 24 


.9A01. 


.C4 6.o2, 


.tw 


Method 


TBLASTX: Wheat 




Start 


2302 








End 


2811 




GI 


none 








Score 


231 




Exons 


2302. .2811, 


2386, 


. .2733, 


2468. 


.2779 






Seq. No. 


15153 








Seq. ID 


OJ990517_24.9A01 


.C46 


Gene No . 










Strand 






Start 


5627 








End 


6515 




Name 


OJ990517 24 


. 9A01. 


.C46.o2, 


.tm 


Method 


TBLASTX : Maize 




Start 


2374 








End 


2739 




GI 


none 








Score 


148 




Exons 


2374. .2685, 


2376. 


. .2687, 


2386. 


.2739, 2471.. 2737 




Seq. No. 


15153 








Seq. ID 


OJ990517_24.9A01 


.C46 


Gene No. 


o o o n c 

32205 








Strand 






Start 


5627 








End 


6515 




Name 


OJ990517 24 


. 9A01, 


.C46.o3, 


.ts 


Method 


TBLASTX : Soybean 




Start 


2560 








End 


2805 




GI 


none 








Score 


202 




Exons 


2560. .2805 














Seq. No. 


15153 








Seq. ID 


OJ990517_24 . 9A01 


.C46 


Gene No . 


q o o n c 








Strand 






Start 


5627 








End 


6515 




Name 


OJ990517 24 


. 9A01. 


.C4.6.o3, 


. tm 


Method 


TBLASTX :Maize 




Start 


2776 








End 


3276 




GI 


none 








Score 


43 




Exons 


2776. .3111, 


2819. 


. .2869, 


2894. 


.3025, 3097.. 3276 




Seq. No. 


15153 








Seq. ID 


OJ990517_24.9A01 


.C46 


Gene No. 


o o o n c 
3ZZVD 








Strand 






Start 


5627 








End 


6515 




Name 


OJ990517 24, 


.9A01. 


X46.o5, 


.tw 


Method 


TBLASTX: Wheat 




Start 


2812 








End 


3114 




GI 


none 








Score 


232 




Exons 


2812. .3114, 


2813. 


, .3073, 


3012. 


.3113 






Seq. No. 


15153 








Seq. ID 


OJ990517_24 . 9A01 


.C46 


Gene No. 










Strand 






Start 


5627 








End 


6515 




Name 


OJ990517 24, 


. 9A01. 


,C46.ol. 


.ts 


Method 


TBLASTX: Soybean 




Start 


2827 








End 


3222 




GI 


none 








Score 


162 




Exons 


2827. .3186, 


2828. 


. .3070, 


3106. 


.3186, 3178.. 3222, 3190.. 3222 


Seq. No. 


15153 








Seq. ID 


OJ990517_24. 9A01 


.C46 


Gene No. 


32205 








Strand 







15846 




Start 


5627 








End 


6515 




Name 


OJ990517 24 


.9A01 


.C4 6.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3163 








End 


3645 




GI 


none 








Score 


187 




Exons 


3163. .3645, 


3172 


. .3534, 


3344. . 


,3541 






Seq. No. 


15153 








Seq. ID 


OJ990517_24 . 9A01 


.C46 


Gene No. 


32205 








Strand 






Start 


5627 . 








End 


-6515 




Name 


OJ990517 24 


.9A01 


.C46.o5. 


tm 


Method 


TBIiASTX: Maize 




Start 


3344 








End 


3633 




GI 


none 








Score 


165 




Exons 


3344. .3535, 


3346 


. .3633 










Seq. No. 


15153 








Seq. ID 


OJ990517_24.9A01 


.C46 


Gene No. 


32205 








Strand 






Start 


5627 








End 


6515 




Name 


OJ990517 24 


.9A01 


.C46.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


3808 








End 


4224 




GI 


none 








Score 


94 




Exons 


3808. .3993, 


3821 


. .3964, 


4015. . 


4224, 4076. .4174 




Seq. No. 


15153 








Seq. ID 


OJ990517_24.9A01 


.C46 


Gene No. 


32205 








Strand 






Start 


5627 








End 


6515 




Name 


OJ990517 24 


.9A01 


.C46.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


4531 








End 


4863 




GI 


none 








Score 


ios 




Exons 


4531. .4863, 


4579 


. .4863, 


4676. . 


4846 






Seq. No. 


15153 








Seq. ID 


OJ990517_24.9A01 


.C46 


Gene No. 


32205 








Strand 






Start 


5627 








End 


6515 




Name 


OJ990517 24 


.9A01 


.C46.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


4744 








End 


5103 




GI 


none 








Score 


96 




Exons 


4744 . .5103, 


4745 


. .4978, 


5003. . 


5077 






Seq. No. 


15153 








Seq. ID 


OJ990517_24 .9A01 


.C46 


Gene No. 


32205 








Strand 






Start 


5627 








End 


6515 




Name 


OJ990517 24 


.9A01 


.C4 6.o2. 


np 


Method 


AAT/NAP. 




Start 


5627 








End 


6515 




GI 


5042448 








Score 


1259 




Exons 


5627. .5913, 


5944 


. .6515 










GI Descrip. 


(AC007789) ] 


putative ORF0 


' protein of RIRE8B gypsy-type 






retrotransposon 


[Oryza sativa] 








Seq. No. 


15154 








Seq. ID 


OJ990427_20.9A01 


.CI 


Gene No. 


32206 








Strand 


+ 




Start 


1 








End 


429 




Name 


OJ990427 20 


. 9A01 


.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 








End 


429 




GI 


99755 








Score 


420 





Exons 1 . .4 29 

GI Descrip. RNA-directed DNA polymerase (EC 2.7.7.49) - Arabidopsis thaliana 
retrotransposon Tal-1 (fragment) gi | 16356 | emb | CAA37917 | (X53973) 



15847 




reverse transcriptase [Arabidopsis thaliana] 



Seq. No. 


15154 








Seq. ID 


OJ990427_20.9A01 


.CI 


Gene No. 


32206 








Strand 


+ 




Start 


1 








End 


429 




Name 


OJ990427 20 


.9A01. 


Cl.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


420 




GI 


none 








Score 


561 




Exons 


1..420, 3.. 


419 












Seq. No. 


15154 








Seq. ID 


OJ990427_20.9A01, 


.CI 


Gene No. 


32206 








Strand 


+ 




Start 


1 








End 


429 




Name 


OJ990427 20 


.9A01. 


Cl.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


3 








End 


393 




GI 


none 








Score 


140 




Exons 


3. .155, 4.. 


189, 193.. 393, 204 


. .392 






Seq. No. 


15154 








Seq. ID 


OJ990427_20.9A01. 


.CI 


Gene No. 


32206 








Strand 


+ 




Start 


1 








End 


429 




Name 


OJ990427 20 


. 9A0 1 . 


Cl.ol, 


.ts 


Method 


TBLASTX : Soybean 




Start 


19 








End 


417 




s »i GI 


none 








Score 


284 




^ Exons 


19. .294, 21 


. . 302, 


306 . , 


.410, 307. .417 






Cft Seq. No. 


15154 








Seq. ID 


OJ990427_20.9A01, 


.CI 


fjj Gene No. 


32206 








Strand 


+ 




□ Start 


1 








End 


429 




; . j Name 


OJ990427 20 


. 9A01 . 


CI . ol . 


.gs 


Method 


GEN SCAN 




Start 


115 








End 


310 




;==J GI 


none 








Score 


.7 




1 Ll Exons 


115. .310 














p Seq. No. 


15155 








Seq. ID 


OJ990427 20.9A01, 


.C3 


Gene No. 


32207 








Strand 


_ 




Start 


2035 








End 


3328 




Name 


OJ990427 .20 


. 9A01. 


C3.ol. 


.gs ' 


Method 


GENSCAN 




U Start 


2035 






End 


3328 




u gi 


none 








Score 


.72 




; 3S i Exons 


2035. .2258, 


3159; 


.3328 










Seq. No. 


15156 








Seq. ID 


OJ990427_20.9A01, 


X4 


Gene No. 


32208 








Strand 


+ 




Start 


1765 








End 


2886 




Name 


OJ990427 20 


. 9A01. 


C4 .ol, 


.gs 


Method 


GENSCAN 




Start 


1765 








End 


2886 




GI 


none 








Score 


. 62 




Exons 


1765. .2019, 


2840. 


.2886 










Seq. No. 


15157 








Seq. ID 


OJ990427_20.9A01. 


,C5 


Gene No. 


32209 








Strand 


+ 




Start 


1 








End 


4134 




Name 


OJ990427 20 


. 9A01. 


C5.ol. 


,np 


Method 


AAT/NAP 




Start 


1 








End 


4134 




GI 


2129478 








Score 


150 




Exons 


1..223, 426 


. .656, 


3205. 


, .3296, 


4061. .4134 





15848 




GI Descrip. chitinase (EC 3.2.1.14) precursor - beet gi I 488731 1 emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA5694 6 | 
(X81056) Chitinase [Beta vulgaris] 



Seq. No. 


15157 


Seq. ID 


OJ990427_20. 9 AO 1 . C 5 


Gene No. 


32209 


Strand • 


+ 


Start 


1*"-: 


End 


4134 


Name 


OJ990427 20.9A01.C5*.ol.gs 


Method 


GENSCAN 


Start 


220 


End 


2253 


GI 


none 


Score 


.52 


Exons 


220. .505, 1004. .1118, 2230.. 


2253 




Seq. No. 


15158 


Seq. ID 


OJ990427_20.9A01.C6 


Gene No. 


32210 


Strand 




Start 


574 


End 


6884 


Name 


OJ990427 20.9A01.C6.ol.gs 


Method 


GENSCAN 


Start 


574 


End 


6884 


GI 


none 


Score 


.61 


Exons 


574. .894, 1002. .1051, 1763.. 


1981, 2427 


..2526, 3138.. 3243, 




4173. .4212, 5381. .5618, 6090 


..6166, 6584. .6633, 6757. .6884 


Seq. No. 


15158 


Seq. ID 


OJ990427_20.9A01.C6 


Gene No. 


32210 


Strand 




Start 


574 


End 


6884 


Name 


OJ990427 20.9A01.C6.ol.gp 


Method 


AAT/GAP 


Start 


578 


End 


1090 


GI 


uC-osrocyp027f 12al 


Score 


699 


Exons 


578. .894, 994. .1090 






GI Descrip. 


'4 567304 /gb| AAD23715.il AC005956_4 4 . Oe- 


-21 (AC005956) unknoi 




protein [Arabidopsis thaliana] 1 




Seq. No. 


15159 


Seq. ID 


OJ990427_20. 9A01.C7 


Gene No. 


32211 


Strand 


+ 


Start 


1309 


End 


1388 


Name 


OJ990427 20.9A01.C7.ol.gs 


Method 


GENSCAN 


Start 


1309 


End 


1388 


GI 


none 


Score 


.83 


Exons 


1309. .1388 






Seq. No. , 


15159 


Seq. ID 


OJ990427_20.9A01.C7 


Gene No. 


32212 


Strand 


+ 


Start 


3395 


End 


8632 


Name 


OJ990427 20.9A01.C7.o2.gs 


Method 


GENSCAN 


Start 


3395 


End 


8632 


GI 


none 


Score 


.53 


Exons 


3395. .3457, 3468. .3616, 3884 


..4054, 4140. .4241, 4271. .4304, 




4400. .4477, 4970. .5112, 6895 


..7018, 7436. .7623, 7800. .8157, 




8177. .8632 






Seq. No. 


15159 


Seq. ID 


OJ9.90427_20.9A01.C7 


Gene No. 


32213 


Strand 


+ 


Start 


9150 


End 


18469 


Name 


OJ990427 20.9A01.C7.o3.gs 


Method 


GENSCAN 


Start 


9150 


End 


18469 


GI 


none 


Score 


.48 


Exons 


9150. .9216, 9998. .10140, 10203 .. 1027 1 , 


10921. . 11003, 



12323. . 12356, 134 92 .. 13551 ; 16432 .. 16651 , 18315. .18469 



15849 




Seq. No. 


15159 Seq.* ID 


OJ990427_20.9A01.C7 


Gene No. 


32214 Strand 




Start 


6752 End 


8874 


Name 


OJ990427 20.9A01.C7.ol.np Method 


AAT/NAP 


Start 


6752 End 


8874 


GI 


6063554 Score 


188 


Exons 


6752. .6922, 7968. .8015, 8100. .8299, 84 12 .. 8 663, '8853 8874 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 




Seq. No. 


15159 Seq. ID 


OJ990427_20. 9A01.C7 


Gene No. 


32214 Strand 




Start 


6752 End 


8874 


Name 


OJ9904 27 20. 9A01 . C7 . ol . gp Method 


AAT/GAP 


Start 


6910 End 


7342 


GI 


2428185 Score 


680 


Exons 


6910. .7342 




GI Descrip. 


5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 


Seq. No. 


15160 Seq. ID 


OJ990427_20.9A01.C8 


Gene No . 


32215 Strand 


+ 


Start 


8505 End 


10332 


Name 


OJ990427 20.9A01.C8.o2.np Method 


AAT/NAP 


Start 


8505 End 


10332 


GI 


6907086 Score 


1133 


Exons 


8505. .9268, 9329. .9584, 9837. .9940, 10051. .10332 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


15160 Seq. ID 


OJ990427_20. 9A01.C8 


Gene No. 


32216 Strand 


+ 


Start 


17453 End 


19651 


Name 


OJ990427 20.9A01.C8.o3.np Method 


AAT/NAP 


Start 


17453 End 


19651 


GI 


6539553 Score 


3805 


Exons 


17453. .19651 




GI Descrip. 


(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 




Seq. No. 


15160 Seq. ID 


OJ990427_20. 9A01.C8 


Gene No. 


32217 Strand 




Start 


416 End 


1987 


Name 


OJ990427 20.9A01.C8.ol.gs Method 


GENSCAN 


Start 


416 End 


1987 


GI 


none Score 


.81' 


Exons 


416. .578, 1258. .1375, 1830. .1987 




Seq. No. 


15160 Seq. ID 


OJ990427_20. 9A01.C8 


Gene No. 


32218 Strand 




Start 


6535 End 


7042 


Name 


OJ990427 20.9A01.C8.ol.gp Method 


AAT/GAP 


Start 


6535 End 


7042 


GI 


38782_1.R1084 Score 


817 




15850 






Exons 6535.. 7042 

GI Descrip. • 6069643/dbj | AP00061 6 . 1 | AP000616 0.0e+00 Oryza sativa genomic 





DNA, chromosome 6, 


clone :P0514G12' 




Seq. No. 


15160 




Seq. ID 


OJ990427 20.9A01 


Gene No . 


32219 




Strand 




Start 


13362 




End 


13565 


Name 


OJ990427 20.9A01.C8 


. o4 . gs 


Method 


GENSCAN 


Start 


13362 




End 


13565 


GI 


none 




Score 


. 63 


Exons 


13362. .13565 








Seq. No. 


15160 




Seq. ID 


OJ990427 20.9A01 


Gene No . 


32220 




Strand 




Start 


17447 




End 


17895 


Name 


OJ990427 20.9A01.C8 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


17447 




End 


17833 


GI 


none 




Score 


349 


Exons 


17447. .17833, 17458 


. .17832 






Seq. No. 


15160 




Seq. ID 


OJ990427 20.9A01 


Gene No . 


32220 




Strand 




Start 


17447 




End 


17895 


Name 


OJ990427 20..9A01.C8 


.o2.tm 


Method 


TBLASTX : Maize 


Start 


17582 




End 


17895 


GI 


none 




Score 


361 


Exons 


17582. .17893, 17590 


. .17895 






Seq. No. 


15160 




Seq. ID 


OJ990427_20.9A01 


Gene No . 


32221 




Strand 




Start 


18394 




End 


18716 


Name 


OJ990427 20.9A01.C8 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


18394 




End 


18716 


GI 


none 




Score 


263 


Exons 


18394 . . 18648, 18401 


. . 18715, 


18421. .18714, 1854 9. .18716 


Seq. No. 


15160 




Seq. ID 


OJ990427_20'. 9A01 


.Gene No . 


32222 




Strand 




Start 


18743 




End 


19651 


Name 


OJ990427 20.9A01.C8 


. o2.ts 


Method 


TBLASTX : Soybean 


Start 


18743 




End 


19129 


GI 


none 




Score 


85 


Exons 


18743. .18898, 18881 


. .19129 






Seq. No. 


15160 




Seq. ID 


OJ990427_20. 9A01 


Gene No. 


32222 




Strand 




Start 


18743 




End 


19651 


Name 


OJ990427 20. 9A01.C8 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


18917 




End 


19351 


GI 


none 




Score 


303 


Exons 


18917. .19351, 19126 


. .19326 






Seq. No. 


15160 




Seq. ID 


OJ990427_20.9A01 


Gene No. 


32222 




Strand 




Start 


18743 




End 


19651 


Name 


OJ990427 20.9A01.C8 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


18995 




End 


19186 



15851 




GI 


none 


Score 


275 


Exons 


18995. .19186, 18995.. 19186 






Seq. No. 


15160 


Seq. ID 


OJ990427_20.9A01.C8 


Gene No. 


o o o o o 
5ZZZZ 


Strand 




Start 


18743 


End 


19651 


Name 


OJ990427 20.9A01.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


19139 


End 


19537 


GI 


none 


Score 


197 


Exons 


19139. .19363, 19147 .. 19317 , 


19364. .19537, 19372. .19410 


Seq. No. 


15160 


Seq. ID 


OJ990427_20.9A01.C8 


Gene No. 


3ZZZZ 


Strand 




Start 


18743 


End 


19651 


Name 


OJ990427 20.9A01.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


19187 


End 


19651 


GI 


none 


Score 


623 


Exons 


19187. .19651, 19195. .19650 






Seq. No. 


15161 


Seq. ID 


OJ990427 20.9A01.C9 


Gene No. 


32223 


Strand 


+ 


Start 


1 


End 


1537 


Name 


OJ990427 20.9A01.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1537 


C T 


6539553 


Score 


2574 


Exons 


1. .1537 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 


6539590 |dbj I BAA88206.il (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


15161 


Seq. ID 


OJ990427_20.9A01.C9 


Gene No. 


32224 


Strand 


+ 


Start 


8986 


End 


18795 


Name 


OJ990427 20.9A01.C9.o4.gs 


Method 


GENSCAN 


Start 


8986 


End 


17861 


GI 


none 


Score 


.45 


Exons 


8986. .9151, 11312. .11373, 12576 .. 12694 , 


13106. .13425, 




14231. .1434 3, 15050. .1524 9, 


15752. . 16060, 164 95 .. 17 182, 




17261. .17563, 17628. .17861 






Seq. No. 


15161 


Seq. ID 


OJ990427_20. 9A01.C9 


Gene No. 


32224 


Strand 


+ 


Start 


8986 


End 


18795 


Name 


OJ990427 20.9A01.C9.ol.gp 


Method 


AAT/GAP 


Start 


11260 


End 


11512 


GI 


3106573 


Score 


299 


Exons 


11260. . 11512 






GI Descrip. 


50914 96/dbj | AB023482 . 2 | AB0234 82 7.0e-17 


1 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 


Seq. No. 


15161 


Seq. ID 


OJ990427_20. 9A01.C9 


Gene No. 


32224 


Strand 


+ 


Start 


8986 


End 


18795 


Name 


OJ990427 20.9A01.C9.o3.np 


Method 


AAT/NAP 


Start 


13355 


End 


18795 


GI 


543908 


Score 


68 



15852 




Exons 13355. .13408, 16556 16654 , 18762.. 18795 

GI Descrip. CELLULAR NUCLEIC ACID BINDING PROTEIN HOMOLOG 

gi|254734 |bbs|112403 (S45038) cellular nucleic acid binding 
protein homolog=byr3 [Schizosaccharomyces pombe, Peptide, 179 
aa] [Schizosaccharomyces pombe] gi | 1204 164 | emb | CAA93542 . 1 | 
(Z69725) cellular nucleic acid binding protein homolog 
[Schizosaccharomyces pombe] 



Seq. No. 


15161 




Seq. ID 


OJ990427_20.9A01 


.C9 


Gene No. 


32225 




Strand 






Start 


4441 




End 


9244 




Name 


OJ990427 20.9A01.C9.o3. 


gs 


Method 


GENSCAN 




Start 


4441 




End 


7419 




GI 


none 




Score 


.6 




Exons 


4441. .4596, 5343. .5836, 


7095. 


.7196, 7383. .7419 




Seq. No. 


15161 




Seq. ID 


OJ990427_20. 9A01 


.C9 


Gene No. 


32225 




Strand 






Start 


4441 




End 


9244 




Name 


OJ990427 20.9A01.C9.o2. 


np 


Method 


AAT/NAP 




Start 


5313 




End 


9244 




GI 


4680203 




Score 


439 




Exons 


5313.. 6237, 9220.. 9244 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


15161 




Seq. ID 


s 

OJ990427 20.9A01 


.C9 


Gene No. 


3222 6 




btrana 






Start 


18533 




End 


18766 




Name 


OJ990427 20.9A01.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


41 




End 


505 




GI 


5509260 




Score 


383 




Exons 


41. .505, 142. .210, 259. 


.354, 


427. .486 






GI Descrip. 












Seq. No. 


15161 




Seq. ID 


OJ990427_20.9A01 


.C9 


Gene No. 


32226 




Strand 






Start 


18533 




End 


18766 




Name 


OJ990427 20. 9A01.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


134 




End 


394 




GI 


none 




Score 


286 




Exons 


134. .394 










Seq. No. 


15161 




Seq. ID 


OJ990427_20.9A01 


.C9 


Gene No. 


32226 




Strand 






Start 


18533 




End 


18766 




Name 


OJ990427 20. 9A01.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


175 




End 


640 




GI 


none 




Score 


361 




Exons 


175. .357, 176. .640, 311 


. .493, 


427. .537 






Seq. No. 


15161 




Seq. ID 


OJ990427_20. 9A01 


.C9 


Gene No. 


32226 




Strand 






Start 


18533 




End 


18766 




Name 


OJ990427 20.9A01.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


176 




End 


721 




GI 


none 




Score 


319 




Exons 


176. .520, 323. .496, 515 


.721 









15853 






Seq. No. 


15161 




Seq. ID 


OJ990427 20.9A01 


. C9 




Gene No. 


32226 




Strand 








Start 


18533 




End 


18766 






Name 


OJ990427 20. 9A01.C9.o2. 


ts 


Method 


TBLASTX: Soybean 






Start 


574 




End 


922 






GI 


none 




Score 


309 






Exons 


574.. 774, 575.. 919, 869 


. . 922 










Seq. No. 


15161 




Seq. ID 


OJ990427_20 . 9A01 


.C9 




Gene No. 


32226 




Strand 








Start 


18533 




End 


18766 






Name 


OJ990427 20. 9A01.C9.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


730 




End 


1069 






GI 


none 




Score 


305 






Exons 


730. .1068, 746. .1069 












Seq. No. 


15161 




Seq. ID 


OJ990427 20.9A01 


.C9 




Gene No. 


32226 




Strand 








Start 


18533 




End 


18766 






Name 


OJ990427 20.9A01.C9.o3. 


ts 


Method 


TBLASTX: Soybean 






Start 


923 




End 


1270 






GI 


none 




Score 


100 




i t 
: ;c? 


Exons 


923. . 1045, 1064 . . 1270 










a; 


Seq. No. 


15161 




Seq. ID 


OJ990427_20. 9A01 


.C9 




Gene No. 


32226 




Strand 








Start 


18533 




End 


18766 




a 


Name 


OJ990427 20. 9A01.C9.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


925 




End 


1401 




= : 


GI 


none 




Score 


102 




Hi 


Exons 


925.-996, 926. .1006, 927. .1007, 931.. 


1014, 1014.. 1322, 




[3 




1016. .1363, 1016. .1366, 


1033. 


.1401 






n 

•3 ST 


Seq. No. 


15161 




Seq. ID 


OJ990427_20.9A01 


.C9 


>l 


Gene No. 


32226 




Strand 








Start 


18533 




End 


18766 






Name 


OJ990427 20. 9A01.C9.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


5550 




End 


6208 






GI 


none 




Score 


117 




,3Z - t 

is sl 


Exons 


5550. .5654, 5667. .5711, 


5715. 


.5768, 5798. .5842, 5871. .6014, 






6017. .6208 












Seq. No. 


15161 




Seq. ID 


OJ990427_20.9A01 


,C9 




Gene No. 


32226 




Strand 








Start 


18533 




End 


18766 






Name 


OJ990427 20. 9A01.C9.o5. 


gs 


Method 


GENSCAN 






Start 


18533 




End 


18766 






GI '* 


none 




Score 


.53 






Exons 


18533. .18766 












Seq. No. 


15162 




Seq. ID 


OJ990427_20.9A01 


.C10 




Gene No. 


32227 




Strand 


+ 






Start 


335 




End 


3733 






Name 


OJ990427 20. 9A01.C10.ol 


.gs 


Method 


GENSCAN 






Start 


335 




End 


3733 






GI 


none 




Score 


.55 





15854 



Exons 



335. .640, 998..2234, 2311. .2389, 2450. .2646, 2802. .2861, 
2929. .3042, 3119. .3733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15162 Seq. ID OJ990427_20 . 9A01 . CIO 

32228 Strand + 

9495 End 11116 

OJ990427_20.9A01.C10.o4.np Method AAT/NAP 

9495 End 11116 

4539658 Score 226 

9495.. 9723, 10683 10890, 10932.. 11116 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15162 Seq. ID 

32228 Strand 

94 95 End 

OJ990427_20. 9A01 . C10 . o5 . np Method 

9927 End 

4539658 Score 



OJ990427_20.9A01.C10 
+ 

11116 
AAT/NAP 
11116 
225 



9927. .9950, 10757 .. 10890 , 10932. .11116 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 15162 Seq. ID 

Gene No. 32229 Strand 

Start 4050 End 

Name* OJ990427_20 . 9A01 . C10 . ol . np Method 

Start 3991 End 

GI 4544372 Score 

Exons 3991.. 5523, 5629.. 6029, 6090.. 7138, 
GI Descrip. 



OJ990427_20. 9A01.C10 

11824 
AAT/NAP 
10215 
1120 
10130. .10215 



(AC006920) 
thaliana] 



putative retroelement pol polyprotein [Arabidopsis 



Seq. No. 15162 Seq. ID 

Gene No. 32229 Strand 

Start 4050 End 

Name OJ990427_20 . 9A01 . C10 . o2 . gs Method 

Start 4050 . End 

GI none Score 
Exons 



OJ990427__20. 9A01.C10 

11824 
GENSCAN 
7879 
. 6 



4050. .4408, 4995. .5763, 6000. .6033, 6164. .6802, 6854. .7249, 
7365.-7395, 7486. .7879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15162 Seq. ID OJ990427_20 . 9A01 . C10 

32229 Strand 

4050 End 11824 

OJ990427_20 . 9A01 . C10 . o3 . np Method AAT/NAP 

4441 End 11122 

5922631 Score 742 

4441. . 6443, 11095. . 11122 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



15855 



Seq. No. 15162 

Gene No.- 32229 

Start 4050 

Name OJ990427_20 . 9A01 , 

Start 8798 

GI none 

Exons 8798.. 9375, 9411. 

11604. .11824 



C10.o3.gs 
.9900, 9958. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15162 
32230 
13288 

OJ990427_20.9A01. 

4030 

none 

4030. .4401, 4056. 

15162 
32230 
13288 

OJ990427_20.9A01. 

4411 

none 

4411. .4776, 4694. 

15162 
32230 
13288 

OJ990427_20.9A01. 

4534 

none 

4S34..4932, 4712, 

15162 
32230 
13288 

OJ990427_20.9A01. 

4555 

none 

4555. .4779, 4777. 

15162 
32230 
13288 

OJ990427_20. 9A01. 

5332 

none 

5332.. 5622, 5417. 

15162 
32230 
13288 

OJ990427_20.9A01. 

5384 

none 

5384. .5638, 5386. 



C10.o4.tw 



.4403 



C10.o3. tw 



.4777 

C10.o3.ts 
.4828 

C10.o3. tm 
.4935 

C10.o2.tw 
.5524, 5546. 

C10.ol.ts 
.5637, 5659. 



Seq. ID OJ990427_20. 9A01.C10 
Strand 

End 11824 

Method GENSCAN 

End 11824 

Score .42 

.10160, 10506. .10650, 11440. .11578, 



Seq. ID OJ990427_20.9A01.C10 
Strand 

End 13422 

Method TBLASTX : Wheat 

End 4403 

Score 90 



Seq. ID OJ990427_20.9A01.C10 
Strand 

End 13422 

Method TBLASTX : Wheat 

End 4777 

Score 57 



Seq. ID OJ990427_20.9A01.C10 
Strand 

End 13422 

Method TBLASTX : Soybean 

End 4 932 

Score 77 



Seq. ID OJ990427_20.9A01.C10 
Strand 

End 13422 

Method TBLASTX : Maize 

End 4935 

Score 8 6 



Seq. ID OJ990427_20.9A01.C10 
Strand 

End 13422 

Method TBLASTX : Wheat 

End 5751 

Score 4 3 
.5611, 5653. .5751 

Seq. ID OJ990427_20.9A01.C10 
Strand 

End 13422 

Method TBLASTX : Soybean 

End 5796 

Score 122 
.5796, 5663. .5794 



15856 



Seq. No. 


15162 








Seq. ID 


OJ990427_20.9A01. 


C10 


Gene No. 


32230 








Strand 






Start 


13288 








End 


13422 




Name 


OJ990427 20 


.9A01 


■C10.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


5947 








End 


6417 




GI 


none 








Score 


84 




Exons 


5947. .6135, 


5951 


. .6091, 


6136 


..6417, 6155. .6379, 6169. .6381 


Seq. No. 


15162 








Seq. ID 


OJ990427_20.9A01. 


C10 


Gene No. 


32230 








Strand 






Start 


13288 








End 


13422 




Name 


OJ990427 20 


.9A01 


.ClO.oS 


. tw 


Method 


TBLASTX: Wheat 




Start 


6043 








End 


6432 




GI 


none 








Score 


90 




Exons 


6043. .6135, 


6097, 


. .6432, 


6101 


. . 6415 






Seq. No. 


15162 








Seq. ID 


OJ990427_20.9A01. 


C10 


Gene No. 


32230 








Strand 






Start 


13288 








End 


13422 




Name 


OJ990427 20 


.9A01. 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6103 








End 


6564 




GI 


none 








Score 


200 




Exons 


6103. .6564, 


6104 , 


. .6415, 


6259 


. . 6564 






Seq. No. 


15162 








Seq. ID 


OJ990427_20.9A01. 


C10 


Gene No. 


32230 








Strand' 






Start 


13288 








End- 


13422 




Name 


OJ990427 20 


.9A01, 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


6434 








End 


6837 




GI 


none 








Score 


274 




Exons 


6434. .6649, 


6454 , 


. . 6786, 


6482 


. . 6778, 67! 


31. .6837, 6791. .6832 


Seq. No. 


15162 








Seq. ID 


OJ990427_20.9A01. 


C10 


Gene No. 


32230 








Strand 






Start 


13288 








End 


13422 




Name 


OJ990427 20 


. 9A01. 


.C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6565 








End 


6783 




GI 


none 








Score 


197 




Exons 


6565, ,6783, 


6566, 


. . 6778 










Seq. No. 


15162 








Seq. ID 


OJ990427_20.9A01. 


C10 


Gene No. 


32230 








Strand 






Start 


13288 








End 


13422 




Name 


OJ990427 20 


. 9A01. 


,C10.o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


7409 








End 


7747 




GI 


none 








Score 


205 




Exons 


7409. .7747 














Seq. No. 


15162 








Seq. ID 


OJ990427_20.9A01. 


C10 


Gene No. 


32230 








Strand 






Start 


13288 








End 


13422 




Name 


OJ990427 20 


. 9A01. 


.C10.O4 


. tm 


Method 


TBLASTX: Maize 




Start 


10666 








End 


11407 




GI 


none 








Score 


109 




Exons 


10666. .1078! 


8, 10667. .10786, 


10668. .107 90, 10680. .107 96, 






107 68. .10905, 10781. .10906, 


10784. .10909, 10794. .10910, 






11164. .1128: 


3, 11164 .. 11292, 


11177. .11293, 11265. .114 02, 





15857 



11278. .11382, 11281. .11406, 11286 .. 11390, 11291. .11407 



Seq. No. 15162 

Gene No. 32230 

Start 13288 

Name OJ990427_20 . 9A01 . CIO . o4 . gs 

Start 13288 

GI none 

Exons 13288. .13422 



Seq. ID OJ990427_20.9A01.C10 
Strand 

End 13422 

Method GEN SCAN 

End 13422 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15163 
32231 
466 

OJ990427_20 . 9A01 . Cll . ol . tm 
59 

none 



Seq. ID OJ990427_20.9A01.C11 

Strand + 

End 84 6 

Method TBLASTX : Maize 

End 561 

Score 215 



59. .322, 76. .318, 346. .540, 532. .561 



Seq. No. 15163 

Gene No. 32231 

Start 466 

Name OJ990427_20 . 9A01 . Cll . ol . ts 

Start 164 

GI none 
Exons 



Seq. ID OJ990427_20. 9A01.C11 

Strand + 

End 84 6 

Method TBLASTX : Soybean 

End 710 

Score 113 



164. .325, 340. .495, 348.. 464, 457. .594, 591. .710 



Seq. No. 15163 

Gene No. 32231 

Start 466 

Name OJ9904 27_20 . 9A01 . Cll . ol . tw 

Start 349 

GI none 
Exons 



Seq. ID OJ990427_20.9A01.C11 

Strand + 

End 846 

Method TBLASTX : Wheat 

End 84 6 

Score 231 



349.-594, 351. .473, 558. .593, 591. .743, 745. .846 



Seq. No. 15163 

Gene No. 32231 

Start 4 66 

Name ' OJ990427_20 . 9A01 . Cll . ol . gs 

Start 466 

GI none 

Exons 466 . . 575 



Seq. ID OJ990427_20.9A01.C11 

Strand + 

End 84 6 

Method GENSCAN 

End 575 

Score .43 



Seq. No. 15164 

Gene No. 32232 

Start 1468 

Name OJ990427_20 . 9A01 . C12 . ol . gs 

Start 1468 

GI none 

Exons 1468.. 2079 



Seq. ID OJ990427_20.9A01.C12 

Strand + 

End 2112 

Method GENSCAN 

End 2079 

Score . 67 



Seq. No. 15164 

Gene No. 32232 

Start 1468 

Name OJ990427_20 . 9A01 . C12 . ol . tw 

Start 1819 

GI none 
Exons 



Seq. ID OJ990427_20.9A01.C12 

Strand + 

End 2112 

Method TBLASTX : Wheat 

End 2112 

Score 120 



1819. .1962, 1841. .1963, 1842. .1979, 1948. .2112, 1965. .2093 



15858 



Seq. No. 15165 

Gene No. 32233 

Start 1 

Name 0 J 9 9 0 4 2 7_2 0 . 9 AO 1 . C 1 3 . o 1 . np 

Start 1 

GI 4388818 

Exons 1..2425 

GI Descrip. (AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990427_20.9A01.C13 

Strand + 

End 2425 

Method AAT/NAP 

End 2425 

Score 1690 



Seq. No. 15165 

Gene No. 32233 

Start 1 

Name O J9 9 0 4 2 7_2 0 . 9A0 1 . CI 3 . o2 . t w 

Start 721 

GI none 
Exons 



Seq. ID OJ990427_20.9A01.C13 

Strand + 

End 2425 

Method TBLASTX : Wheat 

End 1308 

Score 290 



721. .1095, 729. .1094, 1114. .1185, 1204. .1308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15165 
32233 
1 

OJ990427_20. 9A01 . C13 . o2 . tm 

8 62 

none 



Seq. ID OJ990427_20.9A01.C13 

Strand + 

End 2425 

Method TBLASTX : Maize 

End 1266 

Score 290 



862. .1185, 864. .1007, 1201. .1266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15165 
32233 
1 

OJ9904 27_20. 9A01 . C13 . o2 . ts 

877 

none 



Seq. ID OJ990427_20.9A01.C13 

Strand + 

End 2425 

Method TBLASTX : Soybean 

End 1329 

Score 255 



J77..1206, 1035. .1205, 1191. .1328, 1192. .1329 



Seq. No. 15165 

Gene No. 32233 

Start 1 

Name OJ990427_20 . 9A01 . C13 . ol . tc 

Start 910 

GI none 
Exons 



Seq. ID OJ990427_20.9A01.C13 

Strand + 

End 2425 

Method TBLASTX : Cress 

End 1373 

Score 166 



910. .1188, 1204. .1371, 1206. .1373 



Seq. No. 15165 

Gene No. 32233 

Start 1 

Name OJ990427_20 . 9A01 . C13 . ol . tw 

Start 1578 

GI none 
Exons 



Seq. ID OJ990427_20.9A01.C13 

Strand + 

End 2425 

Method TBLASTX : Wheat 

End 2006 

Score 520 



1578. .2006, 1588. .2004, 1845. .2006 



Seq. No. 15165 

Gene No. 32233 

Start 1 

Name OJ990427_20 . 9A01 . C13 . o2 . tc 

Start 1780 

GI none 



Seq. ID OJ990427_20.9A01.C13 

Strand + 

End 2425 

Method TBLASTX : Cress 

End 2052 

Score 4 3 



15859 




Exons 1780.. 1818, 1846.. 2052, 1849.. 1923, 1851.. 2018 



Seq. No. 


15165 






Seq. ID 


OJ990427_20.9A01 


.C13 


Gene No. 


32233 






Strand 


+ 




Start 


1 






End 


2425 




Name 


OJ990427 20. 


9A01 


.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


1848 






End 


2283 




GI 


none 






Score 


320 




Exons 


1848. .2141, 


1852 


. .2283 








Seq. No. 


15165 






Seq. ID 


OJ990427_20. 9A01 


.C13 


Gene No. 


32233 






Strand 


+ 




Start 


1 






End 


2425 




Name 


OJ990427 20. 


9A01, 


.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1870 






End 


2259 




GI 


none 






Score 


394 




Exons 


1870. .2259, 


1881. 


..2162, 2008. 


.2211 






Seq. No. 


15165 






Seq. ID 


OJ990427_20. 9A01 


.C13 


Gene No. 


32233 






Strand 


+ 




Start 


1 






End 


2425 




Name 


OJ990427 20. 


9A01, 


.C13.o3.tw 


Method 


TBLASTX: Wheat 




Start 


2008 






End 


2424 




GI 


none 






Score 


177 




Exons 


2008. .2178, 


2008, 


..2154, 2194. 


.2424 






Seq. No. 


15166 






Seq. ID 


OJ990517_12 . 9A29 


.CI 


Gene No. 


32234 






Strand 


+ 




Start 


167 






End 


684 




Name 


OJ990517 12. 


9A29, 


.CI .ol. tm 


Method 


TBLASTX: Maize 




Start 


164 






End 


684 




GI 


none 






Score 


102 




Exons 


164. .244, 165. .257, 356. .448, 


357. .443, 


358. .447, 538.. 


684, 




546. .680 












Seq. No. 


15166 






Seq. ID 


OJ990517_JL2. 9A29 


.CI 


Gene No. 


32234 






Strand 


-f 




Start 


167 






End 


684 




Name 


OJ990517 12. 


9A29. 


.Cl.ol.gs 


Method 


GENSCAN 




Start 


167 




End 


444 




GI 


none 






Score 


.73 




Exons 


167. .242, 359.-444 








Seq. No. 


15167 






Seq. ID 


OJ990517_12. 9A29 


.C2 


Gene No. 


32235 






Strand 


+ 




Start 


71 






End 


511 




Name 


OJ990517 12. 


9A29. 


.C2.ol.gs 


Method 


GENSCAN 




Start 


71 






End 


511 




GI 


none 






Score 


. 64 




Exons 


71. .511 












Seq. No. 


15167 






Seq. ID 


OJ990517_12. 9A29 


.C2 


Gene No. 


32236 






Strand 






Start 


1 






End 


525 




Name 


OJ990517 12. 


9A2 9. 


,C2.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


525 




GI 


6498441 






Score 


672 





15860 




Exons 1..298, 362.. 525 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


15167 


Seq. ID 


OJ990517_12.9A29. 


C2 


Gene No. 


*■ -32236 


Strand 






Start 


1 


End 


525 




Name 


OJ990517 12.9A29.C2.ol. tw 


Method 


TBLASTX : Wheat 




Start 


6 


End 


290 




GI 


none 


Score 


223 




Exons 


6. .290, 23. . 289 








Seq. No. 


15167 


Seq. ID 


OJ990517_12. 9A29. 


C2 


Gene No. 


32236 


Strand 






Start 


1 


End 


525 




Name 


OJ990517 12.9A29.C2.ol.trn 


Method 


TBLASTX: Maize 




Start 


151 


End 


332 




GI 


none 


Score 


163 




Exons 


151. .327, 153. .332, 155. .328 








Seq. No. 


15168 


Seq. ID 


OJ990517_12.9A29. 


C6 


Gene No. 


32237 


Strand 


+ 




Start 


227 


End 


482 




Name 


OJ990517 12.9A29.C6.ol.gs 


Method 


GENSCAN 




Start 


227 


End 


482 




GI 


none 


Score 


.88 




Exons 


227 . .482 








Seq. No. 


15169 


Seq. ID 


OJ990517JL2. 9A29. 


C7 


Gene No. 


32238 


Strand 


+ 




Start 


713 


End 


806 




Name 


OJ990517_12 . 9A29.C7 .ol .gs 


Method 


GENSCAN 




Start 


713 


End 


806 




GI 


none 


Score 


.72 




Exons 


713. .806 








Seq. No. 


15170 


Seq. ID 


OJ990517_12.9A29. 


C9 


Gene No. 


32239 


Strand 


+ 




Start 


748 


End 


3100 




Name 


OJ990517_12. 9A29.C9.ol.gs 


Method 


GENSCAN 




Start 


748 


End 


2640 




GI 


none 


Score 


.87 




Exons 


748. .798, 1123. .1356, 1446.. 


1493, 1597 


..1653, 1736. .1837 






2169.. 2234, 2353. .2454, 2527 


. .2640 






Seq. No. 


15170 


Seq. ID 


OJ990517_12.9A29. 


C9 


Gene No . 


32239 


Strand 


+ 




Start 


748 


End 


3100 




Name 


OJ990517 12. 9A29.C9.ol.gp 


Method 


AAT/GAP 




Start 


2158 


End 


3100 




GI 


13803 1.R1084 


Score 


953 




Exons 


2158.. 2234, 2353.. 2454, 2527 


..2649, 2849. .3100 




GI Descrip. 


'3935138 9.0e-30 (AC005106) 


T25N20.2 [Arabidopsis thaliana; 


Seq. No. 


15170 


Seq. ID 


OJ990517_12. 9A29. 


C9 


Gene No. 


32240 


Strand 


+ 





15861 




Start 


8888 


End 


9475 






Name 


OJ990517 12.9A29.C9.o3.gs 


Method 


GEN SCAN 






Start 


8888 


End 


9475 






GI 


none 


Score 


. .79 






Exons 


8888.. 9053, 9144.. 9276, 9310 


. .9475 








Seq. No. 


15170 


Seq. ID 


OJ990517_ 


12.9A29, 


,C9 


Gene No. 


32241 


Strand 


+ 






Start 


16326 


End 


16709 






Name 


OJ990517 12.9A29.C9.o5.gs 


Method 


GENSCAN 






Start 


16326 


End 


16709 






GI 


none 


Score 


.99 






Exons 


16326. .16709 










Seq. No. 


15170 


Seq. ID 


OJ990517_ 


12. 9A29, 


.C9 


Gene No. 


32242 


Strand 








Start 


3354 


End 


8566 






Name 


OJ990517 12 . 9A29 . C9 . o2 . gs 


Method 


GENSCAN 






Start 


3354 


End 


8566 






GI 


none 


Score 


.88 






Exons 


3354. .3406, 3420. .3495, 3605 


..3694, 3752. .3828, 


3932. .4137 




5140.. 5270, 5637.. 5668, 5832 


. .5944, 6196. . 6500, 


6603. .6688 




6805.. 6880, 7549. .7698, 8522 


. .8566 








Seq. No. 


15170 


Seq. ID 


OJ990517_ 


12.9A29. 


,C9 


Gene No. 


32242 


Strand 








Start 


3354 


End 


8566 






Name 


OJ990517 12.9A29.C9.o2.gp 


Method 


AAT/GAP 






Start 


5230 


End' 


6387 






GI 


none 


Score 


651 






Exons 


5230.. 5270, 5637.. 5668, 5832 


..5944, 6196. .6387 






Seq. No. 


15170 


Seq. ID 


OJ990517_ 


12.9A2 9. 


,C9 


Gene No. 


32243 


Strand 








Start 


10231 


End 


15689 






Name 


OJ990517 12.9A29.C9.o4.gs 


Method 


GENSCAN 






Start 


10231 


End 


15689 






GI 


none 


Score 


.93 






Exons 


10231. .10335, 10751. .10960, 


11050. .11556, 11817. 


.12038, 






12509. .12639, 13192 14200, 


14285. . 14359, 14450. 


.14521,. 






14608. .14783, 14 94 9 15101 , 


15194 . . 15689 







Seq. No. 15170 
Gene No. 32243 
Start 10231 

Name OJ990517_12 . 9A29 . C9 . ol . np 

Start 10698 
GI 2443887 

Exons 10698. .10960, 11050 11565 , 

13192. .13883, 14010 .. 14200 , 

GI Descrip. (AC002294) Similar to transcription 
others [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11856 
14285 



OJ990517 12.9A29.C9 



15689 
AAT/NAP 
14526 
1459 

12038, 12509. .12639, 
14359, 14450. .14526 



factor gb| Z46606 | 1658307 and 



Seq. No. 
Gene No. 
Start 
Name 



15170 
32244 
18134 
OJ990517 



12.9A2 9.C9.o2.tm 



Seq. ID 

Strand 

End 

Method 



OJ990517_12. 9A29.C9 
21372 

TBLASTX: Maize 



15862 




Start 


1 










End 


3045 




GI 


none 










Score 


152 




Exons 


1..105, 1.. 


93, 2. 


.142, 


1121. . 


1306, 


1121. .1300, 


1287. .1355, 




1303. 


.1365, 


1305. 


. 1355, 


1315. 


. 1359, 


1440. . 1511, 


1448 . . 1492, 




1599. 


.1649, 


1599. 


.1649, 


1600. 


.1653, 


1600. .1653, 


1723. .1794, 




1731. 


.1829, 


1733. 


.1834, 


2166. 


.2234, 


2168. .2227, 


2171. .2251, 




2172. 


.2237, 


2344. 


.2454, 


2352. 


.2453, 


2521. .2640, 


2526. .2639, 




2528. 


.2650, 


2528. 


.2644, 


2867. 


.2947, 


2868. .2948, 


2930. .2956, 




2931. 


.2954, 


3013. 


.3045 










Seq. No. 


15170 










Seq. 


ID OJ990517 


_12. 9A29.C9 


Gene No. 


32244 










Strand 




Start 


18134 










End 


21372 




Name 


OJ990517 12 


.9A29. 


C9.o2. 


ts 


Method TBLASTX: 


Soybean 


Start 


1285 










End 


2628 




GI 


none 










Score 


42 




Exons 


1285. 


.1350, 


1287. 


.1352, 


1315. 


.1353, 


1440. . 1496, 


1448. .1501, 




1449. 


.1511, 


1596. 


.1649, 


1597. 


. 1695, 


1612. . 1653, 


1733. .1834, 




1735. 


.1794, 


1778. 


.1843, 


2166. 


.2240, 


2337. .2453, 


2344. .2454, 




2517. 


.2621, 


2521. 


.2628, 


2526. 


.2621 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15170 
32244 
18134 

OJ990517_12. 9A29.C9.o3.tc 

1449 

none 

1449. .1511, 1451. .1495, 1596. 
1733. .1834, 1744. .1842, 1746. 
2341. .2454, 2344. .2454, 2521. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 12.9A29.C9 



21372 

TBLASTX: Cress 
2628 
65 

1652, 1597.. 1695, 1730, 
1835, 2166.. 2237, 2337, 
2628, 2526.. 2621 



.1834, 
.2438, 



Seq. No. 15170 
Gene No. 32244 
Start 18134 

Name OJ990517_12 . 9A29 . C9 . o3 . tm 

Start 3356 
GI none 

Exons 3356.. 3496, 3388.. 3495, 3397. 

3747.. 3836, 3752. .3838, 3752. 
4057. .4134, 4068. .4133, 4271. 
4460. .4498, 4462. .4527, 4644. 
5137. .5202, 5137. .5202, 5139. 
5215. .5271, 5227. .5271 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3498, 3602 
.3829, 3928 
.4327, 4272 
.4793, 4704 
.5216, 5142 



OJ990517 12.9A29.C9 



21372 

TBLASTX: Maize 
5271 
69 

3664, 3606.. 3662, 

4002, 3930.. 4004, 

4349, 4276. .4341, 

4790, 4705. .4794, 

5222, 5214. .5270, 



Seq. No. 15170 
Gene No. 32244 
Start 18134 

Name OJ990517_12 . 9A29 . C9 . ol . tw 

Start 4035 
GI none 
Exons 4035. 

4263. 

4477. 



,4160, 4039. 
,4346, 4264. 
,4506 



4149, 4176. 
4347, 4276. 



Seq. ID 
Strand 
End 

Method 
End ^ 
Score 



OJ990517 12.9A29.C9 



21372 

TBLASTX: Wheat 
4506- 
117 

4232, 4179. .4232, 4214. .4342, 
4350, 4461. .4502, 4462. .4506, 



Seq. No. 
Gene No. 
Start 



15170 
32244 
18134 



Seq. ID OJ990517_12. 9A29.C9 
Strand 

End 21372 



15863 





Name 


OJ990517 12.9A29.C9. 


o5. tm 


Method 


TBLASTX : 


Maize 






Start 


6304 






End 


7557 








GI 


none 






Score 


227 








Exons 


6304. . 


6501, 6325.. 6501, 6375 


..6509, 6599. .6691, 


6600. .6689, 






6602. . 


6691, 6790.. 6882, 6796 


..6882, 6803.. 6883, 


7450. .7557, 






7457. . 


7531 














Seq. No. 


15170 






Seq. ID 


OJ990517 


i z . y RZ y 


. cy 




Gene No. 


32244 






Strand 










Start 


18134 






End 


21372 








Name 


OJ990517 12.9A29.C9. 


ol . tm 


Method 


TBLASTX: 


Maize 






Start 


10231 






End 


12640 










none 






Score 


125 








Exons 


10231. 


.10350, 10232. 


.10393, 


10749. .10961, 10749 


. .10961, 








• 10751. 


.10963, 10819. 


.10962, 


10999. .11292, 11047 


. .11295, 








11048. 


.11308, 11049. 


.11300, 


11353. .11556, 11381 


. .11557, 








11382. 


.11573, 11455. 


.110/4, 


11816. .11899, 11817 










11829. 


.12032, 11939. 


. 12040, 


12503. . 12640, 12509 


. .12640 






Seq. No. 


15170 






Seq. ID 


OJ990517 


_12.9A29 


.C9 




Gene No. 


32244 






Strand 










Start 


18134 






End 


21372 








Name 


OJ990517 12.9A29.C9. 


o2.tc 


Method 


TBLASTX: 


Cress 






Start 


10231 






End 


10963 






I 

ZT 


GI 


.none 






Score 


110 






:i 


Exons 


10231. 


.10350, 10241. 


. 10351, 


10748. .10927, 10751 


. .10963, 




fi 




10755. 


.10961 












LI ' 

" j 


Seq. No. 


15170 






Seq. ID 


OJ990517 


_12.9A2 9 


-C9 




Gene No. 


32244 






Strand 








\) 


Start 


18134 






End 


21372 








Name 


OJ990517 12.9A29.C9. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




ii 


Start 


10847 






End 


11564 








GI 


none 






Score 


68 






*\ 


Exons 


10847. 


.10975, 10850. 


. iuy^4 , 


10854. .10961, 10870 


. . iuy bo , 




J 

: 




11047. 


.11199, 11048. 


. 11197, 


11383. .11559, 11417 


. .11560, 




*f 
= : 




11475. 


.11564, 11510. 


.11560 










II 


Seq. No. 


15170 






Seq. ID 


OJ990517 


_12.9A2 9 


-C9 




Gene No . 


32244 






Strand 








*! 


Start 


18134 






End 


21372 








Name 


OJ990517 12.9A29.C9. 


o4 . ts 


Method 


TBLASTX: 


Soybean 






Start 


11817 






End 


12055 








GI 


none 






Score 


105 








Exons 


11817. 


.12041, 11877. 


.12041, 


11947. .12042, 11951 


. . 12055 






Seq. No. 


15170 






Seq. ID 


OJ990517 


_12. 9A29 


C9 




Gene No . 


32244 






Strand 










Start 


18134 






End 


21372 








Name 


OJ990517 12.9A29.C9. 


ol. ts 


Method 


TBLASTX: 


Soybean 






Start 


12498 






End 


13412 






GI 


none 






Score 


99 








Exons 


12498. 


.12656, 12503. 


.12637, 


13182. .13412, 13184 


. . 13411 






Seq. No. 


15170 






Seq. ID 


OJ990517 


_12. 9A2 9 


C9 




Gene No. 


32244 






Strand 










Start 


18134 






End 


21372 







15864 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990517_12 . 9A29 . C9 . o4 . tm Method 
13289 End 
none Score 



TBLASTX : Maize 

13708 

183 



13289. .13648, 13299 .. 13499, 13640 .. 13708, 13644. .13706 



15170 
32244 
18134 

OJ990517_12. 9A29.C9.ol.tc 

13298 

none 

13298. .13516, 13299. .13514, 
13622. .13729, 1364 4. .13727 



Seq. ID OJ990517_12.9A29.C9 
Strand 

End 21372 

Method TBLASTX : Cress 

End 13729 

Score 250 
13300. .13515, 13577. .13636, 



Seq. No. 15170 
Gene No. 32244 
Start 18134 

Name ' OJ990517_12 . 9A2 9 . C9 . o7 . tm 

Start 13740 
GI none 
Exons 13740. 

14100. 

14285. 



13940, 13742. 
,14201, 14102. 
14362, 14286. 



13915, 
14203, 
14366 



Seq. No. 15170 

Gene No. 32244 

Start 18134 

Name OJ990517_12 . 9A29 . C9 . 06 . gs 

Start 18134 

GI none 

Exons 18134. .18653, 19559 .. 19674 , 
21141. .21248 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14078 

14106 



OJ990517 12.9A29.C9 



21372 

TBLASTX: Maize 
14366 
172 

14203, 14078. .14098, 

14204, 14284. .14361, 



OJ990517 12.9A29.C9 



Seq. ID 
Strand 

End 21372 

Method GEN SCAN 

End 21248 

Score . 8 
20072. .20233, 20602 



,20724, 



Seq. No. 15170 

Gene No. 32244 

Start 18134 

Name OJ9 905 17_12 . 9A29 . C9 . o3 . gp 

Start 19804 

GI 21070_1.R1084 

Exons 19804. .20233, 20602 .. 20724 , 

GI Descrip. ' 4 9284 60/gb | AAD33596 . 1 | AF133127_1 
h [Hevea brasiliensis] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
21141. .21372 
6.0e-28 



OJ990517 12.9A29.C9 



21372 
AAT/GAP 
21372 
1452 



(AF133127) thioredoxin 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



15170 Seq. ID 

32244 Strand 

18134 End 

OJ990517_12. 9A29.C9.o8. tm Method 

19996 End 

none * Score 

19996. .20022, 20000 .. 20029, 20100 

20191. .20247, 20359 .. 20391, 21138 

15170 Seq. ID 

32244 Strand 

18134 End 

OJ990517_12. 9A29.C9.o2.np Method 

20084 End 



OJ990517_12.9A29,C9 
21372 

TBLASTX: Maize 
21261 
40 

20234, 20105. .20239, 
21254, 21139.. 21261 

OJ990517_12.9A29.C9 

21372 
AAT/NAP 
21242 



15865 



GI 


4928460 


Score 


289 




Exons 


20084 . .20233, 20602 .. 20724 , 


21141. .21242 




GI Descrip. 


(AF133127) thioredoxin h [Hevea brasiliensis ] 




Seq. No. 


15170 


Seq. ID 


OJ990517 


_12. 9A29.C9 


Gene No . 


O O O A A 

32244 


Strand 






Staxt 


18134 


End 


21372 




Name 


OJ990517 12 . 9A29 . C9 . 06 . tm 


Method 


TBLASTX: 


Maize 


Start 


20598 


End 


20736 




GI 


none 


Score 


151 




Exons 


20598. .20732, 20599 20736, 


20599. .20724, 20619 


. .20732 


Seq. No. 


15171 


Seq. ID 


OJ990517 


_12.9A29.C10 


Gene No. 


32245 


Strand 


+ 




Start 


1566 


End 


10404 




Name 


OJ990517 12 . 9A29 . CIO . ol . gs 


Method 


GENSCAN 




Start 


1566 


End 


10404 




GI 


none 


Score 


.65 




Exons 


1566.. 1650, 1731.. 1856, 2173 


. .2332, 2380. .2430, 


2549. .2580, 




3772.. 4029, 4636.. 4677, 5257 


..9417, 9847. .9983, 


10363. .10404 


Seq. No. 


15171 


Seq. ID 


OJ990517 


_12.9A29.C10 


Gene No. 


32245 


Strand 


+ 




btart 


1566 


End 


10404 




Name 


OJ990517 12 . 9A29 . C10 . ol ,np 


Method 


AAT/NAP 




Start 


5265 


End 


94 3*4 




GI 


4234852 


Score 


4435 




Exons 


5265.. 5425, 5468.-9434 








GI Descrip. 


(ArUo^ijj) gag-pol poiyprote 


in [Zea mays] 




Seq. No. 


15171 


Seq. ID 


OJ990517 


_12. 9A29.C10 


Gene No. 


32246 


Strand 


+ 




Start 


21750 


End 


26226 




Name 


OJ990517 12.9A29.C10.o4.gs 


Method 


GENSCAN 




Start 


21750 


End 


25830 




GI 


none 


Score 


.79 




Exons 


21750. .22160, 22292 .. 224 68 , 


22597. .22721, 22789 


. .22921, 




23026. .23175, 23265 .. 23318 , 


24886. .24987, 25039 


. .25830 



Seq. No. 15171 

Gene No. 3224 6 

Start 21750 

Name OJ990517_12 . 9A29 . C10 . o3 . np 

Start 21762 

GI 4850399 
Exons 



Seq. ID OJ990517_12.9A29.C10 

Strand + 

End 26226 

Method AAT/NAP 

End 26226 

Score 1433 



21762. .22160, 22292 .. 224 68 , 22597 .. 2272 1 , 22789 .. 22921 , 
23026. .23175, 232 65 .. 23318 , 23588 .. 23692 , 24026 .. 24085 , 
24181. .24255, 24339 .. 24 392 , 24 886 .. 25011 , 25066 .. 25270 , 
25340. .25752, 2584 9.-25887, 25921 25980 , 26079. .26226 
GI Descrip. (AC007357) F3F19.18 [Arabidopsis thaliana] 



Seq. No. 15171 Seq. ID 

Gene No. 3224 6 Strand 

Start 21750 End 

Name OJ990517_12 . 9A29 . C10 . o5 . gp Method 

Start 24898 End 

GI 427365 Score 



OJ990517_12. 9A29.C10 
+ 

26226 
AAT/GAP 
25334 
681 



15866 



Exons 24898. .24987, 25066.. 25334 

GI Descrip. 4 8 50 39 9 /gb I AAD31069 . 1 | AC007357_18 1.0e-13 (AC007357) F3F19.18 
[Arabidopsis thaliana] 



Seq. No. 15171 Seq. ID 

Gene No. 32247 Strand 

Start ' 73 End 

Name OJ990517_12 . 9A29 . CIO . ol . gp Method 

Start 73 End 

GI none Score 

Exons 73.. 539 



OJ990517_12.9A29.C10 
539 

AAT/GAP 

539 

875 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15171 
32248 
11804 

OJ990517_12 . 9A29 . CIO . o2 . gs 
11804 



OJ990517 12.9A29.C10 



none 
11804 , 
13414, 
14704, 



Seq. ID _ 
Strand 

End 17806 
Method GENSCAN 
End 16626 
Score .87 
11947, 12405. .12506, 12599 .. 12703, 12785 12889, 
13455, 13694. .13852, 14205 .. 14314 , 14 424 14565, 
14850, 14933. .15007, 15083 .. 15292 , 15383 15586, 



.15674. .15793, 15903 .. 16012 , 16193 16337 , 16426.. 16626 



Lit 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



15171 
32248 
11804 

OJ990517_12 . 9A29 . C10 . o2 . gp 
12008 

25545_1.R1084 

12008. .12506, 12599. .12703, 



OJ990517 12.9A29.C10 



Seq. ID 
Strand 

End 17806 
Method AAT/GAP 
End 12827 
Score 1247 
12785. .12827 

, 1170619/sp|Q07970|KATA_ARATH 5.0e-47 KINESIN-LIKE PROTEIN A 

>gi_479594_pir S34830 kinesin-related protein katA - 

Arabidopsis thaliana >gi_303502_dbj_BAA01972_ (D11371) 
kinesin-like motor protein heavy chain [Arabidopsis thaliana] 
>gi_2911084_emb_CAA17 54 6. 1_ (AL021960) kinesin-related protein 
katA [Arabidopsis thaliana] ' 



15171 
32248 
11804 
OJ990517 
12330 
1170619 
12330. .1 
13414. .1 
14704. .1 
15674. .1 
KINESIN 
protein 
(D11371) 
thaliana 
protein 



_12.9A29.C10.o2.np 



Seq. ID OJ990517_12.9A29.C10 
Strand 

End 17806 
Method AAT/NAP 
End 17806 
Score 1528 
12785. . 12889, 13045. 
14205. . 14314, 14424 . 
15083. . 15288, 15379. 
16193. .16344, 17752. 
A gi|479594 |pir| IS34830 kinesin-related 
katA - Arabidopsis thaliana gi | 303502 | dbj | BAA01972 | 

kinesin-like motor protein heavy chain [Arabidopsis 
] gi|2911084 | emb | CAA1754 6 . 1 | (AL021960) kinesin-related 
katA [Arabidopsis thaliana] 



2506, 
3616, 
4850, 
5793, 
LIKE 



12599. . 
13694. . 
14933. . 
15903. . 
PROTEIN 



12703, 
13852, 
15007, 
16012, 



,13126, 
14565, 

,15586, 
17806 



Seq. No. 15171 Seq. ID 

Gene No. 32248 Strand 

Start 11804 End 

Name OJ990517_12. 9A29 . C10 . o3 . gp Method 



OJ990517_12 . 9A29.C10 

17806 
AAT/GAP 



15867 



Start 15755 End 16620 

GI uC-osflM202097d05bl Score 874 

Exons 15755. .15793, 15903 .. 16012 , 16193 16337 , 16426.. 16620 

GI Descrip. ' 1170 620/sp | P4 6864 | KATB_ARATH 4.0e-19 KINESIN-LIKE PROTEIN B 

>gi_1084341_pir S48019 kinesin-related protein katB - 

Arabidopsis thaliana >gi_1438842_dbj_BAA04673_ (D21137) heavy 
chain polypeptide of kinesin-like protein [Arabidopsis 
thaliana] 1 



Seq. No. 15171 

Gene No. 32248 

Start 11804 

Name OJ990517_12 . 9A29 . C10 . o4 . gp 

Start 16746 

GI 63359_1.R1084 

Exons 16746.. 17108 

GI Descrip. 1 5262763/emb | CAB45911 . 1 | 9. 

[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_12.9A29.C10 

17806 
AAT/GAP 
17108 
645 



Oe-09 (AL080283) putative protein 



Seq. No. 15171 

Gene No. 32249 

Start 19294 

Name OJ990517_12 . 9A29 . C10 . ol . tm 

Start 5357 . 

GI none 

Exons 5357.. 5935, 5358.. 5966, 5976. 
- 6303.. 6368 



OJ990517_12.9A29.C10 
20730 

TBLASTX: Maize 

6368 

586 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6107, 6047. .6088, 6212. .6262, 



Seq. No. 15171 

Gene No. 32249 

Start 19294 

Name OJ990517_12 . 9A29 . C10 . o4 . tw 

Start 6288 

GI none 

Exons 6288.. 6485, 6555.. 6725 



Seq. ID OJ990517_12.9A29.C10 
Strand 

End 20730 

Method TBLASTX : Wheat 

End 6725 

Score 110 



Seq. No. 15171 

Gene No. 3224 9 

Start 19294 

Name OJ990517_12 . 9A29 . C10 . o3 . ts 

Start 6582 

GI none 

Exons 6582.. 6968, 6593.. 6799 



Seq. ID -OJ990517_12.9A29.C10 
Strand 

End 20730 

Method TBLASTX : Soybean 

End 6968 

Score 344 



Seq. No. 15171 

Gene No. 32249 

Start 19294 

Name OJ990517_12 . 9A29 . C10 . o2 . tw 

Start 6744 

GI none 

Exons 6744.. 6983, 6758.. 6982, 7023. 
7308. .7406 



Seq. ID OJ990517_12. 9A29.C10 
Strand 

End 20730 

Method TBLASTX : Wheat 

End:- 7406 

Score 252 

.7328, 7046. .7306, 7307. .7381, 



Seq. No. 15171 

Gene No. 32249 

Start 19294 

Name OJ990517 12 . 9A29 . C10 . 08 . tm 



Seq. ID OJ990517_12. 9A29.C10 
Strand 

End 20730 

Method TBLASTX : Maize 



15868 




Start 


6759 








End 


7217 




GI 


none 








Score 


128 




Exons 


6759. .6983, 


7032 


. .7217, 


7034. 


. .7195 






Seq. No. 


15171 








Seq. ID 


OJ990517_12.9A29 


.C10 


Gene No. 


3224 9 








Strand 






Start 


19294 








End 


,20730 




Name 


OJ990517 12 


. 9A29 


.C10.O4 


.tc 


Method 


TBLASTX: Cress 




Start 


7023 








End 


7403 




GI 


none 








Score 


127 




Exons 


7023. .7223, 


7236 


. .7403 










Seq. No. 


15171 








Seq. ID 


OJ990517_12.9A29 


.C10 


Gene No. 


3224 9 








Strand 






Start 


19294 








End 


20730 




Name 


OJ990517 12 


. 9A29 


.C10.o6 


.ts 


Method 


TBLASTX : Soybean 




Start 


7023 








End 


7409 




GI 


none 








Score 


190 




Exons 


7023. .7232, 


7025 


. .7204, 


7236. 


.7409 






Seq. No. 


15171 








Seq. ID 


OJ990517_12. 9A29 


.C10 


Gene No. 


32249 








Strand 






Start 


13Z 94 








End 


20730 




Name 


''OJ990517 12, 


. 9A29 


.C10.O2 


.ts 


Method 


TBLASTX : Soybean 




Start 


7920 








End 


8357 




GI 


5509260 








Score 


365 




Exons 


7920. .8357, 


7927 


. .7953, 


8009. 


.8281, 8324. .8356 




GI Descrip. 


_ 














Seq. No. 


15171 








Seq. ID 


OJ990517_12.9A29 


.C10 


Gene No. 


32249 








Strand 






Start 


19294 








End 


20730 




Name 


OJ990517 12, 


. 9A2 9 


■C10.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


8007 








End 


8267 




GI 


none 








Score 


249 




Exons 


8007. .8267, 


8009 


. .8245 










Seq. No. 


15171 








Seq. ID 


OJ990517_12,9A29 


.C10 


Gene No. 


32249 








Strand 






Start 


19294 








End 


20730 




Name 


OJ990517 12. 


. 9A2 9 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


8048 








End 


8828 




GI 


none 








Score 


364 




Exons 


8048. .8395, 


8049 


. .8393, 


8049. 


.8402, 8378. .8824, 8379. .8828 


Seq. No. 


15171 








Seq. ID 


OJ990517_12.9A29 


.C10 


Gene No. 


32249 








Strand 






Start 


19294 








End 


20730 




Name 


OJ990517 12, 


, 9A29 


.C10.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


8049 








End 


8492 




GI 


none 








Score 


275 




Exons 


8049. .8357, 


8066 


. .8356, 


8391. 


.8492 






Seq. No. 


15171 








Seq. ID 


OJ990517_12.9A29 


.C10 


Gene No. 


32249 








Strand 






Start 


19294 








End 


20730 




Name 


OJ990517 12. 


9A29 


.C10. 06 


.tm 


Method 


TBLASTX: Maize 





15869 




Start 


8493 


End 


8924 




GI 


none 


Score 


81 




Exons 


8493. .8654, 8628. .8924, 8768. .8923 






Seq. No. 


15171 


Seq. ID 


OJ990517JL2.9A29 


.C10 


Gene No. 


32249 


Strand 






Start 


19294 


End 


20730 




Name 


OJ990517 12. 9A29.C10.o5.ts 


Method 


TBLASTX : Soybean 




Start 


8814 


End 


9380 




GI 


none 


Score 


131 




Exons 


8814.. 8996, 9009.. 9200, 9189.. 9380 






Seq. No. 


15171 


Seq. ID 


OJ990517_12.9A29 


.C10 


Gene No. 


32249 


Strand 






Start 


19294 


End 


20730 




Name 


OJ990517 12. 9A29.C10.ol0. tm 


Method 


TBLASTX : Maize 




Start 


8937 


End 


9395 




GI 


none 


Score 


55 




Exons 


8937.. 8996, 8979.. 9155, 9204 


. .9395 






Seq. No. 


15171 


Seq. ID 


OJ990517_12.9A29 


.C10 


Gene No. 


32249 


Strand 






Start 


19294 


End 


20730 




Name 


OJ990517 12.9A29.C10.o3.tw 


Method 


TBLASTX * Wheat 

X i— J 1 tiiU 1 * Fill ^ C* w 




Start 


8984 


End 


9383 




GI 


none 


Score 


282 




Exons 


8984. .9217, 8988. .9383 








Seq. No. 


15171 


Seq. ID 


OJ990517_12.9A29 


. C10 


Gene No. 


32249 


Strand 






Start 


19294 


End 


20730 




Name 


OJ990517 12.9A29.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


12321 


End 


16340 




GI 


none 


Score 


173 




Exons 


12321. .12530, 12367. .12516, 


12599. .12706, 12606. . 12704, 






12785. .12892, 12789 .. 12896, 


13045. .13131, 13046. .13132, 






13413. .13541, 13542. .13622, 


13573. .13620, 13685. . 137 95, 






13692. .'13784, 13790-. .13855, 


14181. .14291, 14187. . 14 324, 






141 97.. 14 340, 14422. .14520, 


14 509. .14 565, 14702. .14 848, 






14704 . . 14853, 14 934 . . 15008, 


15083. .15286, 15380. .15577, 






15444. .15572, 16203. .16340 








Seq. No. 


15171 


Seq. ID 


OJ990517_12.9A29. 


C10 


Gene No. 


32249 


Strand 






Start 


19294 


End 


20730 




Name 


OJ990517 12.9A29.C10.ol.ts 


Method 


TBLASTX: Soybean 




Start 


12324 


End 


12820 




GI 


none 


Score 


175 




Exons 


12324 .. 12530, 12355 .. 12516, 


12599. .12703, 12606. .12704, 






12788. .12820, 12789. .12818 








Seq. No. 


15171 


Seq. ID 


OJ990517_12. 9A29. 


C10 


Gene No. 


32249 


Strand 






Start 


19294 


End 


20730 




Name 


OJ990517 12.9A29.C10.o5.tm 


Method 


TBLASTX: Maize 




Start 


12457 


End 


12892 




GI 


none 


Score 


68 





15870 



Exons 12457. . 12516, 124 59 .. 12530, 12593 12700, 12599 12703, 

12606. . 12704, 12609 12707, 12783 .. 12845, 12788 .. 12892, 
12789. . 12878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15171 
32249 
19294 
OJ990517 
13407 
none 
13407 
13685 
14181 
14419 



12. 9A29.C10.o4 .ts 



13532, 
13795, 
14300, 
14511 



13411. 
13692. 
14187. 



13530, 
13778, 
14315, 



Seq. ID OJ990517_12.9A29.C10 

Strand 
• End • 20730 

Method TBLASTX : 

End 14511 

Score 104 
13569. .13622, 13576. 
13775. .13855, 13796. 
14197. .14304, 14204. 



: Soybean 



13620, 
13873, 
14308, 



Seq. No. 15171 

Gene No. 32249 

Start 19294 

Name OJ990517_12 . 9A29 . C10 . o4 . tm 

Start 13539 

GI none 

Exons 13539. . 13622, 1354 6 .. 13620, 
13694. .13855, 13696. .13881 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_12.9A29.C10 
20730 

TBLASTX: Maize 

13881 

116 



13547. .13621, 13685. .13855, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15171 
32249 
19294 
OJ990517 
14195 
none 
14195 
14417 
14704 
14946 
15081 
15381 
15676 
16194 



12. 9A29.C10.o2.tm 



. 14245, 
. 14470, 
. 14748, 
. 15008, 
. 15287, 
. 15587, 
. 15795, 
.16340, 



4243. 
4422. 
4749. 
4950. 
5083. 
5386. 
5900. 
6213. 



14260, 
14565, 
14856, 
15012, 
15313, 
15592, 
16013, 
16338, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
14280. . 14324, 



OJ990517 12.9A29.C10 



20730 

TBLASTX: Maize 
16563 
49 

14281. .14316, 
14507. .14 566, 14 701. .14757, 
14750. .14 851, 14 904. .15008, 
14 977. .15018, 15029. .1528 6, 
15112. .15330, 15377. . 1558 6, 
15665. .157 93, 15672 .. 1574 0, 
15918. .16013, 16192. .16338, 
16426. .16563, 16433. .16555 



Seq. No. 


. 15171 






Seq. ID 


OJ990517 


_12. 9A29 


.C10 


Gene No. 


32249 






Strand 








Start 


19294 






End 


20730 






Name 


OJ990517 12.9A29.C10 


.08. ts 


Method 


TBLASTX : 


Soybean 




Start 


15170 






End 


15551 






GI 


none 






Score 


63 






Exons 


15170. 


.15286, 15171. 


.15281, 


15377. . 15550, 15441 


. .15551 




Seq. No. 


15171 






Seq. ID 


OJ990517 


_12.9A2 9 


.C10 


Gene No. 


32249 






Strand 








Start 


19294 






End 


20730 






Name 


OJ990517 12.9A29.C10 


.o3.gs 


Method 


GENSCAN 






Start 


19294 






End 


20730 






GI 


none 






Score 


.89 






Exons 


19294. 


.19412, 20325. 


.20730 










Seq. No. 


15171 






Seq. ID 


OJ990517 


JL2.9A29 


.C10 


Gene No. 


32250 






Strand 









15871 



Start 
Name ■ 
Start 
GI 

Exons 



21743 End 

OJ990517_12 . 9A29 . CIO . oil . tm Method 

21743 End 

none Score 
21743. .21856, 21744.. 21908 



21908 

TBLASTX: Maize 

21908 

199 



Seq. No. 15171 

Gene No. 32251 

Start 21819 

Name OJ990517_12 . 9A29 . CIO . o2 . tc 

Start 21819 

GI none 

Exons 21819. .21950, 21981.. 22151 

Seq. No. 15171 

Gene No. 32252 

Start 22351 

Name OJ990517_12 . 9A29 . CIO . o7 . ts 

Start 22351 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_12.9A29.C10 
22151 

TBLASTX: Cress 

22151 

114 



Seq. ID OJ990517_12.9A29.C10 
Strand 

End 22885 

Method TBLASTX : Soybean 

End 22731 

Score 161 

22351. .22452, 22352 224 68 , 22582 .. 22731 , 22599.. 22721 



Seq. No. 15171 

Gene No. 32252 

Start 22351 

Name OJ990517_12 . 9A29 .CIO . o9 . tm 

Start 22594 

GI none 

Exons 22594. .22752, 22594 
22786.-22824, 22787 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_12.9A29.C10 
22885 

TBLASTX: Maize 

22885 

216 



22722, 22595. .22723, 22599 .. 22748 , 
22831, 22790. .22885, 22791.. 22877 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15171 

32253 

23104 

OJ9905 

23104 

none 

23104. 

23264. 

24020. 

24336. 

24888. 

25064. 

25273. 

25823. 



17 12.9A29.C10.o3.tm 



,23175, 
23320, 

,24088, 
24395, 

,24998, 
25267, 
25356, 

,25981, 



23106. 
23368. 
24020. 
24338. 
24888. 
25066. 
25385. 
25872. 



,23168, 
.23418, 
.24085, 
.24391, 
.24989, 
.25278, 
.25453, 
.25979, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 12.9A29.C10 



26126 

TBLASTX: Maize 
26126 
103 

23262. .23321/ 23263 .. 23319, 
23594. .23692, 23596 .. 23691 , 
24160^.24258, 24 18 1 .. 24255, 
24338. .24427, 24884 .. 24964 , 
24889. .24999, 25063 .. 25269, 
25268. .25372, 25269.-2534 6, 
25523.-25753, 25523.-25756, 
25879. .25986, 26079.. 26126 



Seq. No. 15171 

Gene No. 32253 

Start 23104 

Name OJ990517_12 . 9A29 . CIO . o9 . ts 

Start 24053 

GI none 

Exons 24053. .24088, 24 160 .. 24258 , 
24339. .24389, 24 885 .. 24 989, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 12.9A29.C10 



26126 

TBLASTX : Soybean 
24990 
57 

24181. .24255, 24336 .. 24392 , 
24889. .24990 



Seq. No. 
Gene No. 



15172 
32254 



Seq. ID OJ990517_12.9A29.C11 
Strand + 



1587 



2 




Start 


1 




End 


454 


Name 


OJ990517 12. 


9A29.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


454 


GI 


2442924 




Score 


540 


Exons 


1..31, 179.. 


454 






GI Descrip. 


5262763/embl CAB45911.il 9.0e 


-09 (AL080283) putative protein 




[Arabidopsis 


; thaliana] 






Seq. No. 


15172 




Seq. ID 


OJ990517_12.9A29.C11 


Gene No. 


32254 




Strand 


+ 


Start 


1 




End 


454 


Name 


OJ990517 12. 


9A29.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


325 


GI 


5262763 




Score 


164 


Exons 


1..31, 179.. 


325 






GI Descrip. 


(AL080283) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


15172 




Seq. ID 


OJ990517_12.9A29.C11 


Gene No. 


32255 




Strand 


+ 


Start 


1159 




End 


2581 


Name 


OJ990517 12. 


9A29.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


1133 




End 


2409 


GI 


none 




Score 


114 


Exons 


1133. .1300, 


1187.. 1291, 1191 


..1301, 1455. .1619, 1456. .1623, 




1459. .1626, 


2323.. 2409, 2329 


. .2409 




Seq. No. 


15172 




Seq. ID 


OJ990517_12 . 9A29 . Cll 


Gene No. 


32255 




Strand 


+ 


Start 


1159 




End 


2581 


Name 


OJ990517 12. 


9A29.Cll.o2.gp 


Method 


AAT/GAP 


Start 


1159 




End 


1615 


GI 


17023 1.R1084 


Score 


422 


Exons 


1159. .1293, 


1457. .1615 






GI Descrip. 


1 4508073/gb| AAD21417. 1 | 1. Oe 


-15 (AC005 


882) 43220 [Arabidops. 




thaliana] ' 








Seq. No. 


15172 




•Seq. ID 


OJ990517_12.9A29.C11 


Gene No. 


32255 




Strand 


+ 


Start 


1159 




End 


2581 


Name 


OJ990517 12. 


9A29.Cll.ol.gs 


Method 


GENSCAN 


Start 


1173 




End 


2541 


GI 


none 




Score 


.47 


Exons 


1173. . 1293, 


1457.. 1623, 2332 


. .2541 




Seq. No. 


15172 




Seq. ID 


OJ990517_12.9A29.C11 


Gene No. 


32255 




Strand 


+ 


Start 


1159 




End 


2581 


Name 


OJ990517 12. 


9A29.Cll.o2.np 


Method 


AAT/NAP 


Start 


1176 




End 


2581 


GI 


1706368 




Score 


232 


Exons 


1176. . 1293, 


1457.. 1623, 2332 


. .2581 




GI Descrip. 


DIHYDROFLAVONOL-4 -REDUCTASE 


(DFR) (DIHYDROKAEMPFEROL 




4 -REDUCTASE) 


gi I 320557 | pir | UQ1688 dihydrokaempf erol 4-redu< 




(EC 1.1.1.219) - Arabidopsis 


thaliana 


gi|166686 (M86359) 



dihydrof lavonol 4-reductase [Arabidopsis thaliana] 

gi | 6045053 | db j |BAA85261.1| (AB033294) dihydrof lavonol 

4-reductase [Arabidopsis thaliana] 



15873 



Seq. No. 15172 

Gene No. 32255 

Start 1159 

Name OJ990517_12 . 9A29 . Cll . ol . tw 

Start 1205 

GI none 
Exons 



Seq. ID OJ990517_12.9A29.C11 

Strand + 

End 2581 

Method TBLASTX : Wheat 

End 2446 

Score 117 



1205. .1297, 1206. .1298, 14 59 1605, 14 60 1567 , 1464. .1619, 
1465. .1623, 2329..2442, 2358. .2441, 2366. .2446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15173 
32256 
1 

OJ990517_12. 9A29.C12 .ol.np 
1 

6689826 



Seq. ID OJ990517_12.9A29.C12 

Strand + 

End 924 

Method AAT/NAP 

End 924 

Score 189 



1..96, 184. .299, 402. .696, 790. .924 

(AF092912) DFR-like protein [Arabidopsis thaliana] 



i;n 
ru 
a 

U! 

*S ST 

i'Li 
Q 

;. ; 

Q 

r ~ : 

Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15173 
32256 
1 

OJ990517_12 . 9A29 . C12 . ol . gs 

166 

none 

166. .340, ,443. .677, 768. .918 

15173 
32257 
990 

OJ990517_12.9A29.C12.ol.tm 

208 

none 



Seq. ID OJ990517_12.9A29.C12 

Strand + 

End 924 

Method GENSCAN 

End 918 

Score .9 ' 



Seq. ID OJ990517_12.9A29.C12 
Strand 

End 1520 

Method TBLASTX : Maize 

End 632 

Score 117 



208. .345, 210. .344, 220. .348, 415. .549, 426. .548, 442. .549, 
585.. 632, 586.. 630 



15173 
32257 
990 

OJ990517_12 . 9A29 . C12 . o2 . gs 

990 

none 



Seq. ID OJ990517_12.9A29.C12 
Strand 

End 1520 

Method GENSCAN 

End 1520 

Score .78 



990. .1168, 1307. .1411, 1472. .1520 



Seq. No. 15174 

Gene No. 32258 

Start 48 

Name OJ990517_12 . 9A29 . C15 . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ990517_12.9A29.C15 

Strand + 

End 606 

Method TBLASTX : Mai ze 

End 600 

Score 53 



2. .58, 2. .58, 6. .71, 57. .587, 66. .416, 73. .591, 179. .586, 
412. .600 



Seq. No. 15174 

Gene No. 32258 

Start 48 

Name OJ990517_12 . 9A29 . C15 . ol . gs 



Seq. ID OJ990517_12.9A29.C15 

Strand + 

End 606 

Method GENSCAN 



15874 




Start 


48 




End 


606 




GI 


none 




Score 


.75 




Exons 


48. .606 










Seq. No. 


15174 




Seq. ID 


OJ990517_12.9A29 


.C15 


Gene No. 


32258 




Strand 


+ 




Start 


48 




End 


606 




Name 


OJ990517 12.9A29.C15.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


201 




End 


572 




GI 


none 




Score 


210 




Exons 


201.. 572 










Seq. No. 


15174 




Seq. ID 


OJ990517_12.9A29 


.C15 


Gene No. 


32258 




Strand 


+ 




Start 


48 




End 


606 




Name 


OJ990517 12. 9A29.C15.ol 


. ts 


Method 


TBLASTX : Soybean 




S t a r t 


210 




End 


587 




GI 


none 




Score 


221 




Exons 


210. . 587 










Seq. No. 


15175 




Seq. ID 


OJ990517 12.9A29 


.C17 


Gene No. 


32259 




Strand 






Start 


56 




End 


566 




Name 


OJ990517 12.9A29.C17.ol, 


.np 


Method 


AAT/NAP 




Start 


56 




End 


566 




GI 


2347189 




Score 


138 




Exons 


56. . 566 










GI Descrip. 


(AC002338) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


15175 




Seq. ID 


OJ990517_12. 9A29 


.C17 


Gene No. 


32259 




Strand 






Start 


56 




End 


566 




Name 


OJ990517 12.9A29.C17.ol, 


.gs 


Method 


GENSCAN 




Start 


92 




End 


522 




GI 


none 




Score 


.71 




Exons 


92. .522 










Seq. No. 


15175 




Seq. ID 


OJ990517_12.9A29 


.C17 


Gene No. 


32259 




Strand 






Start 


56 




End 


566 




Name 


OJ990517 12. 9A29.C17.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


287 




End 


4 93 




GI 


none 




Score 


80 




Exons 


287. .397, 300. .374, 332. 


. .382, 


398. .493, 


399. .485, 410..' 


493 


Seq. No. 


15176 




Seq. ID 


OJ990517_12.9A29 


.C19 


Gene No. 


32260 




Strand 






Start 


78 




End 


3186 




Name 


OJ990517 12. 9A29.C19.o2, 


.np. 


Method 


AAT/NAP 




Start 


78 




End 


3186 




GI 


1706370 




Score 


317 




Exons 


78. .283, 384. .621, 1031. 


. .1190, 


2055. .2255, 2509. .2675, 






3016. .3186 










GI Descrip. 


DIHYDROFLAVONOL- 4 -REDUCTASE (DFR) ( DIHYDROKAEMPFER0L 





4 -REDUCTASE ) gi | 1067127 | emb | CAA91924 | (Z67983) dihydrof lavonol 
4-reductase [ Dianthus caryophyllus] 



15875 



Seq. No. 15176 Seq. ID OJ990517_12.9A29.C19 

Gene No. 32260 Strand 

Start 78 End 3186 

Name OJ990517_12 . 9A29 . C19 . ol . np Method AAT/NAP 

Start 122 End 3150 

Gl 6689826 Score 570 

Exons 122.. 283, 387.. 621, 1031.. 1190, 2055.. 2255, 2509.. 2675, 
3016.. 3150 

GI Descrip. (AF092912) DFR-like protein [Arabidopsis thaliana] 



Seq. No. 15176 

Gene No. 32260 

Start 78 

Name OJ990517_12. 9 A2 9.C19.ol.gs 

Start 162 

GI none 
Exons 



Seq. ID OJ990517_12.9A29.C19 
Strand 

End 3186 

Method GENSCAN 

End 3138 

Score .81 



162.. 283, 3.84.. 621, 1031.. 1190, 2055.. 2255, 2509.. 2646, 
3016.. 3138 



Seq. No. 15176 Seq. ID 

Gene No. 32261 Strand 

Start 4371 End 

Name OJ990517_12 . 9A29 .C19 . o2 . gs Method 

Start 4371 End 

GI none Score 

Exons 4371. .4588, 4615. .4964, 5697. .5737 



OJ990517_12.9A29.C19 

5737 
GENSCAN 
5737 
.51 



Seq. No. 15176 

Gene No. 32262 

Start 5708 

Name OJ990517_12 . 9A29 . C19 . ol . tw 

Start 2142 

GI none 

Exons 2142.. 2258, 2143.. 2298, 2143. 

2533.. 2676, 3011.. 3064, 3012. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 12.9A29.C19 



5920 

TBLASTX: Wheat 
3106 
74 

2226, 2145. .2258, 2501. .2683, 
3065, 3064. .3105, 3065. .3106 



OJ990517 12.9A29.C19 



Seq. No. 15176 Seq. ID 

■Gene No. 32262 Strand 

Start 5708 End 

Name OJ990517_12 . 9A29 . C19 . ol . tm Method 

Start 2178 End 

GI none Score 

Exons 2178. .2258, 2465. .2683, 2509. .2676, 3008. .3064, 3012 

3020. .3067, 3064. .3150, 3068. .3151 



5920 

TBLASTX: Maize 

3151 

208 



.3062, 



Seq. No. 15176 Seq. ID OJ990517_12 . 9A2 9 . C19 

Gene No. 32262 Strand 

Start 5708 End 5920 ' 

Name OJ990517_12 . 9A29 . C19 . ol . gp Method AAT/GAP 

Start 5708 End 5920 

GI LIB3432-015-P1-K1-B3 Score 311 

Exons 5708.. 5809, 5840.. 5920 

GI Descrip. ' 5262763/emb | CAB45911 . 1 | 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



15176 
32262 



Seq. ID 
Strand 



OJ990517 12.9A29.C19 



15876 




Start 


5708 


End 


5920 




Name 


OJ990517 12.9A29.C19.o3.np 


Method 


AAT/NAP 




Start 


5764 


End 


5920 




GI 


3894187 


Score 


128 




Exons 


5764. .5920 








GI Descrip. 


(AC005662) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


15177 


Seq. ID 


OJ990517 


12.9A29.C20 


Gene No. 


32263 


Strand 


+ 




Start 


440 


End 


1653 




Name 


OJ990517 12. 9A29.C20.o2.np 


Method 


AAT/NAP 




Start 


440 


End 


1653 




GI 


6721543 


Score 


90 




Exons 


440. .568, 1219. .1294, 1613. .1653 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


15177 


Seq. ID 


OJ990517 


_12 . 9A29.C20 


Gene No. 


32264 


Strand 






Start 


186 


End 


286 




Name 


OJ990517 12.9A29.C20.ol.np 


Method 


AAT/NAP 




Start 


186 


End 


286 




GI 


5777617 


Score 


80 




Exons 


186. .286 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


15177 


Seq. ID 


OJ990517 


_12.9A29.C20 


Gene No. 


32265 


Strand 






Start 


1078 


End 


5429 




Name 


OJ990517 12. 9A29.C20.ol.gp 


Method 


AAT/GAP 




Start 


800 


End 


1253 




GI 


LIB3431-045-P1-N1-A10 


Score 


836 




Exons 


800. .1253 








GI Descrip. 


, 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 2, clone : P04 37H03 (contig b) f 




Seq. No. 


15177 


Seq. ID 


OJ990517 


_12 . 9A29.C20 


Gene No. 


32265 


Strand 






Start 


1078 


End 


5429 




Name 


OJ990517 12.9A29.C20.ol.gs 


Method 


GENSCAN 




Start 


1078 


End 


5388 




GI 


none 


Score 


.68 




Exons 


1078.. 1238, 1389.. 1591, 1596. 


.1643, 1707. .1838, 


2085. .2182, 




2209. .2334, 2427. .2633, 2812. 


.3063, 3154. .3564, 


3739. .3985, 




4091. .4241, 4688. .4879, 5295. 


.5388 






Seq. No. 


15177 


Seq. ID 


OJ990517 


_12.9A29.C20 


Gene No. 


32265 


Strand 






Start 


1078 


End 


5429 




Name 


OJ990517 12. 9A29.C20.o3.np ■ 


Method 


AAT/NAP 




Start 


1357 


End 


5429 




GI 


5441880 


Score 


2940 




Exons 


1357.. 1591, 1707.. 1838, 2085. 


.2182, 2427.. 2685, 


2765. .3063, 




3649. .3985, 4091. .4241, 4802. 


.5116, 5374.. 5429 





GI Descrip. (AP000367) EST C28 952 (C62 945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



15877 






Seq. No. 


15177 


Seq. ID 


OJ990517 12. 9A29.C20 




Gene No. 


32265 


Strand 






Start 


1078 


End 


5429 




Name 


OJ990517 12.9A29.C20.o2.gp 


Method 


AAT/GAP 




Start 


2435 


End 


2937 




GI 


LIB3475-007-P1-K1-G8 


Score 


790 




Exons 


2435.-2685, 2765.. 2937 








GI Descrip. 


•5441880/dbj IBAA82378.1-I 5.0e- 


■75 (AP000367) EST C28952 (C62945 






corresponds to a region of the predicted gene.; Similar to ma 






transposon MuDR mudrA protein. 


(AC003981) [Oryza sativa] ■ 




Seq. No. 


15178 


Seq. ID 


OJ990517_12.9A29.C21 




Gene No. 


32266 


Strand 






Start 


183 


End 


872 




Name 


OJ990517 12.9A29.C21.ol.np 


Method 


AAT/NAP 




Start 


183 


End 


872 




GI 


5441880 


Score 


390 




Exons 


183. .214, 659. .872 








GI Descrip. 


(AP000367) EST C28952 (C62945 ) 


corresponds to a region of the 






predicted gene.; Similar to maize transposon MuDR mudrA prote 






(AC003981) [Oryza sativa] 








Seq. No. 


15178 


Seq. ID 


OJ990517_12.9A29.C21 




Gene No. 


32266 


Strand 






Start 


183 


End 


872 




Name 


OJ990517 12.9A29.C21.ol.tw 


Method 


TBLASTX: Wheat 


cn 


Start 


429 


End 


809 


ni 


GI 


none 


Score 


79 


4 31 


Exons 


429. .605, 459. .605, 490. .609, 


603. .800, 


615. .809 


U! 

, 5 : 


Seq. No. 


15178 


Seq. ID 


OJ990517_12.9A29.C21 


:= t e 


Gene No. 


32266 


Strand 




1 Li 


Start 


183 


End 


872 




Name 


OJ990517 12. 9A29.C21.ol.tm 


Method 


TBLASTX: Maize 


i" "i 

•a a; 


Start 


507 


End 


872 


! 


GI 


none 


Score 


113 




Exons 


507. .578, 642. .872, 703. .864 






W 


Seq. No. 


15178 


Seq. ID 


OJ990517_12.9A29.C21 


p 


Gene No. 


32266 


Strand 






Start 


183 


End 


872 




Name 


OJ990517 12.9A29.C21.ol.gp 


Method 


AAT/GAP 




Start 


629 


End 


872 




GI 


5701669 


Score 


477 




Exons 


629. .872 








GI Descrip. 


5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 






corresponds to a region of the 


i predicted gene.; Similar to ma. 






transposon MuDR mudrA protein. 


(AC003981) [Oryza sativa] 




Seq. No. 


15179 


Seq. ID 


OJ990517_12.9A29.C22 




Gene No. 


32267 


Strand 


+ 




Start 


1641 


End 


1805 




Name 


OJ990517 12.9A29.C22.o2.gp 


Method 


AAT/GAP 




Start 


1641 


End 


1805 




GI 


7406 1.R1084 


Score 


225 




Exons 


1641. .1805 








GI Descrip. 


, 1122315/emb|CAA63901| 7.0e-10 


' (X94191) 


heat shock protein 17 



15878 



[Pennisetum glaucum] 1 

Seq. No. 15179 Seq. ID OJ990517_12.9A29.C22 

Gene No. 32268 Strand + 

Start 8623 End 8694 

Name OJ990517_12 . 9A29 .C22 . o5 .gp Method AAT/GAP 

Start " 8623 End 8694 

GI uC-osflM202097dl0bl Score 101 

Exons 8623.-8694 

GI Descrip. ' 4062935/dbj | AB0034 95 . 1 | AB003495 3.0e-14 Oryza sativa DNA for 

dihydrof lavonol 4-reductase, complete cds 1 



Seq. No. 15179 Seq. ID OJ990517 

Gene No. 32269 Strand + 

Start 11385 End 11622 

Name OJ990517_12 . 9A29 . C22 . o4 . gs Method GENSCAN 

Start 11385 End 11622 

GI none Score . 8 

Exons 11385. .11622 



12.9A29.C22 



n 



Seq. No. 15179 Seq. ID 

Gene No. 32270 Strand 

Start 1 End 

Name OJ990517_12 . 9A2 9 . C22 . ol . gp Method 

Start 1 End 

GI 5701669 Score 

Exons 1 . .145 

GI Descrip. 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62 945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990517_12.9A29.C22 

1819 
AAT/GAP 
145 
270 



s ! Seq. No. 

jj Gene No. 

Start 

si Name 

B | Start 

H GI 

~ : « Exons 

I} GI Descrip. 



15179 Seq. ID OJ990517_12.9A29.C22 

32270 Strand 

1 End 1819 

OJ990517_12 . 9A29 . C22 . ol . np Method AAT/NAP 

1 End 750 

5441880 Score 1280 

1. .7-50 

(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

12.9A29.C22 



Seq. No. 


15179 








Seq. ID 


OJ990517 


Gene No. 


32270 








Strand 




Start 


1 








End 


1819 


Name 


OJ990517 


12.9A2 9.C22, 


.ol, 


.gs 


Method 


GENSCAN 


Start 


277 








End 


903 


GI 


none 








Score 


. 68 


Exons 


277. .903 












Seq. No. 


15179 








Seq. ID 


OJ990517 


Gene No. 


32270 








Strand 




Start 


1 








End 


1819 


Name 


OJ990517 


12.9A29.C22. 


.02. 


.np 


Method 


AAT/NAP 


Start 


763 








End 


1819 


GI 


6721543 








Score 


155 


Exons 


763. .872, 


1684. .1819 











12. 9A29.C22 



15879 



GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 



Seq. No. 15179 Seq. ID 

Gene No. 32271 Strand 

Start 2690 End 

Name OJ990517_12 . 9A29 . C22 . o2 . gs Method ' 

Start 2690 End 

GI none Score 

Exons 2690.. 2854, 2856.. 3046, 3688.. 3746, 

4411. .4570, 4668. .4877, 4962. .5137, 



OJ990517_12.9A29.C22 

9927 
GENSCAN 
5451 
.84 



3868- 
5328- 



,4002, 
,5451 



4078. .4297, 



Seq. No. 15179 Seq. ID OJ990517_12.9A29.C22 

Gene No. 32271 Strand 

Start 2690 End 9927 

Name OJ990517_12 . 9A29 . C22 . o3 . gp Method AAT/GAP 

Start 3671 End 4319 

GI 33857_1.R1084 Score 901 

Exons 3671.. 4002, 4078.. 4319 

GI Descrip. 1 4508073/gb | AAD214 17 . 1 | 5.0e-22 (AC005882) 43220 [Arabidopsis 
thaliana] 1 



Seq. No. 


15179 




Seq. ID 


OJ990517_12.9A29.C22 


Gene No. 


32271 




Strand 




Start 


2690 




End 


9927 


Name 


OJ990517 12 


.9A29.C22.o3.np 


Method 


AAT/NAP 


Start 


3846 




End 


9775 


GI 


6689826 




Score 


598 


Exons 


3846. .4010, 


4092.. 4286, 4400 


..4571, 8246. .8459, 9207. .9373, 




9643. .9775 








GI Descrip. 


(AF092912) 


DFR-like protein 


[Arabidopsis thaliana] 


Seq. No. 


15179 




Seq. ID 


OJ990517_12.9A29.C22 


Gene No. 


32271 




Strand 




Start 


2690 




End 


9927 


Name 


OJ990517 12 


.9A29.C22.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3921 




End 


7554 


GI 


none 




Score 


97 


Exons 


3921. .3986, 


. 4089. .4244, 4093 


. .4245, 7212. .7277, 7387. .7479, 




7477. .7554 









Seq. No. 15179 
Gene No. 32271 
Start 2690 

Name OJ990517JL2 . 9A29 . C22 . o2 . tm 

Start 4125 
GI none 

Exons 4125. .4244, 4126.. 4233, 4146. 

4403. .4543, 4404. .4541, 7421. 
7487. .7573, 7984. .8121, 7985. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4259, 4156 
.7468, 7424 
.8089 



OJ990517 12.9A29.C22 



9927 

TBLASTX: Maize 
8121 
75 

4302, 4248. .4301, 
7468, 7483. .7575, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15179 
32271 
2690 

OJ990517 

4403 

none 



12.9A29.C22.o2.ts 



Seq. ID OJ990517_12.9A29.C22 
Strand 
End 

Method 
End 
Score 



9927 

TBLASTX : Soybean 

9779 

80 



4403. .4570, 4677. .4736, 4767. .4880, 4995. .5087, 5335. .5424, 



15880 



5336. .5428, 7963. .8148, 8250. .8309, 8334. .8462, 9207. .9323, 
9647. .9736, 9651. .9779 



Seq. No. 15179 Seq. ID 

Gene No. 32271 Strand 

Start 269.0 End 

Name OJ990517_12 . 9A29 . C22 . ol . tm Method 

Start 4757 End 

GI none Score 
Exons 



OJ990517_12.9A29.C22 
9927 

TBLASTX: Maize 

9344 

132 



4757. .4879, 4764. .4880, 4794. .4880, 4959. .5096, 4995. .5096, 
4996. .5109, 5091. .5120, 5092. .5121, 8319. .8462, 8320. .8460, 
8322. .8489, 9201. .9329, 9207. .9344 



Seq. No. 


15179 








Seq. ID 


OJ990517 


_12.9A29.C22 


Gene No. 


32271 








Strand 






Start 


2690 








End 


9927 




Name 


OJ990517 12 


. 9A29. 


C22.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


4762 








End 


9731 




GI 


none 








Score 


108 




Exons 


4762. .4851, 


4764. 


.4880, 


•4794. 


.4880, 4995. .5138, 


4995. .5138, 




5323. .5415, 


5324. 


.5416, 


8349. 


.8462, 8350. .8436, 


9210. .9377, 




9225. .9374, 


9638. 


. 9730, 


9639. 


.9731 






Seq. No. 


* 15179 








Seq. ID 


OJ990517 


_12.9A29.C22 


Gene No. 


32271 








Strand 






Start 


2690 








End 


9927 




Name 


OJ990517 12 


. 9A29. 


C22.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4767 








End 


9772 




GI 


none 








Score 


64 




Exons 


4767. .4880, 


4983. 


.5138, 


5329. 


.5436, 8331. .8462, 


8350. .8433, 




- 9201. .9425, 


9207. 


.9377, 


9644 . 


. 9772 







Seq. No. 15179 Seq. ID OJ990517_12.9A29.C22 

Gene No. 32271 Strand 

Start 2690 End 9927 

Name OJ990517_12 . 9A29 . C22 . o4 . gp Method AAT/GAP 

Start 5013 End 5560 

GI uC-osflcyp017f04bl Score 612 

Exons 5013.. 5137, 5328.. 5560 

GI Descrip. ' 1 4508073/gb | AAD214 17 . 1 1 2.0e-17 (AC005882) 43220 [Arabidopsis 
thaliana] 1 



Seq. No. 15179 

Gene No. 32271 

Start 2690 

Name OJ990517_12 . 9A29 . C22 . o3 . gs 

Start 7140 

GI none 

Exons 7140. .7293, 7376.-7595, 7989. 

9643. . 9793, 9832. . 9927 



OJ990517_12.9A29.C22 

9927 
GENSCAN 
9927 
. 97 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8148, 8241. .8459, 9207. .9373, 



Seq. No. 15180 Seq. ID 

Gene No. 32272 Strand 

Start 441 End 

Name OJ990517JL2 . 9A2 9 . C23 . ol . gs Method 

Start 441 End 

GI none Score 



OJ990517_12.9A29.C23 
+ 

677 

GENSCAN 

677 

.49 



15881 



Exons 



441. .677 



Seq. No. 15181 

Gene No. 32273 

Start 329 

Name OJ990517_12 . 9A29 . C24 . ol . gs 

Start 329 

GI none 

Exons 329.. 514 



Seq. ID OJ990517_12.9A29.C24 

Strand 

End 514 

Method GENSCAN 

End 514 

Score . 63 



Seq. No. 15182 

Gene No. 32274 

Start 1 

Name OJ990517_12 . 9A29 . C25 . ol . np 

Start 1 

GI 5441880 

Exons 1. . 680 

GI Descrip. (APQ00367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 



Seq. ID OJ990517_12.9A29.C25 

Strand + 

End 680 

Method AAT/NAP 

End 680 

Score 510 





(AC003981 


) [Oryza sativa] 








Seq . No . 


15182 






Seq. ID 


OJ990517 12.9A29. 


C25 


Gene t<fo . 


32274 






Strand 


+ 




Start 


1 






End 


680 




Name 


OJ990517 


12.9A29.C25.ol. 


gs 


Method 


GENSCAN 




Start 


403 






End 


594 




GI 


none 






Score 


.59 




Exons 


403. .594 












Seq. No. 


15183 






Seq. ID 


OJ990517 12.9A29. 


C26 


Gene ^o . 


32275 






Strand 






Start 


600 






End 


741 




Name 


OJ990517 


12.9A29.C26.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


587 






End 


741 




GI 


none 






Score 


198 




Exons 


587. .739, 


597.. 737, 601. 


.741 








Seq. No. 


15183 






Seq. ID 


OJ990517_12. 9A29. 


C26 


Gene No. 


32275 






Strand 






Start 


600 






End 


741 




Name 


OJ990517 


12.9A29.C26.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


597 






End 


741 




GI 


none 






Score 


203 




Exons 


597. .740, 


598. .741, 599. 


.739, 


601. .741 






Seq. No. 


15183 






Seq. ID 


OJ990517_12.9A29. 


C2 6 


Gene No. 


32275 






Strand 






Start 


600 






End 


741 




Name 


OJ990517 


12.9A29.C26.ol. 


gp 


Method 


AAT/GAP 




Start 


600 






End 


741 




GI 


969005 






Score 


263 




Exons 


600. .741 












Seq. No. 


15184 






Seq. ID 


OJ990517JL2.9A29. 


C27 


Gene No. 


32276 






Strand 






Start 


111 






End 


659 




Name 


OJ990517 


12.9A29.C27.ol. 


gs 


Method 


GENSCAN 





15882 




Start 


Ill 


End 


659 






GI 


none 


Score 


. 97 






Exons 


111. .281, 593. . 659 










Seq. No. 


15185 


Seq. ID 


OJ990517 12 


. 9A29 


. C32 


Gene No. 


32277 


Strand 








Start 


1 


End 


• 720 






Name 


OJ990517 12.9A29.C32.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


720 






GI 


6689826 


Score 


114 






Exons 


1..152, 255. .373, 643. .720 










GI Descrip. 


(AF092912) DFR-like protein 


[Arabidopsis thaliana] 






Seq. No. 


15185 


Seq. ID 


OJ990517_12 


.9A29 


.C32 


Gene No. 


32277 


Strand 








Start 


1 


End 


720 






Name 


OJ990517 12 . 9A29 .C32 . ol . gs 


Method 


GENSCAN 






Start 


54 ~ 


End 


388 






GI 


none 


Score 


.59 






Exons 


54 . . Ill, 246. . 388 










Seq. No. 


15186 


Seq. ID 


OJ990517_12 


. 9A29 


.C33 


Gene No . 


32278 


Strand 








Start 


1 


End 


547 . 






Name 


OJ990517 12. 9A29.C33.ol.np 


Method 


AAT/NAP 






Start 


1 


T End 


547 






GI 


4455160 


Score 


128 






Exons 


1..245, 333.-547 










GI Descrip. 


(AL031187) kinesin-related protein katA (fragment) 


[Arabidopsis 




thaliana] 










Seq. No. 


15186 


Seq. ID 


OJ990517_12 


.9A2 9 


.C33 


Gene No. 


32278 


Strand 








Start 


1 


End 


547 






Name 


OJ990517 12. 9A29.C33.ol.tm 


Method 


TBLASTX: Maize 




Start 


36 


End 


454 






GI 


none 


Score 


214 






Exons 


36. .245, 40. .246, t 45. .251; 


324. '.452, 331.. 399, 335 


. .454 




Seq. No. 


15186 


Seq. ID 


OJ990517_12 


9A29 


.C33 


Gene No. 


32278 


Strand 








Start 


1 


End 


547 






Name 


OJ990517 12. 9A29.C33.ol.gs 


Method 


GENSCAN 






Start 


42 


End 


452 






GI 


none 


Score 


1 






Exons 


42. .245, 333. .452 










Seq. No. 


15187 


Seq. ID 


OJ990517_12 


9A29 


.C34 


Gene No . 


32279 


Strand 


+ 






Start 


1 


End 


1355 • 






Name 


OJ990517 12. 9A29.C34 .ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1355 






GI 


5922623 


Score 


105 






Exons 


1..155, 323. .390, 1248. .1355 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi| 6016856 Idbj I BAA85199.il 


(AP000570) 


hypothetical 


protein 



[Oryza sativa] 



15883 






Seq. No. 


15187 


Seq. ID 


OJ990517_12. 


9A29 


.C34 




Gene No. 


32279 


Strand 


+ 








Start 


1 


End 


1355 








Name 


OJ990517 12 . 9A29.C34 . ol . gs 


Method 


GENSCAN 








Start 


250 ~~ 


End 


402 








GI 


none 


Score 


.67 








Exons 


250. . 304, 323. .402 












Seq. No. 


15187 


Seq. ID 


OJ990517_12. 


9A29 


.C34 




Ggflg No m 


32280 


Strand 










Start 


872 


End 


1006 








Name 


OJ990517 12 . 9A29 . C34 . o2 . gs 


Method 


GENSCAN 








Start 


872 ~~ 


End 


1006 








GI 


none 


Score 


.84 








Exons 


872 . . 1006 












Seq. No. 


15188 


Seq. ID 


OJ990517_12. 


9A29 


.C35 




Gene No. 


32281 


Strand 










Start 


1 


End 


2167 








Name 


OJ990517 12.9A29.C35.ol.np 


Method 


AAT/NAP 








Start 


1 • 


End 


2167 








GI 


5042454 


Score 


2268 








Exons 


1..1500, 1557. .1663, 2017. .2167 








Ij 


GT Dpsrriri . 

\J J_ 1— / O ^ J- * 


(AC007789) putative polyprotein [Oryza 


sat i va ] 






i! 


Seq. No. 


15188 


Seq. ID 


OJ990517JL2. 


9A29 


.C35 


i | 


Gene no . 


32281 


Strand 








J 


Start 


1 


End 


2167 








Name 


OJ990517 12.9A29.C35.ol.gs 


Method 


GENSCAN 






U 


Start 


307 


End 


2077 








GI 


none 


Score 


.58 






L! 


Exons 


307. .1092, 1116. .1500, 1557.. 


1661, 2021. .2077 






sf 


Seq. No. 


15188 


Seq. ID 


OJ990517_12. 


9A29 


.C35 


J 


Gene No. 


32282 


Strand 








*! 


Start 


2913 


End 


12424 








Name 


OJ990517 12.9A29.C35.6l.tw 


Method 


TBLASTX: Wheat 






Start 


437 


End 


829 






"i 


GI 


none 


Score 


95 








Exons 


437. .694, 471. .710, 677. .775, 


678. .770, 


782. .829 








Seq. No. 


15188 


Seq. ID 


OJ990517_12. 


9A29 


.C35 




Gene No. 


32282 


Strand 










Start 


2913 


End 


12424 








Name 


OJ990517 12.9A29.C35.o2.tm 


Method 


TBLASTX: Maize 






Start 


539 


End 


824 








GI 


none 


Score 


108 








1~J v_v 110 


539. .787, 540. .824 












Seq. No. 


15188 


Seq. ID 


OJ990517_12. 


9A29 


.C35 




Gene No. 


32282 


Strand 










Start 


2913 


End 


12424 








Name 


OJ990517 12. 9A29.C35.o2.gs 


Method 


GENSCAN 








Start 


2913 


End 


12424 








GI 


none 


Score 


.94 








Exons 


2913.. 3047, 3623.. 3644, 3824. 


.3937, 4052. .4265, 4422. .4581, 



15884 




4710.. 4913, 5090.. 5256, 5698.. 5883, 7851.. 7975, 8657.. 8770, 
8867. .9104, 9406. .9565, 10112. .10312, 10426. .10592, 
10959. .11098, 12333. .12424 



Sea No 


15188 








Seq. ID 


OJ990517 12 9A29 C3S 


Gene No. 


32282 








Strand 




Start 


2913 








End 


12424 


Name 


OJ990517 12 


. 9A2 9 . 


C35 . ol 




Method 


aat/c;ap 


Start 


3801 ~ 








End 


4159 


GI 


2797550 








Score 


444 


Exons 


3801. .3937, 


4052. 


.4159 








Seq. No. 


15188 








Seq. ID 


OJ990517_12.9A29.C35 


Gene No. 


32282 








Strand 




Start 


2913 








End 


12424 


Name 


OJ990517 12. 


. 9A29. 


C35.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3859 








End 


9072 


GI 


none 








Score 


54 


Exons 


3859. .3936, 


3860. 


.3934, 


4051. 


.4224, 4055. .4222, 8692.. 8769, 




8869. .8958, 


9007. 


. 9072 









n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15188 
32282 
2913 

OJ990517_12. 9A29.C35.ol.tc 

4785 

none 



Seq. ID OJ990517_12.9A29.C35 
Strand 

End 12424 

Method TBLASTX : Cress 

End 11088 

Score 84 



4785. .4916, 5090. .5257, 5699. .5773, 5762. .5818, 10184 .. 10315, 
10426. .10581, 10960.. 11088 



Seq. No. 15188 

Gene No. 32282 

Start 2913 

Name OJ990517_12 . 9A2 9 . C35 . ol . tm 

Start 4788 

GI none 
Exons 



Seq. ID OJ990517_12.9A29.C35 
Strand 
End 

Method 
End 
Score 



12424 

TBLASTX: Maize 

10551 

156 



4788. .4916, 4792. .4914, 5090. .5212, 5090. .5215, 10175 .. 10315, 
10194. .10313, 10426. .10551, 10426.. 10551 



Seq. No. 15188 

Gene No. 32282 

Start 2913 

Name OJ990517_12 . 9A29 .C35 . o2 . tw 

Start 4798 

GI none 
Exons 



Seq. ID OJ990517_12.9A29.C35. 
Strand 

End . 12424 

Method TBLASTX: Wheat 
End 11047 
Score 109 



4798. .4905, 4803. .4916, 4803. .4916, 4909. .4947, 5093. .5257, 
5108. .5257, 5693:. 5785, 5694. .5786, 10200 .. 10295 , 10202 .. 10315, 
10202. .10315, 10418. .10600, 104 34. .10592, 104 44. .10623, 
10450. .10593, 10955. .11041, 109.60. .1104 6, -10961. .1104 7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15188 Seq. ID 

32282 Strand 

2913 End 

OJ990517_12 . 9A29 . C35 . o2 . np Method 

8617 End 

6689826 Score 



OJ990517_12.9A29.C35 

12424 
AAT/NAP 
11091 
643 



8617. .8770, 8870. .9104, 9406. .9565, 101 12 .. 10312 , 104 26 .. 10592 , 



15885 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10959. . 11091 

(AF092912) DFR-like protein [Arabidopsis thaliana] 



15188 
32282 
2913 

OJ990517_12 . 9A29 . C35 . o2 . gp 
10211 

17023 1.R1084 



Seq. ID OJ990517_12.9A29.C35 
Strand 

End 12424 

Method AAT/GAP 

End 11204 

Score 861 



10211. .10312, 10426. .10592, 10959. .11204 

'4508073/gb|AAD21417.1| 1.0e-15 (AC005882) 43220 [Arabidopsis 
thaliana] ' 



Sea No 


15189 




Seq. ID 


OJ990517 


12 . 


9A29 , 


.C36 


Gene No 


32283 




Strand 


+ 








Start 


126 




End 


252 








Name 


OJ990517 12.9A29.C36 


. ol . gs 


Method 


GENSCAN 








Start 


126 




End 


252 








GI 


none 




Score 


. 59 








Exon s 


126. . 252 














Seq. No. 


15190 




Seq. ID 


OJ990517 


12 . 


9A29 - 


.C38 


f2pnp No 


32284 




Strand 










Start 


117 




End 


239 








Name 


OJ990517 12 . 9A29.C38 


. ol . gs 


Method 


GENSCAN 








Start 


117 




End 


239 








GI 


none 




Score 


.59 








Exons 


117 . . 239 














Seq. No. 


15191 




Seq. ID 


OJ990517_ 


12 . 


9A29 , 


.C39 


Gene No . 


32285 




Strand 










Start 


113 




End 


370 








Name 


OJ990517 12 . 9A29.C39 


. ol . gs 


Method 


GENSCAN 








Start 


113 




End 


370 








GI 


none 




Score 


.77 








Exons 


113. . 370 














'Sea No 


15192 




Seq. ID 


OJ990517_ 


12 . 


9A29 , 


. C42 


Gene No . 


32286 




' Strand 










Start 


224 




End 


1438 








Name 


OJ990517 12.9A29.C42 


. o 1 . np 


Method 


AAT/NAP 








Start 


224 




End 


1438 








GI 


2982283 




Score 


86 








Exons 


224. .415, 597. .754, 


1408. .1438 










GI Descrip. 


(AF051226) PREG-like 


protein 


[Picea mariana] 








Seq. No. 


15192 




Seq. ID 


OJ990517_ 


12. 


9A29, 


.C42 


Gene No. 


32286 




Strand 










Start 


224 




End 


1438 








Name 


OJ990517 12.9A29.C42 


. ol . gs 


Method 


GENSCAN 








Start 


363 




End 


750 








GI 


none 




Score 


.97 








Exons 


363. .750 














Seq. No. 


15193 




Seq. ID 


OJ990517_ 


12. 


9A2 9. 


.C43 


Gene No. 


32287 




Strand 


+ 








Start 


18 




End 


6135 









15886 






Name 


OJ990517 12 


.9A29. 


C43.ol 


.gs 


Method 


GENSCAN 






Start 


18 








End 


6014 






GI 


■ none 








Score 


.72 






Exons 


18. .136, 1006. .1165, 1195. .1304, 1627.. 


1732, 1889.. 2019, 






3448. .3536, 


4304 . 


.4355, 


4903. 


.4969, 5281. .5451, 


5565. .5658, 






5748. .5827, 


5942. 


.6014 












Seq. No. 


15193 








Seq. ID 


OJ990517 


12. 9A29.C43- 




Gene No . 


32287 








Strand 


+ 






Start 


18 








End 


6135 






Name 


OJ990517 12 


.9A29. 


C4 3.ol 


. tm 


Method 


TBLASTX : 


Maize 




Start 


3234 








End 


4741 






GI 


none 








Score 


189 






Exons 


3234 . .3359, 


3237 . 


. 3368, 


3242. 


.3361, 343S..3539, 


3446. .3535, 






4093. .4206, 


4100. 


.4207, 


4102. 


.4206, 4103. .4207, 


4301. .4354, 






4302. .4358, 


4330. 


.4374, 


4640. 


.4741, 4651. .4737 






Seq. No. 


15193 








Seq. ID 


OJ990517 


12. 9A29.C43 




Gene No. 


32287 








Strand 


+ 






Start 


18 








End 


6135 






Name 


OJ990517 12 


. 9A29. 


C43.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


3248 








End 


4358 






GI 


none 








Score 


124 




n 


Exons 


3248. .3361, 


3248. 


.3379, 


3249. 


.3368, 3435.. 3539, 


3446. .3538, 


; s * 




4093. .4206, 


4108 . 


.4194, 


4265. 


.4342, 4299. .4358 




Cfi 


Seq. No. 


15193 








Seq. ID 


OJ990517 


12. 9A29.C43 


ru 


Gene No. 


32287 








Strand 


+ 






Start 


18 








End 


6135 






Name 


OJ990517 12 


. 9A29. 


C43.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


5377 








End 


6135 




fu 


GI 


none 








Score 


111 






Exons 


5377. .5457, 


5403. 


.5447, 


5564. 


.5656, 5565.-5684, 


5750. .5824, 


is 

c:i 




5752 . . 5826, 


5945. 


.6013, 


5956. 


. 6012, 6078. .6134, 


6091 . . 6135 




Seq. No. 


15194 








Seq. ID 


OJ990517 


_12.9A29.C44 




Gene No. 


32288 








Strand 


+ 






Start 


1 








End 


1547 




•ill 

t aav 


Name 


OJ990517 12 


. 9A29. 


C44.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


1547 






GI 


4680186 








Score 


160 






Exons 


1..80, 1346 


. .1547 












GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. 


indica] 






Seq. No. 


15194 








Seq. ID 


OJ990517 


12. 9A2 9.C4 4 




Gene No. 


32289 








Strand 


+ 






Start 


1866 








End 


6925 






Name 


OJ990517 12 


. 9A29. 


C44.ol 


.gs 


Method 


GENSCAN 






Start 


1866 








End 


6922 . 






GI 


none 








Score 


.79 






Exons 


1866. .1948, 


1963. 


.2169, 


3140. 


.3225, 3297.. 3454, 


3541. .3704, 






3930. .4846, 


5005. 


.5291, 


5386. 


.5604, 5691. .5847, 


6618. .6922 




Seq. No. 


15194 








Seq. ID 


OJ990517 


_12.9A29.C44 




Gene No. 


32289 








Strand 


+ 






Start 


1866 








End 


6925 






Name 


OJ990517 12 


. 9A29. 


C44 .ol 


• gp 


Method 


AAT/GAP 





15887 



Start 3822 End 4430 

GI none Score 1007 

Exons 3822.. 4430 



Seq. No. 15194 Seq. ID 
Gene No. 32289 Strand- 
Start 1866 End 
Name OJ990517_12 . 9A29 . C44 . o2 . gp Method 
Start 5684 End 
GI 969005 Score 
Exons 5684.. 5847, 6618.. 6925 



OJ990517_12.9A29.C44 
+ 

6925 
AAT/GAP 
6925 
642 



Seq. No. 15194 

Gene No. 32290 

Start 8817 

Name OJ990517_12 . 9A29 . C44 . o2 . tc 

Start 4174 

GI none 

Exons 4174. .4449, 4176. .4283, 4329. .4448 



Seq. ID OJ990517_12.9A29.C44 



Strand 
End 

Method 
End 
Score 



+ 

10598 

TBLASTX: Cress 

4449 

206 



Qprr 

JCVj i LN V*> ■ 


15194 










Seq. ID 


OJ990517 


12.9A29.C44 


Gene No. 


32290 










Strand 


+ 






Start 


8817 










End 


10598 






Name 


OJ990517 12. 


. 9A29. 


.C44.ol, 


.tm 


Method 


TBLASTX: 


Maize 




Start 


5183 










End' 


6915 






GI 


none 










Score 


82 






Exons 


5183. . 


.5233, 


5184 . 


. .5234, 


5238. 


.5291, 5373.. 5603, 


5379. 


.5603, 




5386. . 


.5607, 


5690, 


. .5851, 


5691. 


.5849, 6609. .6701, 


6613. 


.6702, 




6616. . 


.6723, 


6617. 


. .6724, 


6617. 


.6724, 6728. .6901, 


6731. 


.6910, 




6732. . 


.6905, 


6733. 


. .6915 












Seq. No. 


15194 










Seq. ID 


OJ990517 


12. 9A29.C4 4 


Gene No. 


32290 










Strand 


+ 






Start 


8817 










End 


10598 






Name 


OJ990517 12. 


. 9A29. 


.C44.ol, 


.tw 


Method 


TBLASTX : 


Wheat 




Start 


5526 










End 


6705 






GI 


none 










Score 


91 






Exons 


5526. . 


.5603, 


5527. 


. .5607, 


5527. 


.5604, 5689..5847, 


5690. 


.5851, 




5691. . 


.5861, 


6612. 


. .6698, 


6613. 


.6699, 6616. .6705, 


6617. 


.6703 


Seq. No. 


15194 










Seq. ID 


OJ990517 


12. 9A29.C4 4 


Gene No. 


32290 










Strand 


+ 






Start 


8817 










End 


10598 






Name 


OJ990517 12. 


. 9A29. 


.C44 .ol, 


.tc 


Method 


TBLASTX: 


Cress 




Start 


5566 










End 


5851 






GI 


none 










Score 


51 






Exons 


5566. , 


.5607, 


5691, 


. .5849, 


5693. 


.5851 









Seq. No. 15194 Seq. ID OJ990517_12 . 9A29 . C4 4 

Gene No. 32290 Strand + 

Start 8817 End 10598 

Name OJ990517_12 . 9A29 . C4 4 . o3 . np Method AAT/NAP - 

Start 8539 End " 10598 

GI 6358799 Score 251 

Exons 8539..8563, 9324.. 9695, 9801.. 10157, 10206 .. 10423 , 10566.. 10598 

GI Descrip. (AC010675) unknown protein [Arabidopsis thaliana] 



15888 



Seq. No. 15194 Seq. ID 

Gene No. 32290 Strand 

Start 8817 End 

Name OJ990517_12. 9A29.C4 4 .o2.gs Method 

Start 8817 * End 

GI none Score 

Exons 8817.. 9117, 9273.. 10551 



OJ990517_12.9A29.C44 
+ 

10598 
GENSCAN 
10551 
.62 



Seq. No. 


15194 


Seq. ID 


OJ990517 12.9A29, 


.C44 


Gene No. 


32290 


Strand 


+ ~~ 




Start 


8817 


End 


10598 




Name 


OJ990517 12. 9A29.C44 .o2.np 


Method 


AAT/NAP 




Start 


8919 ~~ 


End 


10598 




GI 


2943742 


Score 


44 




F.xon s 

—J *Y I I o 


8919.. 9103, 10581.. 105 98 








GI Descrip. 


(AB002266) XA1 [Oryza sativa 


] 






Seq. No. 


15194 


Seq. ID 


OJ990517_12. 9A29, 


.C44 


Gene No. 


32290 


Strand 


+ 




Start 


8817 


End 


10598 




Name 


OJ990517 12.9A29.C44.o2.tm 


Method 


TBLASTX: Maize 




Start 


10030 


End 


10396 




GI 


none 


Score 


403 




Exons 


10030. .10392, 10031.. 10396 








Seq. No. 


15194 


Seq. ID 


OJ990517JL2.9A29, 


.C4 4 


Gene No. 


32290 


Strand 


+ 




Start 


8817 


End 


10598 




Name 


OJ990517 12.9A29.C44.o3.tm 


Method 


TBLASTX: Maize 




Start 


10398 


End 


10597 




GI 


none 


Score 


77 




Exons 


10398. .10472, 10402 .. 10473, 


10402. .10473, 10472. .10594, 





10481. .10597, 10488.. 10595 



Seq. No. 15195 Seq. ID 

Gene No. 32291 Strand 

Start 1 . End 

Name OJ990517_12 . 9A29 . C4 6 . ol . np Method 

Start 1 End 

GI 5441880 Score 

Exons 1..104, 204. .544, 650. .747 

GI Descrip. (AP000367) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



OJ990517_12 . 9A29 . C4 6 
747 

AAT/NAP 

747 

643 



Seq. No. 15195 Seq. ID 

Gene No. 32291 Strand 

Start 1 End 

Name OJ990517_12. 9A29.C46.ol .gs Method 

Start 328 End 

GI none Score 

Exons 328.. 544 



OJ990517_12 .9A2 9.C4 6 
747 

GENSCAN 

544 

.49 



Seq. No. 15196 Seq. ID OJ990517_12 . 9A29 . C4 7 

Gene No. 32292 Strand 

Start 1 End 247 

Name OJ990517_12 . 9A29 . C47 . ol . gp ' Method AAT/GAP 



15889 



c •{- -3 >- f- 


i 

j. 




FnH 

Hi I l\JL 


94 7 


PT 
\j 1 


none 




OLUl C 


4 1 Q 

4 17 


Exons 


1 94 7 








Seq. No. 


15196 




Seq. ID 


OJ990517 


Gene No. 


32293 




Strand 




O Lai L 


1 4 Q 

X *i -7 




FnH 


4 7 0 

*i / U 


Name 




QA9Q P47 nl rrc: 


Mot - Hr^H 
L ¥ iC LI lull 






1 4 Q _ 




FnH 


4 If) 


Lil 


none 




Q r"" t~ O 


ft 1 
• O 1 


Exons 


1 4 Q Aid 








Seq. No. 


15197 




Seq. ID 


OJ990517 


Gene No. 


32294 




Strand 


+ 




i 
i 




FnH 


j z. .7 


Name 


n TQ QH ^ 17 19 


QZi9Q P 4 ft ^1 rrr^k 


L it; L i IvJU 


a at /pa p 


O Lai L 


1 
1 




FnH 

Hi I IU 


^9 Q 


P T 


none 




Score 


OUJ 


Exons 


1 "39 Q 








C 0 n Mri 


1 M Qft 

1 J 1 I? o 




O tJL^ ■ 1U 


n.TQQns 1 7 


Gene No. 


32295 




Strand 


+ 


Start 


1 




End 


548 


Name 


O.tQQO S 17 19 

WU _7 J U J X / X 


. 9A29.C4 9.ol.np 


Method 


AAT /NAP 


OLdl L 


1 

1 




End 


R4 ft 

J40 


P T 


67 9 1 ^ 1 9 




Score 


1 77 
x / / 


Exons 


i 9nn 99P 


..360, 403. .548 






PT Hocpy"! n 


/ Apnm D7 9 * 

\ rtt uy iu / z } 


hypothetical protein [Oryza- 


r oaf i TTa 1 
adLi vdj 


Seq. No. 


15198 




Seq. ID 


OJ990517 


Gene No. 


32295 




Strand 


+ 


Cf arf 

o Lai L 


1 

X 




End 




Name 


n.TQQH ^ 17 19 


. 9A29.C49.ol.gs 


Method 




c -i- +- 
OLdl L 


7 9 _ 




End 


1 QQ 

X -7 -3 


PT 


none 




Score 


7 




79 1 QQ 








Seq. No. 


15199 




Seq. ID 


OJ990517 


Gene No. 


32296 




Strand 




o Lai l 






End 


7 n s 

f U J 


Name 


O.TQQO m 7 19 


. 9A29.C50.ol.gs 


Method 


O Ej LN O ^/AIN 


O Ldl L 


^nn — 

JUU 




End 


7 0 R 


PT 


none 




Score 


. 7 4 




snn 7pm 








D fc! Lj . 1 N (J . 


i ^9nn 




Seq. ID 


WU Jl / 


Gene No. 


32297 




Strand 


+ 


Start 


1 




End 


464 


Name 


n.TQQD S 17 19 


. 9A29.C51.ol.np 


Method 


AAT /MAP 


OLdlt 


1 




End 


4 64 
H OH 


P T 


4 ± ± J OZ J 




Score 


O U 


Exons 


1..33, 265. 


.464 






GI Descrip. 


(AB011667) 


dihydrof lavonol 


4-reductase 


[ Ipomoea 


Seq. No. 


15200 




Seq. ID 


OJ990517 


Gene No. 


32297 




Strand 


+ 


Start 


1 




End 


464 



15890 






Name 


OJ990517 12 9A29 C51 ol tm 


Mpfhori 


TRT.A^TX • Ma i 7p 




Start 


24 3 ~ 


End 


433 




GI 


none 


Score 


245 






243 431 248 433 264 431 


265 . .432 






Seq. No. 


15200 


Seq. ID 


OJ990517_12 . 9A29 . C51 




Gene No. 


32297 


Strand 


+ - . 




Start 


1 


End 


4 64 




Name 


OJ990517 12 9A29 C51 ol tw 


Mpt hod 


TBLASTX * Whpa t 




Start 


264 _ 


End 


440 




GI 


none 


Score 


182 






264 440 264 413 








Seq. No. 


15200 


Seq. ID 


OJ990517_12.9A29.C51 




Gene No. 


32297 


Strand 


+ 




Start 


1 


End 


4 64 




Name 


OJ990517 12 9A29 C51 ol as 


L IC L11UU 


GEN 55 CAN 




Start 


265 _ 


End 


431 




GI 


none 


Score 


. 57 




R von ^ 

Lj*\.\y HO 


265 431 










15201 


Seq. ID 


OJ990517 12 9A29 C52 


i"i 


Gene No. 


32298 


Strand 


+ ~ 


•a sf 


Start 


1 


End 


719 " • 




Name 


OJ990517 12.9A29.C52.ol.np 


Method 


AAT/NAP *^ : " 






1 


End 


719 


Hi 




4850399 


Score 


86 


f s= ! 




1..134, 403. .507, 699. .719 








f^T npQPT"i n 


(AC007357) F3F19.18 [Arabidopsis thaliana] 


u'i 


^po No 


15202 


Seq. ID 


OJ990517_12.9A29.C54 


I'll 


f^pnp No 


32299 


Strand 


+ 




Start 


352 


End 


624 


... 


Name 


OJ990517 12.9A29.C54.ol.gp 


Method 


AAT/GAP 




Start 


352 


End 


624 


*i 


GI 


25545 1.R1084 


Score' 


539 


Is CI 


Exons 


352. .624 






= j 


GI Descrip. 


1 1170619/sp|Q07970|KATA ARATH 


5.0e-47 


KINESIN-LIKE PROTEIN A 






>gi 479594 pir S34830 kinesin-related 


protein katA - 


U 




Arabidopsis thaliana >gi 303502 dbj BAA01972 (D11371) 






kinesin-like motor protein heavy chain 


[Arabidopsis thaliana 






>gi 2911084 emb CAA17546.1 (AL021960) 


kinesin-related prote. 






katA [Arabidopsis thaliana] 1 








Seq. No. 


15202 


Seq. ID 


OJ990517_12.9A29.C54 




Gene No. 


32300 


Strand 






Start 


148 


End 


417 




INdlllC 


OJ990517 12.9A29.C54.ol.gs 


Method 


GENSCAN 




O Lai L 


148 


End 


417 






none 


Score 


.79 




Exon s 


148. .291, 337. .417 








Seq. No. 


15203 


Seq. ID 


OJ990517_12.9A29.C55 




Gene No. 


32301 


Strand 






Start 


123 


End 


301 




Name 


OJ990517 12. 9A29.C55.ol.gs 


Method 


GENSCAN 




Start 


123 


End 


301 



15891 



GI none Score .61 

Exons 123.. 301 



Seq. No. 15204 Seq. ID OJ990517_12.9A29.C56 

Gene No. 32302 Strand + 

Start 357 End 443 

Name OJ990517_12 . 9A29 . C56 . o2 . np Method AAT/NAP 

Start 357 End 443 

GI 6721561 Score 82 

Exons 357 . . 443 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj |BAA90372.1| (AP001081) EST AU082058 (C1297 6 ) 



corresponds to 
protein [Oryza 



a region 
sativa] 



of the predicted gene.; hypothetical 







1 S904 

J. *J c. \J *i 


Seq. ID 


OJ990517_12.9A29 




Clerics Mo 


32303 


Strand 








9 


End 


785 




Name 


DTQQHM 7 19 QA9Q P^fi n1 r\r\ 

yjOjyyjDif 1 ^ . ?r\£. ? . L/O u . o x . np 


Method 


AAT/NAP 




Start 


235 


End 


785 




GI 


4680183 


Score 


133 


: :e S 


Exons 


235. .324, 702. .785 






<« B f 


GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


m 


Seq. No. 


15205 


Seq. ID 


OJ990517_12.9A29 


i i i 
: st 


Gene No. 


32304 


Strand 


+ 


a 


Start 


61 


End 


128 


Lit 


Name 


OJ990517 12.9A29.C57.ol.gp 


Method 


AAT/GAP 




Start 


61 


End 


128 




GI 


2312838 


Score 


67 


i =f 


Exons 


61. .128 






i: 


GI Descrip. 


1420932/gb|U61383 IORU61383 


7.0e-21 Oryza rufipogon 


\"i 




4-coumarate-CoA ligase gene 


, intron 1, 


partial sequence 


\| 


Seq. No. 


15205 


Seq. ID 


OJ990517_12.9A29 


is a: 


Gene 1 No . 


32305 


Strand 


+ 


Q 


Start 


936 - 


End 


1268 


a 


Name 


OJ990517 12.9A29.C57.ol.gs 


Method 


GENSCAN 




Start 


936 


End 


1268 




GI 


none 


Score 


.51 




Exons 


936. . 1268 







Seq. No. 15205 Seq. ID 

Gene No. 32305 Strand 

Start 936 End 

Name OJ990517_12 . 9A29 . C57 . ol . tm Method 

Start 1017 End 

GI none Score 

Exons 1017.. 1193, 1040.. 1195 



OJ990517_12.9A29.C57 
+ 

1268 

TBLASTX: Maize 

1195 

188 



Seq. No. 15206 Seq. ID OJ990517_12.9A29.C58 

Gene No. 32306 Strand + 

Start 291 ■ End 551 

Name OJ990517_12 . 9A29 . C58 . ol . np Method AAT/NAP 

Start 291 . End 551 

GI 119714 Score 73 



15892 



Exons 291.. 551 

GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi|82169|pir | IS06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin <AA 
1-620) [Nicotiana tabacum] 



Seq. No. 15207 Seq. ID 

Gene No. 32307 Strand 

Start 45 End 

Name OJ990517_12 . 9A29 . C60 . ol . gs Method 

Start 45 End 

GI - none Score 

Exons 45. .259 



OJ990517_12.9A29.C60 
259 

GEN SCAN 
259 
. 68 



Seq. No. 15208 Seq. ID 

Gene No. 32308 Strand 

Start 48 End 

Name OJ990517_12 . 9A29 . C61 . ol . gs Method 

Start 48 End 

GI none Score 

Exons 4 8. .4 32 



OJ990517_12.9A29.C61 
480 

GENSCAN 

432 

.74 



Seq. No. 15208 Seq. ID 

Gene No. 32308 Strand 

Start 4 8 End 

Name OJ990517_12 . 9A29 . C61 . ol . gp Method 

Start 159 End 

GI 3758958 Score 

Exons 159. .480 



OJ990517_12.9A29.C61 

480 ' * 
AAT/GAP 
480 
525 



Seq. No. 15209 ■ Seq. ID 

Gene No. 32309 Strand 

Start 179 End 

Name OJ990517_12 . 9A29 . C62 . ol . gs Method 

Start 179 End 

GI none Score 

Exons 179. .277 



OJ990517_12.9A29.C62 
+ 

277 

GENSCAN 

277 

.74 



Seq. No. 15210 Seq. ID 

Gene No. 32310 Strand 

Start 282 End 

Name OJ990517_12 . 9A29 . C66 . ol . gs Method 

Start 282 End 

GI none Score 

Exons 282. .353 



OJ990517_12.9A29.C66 
353 

GENSCAN 

353 

.84 



Seq. No. 15211 Seq. ID 

Gene No. 32311 Strand 

Start 1 End 

Name OJ990517_12 . 9A29 . C69 . ol . np Method 

Start 1 End 

GI 1931654 Score 

Exons 1 . .242 

GI Descrip. (U95973) BRCAl-associated RING domain protein isolog 
[Arabidopsis thaliana] 



OJ990517_12.9A29.C69 
+ 

263 

AAT/NAP 
242 
204 



Seq. No. 



15211 



Seq. ID OJ990517_12.9A29.C69 



15893 




Gene No. 


32311 






Strand 


+ 


Start 


1 






End 


263 


Name 


OJ990517 12.9A29.C69. 


.ol 


. tm 


Met hod 


TBLASTX* Maize 


O L a. jl L. 


1 






End 


263 


O J. 


none 






Score 


361 




1..243, 1..243, 3. .263 








Seq. No. 


15211 






Seq. ID 


OJ990517_12.9A29.C69 


Gene No. 


32311 






Strand 


+ 


Start 


1 






End 


263 


Name 


OJ990517 12.9A29.C69, 


,ol 


as 

. y o 


Method 


GEN SCAN 

\j i-i i- ' ^ Willi 


OLdil 


121 






End 


242 


GI 


none 






Score 


. 76 




121. .242 










Seq. No. 


15212 






Seq. ID 


OJ990517_12.9A29.C72 


Gene No. 


32312 






Strand 


+ 


Start 


1 






End 


206 


Name 


OJ990517 12.9A29.C72. 


.ol 


on 

. y^» 


Method 


AAT/GAP 


Start 


1 






End 


206 


GI 


3758959 






Score 


368 


F vnn *=; 


1. .206 










Seq. No. 


15213 






Seq. ID 


OJ990517_12.9A29.C73 


Gene No. 


32313 






Strand 






39 






End 


398 


Ma mo 
LN Cllllti 


OJ990517 12.9A29.C73. 


.ol 


gg 


Mp1~ h nH 


GENSCAN 


Start 


39 






End 


398 


GI 


none 






Score 


. 91 


i_j *\ \y 1 10 


39. .236, 393. .398 










Seq. No. 


15214 






Seq. ID 


OJ990517_12.9A29.C74 


Gene No. 


32314 






Strand 




Start 


516 






End 


599 


Name 


OJ990517 12.9A29.C74, 


.ol 


. y o 


Mpt hod 


GENSCAN 


JLui U 


516 






End 


599 


GI 


none 






Score 


. 56 


F. vnn 

U A \J 1 1 J 


516.. 599 - : 










Cpn Nn 


15215 






Seq. ID 


OJ990517 12 9A29 C75 


Qgn^e No . 


32315 






Strand 




Start 


1 






End 


888 


Name 


OJ990517 12.9A29.C75, 


.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


888 




6465806 






Score 


105 


HlW Wl lO 


1..202, 772. .888 












(AJ130878) GCN4-complementing 


nrnt" Pin 


(GOP1 1 r Ar^bi Hnnc; i 




thaliana] 










Con Kin 


15215 






Seq. ID 


-/ Is \J 1- 1 J. . jTIL -/ • v_x / v_J 


Gene No. 


32315 






Strand 




Start 


1 






End 


888 


Name 


OJ990517 12.9A29.C75, 


.ol 


.gs 


Method 


GENSCAN 


Start 


69 






End 


190 


GI 


none 






Score 


.42 


Exons 


69. .190 











15894 




Seq. No. 


15216 




Seq. ID 


OJ990517_12.9A29 


.C76 


Gene No. 


32316 




Strand 








200 




End 


472 




Name 


O.TQQnS17 12 QA99 C76 o1 


. y » 


Mpf- hod 


GEN SCAN 




Q4- ^ r-f- 
OLaiL 


6 V V 




End 


472 






n nn o 




Score 


. 42 




IT v /->. r-i c 


POO 472 










O fci LJ . LN (J . 


1 S91 7 

X *J 6 J. / 




Seq. ID 


OJ990517 12 . 9A29 


.C77 


Gene No. 


32317 




Strand 


+ 




Start 


283 




End 


486 




Name 


OJ990 51 7 12 9A29 C7 7 ol 


. tm 


Mp1~ hod 


TBLASTX ■ Maize 






9ft 1 _ 
6 O X 




End 


486 




VJ J. 


i iKji it; 




Score 


108 




Exons 


9ft1 ^ftft 9ft? 389 282 


389 

• • O O y f 


283 426 


301 414 397 


486, 




4 OS 4 ft S 

*i VJ -J • • T U *J 










Seq. No. 


15217 




Seq. ID 


OJ990517_12.9A29 


.C77 


Gene No. 


32317 




Strand 


+ 




Of- a -rf- 


283 




End 


486 




Name 


n,TQQ0S17 1? 9A99 P77 ol 


. y s 


Mpf hod 


GENSCAN 




O Lai L 


9ft ~ 




End 


396 










Score 


. 87 




F 1 vnn q 


283 396 










Seq. No. 


15218 




Seq. ID 


OJ990517_12.9A29 


.C78 


Gene No. 


32318 




Strand 


+ • 




Q-t- r-f- 
jtaXL 


1 OS 




End 


474 




Name 


n.TQQOSI 7 19 QA9Q P7R nl 




Mpf hoH 


GEN SCAN 




DLall 


10S _ 




End 


474 




Li X 


iiuiie 




Score 


. 69 




Exon s 


1 OS 14 6 24 3 314 412 

lU J 1 • X *3 VJ / 6*4J. . .J X *3 / 1X6 


474 








Oc\|. LN (J . 


1 S21 9 

X -J 6 X .7 




Seq. ID 


OJ990517 12 9A29 

\y*y y y \j ~y ±. 1 j. • ynz- y 


. C7 9 




32319 




Strand 






Start 


1 




End 


582 




Name 


OJ990517 12,9A29.C79.ol 


• gp 


Method 


AAT/GAP 




O L- d J. L. 


1 




End * 


158 




ox 


21070 1.R1084 




Score 


211 






1. . 158 










\j X UcoLI I^J • 


, 4928460/gb|AAD33596.1|AF133127 1 6.0e- 


■28 (AF133127) thiorei 




h [Hevea brasiliensis] 1 










Can Mn 


15219 




Seq. ID 


OJ990517_12.9A29 


.C79 


Gene No. 


32319 




Strand 






Start 


1 




End 


582 




Name 


OJ990517 12.9A29.C79.ol 


.np 


Method 


AAT/NAP 




OLai t 


1 




End 


582 




PT 


4928460 




Score 


96 




Exons 


1..158, 496. .582 










\j± uescrip. 


(AF133127) thioredoxin 


h [Hevea brasiliensis] 




Seq. No. 


15219 




Seq. ID 


OJ990517_12. 9A29 


.C79 


Gene No. 


32319 




Strand 






Start 


1 




End 


582 




Name 


OJ990517 12.9A29.C79.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


32 




End 


170 





15895 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



151 



32. .166, 33. .170, 33. .158, 53. .166 



15219 
32319 
1 

OJ990517_12 . 9A29 . C7 9 . ol . gs 
36 

none 
36. . 113 



Seq. ID OJ990517_12.9A29.C79 
Strand 

End 582 

Method GENSCAN . 

End 113 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15220 
32320 
155 

OJ990517_12 . 9A29 . C81 . ol . np 
155 

3402679 
155. .282 " 

(AC004 697) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990517_12.9A29.C81 

Strand + 

End 282 

Method AAT/NAP 

End 282 

Score 81 



15221 
32321 
380 

OJ990517_12.9A29.C84 .ol.gp 
380 

3107662 
380. .434 



Seq. ID OJ990517_12.9A29.C84 

Strand + 

End 4 34 

Method AAT/GAP 

End 4 34 

Score 8 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15222 
32322 
255 

OJ990517_12.9A29.C92.ol.np 
255 

5295955 
255. .384, 688. .742 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (VO 1555) 
[Oryza sativa] 



Seq. ID OJ990517_12.9A29.C92 
Strand 

End 742 

Method AAT/NAP 

End 742 

Score 153 



15223 
32323 
633 

OJ990517_11.9A01.Cl.ol.gs 

633 

none 

633. .1214 



Seq. ID OJ990517_11.9A01.C1 

Strand + 

End 1214 

Method GENSCAN 

End 1214 

Score .75 



Seq. No. 15224 

Gene No. 32324 

Start 145 

Name OJ990517_11 . 9A01 . C2 . ol . gs 

Start 145 

GI none 

Exons 145.. 334, 558.. 655 

Seq. No. 15224 

Gene No. 32325 

Start 557 



Seq. ID OJ990517_11. 9A01.C2 

Strand + 

End 655 

Method GENSCAN 

End 655 

Score .48 



Seq. ID OJ990517_11. 9A01.C2 
Strand + 
End 899 



15896 



Name OJ990517_11 . 9A01 . C2 . ol . gp Method AAT/GAP 

Start 557 End 899 

GI uC-osroM202024h08al Score 87 

Exons 557.. 627, 877.. 899 

GI Descrip. 1 5852170/emb I AL117265 . 1 | OST17804 5.0e-84 Oryza sativa 

"indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t!7804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15224 
32326 
4 

OJ990517_11 . 9A01 . C2 . ol . np 
4 

5852180 
4. .387 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990517_11.9A01.C2 
Strand 

End 387 

Method AAT/NAP 

End 387 

Score 206 



15225 
32327 
1 

OJ990517_11.9A01.C3.ol.np 
1 

5295955 
1..55, 708. .822 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



Seq. ID OJ990517_11. 9A01.C3 
Strand 

End 822 

Method AAT/NAP 

End 822 

Score 129 



15226 
32328 
212 

OJ990517_11.9A01.C4 .ol.gs 

212 

none 

212. .337 



Seq. ID OJ990517_11. 9A01.C4 

Strand + 

End 337 

Method GENSCAN" 

End 337 

Score .41 



Seq. No. * 15227 

Gene No. 32329 

Start 1 

Name OJ990517_11 . 9A01 .C5.ol.gp 

Start 1 

GI uC-osflcyp033a04bl 

Exons 1 . .167 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID OJ990517_11. 9A01.C5 
Strand + 

167 

AAT/GAP 
167 
296 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



15227 
32330 
1 

OJ990517_11. 9A01.C5.ol.np 
1 

5852180 

1..77, 658. .702 



15228 
32331 
1 

OJ990517__11. 9A01.C6.ol.np 



Seq. ID 


OJ990517^ 


_11 


. 9A01, 


.C5 


Strand 










End 


702 








Method 


AAT/NAP 








End 


702 








Score 


63 








sativa] 










Seq. ID 


OJ990517_ 


_11 


. 9A01. 


,C6 


Strand 


+ 








End 


1139 








Method 


AAT/NAP 









15897 




Start 


1 




End 


1139 




GI 


5295955 




Score 


194 




F.xon s 


1..34, 463.-583, 866. .1139 








GJ DpsrriD 

vj J- i— ' ^ o w -t- ^ • 


(AB026295) Similar 


to Epstein- 


-Barr virus (EBV) genome. (V0151 




[Oryza sativa] 










Seq. No. 


15228 




Seq. ID 


OJ990517 11 9A01 

V/U ZJ Zs \J *J X f XX. Zs t\ \J X i 


. C6 


Gene No." 


32331 




Strand 

J Ll Ul 1U 






Start 


1 




End 


1139 




Naiue 


OJ990517 11 . 9A01 .C6 


. ol . gs 


Mp r hod 


G FN STAN 




Start 


559 _ 




End 


1029 




GI 


none 




Score 


.73 




Exon ^ 


559. .669, 730. .849, 


906. .1029 








Seq. No. 


15229 




Seq. ID 


OJ990517 11 9A01 

\J\J y J 1 1 XX. Z/£x\J X i 


. C7 


Gene No. 


32332 




St rand 






Start 


304 




End 


4 45 




Name 


OJ990517 11 . 9A01 .C7 


. ol . tm 


L JC L- 1 l\J\JL 


TRT.ASTX • Ma i 7p 

J. J ' J—liikJ X *\ . Li CI J_ Z_. \^ 




Start 


137 _ 




End 


352 




GI 


none 




. Score 


183 




j-j v-/ 1 1 J 


137. .352, 181. .348 










Seq. No. 


15229 




Seq. ID 


0.7990^1 7 11 9A01 


. C7 


Gene No. 


32332 




Q-r- rand 






Start 


304 




End 


4 45 




Name 


OJ990517 11 . 9A01 .C7 


. ol . gs 


Mp f- hoH 






Start 


304 ~ 




End 


445 




GI 


none 




Score 


.53 




Exon <=; 


304. .445 










Seq. No. 


15230 




Seq. ID 


OJ990517 11 9A01 

\JKJ Z? Z? \J *J X / XX. JriU X i 


. C8 


Gene No. 


32333 




Strand 


-f- 




Start 


494 




End 


627 




Name 


OJ990517 11 . 9A01 .C8 


. ol . gs 


MpfhnH 

L JG 


G F.N STAN 




Start 


494 _ 




End 


627 




GI 


none 




Score 


.58 




Exons 


494. .627 










Seq. No. 


15230 




Seq. ID 


O J9 90517 11 9 AO 1 

\J U Zf Zs \J J- f XX. -TiU JL i 


. C8 


Gene No. 


32334 




St rand 






Start 


1458 




End 


3114 




Name 


OJ990517 11 . 9A01 ,C8 


. o2 . gs 




\J 1—1 LN tj ^/XiLN 




Start 


1458 _ 




End 


3114 




GI 


none 




Score 


.42 




Exons 


1458. .2714, 2881. .2 


896, 2937. 


. 3114 






Seq. No. 


15231 






OTQQ0S17 ii Qani 


pq 

. z? 


Gene No. 


*-> ^ ~> j> ~j 




Strand 






Start 


54 




End 


660 




Name 


OJ990517 11.9A01.C9 


.ol .gs 


Method 


GENSCAN 




O L-dl L 


54 




End 


660 




GI 


none 




Score 


.6 




Exons 


54. .660 










Seq. No. 


15232 




Seq. ID 


OJ990517_11.9A01. 


.C10 


Gene No. 


32336 




Strand 


+ 




Start 


1 




End 


314 





15898 




Name 


OJ990517 11.9A01.C10.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


314 


GI 


uC-osflcyp033a04bl 


Score 


497 


pvnn q 


1. .314 






GT Dp^rrin 


■ 6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genoiuii 




DNA, chromosome 1, clone: P0711E10 1 




Seq. No. 


15233 


Seq. ID 


OJ990517_11.9A01.C11* . 


Gene No. 


32337 


Strand 




Start 


567 


End 


617 


Name 


OJ990517 11 . 9A01 . Cll . ol . gs 


Method 


GENSCAN 


Start 


567 


End 


617 


GI 


none 


Score 


. 92 


IT von q 


567. .617 






(kj ^ vj . IN \-/ . 


15234 


Seq. ID 


OJ990517 11 . 9A01 .C12 


Gene No. 


32338 . 


Strand 


+ ~~ 


Start 


1 


End 


952 ^ 


Name 


O J9 90517 11 9 AO 1 C 1 2 o 1 no 


L JC L11UU 


AAT/NAP 


Start 


1 


End 


603 


GI 


5852180 


Score 


272 


pvAn q 

l—i *\ W 1 1 o 


1..79, 225. .603 






GT Dp srrin 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Q Seq. No. 


15234 


Seq. ID 


OJ990517_11.9A01.C12 


i s fj Gene No. 


32338 


Strand 


+ 


ill: Start 


1 


End 


952 


: Name 


OJ990517 11.9A01.C12.ol.gs 


Method 


GENSCAN 


! ;c? Qf art" 


290 


End 


952 


: ; 

m gi 


none 


Score 


. 71 


: B ; Rvrinq 


290.. 564, 763.-952 






:3 j I 

1 " Sea No 


15235 


Seq. ID 


OJ990517 11 . 9A01 .C13 


Gene No . 


32339 


Strand 




P Start 


72 


End 


744 


'H{ Name 


OJ990517 11. 9A01.C13.ol.np 


Method 


AAT/NAP 


Mc Start 


72 


End 


744 


= 1 GI 


6063554 


Score 


222 


+ i_j v**/ 1 1 ^ 


72. .246, 662. .744 






Sas,: GT Dpsptid 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 {E04 64 ) , C98611 ( E04 64 ) 


''i J 


correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


15236 


Seq. ID 


OJ990517_11.9A01.C17 


Gene No. 


32340 


Strand 




Start 


44 


End 


456 


Name 


OJ990517 11.9A01.C17.ol.tm 


Method 


TBLASTX: Maize 


J Lai L 


44 


End 


456 


GI 


none 


Score 


71 


TP v on q 

uAUllO 


44. .133, 52. .456, 88. .132, 130. .453. 




Seq. No. 


15237 


Seq. ID 


OJ990517_11.9A01.C19 


Gene No. 


32341 


Strand 


+ 


Start 


480 


End 


1794 


Name 


OJ990517 11.9A01.C19.ol.np 


Method 


AAT/NAP 


Start 


480 


End 


1794 


GI 


5902445 


Score 


384 



15899 






480 870. 1666 1794 








(AB030283) GAG-POL Drecursor 


[Oryza sativa] 


Seq. No. 


15237 


Seq. ID 


OJ990517_11.9A01.C19 


Gene No. 


32341 


Strand 


+ 


Start 


480 


End 


1794 


Name 


OJ990517 11 9A01 C19 ol as 


Method 


GENSCAN 


Start 


570 ~~ 


End 


1446 


GI 


none 


Score 


.43 


I_i \_/ 1 1 0 


570 882 1328 1446 








15237 


Seq. ID 


0.7990^17 11 9A01 flQ 
\y kj y y \j ±. i xx. y c\\J x ■ x y 


Gene No. 


32342 


Strand 




Start 


198 


End 


All 


Name 


OJ990517 11. 9A01.C19.ol.gp 


Method 


AAT/GAP 


Start 


198 


End 


477 


GI 


61605 3.R1084 


Score 


306 


R von 


198. .477 






\J -L L-/ v3 O *w i_ -L-k' * 


, 1402920/emb|CAA66965| 2.0e-20 (X98321) 


peroxidase [Arabidopsi; 




thai ianal 1 






Seq. No. 


15237 


Seq. ID 


OJ990517_11.9A01.C19 


Gene No. 


J t. -J *i J 


Strand 


- 


Start 


1 1 


End 


1794 


Name 


uu j^u Ji / xx. yt\\j x.v^xz/.wx ■ i_ w 


Method 


TBLASTX: Wheat 


Start 


SD7 ~~ 

JU / 


End 


869 


(IT 

\J X 


n on o 


Score - 


378 


i-J \J 1 i o 


SD7 flfiQ R4D 74Q 71fi R S^t 






Seq. No. 


15237 


Seq. ID 


OJ990517_11 . 9A01 .C19 


Gene No. 


32343 


Strand 


- 


Start 


1159 


End 


1794 


Name 


OJ990517 11. 9A01.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


621 


End 


869 


GI 


none 


Score 


198 


R von c; 


621. .869, 629. .868 






Sea No 


15237 


Seq. ID 


OJ990517_11.9A01.C19 


Gene No. 


32343 


Strand 




Start 


1159 


End 


1794 


Name 


OJ990517 11. 9A01.C19.o2.np 


Method 


AAT/NAP 


Start 


1159 


End 


1794 


GI 


5295955 


Score 


211 


R von 


1159. . 1794 






\J J- L/C O l^- J_ -i_ k-/ ■ 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Qp>rr KFo 


15238 


Seq. ID 


OJ990517_11.9A01.C20 


Gene No 


32344 


Strand 




Start 


1 


End 


1179 


Name 


OJ990517 11.9A01.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


.End 


1179 


GI 


5295955 


Score 


186 


Exons 


1..86, 334. .448, 991. .1179 






GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 







15900 






Seq.. No. 


15238 




Seq. ID 


OJ990517 


_11.9A01 


.C20 




Gene No. 


32344 




Strand 










Start 


1 




End 


1179 








Name 


OJ990517 11 . 9A01.C20.ol 


. gs 


Method 


GENSCAN 








Start 


334 ~~ 




End 


1060 








GI 


none 




Score 


.42 








F.xons 


■ 334 . . 512, 923. . 1060 














Sea No. 


15239 




Seq. ID 


OJ990517 


1 1 . 9 AO 1 


.C21 




Gene No. 


32345 




Strand 


+ 








Start 


1 




End 


5874 








Name 


OJ990517 ll.9A01.C21.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


5874 








GI 


5902445 




Score 


964 










1..89, 493. .1037, 3847. 


.4495, 


4537. .4764, 5827. 


. 5874 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


15239 




Seq. ID 


OJ990517 


_11.9A01 


.C21 




Gene No. 


32345 




Strand 


+ 








Start 


1 




End 


5874 








Name 


OJ990517 ll.9A01.C21.ol 


. gs 


Method 


GENSCAN 








Start 


234 




End 


1088 








GI 


none 




Score 


.56 






□ 


Ex on s 


234. .270, 536. .1088 












cn 


Seq. No. 


15239 




Seq. ID 


OJ990517 


_11.9A01 


.C21, 


I s ! i 


Gene No. 


32345 




Strand 


+ 






□ 


Start 


1 




End 


5874 






i .i 


Name 


OJ990517 11. 9A01.C21.o2 


.gs 


Method 


GENSCAN 






Wr 


Start 


1910 




End 


3197 








GI 


none 




Score 


.63 






ru 


Rxons 


1910. .1988, 2633. .2840, 


2918. 


.3197 








ul 


Seq. No. 


15239 




Seq. ID 


OJ990517 


1 1 . 9 AO 1 


,C21 




Gene No. 


32345 




Strand 


+ 






"i • : 


Start 


1 




End 


5874 








Name 


OJ990517 11. 9A01.C21.ol 


• gp 


Method 


AAT/GAP 








Start 


2475 




End 


2541 






□ 


GI 


uC-osroM202024h08al 




Score 


83 






: 3 =: 


Exons 


2475. .2541 












; : 
! ; s; 


GI Descrip. 


'5852170/emb|AL117265. 1 


I0ST17 


804 5.0e- 


84 Oryza 


sativa 





indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t!7804 ' 



Seq. No. 


15239 










Seq. ID 


OJ990517_11.9A01 


.C21 


Gene No. 


32345 










Strand 


+ 




Start 


1 










End 


5874 




Name 


OJ990517 11. 


9A01 


.C21, 


,o3 


. gs 


Method 


GENSCAN 




Start 


4168 










End 


4794 




GI 


none 










Score 


.99 




Exons 


4168. .4794 
















Seq. No. 


15239 










Seq. ID 


OJ990517_11.9A01 


.C21 


Gene No. 


32346 










Strand 






Start 


5414 










End 


5874 




Name 


OJ990517 11. 


9A01 


.C21. 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


509 










End 


869 




GI 


none 










Score 


312 





15901 




F* von ^ 


509 859. 510 869 








Seq. No. 


15239 


Seq. ID 


OJ990517_11.9A01 


.C21 


Gene No. 


32346 


Strand 






Start 


5414 


End 


5874 




IN alltC 


OJ990517 11 9A01 C21 ol ts 


M^f" hod 


TBLASTX • Sovbean 




Start 


510 ~ 


End 


848 






non ^ 


Score 


210 




Ex on ^ 


510 848 








Seq. No. 


15239 


Seq. ID 


OJ990517_11.9A01 


.C21 


Gene No. 


32346 


Strand 






Start 


5414 


End 


5874 




Name 


OJ990517 11 9A01 C21 ol tm 

\J\J _/ \J *J X / XX* *J C\\J X * £- X . W X . 1. Ill 


Me* t hod 


TBLASTX * Ma i zp 




o Lai. u 


519 ~~ 


End 


863 




GI 


none 


Score 


232 






519 770 539 748 789 863 








Seq. No. 


15239 


Seq. ID 


OJ990517_11.9A01 


.C21 


Gene No. 


32346 


Strand 






Start 


5414 


End 


5874 




INaulC 


OJ990517 11 9A01 C21 o2 tw 


Method 


TBLASTX: Wheat 




O L a X L 


939 ~~ 


End 


4151 




\J X 


none 


Score 


80 




F von Q 


939 1040 3835 3972 3840 


.3974, 3997. .4149, 4050. .4151 


Seq. No. 


15239 


Seq. ID 


OJ990517_11.9A01 


.C21 


Gene No. 


32346 


Strand 








5414 


End 


5874 




Name 


OJ990517' 11 9A01 C21 o4 as 


Method 


GENSCAN 




Start 


5414 ~~ 


End 


5828 




GI 


none 


Score 


.83 




TT von ^ 


5414 5828 








Spct No 


15239 


Seq. ID 


OJ990517_11.9A01 


.C21 


Gene No. 


32346 


Strand 






Start 


5414 


End 


5874 




Name 


OJ990517 11 9A01 C21 o2 no 


Method 


AAT/NAP 




Cfarf 
u Lai L 


5515 ~ 


End 


5874 






5852180 

JO Jt iOU 


Score 


303 




F. von 


5515 5874 










(AL117265) zhbOOOlO 1 fOrvza 


sativa] 






Seq. No. 


15240 


Seq. ID 


OJ990517_11.9A01 


.C22 


Gene No. 


32347 


Strand 


+ 




Start 


1 


End 


11613 




Name 


OJ990517 11 9A01 C9? ol nn 


Method 


AAT/NAP 




OL.Cti.L- 


1 "~ 


End 


3631 






SR5?1 7 R 


Score 


64 




LAUllO 


X. • X «J , XUU. ■•COL'/ Jt J£. • • *J L> X 










fZVT1179£R^ 7hhfinn c i 1 rOr\/7a 


sativa] 






Seq. No. 


15240 


Seq. ID 


OJ990517_11.9A01 


.C22 


Gene No. 


32347 


Strand 


+ 




Start 


1 • 


End 


11613 




Name 


OJ990517 11.9A01.C22.o3.np 


Method 


AAT/NAP 




Start 


1 


End 


3082 





15902 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5902445 Score 696 

1..64, 1113. .1869, 3037. .3082 

(AB030283) GAG-POL precursor [Oryza sativa] 



15240 Seq. ID 

32347 Strand 
1 End 
OJ990517_11 . 9A01.C22.ol. gp Method 
56 End 
2428185 Score 
56. .262 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone: t 17804 



OJ990517_11.9A01.C22 
+ 

11613 
AAT/GAP 
262 
353 



15240 
32347 
1 

OJ990517_11 . 9A01 . C22 . ol . gs 

441 

none 

441. .444, 1175. .1482, 1519.. 
5565. .5782, 5972. .6234, 6388 
9047.. 9557, 9746.. 10413 



Seq. ID OJ990517_11.9A01.C22 

Strand + 

End 11613 

Method GENSCAN 

End 10413 

Score .69 
1847, 2286.. 2913, 3079.. 3219, 
..6962, 7089. .8461, 8558. .8831, 



15240 Seq. ID OJ990517 

32347 Strand + 

1 End 11613 

0 J9 9 0 5 1 7_1 1 . 9A0 1 . C2 2 . o3 . gp Method AAT/GAP 

3998 End 4381 

uC-osflcyp033a04bl Score 713 

3998. .4381 

' 6016845/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P07 11E10 1 



11. 9A01.C22 



0e-59 Oryza sativa genomic 



6436. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6605, 



OJ990517_ 
+ 

11613 
AAT/NAP 
11610 
6688 
6651. .7222, 



11. 9A01.C22 



7265. .7416, 



15240 
32347 
1 

OJ990517_11.9A01.C22.o4.np 
5517 
5922631 

5517. .5641, 5900. .6168, 
7543. .8469, 9084. .11610 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12 14 5 ) correspond 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



to a 



15240 
32347 
1 

OJ990517_11 . 9A01 . C22 . o2 . gs 

10813 

none 

10813. .11613 



Seq. ID OJ990517_11.9A01.C22 

Strand + 

End 11613 

Method GENSCAN 

End 11613 

Score .91 



15903 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15240 
32348 
1 

OJ990517_11 . 9A01 . C22 . o2 . np 
1 

5852180 



Seq. ID OJ990517_11.9A01.C22 
Strand 

End 4068 

Method AAT/NAP 

End 4068 

Score 556 



1..69, 2620. .3071, 3124. .3241, 4037. .4068 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990517_11.9A01.C22 
Strand 

End 5817 

Method AAT/GAP 

End 5817 

Score 648 



15240 
32349 
5052 

OJ990517_11 . 9A01 . C22 . o4 . gp 
5052 
5816562 
5052.. 5470, 5792.. 5817 

6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 

Seq. ID OJ990517_11.9A01.C22 
Strand 

End 14907 

l.C22.ol.tm Method TBLASTX : Maize 

End 10875 

Score 115 

1113. .1220, 1196. .1264, 10512 .. 10835 , 10513 .. 10836, 10828. .10875 

Seq. ID OJ990517_11.9A01.C22 
Strand 

End 14907 

l.C22.o4.tw Method TBLASTX : Wheat 

End 10907 

Score 77 



Seq. ID OJ990517_11.9A01.C22 
Strand 

End 14907 

Method TBLASTX : Mai ze 

End 11250 

Score 87 
5. .1689, 10977. .11075, 10978. . 11C 
11164. .11250 

Seq. ID OJ990517_11.9A01.C22 
Strand 

End 14907 

Method TBLASTX : Wheat 

End 11634 

Score 330 



Seq. No. 


15240 


Cpnp NIo 


32350 


OLdi I 


X X Z* / \J 




OJQQ0S17 11 ' 

\JU Z* Zf \J >J X / XX. 


Start 


1113 — 


kj x 


none 




1113 1220 


Seq. No. 


15240 


f^fsnp Ma 


32350 


oLdiL 


1 1 Q7 fi 


Name 


OJ990517 11. 


Start 


1113 


GI 


none 


Exons 


1113.. 1220, 




10519. .10905 


Seq. No. 


15240 


Gene No. 


32350 


Start 


11976 


Name 


OJ990517 11. 


Start 


1417 


GI 


none 


Exons 


1417. .1515, 




11067. .11141 


Seq. No. 


15240 


Gene No. 


32350 


Start 


1197 6 


Name 


OJ990517 11. 


Start 


1465 


GI 


none 


Exons 


1465. .1866, 




11181. .11384 


Seq. No. 


15240 


Gene No. 


32350 



Seq. ID OJ990517_11.9A01.C22 
Strand 



15904 




Start 


11976 






End 


14907 




Name 


OJ990517 11 


9A01. 


C22.o4 .tm 


Method 


TBLASTX: Maize 




Cf art - 


1771 ~~ 






End 


11595 




\3 X 


none 






Score 


75 






1771 18 69 


11332 


.11514, 11361. .11411 


, 11454 . .11513, 






11493 11594 


, 11493. .11594, 


11494. .11595 




Seq. No. 


15240' 






Seq. ID 


OJ990517_11. 9A01 


.C22 


Gene No. 


32350 






Strand 






OLdi 1 


1 1 97 6 

X X .7 / O 






End 


14907 




LNCULIG 


O.T990S1 7 11 

WU.7_7\JJX/ XX. 


9A01. 


C22.o7.tw 


Method 


TBLASTX: Wheat 




ulai L 


6ft?7 — 






End 


7229 






n on <^ 






Score 


288 




T? von q 


6827 7096 


6828. 


.7229 








Seq. No. 


15240 






Seq. ID 


OJ990517_11. 9A01 


.C22 


Gene No. 


32350 






Strand 






Qf arf 
0 u a J- u 


11976 






End 


14907 




in dine 


OJ990 517 11 

\JKJ Zf Zf\J *J d. t XX. 


9A01. 


C22.ol.tw 


Method 


TBLASTX: Wheat 




otai l 


7809 _ 






End 


8606 






none 






Score 


136 




Hi 2\.\J1 IO 


7809 7985 

/ O \J Zf • • 1 Zf \J %J f 


8030. 


.8266, .8034 


..8264, 8313. .8606, 8441. .8602 


Seq. No. 


15240 






Seq. ID 


OJ990517_11. 9A01 


.C22 


Gene No. 


32350 






Strand 








X X ^ / u 






FnH 


1 A Qfl7 

X *i Zf \J 1 




Name 


O.TQQD S 17 11 

vU^^UJl / XX. 


9A01. 


C22.o3.ts 


Method 


TBLASTX : Soybean 




O Lai L 


8^9 6 _ 






End 


8891 




O X 


none 






Score 


138 






8596 87^0 


8757. 


.8891 








Seq. No. 


15240 






Seq. ID 


OJ990517_11.9A01 


.C22 


Gene No. 


32350 






Strand 






Start 


1197 6 






End 


14907 




Name 


OJ990 517 11 

\J U Zf Zf \J «J X / XX* 


9A01. 


C22.o6.tw 


Method 


TBLASTX: Wheat 




Start 


8607 _ 






End 


8942 




GI 


none 






Score 


374 






8607 8942 


8607. 


.8927, 8627 


. .8941 






Seq. No. 


15240 






Seq. ID 


OJ990517_11.9A01 


.C22 


Gene No. 


32350 






Strand 






0 u ai L. 


11976 

X X Zf 1 \f 






End 


14907 




IN a. 1 UG 


O.T990S1 7 1 1 

\s\J Zf Zf\J -J X / XX. 


9A01. 


C22.o3.tm 


Method 


TBLASTX: Maize 




Cfarl" 
OLdl L 


8 616 _ 

O \J X \J 






End 


8957 




\j x 








Score 


339 




TT yon q 


8616 8957 


8657. 


.8950 








Seq. No. 


15240 






Seq. ID 


OJ990517_11. 9A01 


.C22 


Gene No. 


•32350 






Strand 






U Lai L 


11976 

X X Zf f \J 






End 


14907 




Name 


n tq qd m 7 ii 


9A01. 


C22.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9065 






End 


9489 




GI 


none 






Score 


427 




Exons 


9065. .9484, 


9109. 


.9489 








Seq. No. 


15240 






Seq. ID 


OJ990517_11. 9A01 


.C22 


Gene No. 


32350 






Strand 







15905 




Start 


11976 






End 


14907 




Name 


OJ990517 11. 


9A01 . 


C22.ol. ts 


Method 


TBLASTX : Soybean 




Start 


9143 ~~ 






End 


9517 




GI 


none 






Score 


307 




Exons 


9143 . . 9517 , 


9160 . 


.9303, 9340 


. . 9510 






Seq. No. 


15240 






Seq. ID 


OJ990517_11.9A01 


.C22 


Gene No. 


32350 






Strand 






Start 


11976 






End 


14907 




Name 


OJ990517 11 . 


9A01 . 


C22 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


9211 ~~ 






End 


9655 




GI 


none 






Score 


273 




Exons 


9211 . . 9465, 


9212 . 


.9466, 9212 


. . 9469, 94J 


38. .9631, 9629..9655 


Seq. No. 


15240 






Seq. ID 


OJ990517_11. 9A01 


.C22 


Gene No. 


32350 






Strand 






Start 


11976 






End 


14907 




Name 


OJ990517 11 . 


9A01 . 


C22 . 08 . tw 


Method 


TBLASTX: Wheat 




Start 


9494 ~~ 






End 


9777 




GI 


none 






Score 


183 




Exons 


9494 . . 9676, 


9503 . 


.9601, 9682 


. .9774, 9682. .9777 




Seq. No. 


15240 






Seq. ID 


OJ990517_11.9A01 


.C22 


Gene No. 


32350 






Strand 






Start 


11976 






.End 


14907 




Name 


OJ990517 11 . 


9A01 . 


C22 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


9769 ~~ 






End 


10157 




GI 


none 






Score 


87 




Exons 


9769. . 9873, 


9777 . 


.9863, 9909 


..10157, 9913.. 10155 




Seq. No. 


15240 






Seq. ID 


OJ990517_11.9A01 


.C22 


Gene No. 


32350 






Strand 






Start 


11976 






End 


14907 




Name 


OJ990517 11. 


9A01 . 


C22 . o5 . tw 


Method 


TBLASTX: Wheat 




Start 


9778 ~~ 






End 


10209 




GI 


none 






Score 


402 




Exons 


9778 . . 10209, 


9782 


J. . 10124 








Seq. No. 


15240 






Seq. ID 


OJ990517JL1.9A01 


.C22 


Gene No. 


32350 






Strand 






Start 


11976 






End 


14907 




Name 


OJ990517 11. 


9A01. 


C22.o6.tm 


Method 


TBLASTX: Maize 




Start 


9832 ~ 






End 


10104 




GI 


none 






Score 


120 




Exons 


9832 . . 10002, 


10006. .10104 








Seq. No. 


15240 






Seq. ID 


OJ990517_11.9A01 


.C22 


Gene No. 


32350 






Strand 






Start 


11976 






End 


14907 




Name 


OJ990517 11. 


9A01. 


C22.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


10216 






End 


10515 




GI 


none 






Score 


130 




Exons 


10216. .10350, 10219. . 10359, 


1038 9. .104 90, 10417. .10515 




Seq. No. 


15240 






Seq. ID 


OJ990517_11.9A01 


.C22 


Gene No. 


32350 






Strand 






Start 


11976 






End 


14907 





15906 



Name 

Start 

GI 

Exons 



OJ990517_11 . 9A01 . C22 . o3 . gs 
11976 
none 

11976. .12427, 12501 
13206. .13564, 13647 



Method GENSCAN 
End 14295 
Score .78 
12605, 12677. .12866, 12941 .. 13083, 
13876, 14023.. 14295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15240 
32350 
11976 
OJ990517 
11979 
6691716 
11979. .12427, 
13206. .13385, 



OJ990517 11.9A01.C22 



11.9A01.C22.o5.np 



Seq. ID 
Strand 

End 14907 
Method AAT/NAP 
End 14907 
Score 2384 
12501. .12615, 12765. .12866, 12941 .. 13128, 
13462. .13564, 13647 .. 13821 , 14013. .14907 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 15240 Seq. ID 

Gene No. 32350 Strand 

Start 11976 End 

Name OJ990517_11 . 9A01 . C22 . o9 . tw Method 

Start 14497 End 

GI none Score 

Exons 14497.. 14787 



OJ990517_11 . 9A01 . C22 
14907 

TBLASTX: Wheat 

14787 

193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15241 
32351 
1 

OJ990517_11. 9A01.C23.o2. rip 
1 

5042454 
1..68, 1966. .2201 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990517_11.9A01.C23 

Strand + 

End 2201 

Method AAT/NAP 

End 2201 

Score 163 



15241 
32352 
1 

OJ990517_11. 9A01.C23.ol.np 
1 

5902448 
1. .535 

(AB030283) orf3 [Oryza sativa] 



Seq. ID OJ990517_11.9A01.C23 
Strand 

End 535 

Method AAT/NAP 

End 535 

Score 784 



Seq. No. 15241 

Gene No. 32352 

Start 1 

Name - OJ990517_11 . 9A01 . C23 . ol . gs 

Start 14 4' 

GI none 

Exons 144.. 535 



Seq. ID OJ990517_11.9A01.C23 

Strand 

End 535 

Method GENSCAN 

End 535 

Score .77 



Seq. No. 15241 Seq. ID 

Gene No. 32353 Strand 

Start 1573 End 

Name OJ990517_11 . 9A01 . C23 . ol . gp Method 

Start 1573 End 



OJ990517_11 . 9A01 . C23 

1993 

AAT/GAP 

1993 



15907 



GI 5816562 Score 643 

Exons 1573.. 1993 

GI Descrip. 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15241 
32354 
2812 

OJ990517_ 
125 
none 
125. .415 



11.9A01.C23.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_11.9A01.C23 
4839 

TBLASTX: Wheat 

415 

193 



Seq. No. 15241 

Gene No. 32354 

Start 2812 

Name OJ990517_11 . 9A01 . C23 . o2 . gs 

Start 2812 

GI none 

Exons 2812.. 3329, 3428.. 3579, 3704, 
4752. .4789 



OJ990517_11 . 9A01 . C23 

4839 
GENSCAN 
4789 
.66 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4224, 4276. .4373, 4425. .4596, 



Seq. No. 15241 Seq. ID OJ990517_11.9A01.C23 

Gene No. 32354 Strand 

Start 2812 End .4839 

Name OJ990517_11 . 9A01 . C23 . o3 . np Method AAT/NAP 

Start 3646 End 4596 

GI 6721561 Score 700 

Exons 3646.. 4596 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 15241 
Gene No. 32354 
Start , . 2812 

Name OJ990517_11 . 9A01 . C23 . o4 . np 

Start 3761 
GI 6721558 
Exons 3761.. 3869, 4568.-4839 

GI Descrip. (AP001073) hypothetical 

gi I 6815083 | dbj | BAA90369 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_11.9A01.C23 

4839 
AAT/NAP 
4839 
97 



protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15242 
32355 
2379 

OJ990517_11 . 9A01 . C24 . o2 . gs 

2379 

none 



Seq. ID OJ990517_11.9A01.C24 

Strand + 

End 12239 

Method GENSCAN 

End 12239 

Score . 58 



2379. .2587, 3548.-3749, 3945. .4114, 5836. .5978, 6102. .6279, 
6953.. 7520, 8513.. 8625, 10099 .. 10276, 12012.. 12239 



Seq. No. 
Gene No. 



15242 
32355 



Seq. ID OJ990517_11.9A01.C24 
Strand + 



15908 



i % 
i sr 

:==: 
I : ! 



Start 


2379 


End 


12239 


Name 


OJ990517 ll.9A01.C24.ol. 


gp Method 


AAT/GAP 


Start 


7152 


End 


8629 


GI 


8464 1.R1084 


Score 


852 




7152.. 7520, 8513.. 8629 








*5852170/emb|AL117265.1|OST17804 1 . Oe- 


\J \Ji.y£.a, jaLiva 




indica (GLA4 ) genomic DNA, chromosome 4 


RAP r 1 nnp • t- 1 7R04 1 




15242 


Seq. ID 


OJ990517 11 9A01 C24 

\JKJ Zf Z? \J -J X f XX. -s xi W X • \w- <£. ^ 


Gene No. 


32356 


Strand 




Start 


1 


End 


1783 


Name 


OJ990517 11 9A01 C24 ol 


no Method 


AAT /NAP 


J LOI L 


1 


End 


1 7£H 


\3 X 


6907089 


Score 


^ j .7 


Pvnn q 


1..635, 1744. .1783 






\J J. UCOULIJJ i 


(AP001129) hypothetical 


protein [Oryza 


q i* "1 ira 1 
o a L. x v a. j 




15242 


Seq. ID 


O.T990S17 11 9A01 f?4 

\J^J Z* ZJ \J *J X t XX. J/fiv X . \s £~ ^ 


Gene No. 


32356 


Strand 




Start 


1 


End 


1783 


Name 


OJ990517 ll.9A01.C24.o3. 


np Method 


AAT/NAP 


Start 


1 


End 


17 12 


\J X 


6721 SI 9 


Score 


X U J 




1..40, 1431. .1574, 1603. 


.1712 






(AP001072) hypothetical 


protein [Oryza 


q ^ +■ "i Tra 1 
o d Li vaj 




15242 


Seq. ID 


O.TQQ0S17 11 QA01 P94 


f^fanf 1 No 


32356 


Strand 




Start 


1 


End 


1783 


Name 


OJ990517 ll.9A01.C24.o2. 


np Method 


AAT/NAP 


Start 


i 

X 




744 


GI 


6721558 


Score 


105 


F 1 von q 


1..48, 613. .744 






f^T nPQfri o 


(AP001073) hypothetical 


protein [Oryza 


o a L. x v a. j 




gi | 6815083 | dbj IBAA90369. 


11 (AP001081) 


hvnnfhpt i pa 1 nrntpi n 

liyyULllCLlUQx £s X vJ LCXli 




[Oryza sativaj 






Seq. No. 


15242 


Seq. ID 


OJ990517_11.9A01.C24 


Gene No. 


32357 


Strand 




Start 


15091 


End 


22213 




OJ990517 ll.9A01.C24.o2. 


ts Method 




Start 


4050 


End 


6139 


GI 


none 


Score 


102 


Pynn q 


4050. .4121, 4052. .4114, 


5833. .5991, 58 


34 5977 6104 6139 




15242 


Seq. ID 


OJ990517_11.9A01.C24 


Gene No. 


32357 


Strand 




Start 


15091 


End 


22213 


Mama 


OJ990517 11. 9A01.C24.ol. 


ts Method 


TBLASTX: Soybean 


O L. d. X t_ 


6227 


End 


8626 


rj 

ox 


none 


Score 


73 


Exons 


6227.. 6280, 6954.. 7259, 


6956. .7231, 7334. .7522, 7335. .7520, 




8494. .8619, 8506. .8625, 


8513. .8626 




Seq. No. 


15242 


Seq. ID 


OJ990517_11.9A01.C24 


Gene No. 


32357 


Strand 




Start 


15091 


End 


22213 



15909 



Name 


OJ990517 11.9A01.C24 


.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


7439 






End 


12053 






GI 


none 






Score 


128 






Pvnnc 


7439. . 


,7522, 7440.. 7520, 7440 


..7523, 7444. .7536, 


8497. .8550, 




8513. . 


.8545, 8543..8638, 8544 


..8615, 8546. .8626, 


10013. . 


10228, 




10030. 


,.10281, 10030. 


. 10-266, 


10032. .10277, 12006 


. .12053 




Qcsrr No 


15242 






Seq. ID 


OJ990517 


11 . 9A01 


.C24 


Gene No. 


32357 






Strand 








Start 


15091 






End 


22213 






Name 


OJ990517 11.9A01.C24 


. o 6 . tm 


Method 


TBLASTX : 


Mai ze 




Start 


10146 






End 


12231 






GI 


none 






Score 


146 






LlAV/1 1 O 


10146. 


, .10277, 10147. 


.10281, 


10148. .10282, 12006 


. .12197, 






12009. 


.12200, 12022. 


. 12231 










Sea No 


15242 






Seq. ID 


OJ990517 


11 . 9A01 


,C24 


Gene No. 


32357 






Strand 








Start 


15091 






End 


22213 






Name 


OJ990517 11.9A01.C24 


. o4 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


13254 






End 


13670 






GI 


none 






Score 


46 








13254 . 


,.13355, 13255. 


13353, 


13351. .13416, 13356 


. .13433, 






13425. 


,.13664, 13425. 


. 13463, 


13512. .13670 






Seq. No. 


15242 






Seq. ID 


OJ990517 


1 1 . 9 AO 1 


..C24 


Gene No. 


32357 






Strand 








Start 


15091 






End 


22213 






Name 


OJ990517 11.9A01.C24 


. o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


13305- 






End 


13619 






GI 


none 






Score 


106 






Exons 


13305, 


,.13619, 13324. 


.13545, 


13362. .13565 






Sea No 


15242 






Seq. ID 


OJ990517 


11 . 9A01 


.C24 


r^fi-nR No 


32357 






Strand 








Start 


15091 






End 


22213 






Name 


OJ990517 11.9A01..C24 


. o5 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


13910 






End . 


14435 . 






GI 


none 






Score 


49 






Exon s 


13910. 


,.14005, 13910. 


.13957, 


13911. .14006, 13923 


. . 14006, 






14008. 


, .14112, 14031. 


.14435, 


14067. .14111, 14074 


. . 14112, 






14109'. 


, .14432 












Qprr No 


15242 






Seq. ID 


OJ990517 


1 1 . 9 AO 1 


. C24 


Gene No. 


32357 






Strand 








Start 


15091 






End 


22213 






Name 


OJ990517 11.9A01.C24 


. ol . tm 


Method 


TBLASTX: 


Ma i z e 






14679 






End 


19956 






GI 


none 






Score 


126 






P. v o n 


14679. 


.14984, 16117. 


.16497, 


16127. .16369, 16511 


. .16801, 






16537. 


.16560, 16649. 


.16813, 


19799. .198' 


50, 19849 


. . 19956 




Seq. No. 


15242 






Seq. ID 


OJ990517 


_11. 9A01 


.C24 


Gene No. 


32357 






Strand 








Start 


15091 






End 


22213 






Name 


OJ990517 11.9A01.C24 


.o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


14697 






End 


16473 







15910 



GI 

Exons 



none Score 84 

14697. .14897, 16030 16080, 16180 .. 16473, 16184. .16471 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15242 
32357 
15091 

OJ990517_11. 9A01.C24 .o6.np 

15082 

6069646 " 



OJ990517 11.9A01.C24 



Seq. ID _ 
Strand 

End 22213 
Method AAT/NAP 
End 22213 
Score 835 
15082. . 16050, 16339. .17140, 22181.. 22213 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 







15242 






Seq. ID 


OJ990517_11.9A0i 


.C24 






32357 






Strand 








Start 


15091 






End 


22213 






Name 


OJ990517 11.9A01.C24 


. o4 . gs 


Method 


GEN SCAN 






O L. d-L U 


15091 






End 


20673 








none 






Score 


.58 






Exons 


15091. 


.16043, 16092. 


• 1UJJ1/ 


16595. .16744, 1 687 1 . . 17 671 , 








17690. 


.18505, 18569. 


. 18736, 


1884 6. .18 939, 19062. .19354, 








19434. 


.19661, 19864. 


.20673 








Li i 

n i 




15242 






Seq. ID 


OJ990517_11.9A01 


. C24 


t a? 

I"i 


Gene No. 


32357 






Strand 








Start 


15091 






End 


22213 




i s Li 


Name 


OJ990517 11.9A01.C24 


o2 . tm 


Method 


TBLASTX: Maize 




\.~\ 
i cr 


O L. Cl X. L. 


16814 






End 


20313 




!*: I 


(IT 


none 






Score 


129 




: sr 

is 




16814. 


.17143, 16926. 


. 17129, 


19963. .20313 




rt 


oeq. ln u . 


15242 






Seq. ID 


OJ990517_11.9A01 


. C24 


i. » 
•i 


Gene No. 


32357 






Strand 








Start 


15091 






, End 


22213 






Name 


OJ990517 11.9A01.C24 


.o3. tm 


Method 


TBLASTX: Maize 




r ~i 


Start 


17354 






End 


17743 






GI 


none 






Score 


78 






Exons 


17354. 


.17743, 17403. 


.17603 










Seq. No. 


15242 






Seq. ID 


OJ990517_11.9A01 


.C24 




Gene No. 


32357 






Strand 








Start 


15091 






End 


22213 






Name 


OJ990517 11.9A01.C24 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


17738 






End 


21250 






GI 


none 






Score 


53 






Exons 


17738. 


.17896, 17927. 


.18085, 


20935. .21174, 20965 .. 21021 , 








21071. 


.21250 












Seq. No. 


15242 






Seq. ID 


OJ990517_11.9A01 


.C24 




Gene No. 


32357 






Strand 








Start 


15091 






End 


22213 






Name 


OJ990517 11.9A01.C24 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


17942 






End 


21303 






GI 


none 






Score 


41 





15911 




Rynn q 


17942 18061 


, 18065. .18202, 21073. . 21162, 21238 


. .21303 




Seq. No. 


15242 








Seq. ID 


OJ990517 


11 . 9A01 


.C24 


Gene No. 


32357 








Strand 








Start 


15091 








End 


22213 






Name 


OJ990517 11. 


9A01 


.C24 .o9 


.np 


Method 


AAT/NAP 






Start 


19840 








End 


20244 






GI 


2462640 








Score 


438 






F". v on q 


19840. .20244 
















QT Dp ^rrin 


(Y13370) reverse 


transcriptase [Oryza 


sativa] 






Seq. No. 


15243 








Seq. ID 


OJ990517 


_11. 9A01 


.C25 


Gene No. 


32358 








Strand 


+ 






Start 


871 








End 


1031 






Name 


OJ990517 11. 


9A01 


.C25.ol 


.gs 


Method 


GEN SCAN 






Start 


- 871 








End 


1031 






GI 


none 








Score 


.63 






P. von S 


871. .1031 
















Seq. No. 


15243 








Seq. ID 


OJ990517 


11 . 9A01 


.C25 


Gene No. 


32359 








Strand 








Start 


1 








End 


1168 






Name 


OJ990517 11. 


9A01 


.C25.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


1168 








4559347 








Score 


56 






P von <5 


1..24, 484.. 


800, 


1031. . 


1168 










GI Dpscric 


(AC006585) hypothetical 


protein [Arabidopsis thaliana] 




Qprr Mo 


15244 








Seq. ID 


OJ990517 


__11. 9A01 


.C26 


ripi n p> " Mo 


32360 








Strand 


+ 






Start 


1157 








End 


8429 






Name 


OJ990517 11. 


9A01 


.C26.ol 


.gs 


Method 


GENSCAN 






Start 


1157 








End 


7694 






GI 


none 








Score 


.47 






F.xnn^ 

JjAU 110 


1157. .1456, 


1690 


. .2646, 


2799. . 


3062, 3120.. 3384, 


3591. .3673, 




3738. .4547, 


4558 


. .4730, 


4989. . 


5154, 5281. .5352, 


5982. .6063, 




6271. . 6405, 


7552 


. .7694 












Seq. No. 


15244 








Seq. ID 


OJ990517 


_11.9A01 


.C26 


Gene No. 


32360 








Strand 


+ 






Start 


1157 








End 


8429 






Name 


OJ990517 11. 


9A01 


.C26.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


6051 








End 


6469 






GI 


none 








Score 


345 






P. v o nq 


6051. .6440, 


6060 


. .6353, 


6062. . 


6469 








Sea No 


15244 








Seq. ID 


OJ990517 


JLl. 9A01 


.C26 


Gene No. 


32360 








Strand 


+ 






Start 


1157 








End 


8429 






Name 


OJ990517 11. 


9A01 


.C26.ol 


.np 


Method 


AAT/NAP 








7128 








End 


7532 






GI 


2462640 








Score 


466 






Exons 


7128. .7532 
















GI Descrip. 


(Y13370) reverse 


transcriptase [Oryza 


sativa] 






Seq. No. 


15244 








Seq. ID 


OJ990517 


_11. 9A01 


.C26 


Gene No. 


32360 








Strand 


+ 







15912 



Start 
Name 
Start 
GI 

Exons 



1157 End 

OJ990517_11 . 9A01 . C26 . ol . tm Method 

7164 End 

none Score 



8429 

TBLASTX: Maize 

8098 

231 



7164. .7586, 7502. .7585, 7644. .7937, 7706. .7936, 7926. .8075, 
7928.. 8098 



Seq. No. 15244 

Gene No. 32360 

Start 1157 

Name OJ990517_11 . 9A01 . C26 . ol . ts 

Start 7716 

GI none 

Exons 7716.. 7943, 7953.. 8063, 8139. 

Seq. No. 15244 

Gene No. 32360 

Start 1157 

Name OJ990517_11 . 9A01 . C26 . o2 . tw 

Start 8088 

GI none 

Exons 8088.. 8396, 8190.. 8336, 8397. 

Seq. No. ,15244 

Gene No. j? 32360 

Start ' 1157 

Name OJ990517_11 . 9A01 . C26 . o2 . tm 

Start 8103 

GI none 

Exons 8103.. 8285, 8118.. 8303, 8274. 
8353. .8421 



Seq'. ID 

Strand 

End 

Method 
End 
Score 
8282 

Seq. ID 

Strand 

End 

Method 
End 
Score 
8429 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_11.9A01.C26 
+ 

8429 

TBLASTX : Soybean 

8282 

114 



OJ990517_11.9A01.C26 
+ 

8429 

TBLASTX: Wheat 

8429 

264 



OJ990517_11 . 9A01 . C26 
+ 

8429 

TBLASTX: Maize 
8429 



180 



8333, 8312. .8332, 8340. .8429, 



Seq. No. 15245 Seq. ID 

Gene No. 32361 Strand 

Start 838 End 

Name OJ990517_11 . 9A01 .C27 . ol . gs Method 

Start 838 End 

GI none" Score 

Exons 838.. 911, 1165.. 1378 

Seq. No. 15245 Seq. ID 

Gene No. 32362 Strand 

Start 2355 End 

Name OJ990517_11 . 9A01 . C27 . o2 . gs Method 

Start 2355 End 

GI none Score 

Exons 2355.. 3488 



OJ990517_11.9A01.C27 

1378 
GENSCAN 
1378 
.43 



OJ990517_11.9A01.C27 

3488 
GENSCAN 
3488 
.89 



Seq. No. 15246 Seq. ID 

Gene No. 32363 Strand 

Start 1276 End 

Name OJ990517_11 . 9A01 . C28 . ol . gs Method 

Start 1276 End 

GI none Score 
Exons 



OJ990517_11.9A01.C28 
+ 

4524 
GENSCAN 
4524 
.42 



1276. .1367, 1667. .1871, 2023. .2088, 2186. .2269, 2347. .2714, 
2731. .2974, 3491. .3713, 4418. .4524 



15913 






Qon Wo 


X -J C. *i \3 








Seq. ID 


OJ990517 11 9A01 


. C28 




Gene No. 


32364 








Strand 


+ _ 






Start 


5797 








End 


7750 






Name 


OJ990517 11 


. 9A01. 


C28.o2 


.np 


Method 


AAT/NAP 








5797 _ 








End 


7750 








4 680186 








Score 


216 








5797 5818 


754 6. 


V77 50 * 












V3X L/C0^11^> 


fAF111709} 

\ At XXX 1 \J Zs } 


unknown [Oryza sativa subsp 


i nri i 1 

# -L 1 X \Ji _L G J 






Seq. No. 


15246 








Ocvj . x \j 


OJ990517_11.9A01. 


.C28 




Gene No. 


32365 








Strand 


+ 






OLdi L 


8 357 








End 


8744 






LMclilltr 


OJQQ0517 11 


. 9A01. 


C28.o3 


.gs 


Method 


GENSCAN 






O Lai t. 


8^7 ~~ 








End 


874 4 








n nn o 








Score 


. 4 








8357 8434 


8516. 


.8744 












Seq. No. 


15246 








Seq. ID 


OJ990517_11.9A01. 


.C28 




Gene No. 


32366 








Strand 








Of- a r f 


34 58 








End 


8921 








OJ990 517 11 


.9A01. 


C28.o2 


.ts 


Method 


TBLASTX * Sovbean 






o Ldi U 


^4 4 7 _ 
j *i *± / 








End 


3697 






r-T 

X 


n on o 








Score 


52 






Exons 


"3447 ?4ft8 


3452. 


.3697, 


3525. 


.3695 






L i ! 


Cqh Mo 


X -J c* H \j 








Seq. ID 


O.TQ90S1 7 1 1 9A01 

vU y ?U J 1 ' XX. Zs tWJ X < 


. C28 


I'll 


Cpnp No 


32366 








Strand 






Start 


3458 








End 


8921 






Name 


OJ990517 11 


. 9A01. 


C28 .ol 


.np 


Method 


AAT/NAP 






u Lai L 


3458 








End 


8921 




i "l 

sr 


\J X 


4 S4 4 "379 








Score 


1085 




rs : i 
} M 




^4S8 sm s 

J 1 ] JO t . -J \J X «J / 


5115. 


.5511, 


5578. 


.6546, 88 


67. .8921 






OX ip • 




putative retroelement pol polyprotein [Arabidops. 


is 

i c 
•: cr 




+■ ha 1 i Anpi 1 














: t i 

""A 


Seq. No. 


15246 








Seq. ID 


OJ990517_11.9A01, 


.C28 


M : 


Gene No. 


32366 








Strand 






W 


Cf art 
o u ax u 


3458 








End 


8921 




i := E 


IN alllG 


OJQQ0 517 11 

wu is y \j *j a. i xx 


.9A01. 


C28.o3 


.tw 


Method 


TBLASTX: Wheat 




; s:f 
.: sv 


OlCti I 


3473 ~~ 








End 


3880 




u 


(IT 
\J X 


Ti on 
nunc 








Score 


116 






J_j 1 1 o 


3473 3880 


3507. 


.3872 












Seq. No. 


15246 








Seq. ID 


OJ990517_11.9A01, 


.C28 




Gene No. 


32366 








Strand 








O L a X L 


3458 

J1JO 








End 


8921 






Name 


D.TQQOM 7 11 

WU-7Z7VJJX/ XX 


. 9A01. 


C28.o4 


.tw 


Method 


TBLASTX: Wheat 






O LdX L 


7 _ 








End 


4282 






\J X 


n on ^ 








Score 


185 








3917 4282 
















Seq. No. 


15246 








Seq. ID 


OJ990517_11.9A01, 


.C28 




Gene No. 


32366 








Strand 








Start 


3458 








End 


8921 






Name 


OJ990517 11 


. 9A01. 


C28 .o5 


. ts 


Method 


TBLASTX: Soybean 






Start 


3977 








End 


4261 






GI 


none 








Score 


183 





15914 




Exons 3977. .4261 



tj ^ \J . L" w ■ 


15246 








Seq. ID 


OJ990517_11.9A01 


.C28 


Hono Mo 


32366 








Strand 






OLai L 


34 58 








End 


8921 






vu Zs y \J -J J- f 1 1 < 


, 9A01 


. C28 . o2 




Method 


GENSCAN 




Start 


4758 ~~ 








End 


7292 




PT 


none 








Score 


.41 




Exons 


47SR SOft^ 

4 / JO . . JuOJ/ 


S4 ft 1 

J *i O 1 


6278 


6823 


.6851, 7216. .7292 




Seq. No. 


15246 








Seq. ID 


OJ990517_11.9A01 


.C28 




J J O \J 








Strand 






JLdl L 


^4 Sft 

J4 JO 








End 


8921 






n.TQQnsi 7 11 




. C28 . o3 




Method 


TBLASTX : Soybean 




jLai l 


487 6 ~ 








End 


5277 




GI 


none 








Score 


62 






1 O f\J. • J V (J , 


4 878 


5072, 


5040 . 


.5123, 5041. .5124, 5145. .5186, 




5145. .5210, 


5191 


. .5277^ 


5195. 


.5275 






O " ^ . IN W . 


15246 








Seq. ID 


OJ990517_11.9A01 


.C28 


r^ono Mo 


32366 

J J U w 








Strand 








^4 Sft 

J1 JO 








End 


8921 




NcLITlS 


O.TQQ0S1 7 11 

UU33UJ1 / 1 1 < 




r?8 oi 




Method 


TBLASTX : Soybean 






5428 _ 








End 


5898 




PT, 


none 








Score 


85 




Exons 


5428. .5616, 


5441 


. .5572, 


5611. 


.5898, 5723,. 5860 




Cp n Mo 


1 S94 6 

1 J *i U 








Seq. ID 


OJ990517_11.9A01 


.C28 


OCllC IN(J • 










Strand 






OLal L 


?4 Sff 

J4 JO 








End 


8921 




IN a. n it: 


OJ990S1 7 1 1 


. 9A01 


. C28 . o2 


tw 


Method 


TBLASTX: Wheat 




Start 


5515 ~~ 








End 


5920 






none 








Score 


45 




Exons 


5515. .5598, 


5519 


. .5587, 


5593. 


.5895, 5633.. 5920 




JC^i 1N*J ■ 


1524 6 








Seq. ID 


OJ990517_11.9A01 


.C28 


VJJ CI 1 C LN • 


32 366 

J C J u u 








Strand 








34 58 








End 


8921 




Mam o 


O.T9Q0S1 7 1 1 


QA01 

. Zs tWJ 1 


r?8 oi 


. LIU 


Method 


TBLASTX: Maize 






5587 _ 








End 


6045 




\J 1 


ti on 
I HJi ic 








Score 


212 




Exons 


5587. . 6045, 


5588 


. .5896, 


5656. 


.6045 






Cpn Mo 

OC^. 1N*J . 


1^24 6 

1 J £. *i O 








Seq. ID 


OJ990517_11.9A01 


.C28 


Cono Mo 


32366 

j c. j o o 








Strand 






O Uctl L 


^4^8 

J 1 J o 








End 


8921 




Name 


O.TQQO^I 7 11 

VU 33UJ1 / 11< 


QAD1 
. y r\\J i 


r^fl oi 


. LW 


Method 


TBLASTX: Wheat 




Cf arf 
O Lai L 


SQ2Q ~~ 








End 


6318 




P T 


none 








Score 


227 




Exons 


5929. . 6258, 


5935 


. .6267, 


5957. 


.6259, 6262.. 6318 




Seq. No. 


15246 








Seq. ID 


OJ990517_11.9A01 


.C28 


Gene No. 


32366 








Strand 






Start 


3458 








End 


8921 




Name 


OJ990517 11. 


. 9A01 


.C28.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6047 








End 


6264 




GI 


none 








Score 


200 





15915 



Exons 



6047. .6259, 6049. .6264, 6064. .6264 



Seq. No. 
Gene No. 
Start 
Name 
Start 
- 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15246 
32366 
3458 

OJ990517_11. 9A01 .C28.o4 .ts 

6115 

none 

6115. .6249, 6256. .6480 



Seq. ID OJ990517_11.9A01.C28 
Strand 

End 8921 

Method TBLASTX : Soybean 

End 6480 

Score 124 



15246 
32366 
3458 

OJ990517_11 . 9A01 . C28 . ol . gp 
7294 

uC-osf Icyp033a04bl 
7294 . .7679 

f 6016845/dbj IAP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID OJ990517_11.9A01.C28 
Strand 

End 8921 

Method AAT/GAP 

End 7 679 

Score 637 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15246 
32366 
3458 

OJ990517_11.9A01.C28.o3.np 
8147 
6907087 
8147. .8248, 8800. .8921 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990517_11.9A01.C28 
Strand 

End 8921 

Method AAT/NAP 

End 8921 

Score 233 



15247 
32367 
1 

OJ990517_11. 9A01.C29.ol.np 
1 

6907087 
1..94, 271. .796 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
satiya] 



Seq. ID OJ990517_11.9A01.C29 
Strand 

End 796 

Method AAT/NAP 

End 7 96 

Score 413 



15248 
32368 
121 

OJ990517_11. 9A01.C30.ol.gs 

121 

none 

121. .735 



Seq. ID OJ990517_11.9A01.C30 

Strand + 

End 735 

Method GENSCAN 

End 735 

Score .77 



Seq. No. 15249 

Gene No. 32369 

Start 1 

Name OJ990517_11 . 9A01 . C32 . ol . np- 

Start 1 

GI 4680179 

Exons 1 . . 731 



Seq. ID OJ990517__11.9A01.C32 
Strand 

End 731 

Method AAT/NAP 

End 731 

Score 644 



15916 






VJX UCuLI Xky • 


\-rix xxx i \j j f ^uiy^i\Jtc±ii l vi y £.a 


sativa subsp. indica] 




Seq. No. 


15249 


Seq. ID 


OJ990517_11.9A01.C32 




Gene No. 


32369 


Strand 


- 




c+- p rt* 

O Lul (_ 


X 


End 


731 




Name 


.7 .7 L/ J X / XX . Jnui.LJt, lUl.yo 


Method 


GENSCAN 




O u d x i_ 


7 6 _ 


End 


683 




ox 


none 


Score 


- .85 




P. v on c; 


76 . . 683 








Seq. No. 


15249 


Seq. ID 


OJ990517_11.9A01.C32 




Gene No. 


32369 


Strand 


- 




oiai i 


i 

X 


End 


731 




Name 


O.TQQf)M7 11 QA01 C\9 r>1 tm 


Method 


TBLASTX: Maize 




O Lai L 


1 7 fi _ 
X / o 


End 


490 






1 1U1 1C 


Score 


44 






176 ?6? ?27 490 303 467 








Seq. No. 


15249 


Seq. ID 


OJ990517_11.9A01.C32 




Gene No. 


32369 


Strand 


- 




O L al L 


i 

X 


End 


731 




INculLt: 


O.TQQ0M7 11 QAD1 P^? nl t*w 


Method 


TBLASTX: Wheat 


; ; a? 


OLdI L 


??7 _ 


End 


490 


i, i 






Score 


144 


« c; 


r yon Q 


991 4QD 9Q1 467 






1 L! 


Qon Kin 

O G Lj . IN (J . 




Seq. ID 


OJ990517_11.9A01.C33 


!. - 1 


IJCilC in • 


32370 


Strand 


_1_ 
i 


i ! : 
•sir 


Start 


773 


End 


1994 




Name 


OJ990517 11. 9A01.C33.o2.gp 


Method 


AAT/GAP 


s? 


Start 


773 


End 


1154 


1 if 




uC-'osf Icyp033a04bl 


Score 


699 






773. . 1154 






L -E 




* 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


5 9 Oryza sativa genomic 


•£ 




DNA, chromosome 1, clone : P0711E10 1 




siz 


Seq. No. 


15250 . 


Seq. ID 


OJ990517_11.9A01.C33 


: 


Gene No. 


32370 


Strand 




'"i 

: sf 


Start 


773 


End 


1994 


!S E 


iNcaiiit; 


OJ990517 11. 9A01.C33.ol.gs 


Method 


GENSCAN 




O Lai L 


953 


End 


1994 




\J X 


none 


Score 


.4 






953. .1028, 1825. .1994 








O C H • LN (J . 


15250 


Seq. ID 


OJ990517_11 . 9A01 . C33 






32371 


Strand 


X. 




Start 


4336 


End 


4613 




Name 


OJ990517 11. 9A01.C33.o3.gp 


Method 


AAT/GAP 




OLal L 


4336 


End 


4613 






61605 1.R1084 


Score 


470 






4336. .4613 








GI Descrip. 


, 5852170/emb| AL1172 65.1 IOST17804 1 . Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 17804 1 




Seq. No. 


15250 


Seq. ID 


OJ990517JL1 . 9A01 . C33 




Gene No. 


32372 


Strand 






Start 


1 


End 


7198 



15917 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990517_11. 9A01.C33.o2.np Method AAT/NAP 
1 End 4645 

4680179 Score 760 

1..54, 2751. .3791, 4562. .4645 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



15250 
32372 
1 

OJ990517_11. 9A01.C33.ol.np 
706 

4680186 

706. .907, 1743. .1794, 5720. 



Seq. ID OJ990517_11.9A01.C33 
Strand 

End 7198 

Method AAT/NAP 

End 5748 

Score 367 
.5748 



(AF111709) unknown [Oryza sativa subsp. indica] 



15250 Seq. ID 

32372 Strand 

1 End 
OJ990517_11. 9A01.C33.o2.gs Method 

2686 End 

none Score 

2686. .3801, 5119. .5235, 6292. .6429 



OJ990517_11.9A01.C33 

7198 
GENSCAN 
6429 
.56 



Seq. No. 15250 Seq. ID 

Gene No. 32372 . Strand 

Start 1 End 

Name OJ990517_11 . 9A01 . C33 . ol . tm Method 

Start 3088 .End 

GI none Score 

Exons 3088.. 3174, 3139.. 3402, 3215.. 3379 



OJ990517_11.9A01.C33 
7198 

TBLASTX: Maize 

3402 

44 



Seq. No. 15250 Seq. ID 

Gene No. 32372 Strand 

Start 1 End 

Name OJ990517_11 . 9A01 . C33 . ol . tw Method 

Start 3283 End 

GI none Score 
Exons 



OJ990517_11 . 9A01 . C33 
7198 

TBLASTX: Wheat 

3630 

77 



3283. .3630/ 3284. .3424, 3292. .3432, 3466. .3630 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15250 
32372 
1 

OJ990517_11. 9A01.C33.o3.np 

4979 

6063554 

4979. .5153, 5793. .5820, 6292. 



Seq. ID OJ990517_11.9A01.C33 
Strand 

End 7198 

Method AAT/NAP 

End 7198 

Score 362 

.6505, 6623. .6843, 7154. .7198 



(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 61 1 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15250 
32372 
1 

OJ990517_1 1 . 9A01 . C33 . o4 . gp 
5597 

101153_1.R1084 

5597. .5820, 6291. .6326 



Seq. ID OJ990517_11.9A01.C33 
Strand 

End 7198 

Method AAT/GAP 

End 6326 

Score 426 



15918 




OX UC0LI1|J. 


, 5852170/emb|AL117265. 1IOST17804 l.Oe- 


1 1 R nr\/75 oaf 1 \7 ^ 

X X J W.L y CCX O CI I — L V a 




indica (GLA4) -genomic DNA, chromosome 4 


RAP pi nnp • t 1 7 804 • 


C ^ rr Mo 
O S q > IN U . 


15251 




Seq. ID 


O.TQQOM 7 11 QAfll P^4 


Gene No. 


32373 




Strand 


+ — 


Start 


145 




End 


1938 


Name 


OJ990517 ll.9A01.C34.ol 


.np 


Method 


AAT/NAP 


Q+- a r-f- 

ouar u 


145 




End 


1938 


PT 


4680179 




Score 


1278 


Exons 


145. .1230, 1264. .1938 








ox L>fcro^iXL^. 


\r\L XXX / polypi ULclil 


f Pt r~ \ t"7 a 

1_ \Ji, y c<x 


sativa subsp. indica] 


Seq. No. 


15251 




Seq. ID 


OJ990517_11.9A01.C34 


Gene No. 


32373 




Strand 


+ 




145 




End 


1938 


Name 


OJ990517 ll.9A01.C34.ol 


.gs 


Method 


GENSCAN 


o car u 


148 




End 


1795 


P T 


none 




Score 




TP 1_T C" 


14ft 1 7 QS 








Seq. No. 


15251 




Seq. ID 


OJ990517_11.9A01.C34 


Gene No. 


32373 




Strand 


+ 


oldl L. 


145 




End 


1938 


Name 


OJ990517 ll.9A01.C34.ol 


. tw 


Method 


TBLASTX: Wheat 




379 




End 


741 


P T 


none 




Score 


z y d 


Exons 


"37Q 7 41 ft 1 7 4 0 








Seq. No. 


15251 




Seq. ID 


OJ990517_11.9A01.C34 


Gene No. 


32373 




Strand 


+ 


jLdlt 


145 




End 


1938 


Name 


OJ990517 ll.9A01.C34.ol 


.tm 


Method 


TBLASTX: Maize 


OLdiL 


622 




End 


927 


PT 


none 




Score 


229 


Exons 


fiOO §01 fi^fi 1^0 








Seq. No. 


15251 




Seq. ID 


OJ990517_11.9A01.C34 


Gene No. 


32373 




Strand 


+ 


o Ldl L 


145 




End 


1938 


Name 


OJ990517 ll.9A01.C34.o2 


. tm 


Method 


TBLASTX: Maize 


o uaiTL. 


1255 




End 


1608 


PT 
bl 


none 




Score 


184 




1Z J J . . XDUO 








Seq. No. 


15251 




Seq. ID 


OJ990517_11.9A01.C34 


Gene No. 


32373 




Strand 


+ 


O t ax L. 


145 




End 


1938 


Name 


OJ990517 ll.9A01.C34.o2 


. tw 


Method 


TBLASTX: Wheat 


ocarr. 


. 1291 




End 


1728 


P T 
bl 


none 




Score 


158 


Exons 


1291. .1500, 1347. .1499, 


1545. , 


.1658, 1546. .1659, 1687. .1728 


Seq. No. 


15252 




Seq. ID 


OJ990517_11.9A01.C35 


Gene No. 


32374 




Strand 


+ 


Start 


1 




End 


1536 


Name 


OJ990517 11. 9A01.C35.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


1536 



15919 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680179 Score 1173 

1..1065, 1499. .1536 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



15252 
32374 

OJ990517_11 . 9A01 . C35 . o3 . tw 

138 

none 

138. .386, 228. .335, 387. .473 



Seq. ID OJ990517JL1.9A01. 

Strand . + 

End 1536* 

Method TBLASTX : Wheat 

End 473 

Score 105 



C35 



Seq. No. 15252 

Gene No. 32374 

Start 1 

Name OJ990517_11 . 9A01 . C35 . ol . gs 

Start 249 

GI none 

Exons 249. .1060, 1087. .1489 



Seq. ID OJ990517_11.9A01, 

Strand + 

End 1536 

Method GENSCAN 

End 1489 

Score .59 



C35 



Seq. No. 15252 

Gene No. 32374 

Start 1 

Name OJ990517_11 . 9A01 . C35 . ol . tw 

Start 477 

GI none 

Exons 477. .527, 581. .916, 582. .959 



Seq. ID OJ990517_11.9A01, 

Strand + 

End 1536 

Method TBLASTX : Wheat 

End 959 

Score 4 6 



C35 



ru 



Seq. No. 15252 

Gene No. 32374 

Start 1 

Name OJ990517_11 . 9A01 . C35 . ol . tm 

Start 582 

GI none 

Exons 582. .1013, 621.. 800, 812.. 1006 



Seq. ID OJ990517_11. 9A01, 

Strand + 

End 1536 

Method TBLASTX: Maize 

End 1013 

Score 359 



C35 



Seq. No. 15252 

Gene No. 32374 * 

Start 1 

Name OJ990517_11 . 9A01 . C35 . ol .tc 

Start 606 

GI none 

Exons 606.. 923 



Seq. ID OJ990517_11.9A01, 

Strand + 

End 1536 

Method TBLASTX : Cress 

End 923 

Score 180 



C35 



Seq. No. 15252 Seq. ID 

Gene No. 32374 Strand 

Start 1 End 

Name OJ990517_11 . 9A01 . C35 . o2 . tw Method 

Start 1052 End 

GI none Score 

Exons 1052.. 1441, 1054.. 1377 



OJ990517_11.9A01, 
+ 

1536 

TBLASTX: Wheat 

1441 

402 



C35 



Seq. No. 15252 Seq. ID 

Gene No. 32374 Strand 

Start 1 End 

Name OJ990517_11 . 9A01 . C35 . o2 . tm Method 

Start 1084 End 



OJ990517_11.9A01, 
+ 

1536 

TBLASTX: Maize 
1345 



C35 



15920 






GI 


none 




Score 


296 




J_J V-/ 1 1 4^ 


1084 1344. 


1085 1345 








Seq. No. 


15253 




Seq. ID 


OJ990517_11.9A01.C37 




Gene No. 


32375 




Strand 


+ 




Start 


80 




End 


316 




Name 


OJ990517 11 


9A01 C37 ol as 


MpI - hoH 


\J Xj IN l_> \w>.rt.t\J 




kj Lai u 


80 ~~ 




End 


316 




GI 


none 




Score 


.41 




P von s 


80 . .316 












X J -J *i 




Seq. ID 


OJ990S17 11 9A01 C41 

UU ^ JUJl / XX. yAU X . t X 




rjpnp No 


3237 6 




Strand 






Start 


86 




End 


358 




Name 


OJ990517 11. 


9A01.C41.ol.gp 


Method 


AAT/GAP 




Start 


86 




End 


358 




GI 


61605 1 R108 


4 


Score 


4 44 




P von 


8 6 358 










VJX L/C O ^ J L • 


1 58 52170/emb 


|AL117265.1|OST17804. l.Oe- 


1 ^7 r)rv7fl s^f i Vri 

X -J » Ul J tiO O CI ' L V CI 






\ ndi P3 (GLA4 \ 


genomic DNA, chromosome 4 


RAP r 1 onp • t 17804 1 




Qprr No 


15255 




Seq. ID 


OJ990517 11 9A01 C42 




Gene No. 


32377 




-Strand 


+ _ 




Start 


1 




End 


399 


"z Sf 
.set 


Name 


OJ990517 11. 


9A01.C42.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


399 




GI 


5902445 




Score 


600 






1. .399 








: t I 

'5 1? 


VJX UC u L.1 X » 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


!. "E 
s cr 


Seq. No. 


15255 




Seq. ID 


OJ990517_11.9A01.C42 


1 bf 


Gene No. 


32377 




Strand 


+ 




Start 


1 




End 


399 


.c s: 

Ul 


Name 


OJ990517 11. 


9A01.C42.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


390 


!:s: 


GI 


none 




Score 


158 


.. 

. "i 


R von 


1..267, 259. 


.390 






□ 


Seq. No. 


15255 




Seq. ID 


OJ990517_11.9A01.C42 




Gene No. 


32377 




Strand 


+ 




Start 


1 




End 


399 




Name 


OJ990517 11. 


9A01.C42.ol.gs 


Method 


GENSCAN 




Start 


25 




End 


369 




GI 


none 




Score 


.81 




p von s 


25. .369 










Seq. No. 


15255 




Seq. ID 


OJ990517_11.9A01.C42 




Gene No. 


32377 




Strand 


+ 




Start 


1 




End 


399 




Name 


OJ990517 11. 


9A01.C42.ol.tm 


Method 


TBLASTX : Mai ze 




Of a r-t- 

J Lai L 


88 




End 


351 




GI 


none 




Score 


154 




Exons 


88. .270, 117 


..167, 210. .269, 


249. .350, 


249. .350, 250. .351 




Seq. No. 


15256 




Seq. ID 


OJ990517_11.9A01.C45 




Gene No. 


32378 




Strand 






Start 


414 




End 


583 



15921 








O.T990517 11 QAfll P4S r>1 nq 


L (— 1 1U\_1 


GEN^CAN 








Oldi L 


414 ~~ 


End 


583 








r; t 

\J I 


none 


Score 


. 58 








F von q 


414.. 583 












Seq. No. 


15257 


Seq. ID 


OJ990517_11. 


9A01 


.C46 




Gene No. 


32379 


Strand 










O Ldl L 


-J \J -L 


End 


587 










O.T990517 11 QAfll P46 r>1 rjq 


Mot* hod 


GEN SCAN 








Cfarj- 


301 — 

Jul 


End 


578 








PT 
Ol 


n on o 


Score 


.82 










301 345 426 578 












Seq. No. 


15257 


Seq. ID 


OJ990517_11. 


9A01 


.C46 




Gene No. 


32379 


Strand 










O u a x u 


301 

JUl 


End 


587 








Name 


O.7QQ0517 11 QAfll P4 6 ol tm 


Mp t~ hoH 


TBLASTX: Maize 






OLdXL 


4 90 ~ 
*i u 


End 


555 








■ O X 


none 


Score 


165 








T7 1 von q 
Cj a Ul is 


420 554 421 555 












Seq. No. 


15257 


Seq. ID 


OJ990517_11. 


9A01 


.C46 




Gene No. 


32379 


Strand 








ill 


O Lai L- 


301 

O U I 


End 


587 






= "j 


Name 


D.T9Q0517 11 QA01 P46 nl tw 


Mot" Vi oH 


TBLASTX: Wheat 




i.i s 


O Lai L 


4 20 _ 




587 






rn 




none 




199 








uAUI 1 o 


420 584 425 583 436 585 

*i £. V . .JO'S/ I -J • • .J U J / 1JU • .JOJ/ 


474 587 








U! 




1 5258 


Seq. ID 


OJ990517_11. 


9A01 


. C47 




Cpnp N|o 


32380 


Strand 


+ 






S 


Start 


837 


End 


1222 








Name 


OJ990517 11.9A01.C47.ol.gp 


Method 


AAT/GAP 






.131 


O Ldl t- 


837 


End 


1222 






t : 
: s cf • 
J 


O X 


uC-osflcyp033a04bl 


Score 


625 






* 




837. .1222 












T Ho cpri n 
ox L/couiipi 


1 60168 45/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 


: c J 




DNA, chromosome 1, clone : P07 11E10 1 








: : s t 


Seq. No. 


15258 


Seq. ID 


OJ990517_11. 


9A01 


.C47 


I A 


Gene No. 


32381 


Strand 










Of- -a 

O Lai L 


274 


End 


405 








Name 


OJ990517 11.9A01.C47.ol.gs 


Method 


GENSCAN 








O Lai L 


274 


End 


405 








rir 

\J X 


none 


Score 


.43 








P 1 von q 


274. .405 












o fc; . iM u . 


15258 


Seq. ID 


OJ990517_11. 


9A01 


.C47 




Gene No. 


32382 


Strand 










Start 


770 


End 


1260 








Name 


OJ990517 11.9A01.C47.ol.np 


Method 


AAT/NAP 








Start 


770 


End 


1260 








GI 


4680186 


Score 


304 








Exons 


770. .967, 1230. .1260 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


15259 


Seq. ID 


OJ990517_11. 


9A01 


.C48 



15922 




Gene No. 


32383 


Strand 


+ 


Start 


88 


End 


185 


Name 


OJ990517 11 9A01 C48 ol as 


Mpt hod 


GENSCAN 


Start 


88 ~~ 


End 


185 


GI 


none 


Score 


. 56 


F von ^ 


88 185 






Seq. No. 


15259 


Seq. ID 


OJ990517 11 9A01 C4! 


ftpnp No 


32384 


Strand 




Start 


88 


End 


429 


Name 


OJ990517 11.9A01.C48.ol.gp 


Method 


AAT/GAP 


Qf arf 
O L. ax L. 


88 


End 


429 




uC-osroM202024h08al 


Score 


86 




88. .157, 407. .429 






CZ T Dp> ^rri n 

OX L/COl_*XX£J. 


, 5852170/emb|AL117265. 1 IOST17804 5 . Oe- 


V./ ±- y CL O Q 1 L V CJ. 




indica (GLA4 ) genomic DNA, chromosome 4 


. BAC clone * 1 17 804 1 


Seq. No. 


15260 


Seq. ID 


OJ990517_11.9A01.C4 


Gene No. 


32385 


Strand 


+ 


Start 


67 


End 


579 


Name 


OJ990517 11.9A01.C49.ol.tm 


Method 


TBLASTX • Ma i zp 

J. J— > XJXiO X x V . L J CI X £_> C 


Start 


9 


End 


409 


GT 

O X 


none 


Score 


60 


uAUl 1 O 


9. .158, 161. .256, 163. .258, 


292. .408, 


335 409 


Seq. No. 


15260 


Seq. ID 


OJ990517_11.9A01.C4 


Gene No. 


32385 


Strand 


+ 


Start 


67 


End 


57 9 


Name 


OJ990517 11.9A01.C49.ol.gs 


Method 


VJJ O IN O ^^IIN 


O L. dx u 


67 


End 


57 9 


rir 

\J X 


none 


Score 


. 57 




67. .389, 516. .579 






Seq. No. 


15261 


Seq. ID 


OJ990517_11.9A01.C5 


Gene No. 


32386 


Strand 


+ 


Start 


1 


End 


123 


Name 


OJ990517 11.9A01.C51.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


123 


GT 

\3 X 


none 


Score 


212 




1. .123 






Seq. No. 


15262 


Seq. ID 


OJ990517_13.9A08.C1 


Gene No. 


32387 


Strand 




O U a. X l_ 


121 


End 


204 


Name 


OJ990517 13.9A08.Cl.ol.gs 


Method 


GEN STAN 


q+- a rt 


121 


End 


204 


gt 

O X 


none 


Score 


. 98 


F von q 


121. .204 






o tr . IN u • 


15263 


Seq. ID 


O.TQQ0S17 1 ^ QAflfi C? 

\JU Zf _7 \J yJ X / X J . O . ^ 


Gene No . 


32388 


Strand 


+ _ 


Start 


1 


End 


1316 


Name 


OJ990517 13.9A08.C2.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


387 


GI 


428969 


Score 


545 


Exons 


1..36, 134. .387 






GI Descrip. 


3860319/emb|CAA10127 j 7.0e- 


33 (AJ012686) nucleolar protein 



15923 



[Cicer arietinum] 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15263 
32388 
1 

OJ990517_13.9A08.C2.ol.np 
1 

3860319 



Seq. ID OJ990517_13.9A08.C2 

Strand + 

End 1316 

Method AAT/NAP 

End 1241 

Score 791 



1..36, 134. .386, 509. .657, 745. .890, 984. .1241 
(AJ012686) nucleolar protein [Cicer arietinum] 



15263 
32388 
1 

OJ9905 17_13 . 9A08 . C2 . ol . gs 

134 

none 



Seq. ID OJ990517__13.9A08.C2 

Strand + 

End 1316 

Method GENSCAN 

End 1316 

Score .89 



134. .455, 509. .657, 718. .897, 979. .1316 



15263 
32388 
1 

OJ990517_13.9A08.C2.o2.gp 
495 

56616_1.R1084 
495. .657, 745. .897, 979. .1168 

' 6056371/gb|AAF02835. 1 |AC009894_6 7.0e-42 (AC009894) nucleolar 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ990517_13.9A08.C2 

Strand + 

End 1316 

Method AAT/GAP 

End 1168 

Score 834 



15263 
32389 
1196 

OJ990517_13. 9A08.C2.o3.gp 
1196 

4858_1.R1084 
1196. .1552 

1 38 60319/emb | CAA10127 | 7.0e-33 (AJ012686) nucleolar protein 
[Cicer arietinum] ' 



Seq. ID OJ990517_13. 9A08 .C2 
Strand 

End 1552 

Method AAT/GAP 

End 1552 

Score 654 



Seq. No. 15263 

Gene No. 32390 

Start 1551 

Name OJ990517_13 . 9A08 . C2 . ol . ts 

Start 2 

GI none 
Exons 



Seq. ID OJ990517_13.9A08.C2 
Strand 

End 4 603 

Method TBLASTX: Soybean . 

End 884 

Score 58 



2. .43, 3. .47, 126. .395, 132. .395, 133. .396, 385. .651, 479. .655, 
488. .655, 507. .656, 728. .883, 734. .856, 741. .884 



Seq. No. 15263 

Gene No. 32390 

Start 1551 

Name OJ990517_13 . 9A08 . C2 . ol . tm 

Start 3 

GI none 
Exons 



Seq. ID OJ990517_13.9A08.C2 
Strand 

End 4603 

Method TBLASTX : Mai ze 

End 1274 

Score 58 



3. .47, 3. .44, 132. .395, 133. .396, 488. .655, 506. .652, 507. .656, 
728. .910, 741. .911, 975. .1082, 975. .1082, 976. .1089, 1203. .1274 



15924 




Seq. No. 


15263 










Seq. ID 


OJ990517 


_13.9A08 


.C2 


Gene' No. 


32390 










Strand 








Start 


1551 










End 


4603 






Name 


OJ990517 13. 


9A08. 


C2.ol. 


tc 




Method 


TBLASTX: 


Cress 




Start 


6 ~~ 










End 


587 






GI 


none 










. Score 


36 






Exons 


6. . 47, 133. . 


384, 


186. .377, 


506. .583, 507. .587 






Seq. No. 


15263 










Seq. ID 


OJ990517 


_13.9A08 


,C2 


Gene No. 


32390 










Strand 








Start 


1551 










End 


4603 






Name 


OJ990517 13 . 


9A08 . 


C2.o2. 


gs 




Method 


GENSCAN 






Start 


1551 ~~ 










End 


4603 






GI 


none 










Score 


.92 






Exons 


1551 . . 1684, 


2136. 


.2287, 


2854. 


.2988, 4581. .4603 






Seq. No. 


15263 










Seq. ID 


OJ990517 


JL3.9A08 


.C2 


Gene No. 


32390 










Strand 








Start 


1551 










End 


4603 






Name 


OJ990517 13. 


9 AO 8 . 


C2.o2. 


tm 




Method 


TBLASTX: 


Mai ze 




Start 


3382 ~~ 










End 


3608 






GI 


none 










Score 


258 






Exons 


3382 . . 3606, 


3386. 


.3601, 


3387. 


.3608 








Se.q. No. 


15264 










Seq. ID 


OJ990517 


_13.9A08, 


.C3 


Gene No. 


32391 










Strand 


+ 






Start 


1188 










End 


1455 






Name 


OJ990517 13. 


9 AO 8 . 


C3.ol . 


gs 




Method 


GENSCAN 






Start 


1188 ~~ 










End 


1455 






GI 


none 










Score- 


. 6 






Exons 


1188 . . 1296, 


1346. 


. 1455 














Seq. No. 


15264 










Seq. ID 


OJ990517 


_13.9A08, 


.C3 


Gene No. 


32392 










Strand 


+ 






Start 


3232 










End 


4179 






Name 


OJ990517 13. 


9A08 . 


C3.o2. 


gs 




Method 


GENSCAN 






Start 


3232 ~~ 










End 


4179 






GI 


none 










Score 


. 93 






Exons 


3232 . .4179 


















Seq. No. 


15264 










Seq. ID 


OJ990517 


_13.9A08, 


.C3 


Gene No. 


32393 ^ 










Strand 


+ 






Start 


4263 










End 


4730 






Name 


OJ990517 13. 


9 AO 8 . 


C3.o3. 


gs 




Method 


GENSCAN 






Start 


4263 ~~ 










End 


4730 






GI 


none 










Score 


.83 






Exons 


4263. .4730 


















Sea. No. 


15264 










Seq. ID 


OJ990517 


JL3.9A08, 


.C3 


Gene No . 


32394 










Strand 


+ 






Start 


5044 










End 


12269 






Name 


OJ990517 13. 


9A08. 


C3.o4 . 


gs 




Method 


GENSCAN 






Start 


5044 










End 


12269 






GI 


none 










Score 


.55 






Exons 


5044 . .5206, 


5312. 


.5634, 


5910. 


.6763, 6962.. 7300, 


7440. .7659, 




7955. .8133, 


8468. 


.8547, 


86' 


10. 


.8704, 876 


i8. .9084, 


9351. .9397, 



10650. . 11335, 11796. .12269 



15925 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15264 
32394 
5044 

OJ990517_13. 9A08.C3.ol.np 

5973 

5902445 

5973.-7596, 107 69 .: 1094 6, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
10986. .12266 



OJ990517_ 
+ 

12269 
AAT/NAP 
12266 
3003 



13.9A08.C3 



(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517 13.9A08.C3 



15264 
32395 
9349 

OJ990517_13 . 9A08 . C3 . ol . gp 
9349 
1631463 
9349. .9414, 9656. .9677 

4680178/gb| AF111709. 1 IAF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



9677 
AAT/GAP 
9677 
83 



15264 Seq. ID 

32396 Strand 

12961 End 

OJ990517_13. 9A08.C3.o5. tw Method 

5272 " End 

none Score 

5272. .5454, 5280. .5378, 5491. .5646, 5493. .5657, 5649.-5726, 
9840. .9965 



OJ990517_13.9A08.C3 
14002 

TBLASTX: Wheat 

9965 

129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



15264 
32396 
12961 

OJ990517_13. 9A08.C3.ol. tw 

5918 

none 

5918.-6373, 5919. .6374 

15264 
32396 
12961 

OJ990517_13 . 9A08 . C3 . o2 . ts 

5958 

none 

5958. .6152, 



6189. . 6323 



15264 
32396 
12961 

OJ990517_13. 9A08 .C3.ol. tm 

6048 

none 

6048. .6404, 6107. .6403 

15264 
32396 
12961 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990517_13.9A08.C3 
14002 

TBLASTX: Wheat 

6374 

547 



OJ990517_13.9A08.C3 
14002 

TBLASTX: Soybean 

6323 

99 



OJ990517_13-9A08.C3 
14002 

TBLASTX : Maize 

6404 

407 



OJ990517_13-9A08.C3 
14002 



15926 



Name 

Start 

GI 

Exons 



OJ990517_13. 9A08.C3.o3. tm Method 
6432 End 
none Score 
6432. .6815, 6492. .6617, 6599. .6814 



TBLASTX : Maize 

6815 

322 



Seq. No. 15264 Seq. ID 

Gene No. 32396 Strand 

Start 12961 End 

Name OJ990517_13 . 9A08 . C3 . o2 . tw Method 

Start 6489 End 

GI none Score 

Exons 6489.. 6908, 6599.. 6871 



OJ990517_13.9A08.C3 
14002 

TBLASTX: Wheat 

6908 

458 



Seq. No. 15264 

Gene No. 32396 

Start 12961 

Name OJ990517_13 . 9A08 . C3 . ol . ts 

Start 6543 

GI none 

Exons 6543.. 6938, 6602.. 6727 



Seq. ID OJ990517_13.9A08.C3 
Strand 

End 14002 

Method TBLASTX : Soybean 

End 6938 

Score 289 



i y 

i \ 

iii 
ru 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15264 Seq. ID 

32396 Strand 

12961 End 

OJ990517_13. 9A08 ,C3.o6. tw Method 

7058 End 

none Score 



OJ990517_13.9A08.C3 
14002 

TBLASTX: Wheat 

7467 

206 



7058. .7285, 7059. .7283, 7293. .7388, 7372. .7467 



15264 
32396 
12961 

OJ990517_13 . 9A08 . C3 . o2 . tm 

11141 

none 



Seq. ID OJ990517_13.9A08.C3 
Strand 

End 14002 

Method TBLASTX: Maize 

End 11447 

Score 103 



11141. .11251, 11228. ,11446, 11229. .11447 



Seq. No. 15264 

Gene No. 32396 

Start 12961 

Name OJ990517_13 . 9A08 . C3 . o4 . tw 

Start 11273 

GI none 
Exons • 



Seq. ID OJ990517_13.9A08.C3 
Strand 

End 14002 

Method TBLASTX : Wheat 

End 11627 

Score 354 



11273. .11329, 11274. .11627, 11375. .11617 



Seq. No. 15264 

Gene No. 32396 

Start 12961 

Name - OJ990517_13 . 9A08 . C3 . o3 . tw . 

Start 11648 

GI none 

Exons 11648. . 11839, 11649. . 12101, 11654 .. 11752 , 11798 
12126. .12257, 12131. .12256 



Seq. ID OJ990517_13.9A08.C3 
Strand 

End 14002 

Method 'TBLASTX: Wheat 

End 12257 

Score 63 

11905, 



Seq. No. 
Gene No. 
Start 



15264 
32396 
12961 



Seq. ID OJ990517_13.9A08.C3 
Strand 

End 14002 



15927 



Name 


OJ990517 13 9A08 C3 o4 tm 


Method 


TBLASTX * 


Start 


11871 ~~ 


End 


12134 


GI 


none 


Score 


193 


uAvl lO 


11871 12134 






Seq. No. 


15264 


Seq. ID 


OJ990517 


Gene No. 


32396 


Strand 




Start 


12961 


End 


14002 


Name 


Ol7990517 13 9A08 C3 oS as 


Method 


GENSCAN 


Start 


12961 ~ 


End 


13977 


GI 


none 


Score 


.82 


TP vnn o 


12961 13400 13511 13656 


13793. .13977 


Qpn Mo 

kJ C • IN \J * 


15264 


Seq. ID 


OJ990517 


Gene No. 


32396 


Strand 




Start 


12961 


End 


14002 


Name 


OJ990517 13. 9A08.C3.o2.np 


Method 


AAT-/NAP 


Start 


13792 


End 


14002 


GI 


6721561 


Score 


278 


Exons 


13792. .14002 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



predicted gene. 



a region of the 
hypothetical protein [Oryza sativa] 



(AP001081) 



gi | 6815086 I dbj | BAA90372 . 1 1 

corresponds to a region of the predicted gene 
protein [Oryza sativa] 



EST AU082058 (C12976) 

hypothetical 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517 13.9A08.C4 



1467 
AAT/NAP 
1040 
946 



15265 
32397 
1 

OJ990517_13 . 9A08 . C4 . ol . np 
1 

6721561 
1. .582, 656. .714, 785. .1040 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



15265 
32397 
1 

OJ990517_13. 9A08.C4 .ol.gs 

110 

none 



Seq. ID OJ990517_13.9A08.C4 
Strand 

End 1467 

Method GENSCAN 

End 1467 

Score .75 



110. .608, 637. .714, 785. .976, 1044. .1168, 1335. .1467 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517 13.9A08.C4 



15265 

32397 .. 
1 

OJ990517_13 . 9A08 . C4 . o2 . np 
208 

6721558 
208. .424, 1044. .1168 

(AP001073) hypothetical protein [Oryza sativa] 
gi|6815083|dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



1467 
AAT/NAP 
1168 
113 



15928 






Seq. No. 


15266 






Seq. ID 


OJ990517_13.9A08 .C5 




Gene No. 


32398 






Strand 


+ 




Start 


266 






End 


1542 




Name 


OJ990517 13. 9A08.C5.ol. 


gs 




Method . 


GENSCAN 




Start 


266 






End 


1524 




GI ' . 


none 






..Score 


. 81 




Exons 


266. .418, 1125. .1420, 1469 


. .1524 






Seq. No. 


15266 






Seq. ID 


OJ990517 13.9A08.C5 




Gene No. 


32398 






Strand 


+ 




Start 


266 






End 


1542 




Name 


OJ990517 13.9A08.C5.ol. 


gp 




Method 


AAT/GAP 




Start 


1086 






End 


1420 




GI 


26006JL.R1084 






Score 


568 




Exons 


1086. . 1420 












GI Descrip. 


, 333427 6/sp|Q13823 | NGP1 


HUMAN 


1.0e-131 


AUTOANTIGEN NGP-1 






>gi_179285_gb_AAC37588 . 


1_ 


(L05425) nucleolar GTPase [Homo 






sapiens] 1 












Seq. No. 


15266 






Seq. ID 


OJ990517_13.9A08.C5 




Gene No. 


32398 






Strand 


+ 




Start 


266 






End 


1542 




Name 


OJ990517 13. 9A08.C5.ol. 


np 




Method 


AAT/NAP 


Q 


Start 


1165 






End 


1542 


a\ 


GI 


6862958 






Score 


202 




Exons 


1165. .1424, 1476. .1542 










r i 

s,' 


GI Descrip. 


(AC019018) putative GTF 


'-binding protein [Arabidopsis thaliana 


; t 

: s y 


Seq. No. 


15266 






Seq. ID 


OJ990517_13.9A08.C5 




Gene No. 


32398 






Strand 


+ 




Start 


266 






End 


1542 




Name 


OJ990517_13 . 9A08 . C5 . ol . 


tm 




Method 


TBLASTX: Maize 


i :3 £ 


Start 


1182 






End 


1425 


'b cr 

Si 


GI 


none 






Score 


92 


:: s; 


Exons 


1182. .1244, 1186. .1245, 


1281. 


.1421, 1282. .1422, 1306. .1425 


i. "1 


Seq. No. 


15266 






Seq. ID 


OJ990517_13.9A08.C5 


n 

•S3. 1 


Gene No. 


32398 






Strand 


+ 




Start 


266 






End 


1542 




Name 


OJ990517 13. 9A08.C5.ol. 


ts 




Method 


TBLASTX : Soybean 




Start 


1185 






End 


1422 




GI 


none 






Score 


92 




Exons 


1185. .1244, 1186. .1245, 


12! 


Bl. 


.1421, 1282. .1422 




Seq. No. 


15266 






Seq. ID 


OJ990517_13. 9A08.C5 




Gene No. 


32398 






Strand 


+ 




Start 


266 






End 


1542 




Name 


OJ990517 13.9A08.C5.ol. 


tw 




Method . 


TBLASTX: Wheat 




Start 


1185 






End 


1390 




GI 


none 






Score 


63 




Exons 


1185. .1223, 1186. . 1230, 


12! 


31. 


.1388, 1282. .1389, 1334. .1390 




Seq. No. 


15267 






Seq. ID 


OJ990517_13. 9A08.C6 




Gene No. 


32399 






Strand 


+ 




Start 


149 






End 


3310 




Name 


OJ990517 13.9A08.C6.ol. 


gp 




Method 


AAT/GAP 



15929 



Start 149 End 2846 

GI 26006_1.R1084 Score 2389 

Exons 149. .250, 348. .452, 527. .655, 742. .882, 1417. .1517, 1862. .1919, 

2218. .2846 

GI Descrip. ' 333427 6/sp | Q13823 | NGP1_HUMAN 1.0e-131 AUTOANTIGEN NGP-1 
>gi_179285_gb_AAC37588. 1_ (L05425) nucleolar GTPase (Homo 
sapiens] 1 



Seq. No. 15267 Seq. ID 

Gene No. 32399 Strand 

Start 149 End 

Name OJ990517_13 . 9A08 . C6 . ol . gs Method 

Start 149 End 

GI none Score 

Exons 149.. 250, 348.. 452, 527.. 700, 742.. 882, 
2218. .2505 



OJ990517_13.9A08.C6 
+ 

3310 
GENSCAN 
2505 
.84 

1417. .1517, 1862. .1919, 



Seq. No. 15267 

Gene No. 32399 

Start 149 

Name OJ990517_13 . 9A08 . C6 . ol . np 

Start 149 

GI 6862958 
Exons 



Seq. ID OJ990517_13.9A08.C6 

Strand + 

End 3310 

Method AAT/NAP 

End 3310 

Score 977 



149. .250, 348. ,452, 527. .655, 742. .882, 1417. .1517, 1862. .1919, 
2218.. 2503, 3155.. 3310 
GI Descrip. (AC019018) putative GTP-binding protein [Arabidopsis thaliana] 



Uj 

ru 

Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



15267 Seq. ID 

32400 Strand 

8752 End 

OJ990517_13 . 9A08 . C6 . o2 . np Method 

8697 End 

6735309 Score 



OJ990517_13. 9A08.C6 
+ 

18129 
AAT/NAP 
17884 
3455 



8697. .8844, 8969. .9748, 9824. .10024, 10142 .. 10252 , 10667 1104 9, 
11156. .11264, 11348. .11428, 11650 .. 11816, 11904 .. 12029, 
12181. .12342, 12421. .12478, 12705. .12935, 13078. .13224, 
13341. .13895, 14124 .. 14381, 14 658 .. 14765, 15322 .. 15416, 
15508. .15664, 16055 .. 16228, 17110 .. 17232 , 17862.. 17884 
(AL137080) helicase-like protein [Arabidopsis thaliana] 



Seq. No. 15267 Seq. ID 

Gene No. 32400 Strand 

Start 8752 End 

Name OJ990517_13 . 9A08 . C6 . o3 . gs Method 

Start 8752 End 

GI none Score 
Exons 



OJ990517_13.9A08.C6 
+ 

18129 
GENSCAN 
18129 
.95 



8752. .8842, 8964. .9748, 9824. .10024, 10667 1104 9, 11156. 
11348. . 11428, 11746. .11879, 11904 .. 12029, 12181 .. 12342, 
12421. . 12478, 12705. .12935, 13078. .13224, 13341. .138 95, 
14124. .14 381, 15322. .15416, 15508. .15664, 16028. .16228, 
17104. .17232, 17854. .18129 



,11264, 



Seq. No. 15267 { Seq. ID 

Gene No. 32401 * Strand 

Start 20527 End 

Name OJ990517_13 . 9A08 . C6 . o4 . gs Method 

Start 20527 End 



OJ990517_13.9A08.C6 
+ 

22089 

GENSCAN 

22089 



15930 



GI 

Exons 



none Score .71 

20527. .20650, 21525 . . 21708, 21714.. 22089 



Seq. No. 15267 
Gene No. 32402 
Start 18032 

Name OJ990517JL3 . 9A08 . C6 . ol . tm 

Start 121 
GI none 
Exons 121 . , 

518. . 

742. . 

1865. 

2286. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_13. 9A08.C6 
18125 

TBLASTX: Maize 

2508 

150 



249, 122. .250, 138. .248, 146. .250, 347. .451, 348. .458, 
655, 522. .656, 524. .658, 526.-657, 729, .884, 741. .884, 
885, 746. .928, 1415. .1519, 1417. .1518, 1864. .1920, 
.1927, 1866. .1919, 1877. .1921, 2215. .2433, 2217. .2339, 
.2480, 2287. .2481, 2469. .2507, 2470. .2508 



Seq. No. 15267 

Gene No. 32402 

Start 18032 

Name OJ990517_13 . 9A08 . C6 . ol . tc 

Start 146 

GI none 
Exons 



Seq. ID OJ990517_13. 9A08.C6 
Strand 

End 18125 

Method TBLASTX : Cress 

End 1467 

Score 149 



146. .250, 148. .309, 327. .458, 345. .437, 347. .448, 517. .657, 
524. .658, 738. .884, 742. .885, 1417. .1467 



'as! 
□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15267 Seq. ID 

32402 Strand 

18032 End 

OJ990517_13. 9A08.C6.ol.ts Method 

188 End 

none Score 



OJ990517_13. 9A08.C6 
18125 

TBLASTX : Soybean 

2489 

80 



188. .250, 190. .249, 347. .448, 348. .458, 517. .657, 524. .658, 
738. .884, 742. .885, 746. .889, 1416. .1514, 1417. .1518, 
1866. .1919, 2215. .2358, 2215. .2295, 2217. .2372, 2358. .2489, 
2359. .2457 



15267 
32402 
18032 

OJ990517j_'l3. 9A08.C6.o3. tm 

8758 

none 

8758.. 8856, 8962.. 9024, 8963. 
8965. .9174, 8981. .9199, 9088. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 13.9A08.C6 



18125 

TBLASTX : Maize 
9234 
81 

9190, 8964. .9152, 8964. .9194, 
9198, 9205.. 9234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



15267 Seq. ID 

32402 Strand 

18032 End 

OJ990517__13 . 9A08 . C6 . o3 . tc Method 

9336 End 

none Score 



OJ990517_13.9A08.C6 
18125 

TBLASTX: Cress 

9669 

264 



9336.. 9476, 9352.. 9600, 9353.. 9601, 9637.. 9669 



15267 
32402 
18032 

OJ990517_13.9A08.C6.o2.ts 
12199 



Seq. ID OJ990517JL3. 9A08.C6 
Strand 

End 18125 

Method TBLASTX : Soybean 

End 15672 



15931 




GI 


none 






Score 


162 






Ex on s 


12199. . 


12339, 12206. 


. 12346, 


12705. . 12839, 14634 


14765. 






15322. . 


15414, 15482. 


. 15667, 


15523. .15672 






Seq. No. 


15267 






Seq. ID 


OJ990517 


13. 9A08 


,C6 


Gene No. 


32402 






Strand 








Start 


18032 . 






End 


18125 






Name 


OJ990517 13.9A08.C6. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


12707 






End 


13196 






GI 


none 






Score 


368 






Ryrtne 


12707. . 


12937, 12708. 


. 12938, 


13054. .13119, 13077 


13196, 






13078. . 


13194 












Seq. No. 


15267 






Seq. ID 


OJ990517 


13 . 9A08 


. C6 


VJCllC liW ■ 


32402 






Strand 








Start 


18032 






End 


18125 






Name 


OJ990517 13.9A08.C6. 


o2.tc 


Method 


TBLASTX : 


Cress 




Start 


14223 






End 


16105 






GI 


none 






Score 


43 






Pvnnq 

1—1 *k w uu 


14223. . 


14255, 14256. 


. 14387, 


14264 .. 14383, 14657 


. .14767, 






14658. . 


14765, 15322. 


. 15417 , 


15324 15407, 15505 


15594 , 






15506. . 


15595, 15595. 


15666. 
. -i. +j \j \j \j f 


15599. . 15667, 16043 


16105 




Q p (-r Ma 
O C U ■ LNU • 


15267 






Seq. ID 


OJ990517 




. C6 


UCllC INU • 


32402 






Strand 








Start 


18032 






End 


18125 






Name 


OJ990517 13.9A08.C6. 


o2 . tm 


Method 


TBLASTX:: 


Ma i z e 




Start 


14298 






End 


17157 






GI 


none 






Score 


132 






i_l Vta-/ HO 


14298. . 


14378, 14300. 


. 14383, 


14301. . 14417, 14657 


. .14767, 






14658. . 


14765, 14660. 


. 14 767 , 


15307. .15420, 15317 


15421, 






15321. . 


15413, 15322. 


. 15417, 


15324 . . 15431, 15504 


1 5653 






15506. . 


15670, 15506. 


. 15670, 


16027. .16227, 16031 


16228, 






17103. . 


17156, 17104. 


. 17157 










Seq. No. 


15267 






Seq. ID 


OJ990517 


_13.9A08 


.C6 


Gene No. 


32402 






Strand 








Start 


18032 






End 


18125 






Name 


OJ990517 13.9A08.C6. 


o? on 


Method 


AAT/GAP 






Start 


18032 






End 


18125 






GI 


none 






Score 


132 






Exons 


18032. . 


18125 












Seq. No. 


15268 






Seq. ID 


OJ990517 


_13.9A08 


.Cll 


Gene' No. 


32403 






Strand 








Start 


355 






End 


451 






Name 


OJ990517 13.9A08.C11 


. o 1 . gs 


Method 


GENSCAN 






Start 


355 






End 


451 






GI 


none 






Score 


.91 






Ex on c; 


- 355. .451 












Seq. No. 


15269 






•Seq. ID 


OJ990517 


_13.9A08 


.C12 


Gene No. 


32404 






Strand 


+ 






Start 


1 






End 


569 






Name 


OJ990517 13.9A08.C12 


. ol . np 


Method 


AAT/NAP 






Start 


1 






End 


566 






GI 


6735309 






Score 


284 







15932 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..109, 336. .566 

(AL137080) helicase-like" protein [Arabidopsis thaliana] 



15269 Seq. ID 

32404 Strand 

1 End 
OJ990517_1"3 . 9A08 . C12 . ol . gs Method 

52 End 

none Score 
52. .109, 336. .566 



OJ990517_13.9A08.C12 
+ 

569 

GENSCAN 
566 
. 95 



Seq. No. 15269 Seq. ID 

Gene No. 32404 .Strand 

Start 1 End 

Name OJ990517_13 . 9A08 . C12 . ol . tw Method 

Start 338 End 

GI none Score 

Exons .338.-568, 339.. 569 



OJ990517_13.9A08.C12 
+ 

569 

TBLASTX: Wheat 

569 

362 



Seq. No. 15270 Seq. ID 

Gene No. 32405 Strand 

Start 215 End 

Name OJ990517_13 . 9A08 . C13 . ol . gs - Method 

Start 215 End 

GI hone Score 

Exons 215. . 428 



OJ990517_13.9A08.C13 
+ 

428 

GENSCAN 

428 

.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15271 
32406 
1 

OJ990517_13.9A08.C14 .ol.np 
1 

3776559 



OJ990517 13.9A08.C14 



Seq. ID 
Strand 

End 1160 
Method AAT/NAP 
End 1160 
Score 981 
1..77, 149. .488, 582. .866, 948. .1160 

(AC005388) Strong similarity to gene F14J9.26 gi 13482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 





gb|Z35332 


and gb|F19907 


come 


from this 


gene . [Arabidopsis 




thaliana] 










Seq. No. 


15271- 






^Seq. ID 


OJ990517_13.9A08.C14 


Gene No. 


32406 






Strand 




Start 


1 






End 


1160 


Name 


OJ990517 


13.9A08.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


168 






End 


774 


GI 


none 






Score 


429 


Exons 


168. .491, 


169. .489, 579: 


.773, 


580. .774 




Seq. No. 


15271 






Seq. ID 


OJ990517_13.9A08.C14 


Gene No. 


32406 






Strand 




Start 


1 






End 


1160 


Name 


OJ990517 


13.9A08.C14.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


168 






End 


876 


GI 


none 






Score 


254 


Exons 


168. .500, 


169. .498, 579. 


.875, 


580. .876 




Seq. No. 


15271 






Seq. ID 


OJ990517_13 . 9A08 . C14 


Gene No. 


32406 






Strand 





15933 




Start 


1 




End 


1160 




Name 


OJ990517 13 9A08 C14 ol 


. tc 


Mpt hod 


TBLASTX • Crps<? 




Start 


198 ~~ 




End 


818 




GI 


none 




Score 


285 




Rxon ^ 

-LJ *\ \J HiJ 


198 497 199 498. 579 


. .818, 


580 714 






Sea No 


15271 




•Spa ID 


OJ990517 13 9A0R 


. C14 


Gene No. 


32406 




Strand 






Start 


1 




End 


1160 




Name 


OJ990517 13.9A08.C14.ol 


• gp 


Method 


AAT/GAP 




Start 


230 




End 


823 




GI 


uC-osflcypl55g01bl 




Score 


935 




P. von ^ 


230. .488, 582. .823 










VJ -1- IS <^ O Vw* J_ JL • 


, 1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 








qene , 


1I1LI \J 1 1 1. f 




i 


Seq. No. 


15271 




Sprr T H 

k_? \J • _L LJ 




.C14 


Gene No. 


*J *i w u 










Start 


1 




End 


1160 




Name 


OJ990517_13. 9A08.C14.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


£j / 




End 


734 




GI 


none 




Score 


72 






?^7 4Q7 ?^R ^1 fi "346 


4 ft Q 


579. .734, 


580. .714 




Seq. No. 


15271 




Seq. ID 


OJ990517_13.9A08 


.C14 


Gene No. 


*J 1 u u 




Strand 






Start 


1 




End 


1160 




Name 


OJ990517 13. 9A08.C14 .ol 


.gs 


Method 


GENSCAN 




Start 


252 




End 


1062 




GI 


none 




Score 


.88 




Exons 


PS? 4RR SR? ftfifi Q4R 


. . X V U 








Seq. No. 


1 S971 




Seq. ID 


OJ990517_13. 9A08 


-C14 


Gene No. 






Strand 






Start 


1 




End 


1160 




Name 


OJ990517 13.9A08.C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


775 




End 


1053- 




GI 


none 




' Score 


120 




Exons 


775. .849, 777. .869, 777 


. .875, 


945. .1043, 948.-995, 949. 


. 105; 


Seq. No. 


15272 




Seq. ID 


OJ990517_13. 9A08 


.C16 


Gene No. 


32407 




Strand 


+ 




Start 


1344 




End 


2404 




Name 


OJ990517 13.9A08.C16.ol 


. gs 


Method 


GENSCAN 




Start 


1344 




End 


2404 




GI 


none 




Score 


.47 




F 1 v on ^ 

1_J llO 


1344. .1454, 2228. .2404 










Seq. No. 


15273 




Seq. ID 


OJ990517_13. 9A08 


.C17 


Gene No. 


32408 




Strand 


+ 




Start 


283 




End 


339 




Name 


OJ990517 13.9A08.C17.ol 


.gp 


Method 


AAT/GAP 




Start 


283 




End 


339 




GI 


2312838 




Score 


62 





Exons 283.. 339 

GI Descrip. 14 20932/gb | U61383 | ORU61383 7. Oe-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



15934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15273 
32409 
418 

OJ990517 

418 

none 

418. .552 



13.9A08.C17.ol.gs 



Seq. ID OJ990517_13.9A08.C17 

Strand + 

End 552 

Method GENSCAN 

End 552 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



15274 
32410 
47 

OJ990517_13.9A08.C21.ol.gp 
47 

619_3.R1084 

47. .229, 260. .299 

' 134595/spjP28756|SODl_ORYSA 1 

[CU-ZN] >gi_280412_pir S22508 

1.15.1.1) (Cu-Zn) sodA - rice 
copper/zinc-superoxide dismuta 
(L19435) cytosolic copper/zinc 

sativa] >gi_1096504_prf 21114 

[Oryza sativa] 1 



Seq. ID OJ990517_13.9A08.C21 

Strand + 

End 299 

Method AAT/GAP 

End 299 

Score 291 



.0e-47 SUPEROXIDE DISMUTASE-1 
superoxide dismutase (EC 
>gi_218224_dbj_BAA00799_ (D00999) 
se [Oryza sativa] >gi_685242 
-superoxide dismutase [Oryza 
24A Cu/Zn superoxide dismutase 



15275 
32411 
138 

OJ990517 
138 

619_1.R1 
138. .233 
'134595/ 
[CU-ZN] 
1.15.1.1 
copper/ z 
(L19435) 
sativa] 
[Oryza s 



_13.9A08.C22.ol.gp 



Seq. ID OJ990517_13.9A08.C22 

Strand + 

End 716 

Method AAT/GAP 

End 519 

Score 219 



084 

488. .519 

sp|P28756|SODl_ORYSA 2.0e-86 SUPEROXIDE DISMUTASE-1 

>gi_280412_pir S22508 superoxide dismutase (EC 

(Cu-Zn) sodA - rice >gi_218224_dbj_BAA007 99_ (D00999) 
inc-superoxide dismutase [Oryza sativa] >gi_685242 
cytosolic copper/zinc-superoxide dismutase [Oryza 

>gi_1096504_prf 2111424A Cu/Zn superoxide dismutase 

ativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_ 
+ 

716 

AAT/NAP 

716 

172 



13.9A08.C22 



15275 
32411 
138 

OJ990517_13 . 9A08 . C22 . ol . np 
138 

134595 

138. .233, 488. .519, 668. .716 

SUPEROXIDE DISMUTASE [CU-ZN] 1 gi | 2 804 12 | pir | | S22508 superoxide 

dismutase (EC 1.15.1.1) (Cu-Zn) sodA - rice 

gi I 218224 | db j |BAA00799| (D00999) copper/zinc-superoxide 

dismutase [Oryza sativa] gi 1685242 (L19435) cytosolic 

copper/zinc-superoxide dismutase [Oryza sativa] 

gi | 1096504 | prf || 2111424A Cu/Zn superoxide dismutase [Oryza 

sativa] 



15275 
32411 
138 



Seq. ID 

Strand 

End 



OJ990517_ 
716 



13.9A08.C22 



15935 



Name 


OJ990517 13 9A08 C22 


ol . gs 


Method 


GENSCAN 




Start 


138 ~~ 




End 


519 




GI 


none 




Score 


. 76 






138 233. 488 519 










Spo* No 


15276 




Seq. ID 


OJ990517 13 9A08 


C23 


Gene No . 


32412 




Strand 


+ " 




Start 


1 




End 


274 




Name 


OJ990517 13.9A08.C23. 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


262 




GI 


58768 1.R1084 




Score 


454 




i—t *\ \y 1 1 o 


1 . .262 










VJ X L/C O X -i- k-^ . 


1 50017 34 /ah 1 AAD37122 


1|AF129511_1 8.0e 


i-33 (AF129511) 






vprv-lono-rha i n fatt\> 


- acid condensing 


enzyme CUT1 [Arabidopsi 




thaliana] ' 










Seq. No. 


15276 










Gene No. 


32412 




Strand 


-J. 




Start 


1 




End 


?74 




Name 


OJ990517 13 9A08 C23 


ol . tc 


Method 


TBLASTX • Cress 




Start 


1 _ 




End 


272 




GI 


none 




Score 


73 




Rvnn ^ 

L-J 1 1 


1 69. 128 262. 147 


.272 








Seq. No. 


15276 




Seq. ID 


OJ990517_13. 9A08. 


C23 


Gene No. 


32412 




Strand 


+ 




Start 


1 




End 


274 




Name 


OJ990517 13 9A08 C23 


ol . ts 


Method 


TBLASTX: Soybean 




Start 






End 


272 




GI 


none 




Score 


63 




Km on s 


1 69. 128 250 147 


.272 








Sea No 


15276 




Seq. ID 


OJ990517_13.9A08. 


C23 


Gene No . 


32412 




Strand 


+ 




Start 


1 




End 


274 




Name 


OJ990517 13. 9A08 ,C23. 


ol . np 


Method 


AAT/NAP 




Start 


.1 




End 


274 




GI 


5001734 




Score 


324 




Exons 


1. .274 










vJ X O X X k-** ■ 


(AF129511) very-long- 


chain 


fatty acid 


condensing enzyme 


CUT1 




[Arabidopsis thaliana 


] gi|< 


6553942|gb|AAF16606.1|AC011915 9 




(AC011915) very-long- 


chain 


fatty acid 


condensing enzyme 


(CUT1 




[Arabidopsis thaliana] 








Seq. No. 


15276 




Seq. ID 


OJ990517_13.9A08. 


C23 


Gene No. 


32412 




Strand 


+ 




Start • 


1 




End 


274 




Name * 


OJ990517 13.9A08.C23. 


ol . gs 


Method 


GENSCAN 




"Cf art* 


25 




End 


224 




GI 


none 




Score 


.72 






25. .64, 97. .224 










Seq. No. 


15277 




Seq. ID 


OJ990517_13.9A08. 


C28 


Gene No. 


32413 




Strand 






Start 


96 




End 


370 




Name 


OJ990517 13.9A08.C28. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


96 




End 


370 





15936 




yj x 


none 




Score 


34 6 




F. y o n s 


96 365 98 370 










Seq . No . 


15277 




Seq. ID 


OJ990517 13 9A08 

\JKJ Zs Zs \J ±, 1 XJ. Zs t\ \J O 




Gene No. 


32414 




Strand 






Start 


398 




End 


823 




Name 


OJ990517 13 9A08 C28 ol 


tm 


Method 






j u a x. l. 


398 ~~ 




FnH 


823 
o ^ j 












1 07 

X \J 1 




P. v n n q 


398 502 411 503 481 


. 594 , 


482 595 


567 719 575 

/ J VJ / . . i -1. ZJ f J / J ■ a 


823 

O £. J / 




578 823 

J / O ■ . (J ^ J 












1 5977 




Cprr T D 


O.T990517 13 9A08 


r?8 


Gene No. 


32414 




Strand 






Start 


398 




End 


823 




Name 


O.T990517 13 9A08 P28 n? 


t s 


Mpf hnH 


TRT.A9TX * Snvhp^n 
x dxitvo x /\ ■ UU yucaii 




Start 


487 ~~ 




End 


741 




O X 


none 




O -UX c 


1 95 




Xj J\.KJL l o 


487 597 488 fi?8 581 


fi?8 


fi?0 736 


fi?l 713 fi? 3 

/ Oil. ± . . / 1J / U£ J • • 


739 

f J -7 / 




640 . .741 










Seq. No. 


15278 




Seq. ID 


OJ990517_13.9A08 


.C29 


Gene No. 


32415 




Strand 


+ 




Start 


121 




End 


39? 

j Z? 




Name 


0,1990517 13 9A08 P?9 nl 


y b 


LIC LUUU 


\J £j In O n— -iilN 




Olui I, 


1 7 1 ~~ 

X X 






39? 




w X 








• DO 






121 204 289 392 










Seq. No. 


15279 




Seq. ID 


OJ990517_13.9A08 


.C30 


Gene No. 


32416 




Strand 


+ 




Start 


60 




End 


292 

£~ Zs 




Name 


O.T990517 1 3 9A08 P30 nl 




I 1 C LllUU. 


VJ Xj LN O V^rt LN 






60 ~~ 




FnH 

Hi 1 1<J. 


?9? 

c~ Z? 




GI 


none 




Score 


8 5 

• w J 






60 292 












15280 




Seq. ID 


O.T99051 7 1 3 9A08 


P31 

* ^ J X 


Cpnp Mo 


324 17 






+ 




Start 


246 




End' 


340 




Name 


OJ990517 13.9A08.C31.ol. 


gp 


Method 


AAT/GAP 




Start 


246 




End 


340 




GI 


26006 1 R1084 




Score 


132 




F 1 von q 

J_j AVJl 1 O 


24 6 ^4 0 










CZ T Dpcrri n 

OX UCO^i XU i 


1 3 334 27 6/^n 1 Ol 38? 3 1 NftPl 


HUMAN 


1.0e-131 


AUTOANTIGEN NGP- 


1 




>rri 179285 nh AAP37588 T 


(L05425) nucleolar GTPase [Homo 




O Q k-/ X \^ llu J 










Seq. No. 


15281 




Seq. ID 


OJ990517_13.9A08 


.C34 


Gene No. 


32418 




Strand 






Start 


224 




End 


358 




Name 


OJ990517 13.9A08.C34.ol. 


gs 


Method 


GEN SCAN 




Start 


224 




End 


358 




GI 


none 




Score 


.49 




Exons 


224. .358 










Seq. No. 


15281 




Seq. ID 


OJ990517_13.9A08 


.C34 



15937 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32419 Strand 

437 End 493 

OJ990517_13 . 9A08 . C34 . ol . gp Method AAT/GAP 

437' End 493 

2312838 Score 62 
437. .493 

1420932/gbl U61383 | ORU61383 .7J)e-21 Oryza rufippgon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



15282 Seq. ID 

32420 Strand 

4 63 End 
OJ990517_13 . 9A08 . C35 . ol . gs Method 

4 63 End 

none Score 
463. .562 



OJ990517_13.9A08.C35 
562 

GENSCAN 

562 

.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15282 
32421 
492 

OJ990517_13.9A08.C35.ol.np 
492 

2618698 
492. .562, 706. .731 

(AC002510) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990517_13.9A08.C35 
Strand 

End 731 

Method AAT/NAP 

End 731 

Score 81 . ■ 



15282 
32421 
492 

OJ990517_13.9A08.C35.ol.gp 
496 

uC-osflcyp024b01bl 
496. .562, 706. .731 

'2618698 1.0e-39 (AC002510) unknown protein [Arabidopsis 
thaliana] ■ 



Seq. ID OJ990517_13.9A08.C35 
Strand 

End 731 

Method AAT/GAP 

End 731 

Score 14 5 



Seq. No. 15283 

Gene No. 32422 

Start 578 

Name 0 J9 9 0 5 1 7_1 3 . 9A0 8 . C3 6 . o 1 . gp 

Start 578 

GI 4989_1.R1084 

Exons 578.. 1149 

GI Descrip. ' 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. ID OJ990517_i3.9A08.C36 

Strand + 

End 1172 

Method AAT/GAP 

End 1149 

Score 1090 



Seq. No. 15283 

Gene No. 32422 

Start 578 

Name OJ9905 17__1 3 . 9A08 . C36 . ol . gs 

Start 837 

GI none 

Exons 837.. 1172 



Seq. ID OJ990517_13.9A08.C36 

Strand + 

End 1172 

Method GENSCAN 

End 1172 

Score . 63 



Seq. No. 
Gene No. 
Start 



15284 
32423 
19662 



Seq. ID OJ990517_13.9A08.C37 
Strand + 
End 21432 



15938 



Name OJ990517_13 . 9A08 . C37 . o3 . np Method AAT/NAP 

Start 19662 End 21432 

GI 5922620 Score 165 

Exons 19662. .19691, 21301.. 21432 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj | BAA85196 . 1 1 (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 15284 Seq. ID 

Gene No ; 32424 Strand 

Start 1 End 

Name OJ990517_13 . 9A08 . C37 . ol . gp Method 

Start 1 End 

GI 3760420 Score 

Exons 1 . . 94 



OJ990517_13.9A08.C37 

22866 
AAT/GAP 
94 
179 



is 

• • 5 • 

i : 
: i ST 

\\ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15284 Seq. ID 

32424 Strand 
1 End 22866 

OJ990517_13 . 9A08 . C37 . o2 . np Method AAT/NAP 
1 End 22866 

5032119 Score 170 

1. .112, 399. .448, 1073. .1267, 5744. .5829, 9384.. 

13015. .13113, 17037. .17347, 204 56 20723, 22812. 



OJ990517 13.9A08.C37 



9742, 
.22866 



Ser/Arg-related nuclear matrix protein (plenty of prolines 
101-like) gi | 3005587 (AF048977) Ser/Arg-related nuclear matrix 
protein [Homo sapiens] 

15284 Seq. ID OJ990517_13.9A08.C37 

32424 Strand 
1 End 22866 

OJ990517_13 . 9A08 . C37 . o2 . gp Method AAT/GAP 
1859 End 5830 

59_1.R1084 Score 3671. 

1859. .2465, 2693. .2827, 2908. .3108, 3446.-3745, 
4318. .4482, 4556. .4735, 5282;. 5323, 5426. .5531, 



3835. .4035, 
5649. .5830 



1 3288883/dbj IBAA31260I 0.0e+00 (AB015431) SAR DNA binding 
protein [Oryza sativa] ' 



Seq. No. 15284 
Gene No. 32424 
Start 1 

Name OJ990517_13 . 9A08 . C37 . o2 . gs 

Start 2061 
GI none 

Exons 2061.. 2465, 2693.. 2827, 2908. 

4318.. 4-482, 4556.. 4735, 5282. 
6732.. 7012, 8066.. 8095 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 13.9A08.C37 



22866 
GENSCAN 
8095 
.74 

3108, 3446. .3745, 3835. .4035, 
5323, 5426.. 5528, 5649.. 5783, 



Seq. No. 15284 Seq. ID 

Gene No. 32424 Strand 

Start 1 End 

Name OJ990517_13 . 9A08 . C37 . ol . tm Method 

Start 2074 End 

GI none Score 



OJ990517_13 . 9A08 .C37 
22866 

TBLASTX: Maize 

12802 

58 



15939 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2074. . 
2252. . 
2377. . 
2686. . 
3446. , 
4315. . 
4 557. . 
9565. . 
9780. . 
10102. 
10323. 
10761. 
11593. 
11856. 
12554. 



2139, 

2353, 

2439, 

2829, 

3751, 

4482, 

4736, 

9633, 

9821, 

. 10239 

. 10520 

. 11072 

. 11796 

. 12050 

.12598 



2087. .2143, 2107. .2145, 2203 
2314.. 2355, 2360. .2422, 2364 
2424. .2468, 2425. .2466, 2436 
2693.. 2830, 2897. .3112, 2899 
3446.. 3754, 3826.. 4038, 3831 
4315. .4482, 4316. .4483, 4316 
5279.. 5323, 5280. .5324, 5426 
9671.. 9781, 9710. .9778, 9711 
9791.. 9832, 10095 .. 10238 , 10 
10308. .10499, 10310.. 10501 
10759. .11061, 10760.. 11068 
11141. .11353, 11147. .11353 
11627. .11800, 11629.. 11796 
11856. .12050, 11870.. 12055 
12555. .12599, 12713.. 12802 



..2280, 2204.. 2335, 
..2426, 2370.. 2423, 
..2477, 2685.. 2783, 
..3111, 3445. .3747, 
..4037, 3832.. 4038, 
..4486, 4556. .4735, 
..5506, 9442.. 9498, 
..9794, 9779.. 9838, 
102. .10254, 
, 10319. .10555, 



10760. 
11149, 
11630. 
11870. 



,11068, 
,11358, 
,11797, 
,12052, 



12713. .12793 



15284 
32424 
1 

OJ990517_13.9A08.C37.ol.np 

2313 

3288883 



Seq. ID OJ990517_13.9A08.C37 
Strand 

End 22866 

Method AAT/NAP 

End 12790 

Score 2186 



2313. .2465, 10102 10236, 10319 .. 10519, 10760 .. 11059, 
11150. .11350, 11632. .11796, 11870 .. 1204 9, 12557 .. 12598 , 
12713.. 12790 

(AB015431) SAR DNA binding protein [Oryza sativa] 



15284 
32424 
1 

OJ990517 
2685 
none 
2685. . 
2931. . 
4315. . 
5426. . 
10316. 



Seq. I 
Strand 
End 

13 . 9A08 . C37 . ol . ts Method 

End 
Score 

0, 2693. .2797, 2693. .2830, 
0, 3410. .3751, 3447. .3701, 
2, 4316. .4483, 4331. .4483, 
6, 10102. .10239, 10103.. 101 
501, 10319. .10555, 10320.. 1 
10759. .11043, 10760. .11077, 10761. .1 
11151. .11351, 11152. .11352, 11593. .1 
11645. . 11797, 11870. .12052, 11871. .1 



278 
314 
448 
550 
.10 



D OJ990517_13 . 9A08 . C37 
22866 

TBLASTX: Soybean 
12793 
123 

2885. .3112, 2905. .3111, 
3832. .4038, 3836. .4036, 
4556.-4735, 4557. .4736, 
89, 10299. . 10499, 
0520, 10752. .10916, 
1093, 11147. .11365, 
1796, 11630. .11797, 
2050, 12713. .12793 



Seq. No. 15284 Seq. ID 

Gene No. 32424 Strand 

Start 1 End 

Name OJ990517_13 . 9A08 .C37 .ol . tc Method 

Start .3028 End 

GI none Score 
Exons 



OJ990517_13.9A08.C37 
22866 

TBLASTX: Cress 

11079 

83 



3028. .3102, 3035. .3100, 3446. .3778, 3447. .3701, 3455. .3733, 
10439. .10501, 10446. .10499, 10760 .. 11047 , 10761 .. 11054 , 
10769. .11074, 10771. .11079 



Seq. No. 
Gene No. 
Start 
Name 
Start 



15284 
32424 
1 

OJ990517 
3963 



13. 9A08.C37.o2.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ990517_13 . 9A08 . C37 
22866 

TBLASTX: Cress 
12805 



15940 



GI 

Exons 



none Score 63 

3963. .4037, 3964. .4050, 3964. .4038, 4315. .4482, 4316. .4483, 
4316. .4483, 4317. .4484, 4556. .4735, 4557. .4733, 5279.-5323, 
5426.. 5512, 11279 .. 11365, 11279 11353, 11593 11796, 
11630. .11797, 11630. .11797, 11870 .. 12052, 11871 12047, 
12554. .12598, 12558 .. 12599, 127 13 .. 12805, 12713. .12799 



Seq. No. 15284 Seq. ID 

Gene No. 32424 Strand 

Start 1 End 

Name OJ990517_13 . 9A08 . C37 . ol . tw Method 

Start 4610 End 

GI none Score 
Exons 



OJ990517_13.9A08.C37 
22866 

TBLASTX: Wheat 

12935 

187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



4610.-. 4735, 4611. .4736, 5279. .5323, 5426. .5521, 5463.-5522, 
11924. .12052, 11925. .12050, 12554 .. 12598, 12555 .. 12599, 
12713. .12805, 12713. .12802, 12750 .. 12812 , 12906. .12935 



15284 
32424 
1 

OJ990517_13 . 9A08 . C37 . o3 . gp 
9219 

59 1.R1084 



Seq. ID OJ990517_13.9A08.C37 
Strand 

End 22866 

Method AAT/GAP 

End 13095 

Score 3537 



9219.. 9820, 10102. .10236, 10319 .. 10519, 10760 .. 11059, 
11150. .11350, 11632. .11796, 11870 .. 12049, 12557 12598 , 
12713. .12818, 12925. .13095 

1 3288883/dbj | BAA31260 | 0.0e+00 (AB015431) SAR DNA binding 
protein [Oryza sativa] 1 



Seq. No. 15284 
Gene No. 32424 
Start 1 

Name OJ990517_13 . 9A08 . C37 . o3 . gs 

Start 9416 
GI none 
Exons 9416. . 

11150. 

12713. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_13.9A08.C37 

22866 
GENSCAN 
12790 
.99 



9820, 10102. .10236, 10319 .. 10519, 10760 .. 11059, 



11350, 11632. 
12790 



11796, 11870. .12049, 12557 .. 12598 , 



Seq. No. 15284 

Gene No. 32424 

Start 1 

Name OJ990517_13 . 9A08 . C37 . o5 . gs 

Start 20227 

GI none 
Exons 



Seq. ID OJ990517_13.9A08.C37 
Strand 

End 22866 

Method GENSCAN 

End 21357 

Score .72 



20227. .20336, 20994 .. 21014 , 21207.. 21357 



Seq. No. 15284 Seq. ID OJ990517_13.9A08.C37 

Gene No. 32424 Strand 

Start 1 End 22866 

Name OJ990517_13 . 9A08 . C37 . o4 . np Method AAT/NAP 

Start 21571 End 22866 

GI 6630699 Score 95 

Exons 21571. .21675, 22574 .. 22612 , 22807.. 22866 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi | 67215361 dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



15941 




Seq. No. 


15285 


Seq. ID 


OJ990517_13.9A08. 


C38 


Gene No . 


32425 


Strand 






Start 


17 


End 


1628 




Name 


OJ990517 13 9A08 C38 ol as 


Method 


GENSCAN 




Start 


17 ~~ 


End 


1628 




GI 


none 


Score 


.77 




Exon s 


17 116* 355 573. 811 991. 


1586. .1628 




Seq. No. 


15286 


Seq. ID 


OJ990517_13.9A08. 


C39 


fipnp No 


32426 


Strand 






Start 


60 


End 


491 




Name 


OJ990517 13 9A08 C39 ol as 


Method 


GENSCAN 




Start 


60 _ 


End 


491 




GI 


none 


Score 


.71 




Rxon 

L*J *V v i L w 


60 151, 328 491 








Seq. No. 


15287 


Seq. ID 


OJ990517_13.9A08. 


C40 


Genp No 


32427 


Strand 


+ 




Start 


358 


End 


4100 




Name 


OJ990517 13 9A08 C40 ol as 


Method 


GENSCAN 




Start 


358 _ 


End 


3881 




GI 


none 


Score 


.78 




Pvon 

J — J 1 1 O 


358 563 1690 2377 2499 


2729, 3376 


..3665, 3788. .3881 


Sea No 


15287 


Seq. ID 


OJ990517 13.9A08. 


C40 


Gene No. 


32427 


Strand 


+ 




Start 


358 


End 


4100 




Name 


OJ990517 13.9A08.C40.ol.gp 


Method 


AAT/GAP 




Start 


1587 


End 


4100 




GI 


1 1.R1084 


Score 


3128 




Exons 


1587.. 2377, 2499. .2729, 3376 


. .3665, 3788. .4100 




GI Descrip. 


'5031285/gb|AAD38148. 1 |AF139501_1 1 . Oe 


-14 (AF139501) 






beta-amylase [Prunus armeniaca] 1 






Seq. No. 


15287 


Seq. ID 


OJ990517 13.9A08. 


C40 


Gene No. 


32427 


Strand 


+ 




Start 


358 


. End 


4100 




Name 


OJ990517 13.9A08.C40.ol.np 


Method 


AAT/NAP 




Start 


1781 


End 


3878 




GI 


3618308 


Score 


2089 




Exons 


1781. .2377, 2499. .2729, 3376 


..3665, 3788. .3878 




GI De^rrio 

-1- L-/ O V«f J- -L. k_/ • 


(AB001882) zinc finger protein [Oryza 


sativa] 




Seq. No. 


15287 


Seq. ID 


OJ990517_13.9A08. 


C40 


Gene No. 


32427 


Strand 


+ 




Start 


358 


End 


4100 




Name 


OJ990517 13.9A08.C40.o2.tm 


Method 


TBLASTX: Maize 




Start 


1949 


End 


2212 




GI 


none 


Score 


92 • 




Exons 


1949. .1999, 1951. .1998, 2071 


..2118, 2072. .2119, 2128. .2205, 




2135. .2212 








Seq. No. 


15287 


Seq. ID 


OJ990517_13.9A08. 


C40 


Gene No. 


. 32427 


Strand 


+ 




Start 


358 


End 


4100 




Name 


OJ990517 13.9A08.C40.ol.tm 


Method 


TBLASTX: Maize 





15942 






Start 


2290 








End 


3885 






GI 


none 








Score 


77 






Exons 


2290. .2376, 


2293 


. .2382, 


2294 . 


.2392, 2481.. 2573, 


2507. .2635, 






2508. .2639, 


2651 


. .2677, 


2662. 


.2697, 3357.. 3614, 


3373. . 3615, 






3588. .3674, 


3598 


. .3666, 


3786. 


.3875, 3787. .3885, 


3787. .3861 




Seq. No. 


15288 








Seq. ID 


OJ990517 


_13.9A08.C41 




Gene No. 


32428 








Strand 


+ 






Start 


198 








End 


344 






Name 


OJ990517 13. 


9A08, 


.C41.ol 


. OS 


Method 


GENSCAN 






Start 


198 








End 


344 






GI 


none 








Score 


. 97 






Exons 


198. .344 
















Seq. No. 


15288 








Seq. ID 


OJ990517 


_13.9A08.C41 




Gene No. 


32429 








Strand 


— 






Start 


1407 








End 


2040 






Name 


OJ990517 13. 


9A08, 


,C41.o2 


. qs 


Method 


GENSCAN 






Start 


1407 








End 


2040 






GI 


none 








Score 


. 63 






Exons 


1407. .1519, 


1746, 


. .2040 












Seq. No. 


15288 








Seq. ID 


OJ990517 


_13.9A08.C41 


•:sr 


Gene No. . 


32430 








Strand 






; ~i 


Start 


3562 








End 


4653 * 




£fi 


Name 


OJ990517 13. 


9 AO 8. 


.C41 .o3 


. QS 


Method 


GENSCAN 






Start 


3562 








End 


4653 






GI 


none 








Score 


. 84 




□ 


Exons 


3562. .3705, 


4579, 


. .4653 












Seq. No. 


15289 








Seq. ID 


OJ990517 


_13.9A08.C42 


rii 


Gene No. 


32431 








Strand 


+ 




: c : 


Start 


70 








End 


149 




;: 


Name 


OJ990517 13. 


9A08. 


,C42.ol 


. qs 


Method 


GENSCAN 




□ 


Start 


70 








End 


149 




si 


GI 


none 








Score 


.64 






Exons 


70. . 149 
















Seq. No. 


15289 








Seq. ID 


OJ990517 


13. 9A08.C42 


□ 


Gene No. 


32432 








Strand 








Start 


1 








End 


265 






Name 


OJ990517 13. 


9A08. 


.C42.ol 


,gp 


Method 


AAT/GAP 






Start 


1 








End 


265 






GI 


54791 1.R1084 






Score 


476 






Exons 


1. .265 
















GI Descrip. 


'5031285/gb|AAD38148.1|AF139501 1 1 . Oe 


-14 (AF139501) 






beta-amylase 


[Prunus armeniaca] ' 








Seq. No. 


15289 








Seq. ID 


OJ990517_ 


_13.9A08.C42 




Gene No. 


32433 








Strand 








Start 


937 








End 


1240 






Name 


OJ990517 13. 


9 AO 8. 


C42.o2 


.gp 


Method 


AAT/GAP 






Start 


937 








End 


1240 






GI 


702900 








Score 


432 






Exons 


937. .1240 
















Seq. No. 


15290 








Seq. ID 


OJ990517_ 


_13.9A08.C43 



15943 




Gene No. 


32434 








Strand 






Start 


1 








End 


281 




Name 


OJ990517 13 


. 9A08 


,C43. ol 




Method 


AAT/GAP 




Start 


1 ~ 








End 


281 




GI 


702900 








Score 


471 




Exoris 


1. .281 














Seq. No. 


15290 








Seq. ID 


OJ990517 


13 9A08 C43 


Gene No . 


32435 








Strand 






Start 


1038 








End 


9833 




Name 


OJ990517 13 


.9A08 


.C43.ol 


.gs 


Method 


GENSCAN 




Start 


1038 








End 


9833 




GI 


none 








Score 


.67 




Exons 


1038 . . 1506, 


1910 


. . 2089, 


2461 . 


.2692, 3398.. 3756, 


3896 4125. 




4171. . 4231, 


5153 


. . 5280, 


7005 . 


.7178, 8163. .8220, 


8529. . 8668, 




9653 9806. 


9817 


. . 9833 










Seq. No. 


15290 








Seq. ID 


OJ990517 


13 9A08 C43 


Gene No. 


32435 








Strand 






Start 


1038 








End 


9833 




Name 


OJ990517 13 


.9A08 


.C43.ol 


.np 


Method 


AAT/NAP 




Start 


1041 ~~ 








End 


3700 




GI 


3738302 








Score 


1313 




Ex on s 


1041 1506. 


1910 


. .2089, 


2461. 


.2596, 2690. .2777, 


3355. .3700 


GI Descr ip . 


(AC005309) ] 


putative Tub 


family protein 


[Arabidopsis thaliana 


Seq- No. 


15290 








Seq. ID 


OJ990517 


_13.9A08.C43 


Gene No. 


32"435 








Strand 






Start 


1038 








End 


9833 




Name 


OJ990517 13 


.9A08 


,C43.o3 


.gp 


Method 


AAT/GAP 




Start 


3877 ~~ 








End 


4369 




GI 


none 








Score 


907 




Exons 


3877 . . 4369 














Seq. No. 


15290 








Seq. ID 


OJ990517 


_13.9A08.C43 


Gene No. 


32436 








Strand 






Start 


10304 








End 


11970 




Name 


OJ990517 13 


.9 AO 8 


.C43.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1016 ~ 








End 


1512 




GI 


none 








Score 


376 




Exons 


1016 . . 1345, 


1017 


. . 1355, 


1021. 


.1338, 1341. .1508, 


1342. . 1512 


Seq. No. 


15290 








Seq. ID 


OJ990517 


_13.9A08.C43 


Gene No. 


32436 








Strand 






Start 


10304 








End 


11970 




Name 


OJ990517 13 


.9 AO 8 


.C43.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1017 _ 








End 


1313 




GI 


none 








Score 


154 




E von ^ 

J-J \*s 1 1 O 


1017 1205 


1039 


. .1176, 


1185. 


.1313, 1204.. 1308 




Seq. No. 


15290 








Seq. ID 


OJ990517 


_13.9A08.C43 


Gene No. 


32436 








Strand 






Start 


10304 








End 


11970 




Name 


OJ990517 13 


.9 AO 8 


.C43.ol, 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


1038 








End 


1169 




GI 


none 








Score 


114 




Exons 


1038. .1169, 


1039 


. . 1164 











15944 



Seq. No. 


15290 








Seq. ID 


OJ990517 


_13.9A08.C43 


Gene No. 


32436 








Strand 






Start 


10304 








End 


11970 




Name 


OJ990517 13, 


. 9A08. 


C43.ol 


. tm 


Method . 


TBLASTX: 


Maize 


Start 


1044 








End 


2497 




GI 


none 








Score 


624 




Exons 


1044 . . 1508, 


1045. 


. 1512, 


1909. 


.2091, 1910. .2092, 


2456. .2497, 




2458. .2496 














Seq. No. 


15290 








Seq. ID 


OJ990517 


_13.9A08.C43 


Gene No . 


32436 








Strand 






Start 


10304 








End 


11970 




Name 


OJ990517 13. 


. 9A08 . 


C43.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


1200 








End 


1325 




GI 


none 








Score 


103 




Exons 


1200. . 1301, 


1200. 


. 1325, 


1204 . 


. 1314 






Seq. No. 


15290 








Seq. ID 


OJ990517 


_13.9A08.C43 


Gene No . 


32436 








Strand 






Start 


10304 








End 


11970 




Name 


OJ990517 13. 


. 9A08 . 


C43.o3 


. tc 


Method 


TBLASTX: 


Cres s 


Start 


1317 ~ 








End 


1512 




GI 


none 








Score 


145 




Exons 


1317 . . 1508, 


1333. 


. 1512, 


1426. 


.1509 






Seq. No. 


15290 








Seq. ID 


OJ990517 


13. 9A08 .C43 


Gene No . 


32436 








Strand 






Start 


10304 








End 


11970 




Name 


OJ990517 13. 


. 9A08 . 


C43.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1895 








End 


3641 




GI 


none 








Score 


200 




Exons 


1895. .2092, 


1908 . 


.2087, 


1909. 


.2091, 1922.. 2092, 


2450. .2578, 




2452 . .2595, 


2460. 


.2600, 


2590. 


.2625, 2694.. 2780, 


2709. .2780, 




2710. .2781, 


3355. 


.3468, 


3356. 


.3472, 3368.. 3469, 


3533. . 3565, 




3543 . . 3641 














Seq. No. 


15290 








Seq. ID 


OJ990517 


.13. 9A08.C43 


Gene No. 


32436 








Strand 






Start 


10304 








End 


11970 




Name 


OJ990517 13, 


. 9A08 . 


C43.o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1909 








End 


3468 




GI 


none 








Score 


36 




Exons 


1909. . 1953, 


1916. 


. 1954, 


1945. 


.1986, 1952. .1984, 


2053. .2091, 




2060. .2104, 


2452 . 


.2595, 


2460. 


.2600, 2685.. 2780, 


2695. .2781, 




3338 . . 3466, 


3355 . 


. 3468 










Seq. No. 


15290 








Seq. ID 


OJ990517 


_13.9A08.C43 


Gene No. 


32436 








Strand 






Start 


10304 








End 


11970 




Name 


OJ990517 13. 


,9A08. 


C43.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3430 








End 


3712 




GI 


none 








Score 


109 




Exons 


3430. .3468, 


3464 . 


.3565, 


3479. 


.3562, 3573.. 3701, 


3639. .3710, 




3650. .3712 














Seq. No. 


15290 








Seq. ID 


OJ990517 


_13.9A08.C43 



15945 






Gene No. 


32436 


Strand 






Start 


10304 


End 


11970 




Mamp 


OJ990517 13 9A08 C43 o2 as 


Method 


GENSCAN 




Cf arf 
OLalL 


1 0^04 ~ 


End 


11970 






nono 


Score 


.68 




P, von s 


10304 10417 11001 11077 

1 U J v " • • X v/ T X f / X X W X . . I 1U / » f 


11806. .11970 




Seq. No. 


15291 


Seq. -ID 


OJ990517_13.9A08.C44 




Gene No. 


32437 


Strand 


+ 




Start 


1075 


End 


1186 




In CU LlC 




Method 


GENSCAN 




O Lai L 


1 H7S ~~ 


End 


1186 




GI 


none 


Score 


.41 




LAUUO 


1 D7S 1 1 Rfi 








Q&ri No 


X *J ^ J. 


Seq. ID 


OJ990517_13.9A08.C44 






Jtl JO 


Strand 


+ 




Start 


4483 


End 


7606 




Name 


OJ990517 13.9A08.C44.ol.gp 


Method 


AAT/GAP 




Start 


4483 


End 


7606 




GI 


619 1.R1084 


Score 


1481 




E von s 


4483. .4579, 5661. .5748, 5841 


..5942, 6067. .6162, 6417. .6448, 


'is? 




6597.. 6672, 7134.. 7187, 7301 


. .7606 




GI Descrip. 


? 134595/sp| P28756ISOD1 ORYSA 


2.0e-86 SUPEROXIDE DISMUTASE-1 


hi) 




[CU-ZN] >gi 280412 pir S22508 superoxide dismutase (EC 






1.15.1.1) (Cu-Zn) sodA - rice >gi_218224_dbj_BAA007 99_ (D00999) 


ry 




copper/zinc-superoxide dismutase [Oryza sativa] >gi 685242 


.3 




(L19435) cytosolic copper/zinc-superoxide dismutase [Oryza 


cf 




sativa] >gi 1096504 prf 2111424A Cu/Zn superoxide dismutase 


! : I 
: = =! 




[Oryza sativa] 1 






t"! ! 
| U 


JC^ • Vi \J • 


15291 


Seq. ID 


OJ990517_13.9A08.C44 




flpnQ No 


32438 


Strand 


+ 


is 


Start 


4483 


End 


7606 


'wBJ 


Name 


OJ990517 13.9A08.C44.ol.np 


Method 


AAT/NAP 


"'"^ 


Start 


5673 


End 


7320 


U: 


GI 


134595 


Score 


628 


c: 


Exons 


5673.. 5748, 5841.. 5942, 6067 


..6162, 6417. .6448, 6597. .6672, 






7134. .7187, 7301. .7320 






: : = J 


GI Descrip. 


SUPEROXIDE DISMUTASE [CU-ZN] 


1 gi|280412|pir| IS22508 superoxide 






dismutase (EC 1.15.1.1) (Cu- 


Zn) sodA - 


rice 






gi 1218224 | dbj |BAA00799| (D00999) copper/zinc-superoxide 






dismutase [Oryza sativa] gi 1685242 (L19435) cytosolic 






copper/zinc-superoxide dismutase [Oryza sativa] 






gi 1 1096504 |prf| | 2111424A Cu/Zn superoxide dismutase [Oryza 






sativa] 








Cprr No 


15291 


Seq. ID 


OJ990517_13.9A08.C44 




Gene No. 


32439 


Strand 


+ 




Start 


7567 


End 


8164 




Name 


OJ990517 13.9A08.C44.o2.np 


Method 


AAT/NAP 




Start 


7567 


End 


8164 




GI 


6691203 


Score 


93 




Exons 


7567. .7857, 8063. .8164 








GI Descrip. 


(AC007508) F1K23.7 [Arabidopsis thaliana] 




Seq. No. 


15291 


Seq. ID 


OJ990517_13 . 9A08 . C4 4 



15946 



i i 

U 



Gene No. 


32440 








Strand 


+ 




Start 


24071 








End 


24936 




Name 


OJ990517 13. 


.9A08. 


C44.o6. 


.gs 


Method 


GENSCAN 




Start 


24071 








End 


24936 




GI 


none 








Score 


.44 




Exons 


24071. .24073, 24270 .. 24537 , ; 


24620. .24936 




Seq. No. 


15291 








Seq. ID 


OJ990517 


13. 9A08 .C44 


Gene No. 


32441 








Strand 






Start 


20815 








End 


24386 




Name 


OJ990517 13, 


. 9A08 . 


C44.ol. 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5658 








End 


7471 




GI 


none 








Score 


110 




Exons 


5658. .5747, 


5660. 


.5749, 


5660 


..5749, 5839. .5943, 


5840. . 5953, 




6065. . 6163, 


6066. 


. 6167, 


6069 


. .6164, 6070. .6180, 


6576. . 6674, 




6582 . . 6674, 


6596. 


. 6688, 


7132 


..7191, 7133. .7189, 


7135. .7221, 




7300. .7329, 


7430. 


.7471 










Seq. No. 


15291 








Seq. ID 


OJ990517 


13. 9A08 .C44 


Gene No. 


32441 








Strand 






Start 


20815 








End 


24386 




Name 


OJ990517 13. 


. 9A08. 


C44 .o3. 


.tm 


Method 


TBLASTX: 


Maize 


Start 


5659 








End 


7323 




GI 


none 








Score 


140 




Exons 


5659. .5748, 


5660. 


.5749, 


5661 


..5774, 5839.-5943, 


5840 . . 5953, 




6065 . . 6163, 


6066. 


. 6167, 


6069 


. .6164, 6070. .6165, 


6570 . . 6674 , 




6594. .6674, 


6596. 


.6688, 


7132 


..7191, 7133. .7189, 


7296. .7322, 




7300. .7323 














Sea No 


15291 








Seq. ID 


OJ990517 


13. 9A08 .C44 


Gene No . 


32441 








Strand 






Start 


20815 








End 


24386 




Name 


OJ990517 13. 


. 9A08. 


C44.o2, 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5666 








End 


7323 




GI 


none 








Score 


74 




Exons 


5666. .5749, 


5670. 


. 5762, 


5670 


..5750, 5839.. 5943, 


5840. . 5953, 




6038. .6175, 


6066. 


.6182, 


6579 


..6674, 6596. .6673, 


7132 . .7191, 




7133. .7189, 


7300. 


. 7323 










Seq. No. 


15291 








Seq. ID 


OJ990517 


13. 9A08 .C44 


Gene No m 


32441 








Strand 






Start 


20815 








End 


24386 




Name 


OJ990517 13. 


. 9A08. 


C44.ol, 


.tc 


Method 


TBLASTX: 


Cress 


Start 


5667 








End 


7335 




GI 


none 








Score 


93 




Exons 


5667. .5762, 


5670. 


.5753, 


5839 


..5943, 5840. .5953, 


6065 . . 6163, 




6066. .6182, 


6579. 


.6674, 


6596 


..6691, 7132. .7191, 


7133 . .7189, 




7300. .7335 














Seq. No. 


15291 








Seq. ID 


OJ990517 


13. 9A08 .C44 


Gene No. 


32441 








Strand 






Start 


20815 








End 


24386 




Name 


OJ990517 13. 


, 9A08. 


C44 .o5< 


.gs 


Method 


GENSCAN 




Start 


20815 








End 


23282 




GI 


none 








Score 


.76 




Exons 


20815. .20942, 21178 .. 21317, : 


22491. .22632, 22640 


. .23282 



15947 



Seq. No. 15291 Seq. ID OJ990517_13.9A08.C44 

Gene No. 324 41 Strand 

Start 20815 End 24386 

Name OJ990517_13 . 9A08 . C4 4 . o3 . np Method AAT/NAP 

Start 21390 End 23351 

GI 2623297 Score 658 

Exons 21390. .21411, 22505 .. 23351 

GI Descrip. (AC002409) unknown protein [Arabidopsis thaliana] gi 1 3790583 

(AF079180) RING-H2 finger protein RHCla [Arabidopsis thaliana] 



Seq. No. 15291 Seq. ID 

Gene No. 324 41 Strand 

Start 20815 End 

Name OJ990517_13 . 9A08 . C44 . ol . tm Method 

Start 22354 End 

GI none Score 
Exons 



OJ990517_13.9A08.C44 
24386 

TBLASTX: Maize 

23025 

40 



22354 . .22389, 22354 .. 22395 , 22389 .. 22412, 22516 22554 , 

22516. .22596, 22517 .. 22597 , 22588 .. 22659, 22644 .. 22757 , 

22645. .22758, 2264 5.-22758, 22652 22759, 22751 .. 22918 , 

22751. .22816, 22753 .. 22980 , 22755 .. 2297 9, 22962 23024 , 
22963. .23025 



Seq. No. 15291 

Gene No. 324 41 

Start 20815 

Name OJ990517_13 . 9A08 . C4 4 . o2 . tc 

Start 22507 

GI none 

Exons 22507, 
22807, 



,22554, 22527. .22550, 22632 
,22884, 22809. .22883, 22851 



Seq. ID OJ990517_13.9A08.C44 
Strand 

24386 

TBLASTX: Cress 
23351 
49 

22808, 22648. .22803, 
22991, 22897. .22980, 



End 

Method 

End 

Score 



23095. .23187, 2322 6 .. 23351 , 23239.. 23331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15291 
32441 
20815 

OJ990517_13. 9A08.C4 4 .ol.ts 
22513 



OJ990517 13.9A08.C44 



none 
22513. 
22654. 
23232. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

22554, 22527. .22550, 22635 22964 , 22650 .. 22850, 
,22941, 23019. .23063, 23094 .. 23183, 23095 .. 23184 , 
,23333, 23236.. 23328 



24386 

TBLASTX : Soybean 

23333 

53 



Seq. No. 15291 Seq. ID 

Gene No. 32441 Strand 

Start 20815 End 

Name OJ990517_13 . 9A08 . C44 . o2 . gp Method 

Start 22535 End 

GI 48898_1.R1084 Score 
Exons 22535. .23063 

GI Descrip. f 2623297 4.0e-22 (AC002409) unknown protein [Arabidopsis 

thaliana] >gi_3790583 (AF079180) RING-H2 finger protein RHCla 
[Arabidopsis thaliana] 1 



OJ990517_13.9A08.C44 

24386 
AAT/GAP 
23063 
909 



Seq. No. 15291 Seq. ID 

Gene No. 32441 Strand 

Start 20815 End 

Name OJ990517 13 . 9A08 . C4 4 . o2 . tm Method 



OJ990517_13.9A08.C44 
24386 

TBLASTX: Maize 



15948 




uLdl t 


23025 




End 


23377 




yj x 


none 




Score 


476 




P von q 


23025 23357. 23026 


. 23355, 


23027. .23377 




Seq. No. 


15291 




Seq. ID 


OJ990517_13.9A08 


.C44 


Gene No. 


32441 




Strand 


- 




o u 0 x (_ 


20815 




End 


24386 




M ATTICS 


OJ990517 13 9A08 C44 


o4 an 


Method 


AAT/GAP 




J Lai L 


23075 ~~ 




End 


24386 






702232 




Score 


855 




P von 


23075 23410 24267 


.24386 










1 5292 

X *J Zf C. 




Seq. ID 


OJ990517 13.9A08 


C4 fi 




32442 




Strand 


+ 




Start 


1 




End 


697 




Name 


OJ990517 13.9A08.C46, 


.ol.gp 


Method 


AAT/GAP 




•J L- Ci j_ L. 


1 




End 


137 




GI 


53703 1 R1084 




Score 


270 




P. von 


1 . . 137 












1 6056371/ab 1 AAF02835 


.1|AC009894_6 2.0e- 


-48 (AC009894) nucleolar 




DTO'hfs'i n TAT^lri dorisi 


thaliana] 1 






Q f^pj Mo 


15292 ' 




Seq. ID 


OJ990517_13.9A08 


P4 


Gene No. 


32442 




Strand 


+ 




Start 


1 




End 


697 




Name 


OJ990517 13 9A08 C46 


. ol .np 


Method 


AAT/NAP 




O Lai. L 






End 


697 




yj X 


605'637 1 




Score 


421 




p von Q 


1 179 431 697 

J.. • J. / Zf , " J 1 i . U J / 










W X L/ C O X _L ^ • 


(AC009894} nurlpnl^r 


protein [Arabidopsis thaliana] 




Seq. No. 


15292 




Seq. ID 


OJ990517_13.9A08 


.C46 


Gene No. 


32442 




Strand 


+ 




Start 


1 




End 


697 




Name 


OJ990517 13 9A08 C46 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


2 ~ 




End 


:598 




GI 


none 




Score 


238 




P von 


2 181 39 179 434 


. .598, 


438. .584 






Seq. No. 


15292 




Seq. ID 


OJ990517_13.9A08 


.C46 


Gene No. 


32442 




Strand 


+ 




Start 


1 




End 


697 




Name 


OJ990517 13 9A08 C46 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


s — 




End 


598 




GI 


none 




Score 


188 




Pvon q 


5 157 39 179 437 


. .598, 


446. .583, 447. .584 




Seq. No. 


15292 




Seq. ID 


OJ990517_13.9A08 


.C46 ' 


Gene No. 


32442 




Strand 


+ 




Start 


1 




End 


697 




LN dill" 




, ol . gs 


Method 


GENSCAN 




Start 


66 




End 


583 




GI 


none 




Score 


.74 




Exons 


66. .179, 431. .583 










Seq. No. 


15292 




Seq. ID 


OJ990517_13.9A08 


.C46 


Gene No. 


32442 




Strand 


+ 





15949 






i 




Hii 1U 


697 




Nam© 


n.TQQOM 7 1 ^ QAOft 


P4fi ol tr 


Met - hnrl 


1 DLinO 1 A . Cio 




Cf a y~ 4- 


77 ~~ 






SQft 






none 










Exons 


77 179 7ft 17Q 


4^Q Rftft 


440 SQft 

ft *i U . . 


4 4 0 Rft Q 




C q /-^ Nl/~\ 
OCtJ. LNU . 






C/^pr T r\ 

otr • ± u 


n.TQQOSI 7 1 ^ QAOft 


P4 7 




^94 4? 

J *1 1 o 




Strand 






Start 


1 




End 


523 




Name 


OJ990517_13.9A08 


•C47.ol.gp 


Method 


AAT/GAP 




Otdl U 


i 

X 




End 


55 




PT 


4 R4 ^4 1 R1 0 ft d 




Score 


106 




Exons 


J. . . JJ 










\j± uescrip. 


1 9£1 fi£Qft Oo — 1 Q 




unknown protein [Arabidopsis 




f ha 1 i ana 1 ' 
Lllal land J 










O r-\ /-r Kf /-\ 

OcCj. IN O . 






Seq. ID 


OJ990517_13.9A08. 


P4 7 


Gene No. 


32443 




Strand 






Start 


1 




End 


523 




Name 


OJ990517 13.9A08 


.C47.ol.np 


Method 


AAT/NAP 




C •(- -a y-j- 


1 




End 


523 






2618698 




Score 


259 




HiXonb 


1..149, 243. .523 










P T r\ci e? /""i v i r^i 

bl UcbOiip. 


(AC002510) unknown protein 


[Arabidopsis. thaliana] 




Seq. No. 


15293 




Seq. ID 


OJ990517_13.9A08. 


P4 7 


Gene No. 


32443 




Strand 








1 




End 


523 




Name 


OJ990517 13.9A08 


.C47.ol.tm 


Method 


TBLASTX: Maize 






2 




End 


424 




p t 
Kj ± 


none 




Score 


208 




IT vAn o 


2. .148, 3. .149, 


3. .149, 246 


..419, 251. 


.424, 332. .388 




Seq. No. 


15293 




Seq. ID 


OJ990517_13. 9A08. 


P/l 7 


Gene No. 


32443 




Strand 








1 ■ 




End 


523 




Name 


OJ990517 13.9A08 


.C47.ol.ts 


Method 


TBLASTX: Soybean 




OldlL 


2 




End 


359 




PT 


none 




Score 


113 




DaUIIo 


2. .148, 3. .149, 


254. .307, 297. .359, 308. .352 




Seq. No. 


15293 




Seq. ID 


OJ990517_13. 9A08. 


C47 


Gene No. 


32443 




Strand 






OLdX. L 


1 




End 


523 




Name 


OJ990517 13.9A08 


.C47 .ol ,gs 


Method 


GENSCAN 




OLail, 


243 




End 


385 




PT 


none 




Score 


.79 






243. .385 










C £-\ KT 
Octj. IN O . 


15293 




Seq. ID 


OJ990517_13.9A08. 


C47 


fjpnp Nfr> 


32443 




Strand 






Start 


1 




End 


523 




Name 


OJ990517 13.9A08 


.C47.o2.gp 


Method 


AAT/GAP 




Start 


261 




End 


421 




GI 


4715626 




Score 


278 




Exons 


261. .421 










GI Descrip. 


2618698 1.0e-50 


(AC002510) 


unknown protein [Arabidopsis 





15950 



thaliana] 



Seq. No. 


15294 


Seq. ID 


OJ990517_13.9A08.C48 


Gene No. 


32444 


Strand 


+ 


Start 


266 


End 


477 


Name 


OJ990517 13.9A08.C48.ol.gp 


Method 


AAT/GAP 


Start 


266 


End 


477 


GI 


45434 1.R1084 


Score 


368 




266. .477 








•2618698 6.0e-19 (AC002510) unknown protein [Arabidopsis 




thaliana] ' 






Sea No 


15294 


Seq. ID 


OJ990517_13.9A08.C48 


Gene No. 


32445 


Strand 


+ 


Start 


4698 


End 


6251 


Name 


OJ990517 13.9A08.C48.o5.gp 


Method 


AAT/GAP 


Start 


4698 


End 


6251 


GI 


LIB34 77-003-P1-K1-E9 


Score 


140 




4698..4739, 6187.. 6251 






(IT Dp^rriD 


»2498586/sp|Q40638 IMP01 ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 0 


S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


15294 


Seq. ID 


OJ990517_13.9A08.C48 


[Zpnp No 


32446 


Strand 




Start 


268 


End 


7119 


Name 


OJ990517 13.9A08.C48.o2.tm 


Method 


TBLASTX: Maize 


Start 


265 


End 


1268 


GI 


none 


Score 


414 




265. .570, 266. .571, 437. .571, 


668. .841 


, 673. .'846, 1133. .1267, 




1134. .1268 






Seq. No. 


15294 


Seq. ID 


OJ990517_13.9A08.C48 


Gene No. 


32446 


Strand 




Start 


268 


End 


7119 


Name 


OJ990517 13.9A08.C48.ol.np 


Method 


AAT/NAP 


Start 


268 


End 


6532 


GI 


2618698 


Score 


2116 


Exons 


268. .571, 665. .828, 1133. .2035, 2710.. 


2829, 2924.. 2977, 




3472.. 3603, 3733.. 3828, 4077. 


.4346, 6286. .6375, 6464. .6532 


CJT Dpqrr i o 

IV v^- O -J*. ^— ' . 


(AC002510) unknown protein [Arabidopsis thaliana] 


Seq. No. 


15294 


Seq. ID 


OJ990517_13.9A08.C48 


Gene No. 


32446 


Strand 




Start 


268 


End 


7119 


Name 


OJ990517 13.9A08.C48.ol.gs 


Method 


GENSCAN 


Start 


277 


End 


7119 


GI 


none 


Score 


.75 


i-< A. \J J. i o 


277. .568, 665. .843, 1133. .2035, 2114.. 


2200, 2710.. 2793, 




2924.. 2977, 3472.. 3603, 3733. 


.3828, 4077. .4222, 5019. .5618, 




7080. .7119 






Seq. No. 


15294 


Seq. ID 


OJ990517_13.9A08.C48 


Gene No. 


32446 


Strand 




Start 


268 


End 


7119 


Name 


OJ990517 13.9A08.C48.o2.ts 


Method 


TBLASTX: Soybean 


Start 


362 


End 


774 



15951 



•i 

- : 



GI 


none 




Score 


159 


Exons 


362. .571, 364.. 570, 676. 


.729, 


730. .774 




Seq. No. 


15294 




Seq. ID 


OJ990517_13.9A08.C48 


Gene No. 


32446 




Strand 




Start 


268 




End 


7119 


Name 


OJ990517 13.9A08.C48.o2. 


gp 


Method 


AAT/GAP 


Start - 


683 




End 


1457 


GI 


4715626 




Score 


929 


Exons 


683. .843, 1133. .1457 










2618698 1.0e-50 (AC002510) unknown protein [Arabidopsis 




f ha 1 i ana 1 
UJ.lClXJ-ClJ.lG J 








Seq. No. 


15294 




Seq. ID 


OJ990517_13.9A08.C48 


Gene No. 


32446 




Strand 




Start 


268 




End 


7119 


Name 


OJ990517 13 9A08 C48.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1264 ~~ 




End 


1690 


GI 


none 




Score 


90 


R von <=; 


1264 1338. 1265 1372, 


1266. 


.1337, 1340. .1690, 1344. .1688 


Seq. No. 


15294 




Seq. ID 


OJ990517_13.9A08.C48 


UC11C LM ^ • 


3244 6 




Strand 




Start 


268 




End 


7119 


Name 


OJ990517 13.9A08.C48.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1424 




End 


3829 


GI 


none 




Score 


857 


Exons 


1424. .2035, 1425. .2036, 


1426. 


.2043, 2104. .2184, 2111. .2200, 




2112. .2201, 2116. .2202, 


2668. 


.2787, 2701. .2796, 2702. .2848, 




2920. .2976, 2922. .2978, 


2922. 


.2975, 2923.-2976, 3463. .3612, 




3473. .3613, 3473. .3631, 


3727. 


.3828, 3729.-3827, 3731. .3829, 




3734. .3829 








Seq. No. 


15294 




Seq. ID 


OJ990517_13.9A08.C48 


Gene No . 


32446 




Strand 




Start 


268 




End 


7119 


Name 


OJ990517 13.9A08.C48.o3. 


gp 


Method 


AAT/GAP 


Start.. 


1483 




End 


1803 


GI 


LIB3475-011-P1-K1-C3 




Score 


608 


Exons 


1483. .1803 








GI Descrip. 


'2618698 1.0e-50 (AC002510) unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


15294 




Seq. ID 


OJ990517_13.9A08.C48 


Gene No . 


32446 




Strand 




Start 


268 




End 


7119 


Name 


OJ990517 13.9A08.C48.o4. 


gp 


Method 


AAT/GAP 


Start 


1913 




End 


2192 


GI 


uC-osflcypl0 6e03bl 




Score 


-■37 6 


F.xon <=; 


1913. .2035, 2114. .2192 








GI Descrip. 


'2618698 2.0e-09 (AC002510) unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


15294 




Seq. ID 


OJ990517_13.9A08.C48 


Gene No. 


32446 




Strand 




Start 


268 




End 


7119 


Name 


OJ990517 13.9A08.C48.o3. 


.ts 


Method 


TBLASTX : Soybean 



15952 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3463 End 3829 

none Score 108 

3463. .3612, 3476. .3613, 3727. .3828, 3740. .3829 



15294 
32446 
268 

OJ990517_13. 9A08 .C4 8.o3. tm 

4266 

none 



Seq. ID OJ990517_13.9A08.C48 
Strand 

End 7119 

Method TBLASTX: Maize 

End 6590 

Score 100 



4266..4367, 4266. .4376, 4267. .4371, 6261. .6377, 6286. .6378, 
6286..6378, 6458.-6523, 6462. .6590 



Seq. No. 15294 

Gene No. 32446 

Start 268 

Name OJ990517_13 . 9A08 . C4 8 . o4 . ts 

Start 6292 

GI none 
Exons 



Seq. ID OJ990517_13.9A08.C48 
Strand 

End 7119 

Method TBLASTX: Soybean 

End 6536 

Score 58 



6292. .6378, 6293. .6379, 6294. .6374, 6298. .6378, 6458. .6529, 
64 58. .6523, 64 62. . 6536, . 64 63. . 6525 



Seq. No. 15294 

Gene No. 32446 

Start 268 

Name OJ990517_13 . 9A08 . C48 . 06 . gp 

Start 6466 

GI uC-osflcyp024b01bl 

Exons 6466..6524 

GI Descrip. 1 2618698 1.0e-39 (AC002510) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990517_13.9A08.C48 
Strand 

End 7119 

Method AAT/GAP 

End 6524 

Score 100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15295 
32447 
63 

OJ990517_13. 9A08.C4 9.ol.gs 
63 

none 



Seq. ID OJ990517_13.9A08.C49 
Strand 

End 4230 

Method GENSCAN 

End 4230 

Score . 66 



63. .237, 355. .496, 2540. .2814, 3102. .3216, 4130. .4230 



15295 
32447 
63 

OJ990517_13. 9A08.C49.ol.gp 
142 

uC-osflcyp024b01bl 
142. .237, 355. .634 

'2618698 1.0e-39 (AC002510) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990517_13.9A08.C49 
Strand 

End 4230 

Method AAT/GAP 

End 634 

Score 691 



Seq. No. 15295 

Gene No. 32447 

Start 63 

Name OJ990517_13 . 9A08 . C4 9 . o2 . tm 

Start 143 

GI none 

Exons 143.. 265, 163.. 249, 368.. 421, 



Seq. ID OJ990517_13.9A08.C49 
Strand 

End 4230 

Method TBLASTX : Mai ze 

End 44 7 

Score 129 

370. .447 



15953 




Seq. No. 


15295 


Seq. ID 


OJ990517_13. 


9A08.C4 9 


Gene No. 


32447 


Strand 








63 


End 


4230 




Name 


OJ990S17 13 9A08 C49 ol no 




AAT/NAP 




O Lai t- 


14 6 ~ 

X *i u 


End 


456 




(ZJ 


2618698 

\J J. \J \J Zr fj 


Score 


170 




F 1 von c 


146 243 332 456 








f*HT Ho crri n 


fAPOn^SlfM unknown r>*roi-<ai n 




! t* h;* 1 "i ^ns 1 




Seq. No. 


15295 


Seq. ID 


OJ990517_13. 


9A08.C4 9 


Gene No . 


32447 


Strand 






Start 


63 


End 


4230 




Name 


OJ990517 13.9A08.C49.o2.np 


Method 


AAT/NAP 




Start 


1514 


End 


4230 




GI 


6729015 


Score 


286 




Exons 


1514. .1571, 2582. .2814, 3102. .3216, 4130. .4230 




GI Descrip. 


(AC009177) putative cyclin- 


■dependent protein kinase 


[Arabidopsis 




thaliana] 









i 5 !! 
i =? 

U! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15295 
32447 
63 

OJ990517_13. 9A08.C4 9.ol.tm 

2219 

none 



Seq. ID OJ990517_13.9A08.C49 
Strand 
End 

Method 
End 
Score 



4230 

TBLASTX: Maize 

2779 

76 



2219.. 2317, 2226.. 2297, 2227.. 2301, 2232.. 2327, 2341.. 2376, 
2349. .2393, 2349. .2396, 2397. .2459, 2424. .2483, 2534. .2734, 
2535. .2735, 2536. .2739, 2537. .2740, 2731. .2778, 2738. .2779 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517 13.9A08.C49 



15295 
32447 
63 

OJ990517_13. 9A08.C4 9.o2.gp 
4120 

LIB3477-005-P1-K1-G8 
4120. .4230 

V3776559 2.0e-31 (AC005388) Strong similarity to gene F14J9.26 
gi_34 82933 cdc2 protein kinase homolog from A. thaliana BAG 
gb_AC003970. ESTs gb_Z35332 and gb_F19907 come from this gene, 
[Arabidopsis thaliana] 1 



4230 
AAT/GAP 
4230 
176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15296 Seq. ID OJ990517_13.9A08.C50 

32448 Strand 

608 End 1788 

OJ990517_13. 9A08.C50.ol.np Method AAT/NAP 

608 End 1788 

3776559 Score 649 

608. .839, 1511. .1788 

(AC005388) Strong similarity to gene F14J9.26 gi 13482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 



15296 
32448 
608 



Seq. ID 

Strand 

End 



OJ990517 13.9A08.C50 



1788 



15954 




Name OJ990517JL3 . 9A08 . C50 . ol . gp Method AAT/GAP 

Start 609 End 777 

GI LIB3477-005-P1-K1-G8 Score 315 

Exons 609.. 777 

GI Descrip. '3776559 2.0e-31 (AC005388) Strong similarity to gene F14J9.26 
gi_3482933 cdc2 protein kinase homolog from A. thaliana BAC 
gb_AC003970. ESTs gb_Z35332 and gb_F19907 come from this gene 
[Arabidopsis thaliana] ' 



Seq. No. 


15296 




Seq. ID 


OJ990517_13.9A08 


.C50 


bene ino . 


*i H O 




0 l rdna 






otar l 


DUO 






1700 

1 / OO 




Name 


UJy?UJl ' J. J . -/r4U O.L^DVJ.OX. 


gs 


ncinoa 


rpMOp 7\M 




o tar l 






Lna 


1 1 9 n 




CT 


none 




Score 


Q*7 




Exons 












OCt^ * 1NU ■ 






Seq. ID 


OJ990517_13.9A08 


. V-/ J \J 


Gene No. 


32448 




Strand 






Start 


608 




End 


1788 




Name 


OJ990517 13. 9A08.C50.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


612 




End 


840 




GI 


none 




Score 


164 




Exons 


612. .839, 613. .840 










Seq. No. 


15296 




Seq. ID 


OJ990517_13.9A08 


.C50 


Gene No. 


32448 




Strand 






Start 


608 




End 


1788 




Name 


OJ990517 13.9A08.C50.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


612 




End 


1788 




GI 


none 




Score 


210 




Exons 


612.. 839, 613. .840, 642. 


.860, 


676. .840, 


737. .841, 1508. 


.1786, 




1508.. 1786, 1509.. 1787, 


1593. 


.1787, 1693.. 1788 





Seq. No. 15296 

Gene No. 32448 

Start 608 

Name OJ990517_13 . 9A08 . C50 . ol . tm 

Start 612 

GI none 

Exons 612. .644, 613. .645, 628. .840, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_13.9A08.C50 
1788 

TBLASTX: Maize 

1788 

40 



645. .842, 645. .839, 647. .844, 



668. .841, 1508. .1786, 1509. .1787, 1510. .1788, 1681. .1788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15296 
32448 
608 

OJ990517_13.9A08.C50.ol.tw 

612 

none 



Seq. ID OJ990517_13.9A08.C50 
Strand 

End 1788 

Method TBLASTX : Wheat 

End 1671 

Score 301 



612. .839, 613. .840, 667. .840, 668. .841, 1508. .1663, 1509. .1664 
1522.'. 1671 



Seq. No. 
Gene No. 
Start 
Name 
Start 



15296 
32448 
608 

OJ990517 
1538 



13.9A08.C50.ol.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ990517_13.9A08.C50 
1788 

TBLASTX: Cress 
1787 



15955 






P T 


none 


Score 








Exons 


1 RQQ 1 TQfi 1 CjTQ 17Q7 










Cart M/^k 

oeq ■ wo . 


1 ^^Qfi 

1 J^3D 






p^n 




p.e>np No 


32448 


Strand 








Start 


608 


End 


1788 






Name 


OJ990517_13. 9A08.C50.o2.gp 


Method 


AAT/GAP 






O lOI L 


X *J / u 


End 


1788 






P T 


nf-ncf 1 ^ S rr D 1 HI 


Score 


434 






Exons 


1 J / U . . 1 / oo 










VaX UcbCiip* 


x t i^.u_/j^/yjj| uoi jo j i ur\u duo j 


7.0e-21 Oryza rufipogon 








4 COUIUalatc L/On XXydoc ycllc, 


intron 1, 


partial sequence 1 






o e CJ . IN O . 


1 ^907 


Seq. ID 


OJ990517_13. 9A08. 


pc* A 




Gene No. 


32449 


Strand 








Start 


1 


End 


770 






Name 


OJ990517 13.9A08.C54.ol.np 


Method 


AAT/NAP 








1 


End 


770 








6735309 


Score 


131 






Exons 


1..126, 541. .656, 749. .770 










P T Hq CP r i r*^ 
OX L>col^ll[J< 


(AL137080) helicase-like protein [Arabidopsis thaliana] 






Seq. No. 


15298 


Seq. ID 


OJ990517_13.9A08. 


C55 


.BS1 

U 


Gene Np. 


32450 


Strand 


+ 




'so! 


O Lax t 


9 


End 


152 




|'r: 
i,f ! 

; a i : 


Name 


OJ990517 13. 9A08.C55.ol.gs 


Method 


GEN SCAN 




Cf 3 v-4- 


9 


End 


152 




i J.E 


P T 

K3± 


none 


Score 


.54 






JjXOUo 


9. .152 








Uf 


Seq. No. 


15299 


Seq. ID 


OJ990517_13.9A08. 


C56 




Gene No. 


32451 


Strand 


+ 




m 


Cf 3 y-f- 

OLdlL 


308 


End 


570 






Name 


OJ990517 13. 9A08.C56.ol.gs 


Method 


GEN SCAN 




.sst 




308 


End 


570 








none 


Score 


.65 




|:c't 


Exons 


308. .313, 480. .570 








-. = : 
'sef 
; : = : 


o e q . in o . 


. 15299 


Seq. ID 


OJ990517_13.9A08-. 


p^ ' 


:« - 1 


Gene No. 


32452 


Strand 






Q 


Start 


1 


End 


647 






LNcliUC 


OJ990517 13.9A08.C56.ol.np 


Method 


AAT/NAP 






OtdlL 


1 


End 


647 








5042454 


Score 


159 






Exons 


1..64, 449. .647 










iax uescrxp. 


(AC007789) putative polyprotein [Oryza 


sativa] 






ucCj. LNO • 


15300 


Seq. ID 


OJ990517_13.9A08. 


P £H 




Gene No. 


32453 


Strand 


+ 






Start 


102 


: End 


511 






Name 


OJ990517 13. 9A08.C60.ol.np 


Method 


AAT/NAP 






Start 


102 


End 


511 






GI 


3738302 


Score 


334 






Exons 


102. .511 










GI Descrip. 


(AC005309) putative Tub family protein 


[Arabidopsis thaliana] 




Seq. No. 


15300 


Seq. ID 


OJ990517_13.9A08. 


C60 



15956 



Gene No. 


32454 




Strand 




OLal U 


77 




End 


469 


Name 


H.TQQ0S17 1^ QAOP PfiO nl 


• LIU 


Mpf hoH 


TRT.A^TY • 

1 DlinO 1 /\ . 




-J 17 




FnH 


171 
O 1 X 










1 0? 

lw J 


F von c 


SQ 99? 79 997 91 9 


"370 


21? 171 




Seq. No. 


15300 




Seq. ID 


OJ990517 


Gene No. 


32454 




Strand 




O L a. X U 


77 




FnH 

ullU 


4 

*i U .7 


Name 


O.TQQ0S1 7 1 ^ QAOft PfiO ol 


. gs 


l JC L11UU 




OLdlL 


77 ~ 




FnH 


4 11 
4 J J 


f T 


none 




Score 




Exons 


77 "367 4 9 S 








Seq. No. 


15300 




Seq. ID 


OJ990517 


Gene No. 


32454 




Strand 




O Lai l_ 


77 




End 


4 69 

1 U J 


Name 


n.TQQHM 7 1 QAOft PfiO nl 


.ts 


Method 


TRT LQTY • 
1 DLnO i A , 


C4-a r-f- 


9 4 0 ~ 




End 


4 fiQ 
*i V .7 


V3 J. 


none 




Score 


^9 


P yAnc 
£jAU11o 


940 979 94^ 46Q ?91 


. .446 




Seq. No. 


15300 




Seq. ID 


OJ990517 


Gene No. 


32454 




Strand 






7 7 




End 


4 fiQ 

*i U _7 


Name 


fi.TQQO^^ 17 QAOft PfiO nl 


.tc 


Method 




O LdL L 


^91 ~~ 




End 


4 fil 




none 




Score 


1 PP 




^91 4 4 6 ?9? 467 








Cpn Mo 


1 S?01 




Seq. ID 


O.TQQO M 7 




32455 




Strand 




Start 


1 




End 


1898 


Name 


OJ990517 13. 9A08.C61.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


965 


GI 


6791 SSft 




Score 


21S 
z. j »j 




X. . 1U J, ODD. . J 










fZ\pnfl1 hunn1-hp1--i ral 
^ rtir u uiu '"J/ liyLyULlltrLXOdX 


protein " [Oryza 


sat i va J 




ni 1 fifi 1 SOft ^ 1 Hh-i 1 RAAQO^fiQ 


.11 


(AP001081) 


\~\ \ 7"0 O \~ O I - 1 
liyLJU UlltS Ll 




[Ui y La oa Li v a J 








Seq. No. 


15301 




Seq. ID 


OJ990517 


Gene No. 


32455 




Strand 




Qf a ri- 


i 

X 




End 


1898 


IN CUlLC 


D.TQQDS17 1? QAOft Pfil ol 


.gs 


Method 


GENSCAN 




41 _ 

4 X 




End 


1756 




LL\Jl ic 




Score 


.7 


Exons 


41. . 1DJ/ jjZ ■ . / JJ, It Jo 


..1352, 1618. .1756 




15301 




Seq. ID 


OJ990517 


Gene No. 


32455 




Strand 




Start 


1 




End 


1898 


Name 


OJ990517 13. 9A08.C61.o2 


.np 


Method 


AAT/NAP 


Start 


177 




End 


1898 


GI 


6721512 




Score 


96 


Exons 


177. .197, 1625. .1765, 1793. 


.1898 





15957 








(AP001072) hypothetical protein [Oryza 


oaLi vaj 




Q_rr Ma 

oeq . vi\j • 


15302 


Seq. ID 








32456 


Strand 






OLdL L 


1 


End 






NaiTie 


OJ990517 13. 9A08.C63.ol.gp 


Method 


AAT/GAP 




C-f- a 

O LaL U 


1 


End 


234 




GI 


24962 1.R1084 


Score 


432 




Exons 


1. .234 










'400986/sp|P31165|RK15 PEA 2. 


0e-18 SOS 


RIBOSOMAL PROTEIN L15, 






CHLOROPLAST PRECURSOR (CL15) 


>gi 81947 


pir S18001 ribosomal 






protein L15 precursor, chloroplast -" garden pea (fragment) 






>gi 20867 emb CAA77595 ' (Z11510) Plastid ribosomal protein CL 






[Pisum sativum] ' 








Seq. No. 


15302 


Seq. ID 


OJ990517_13 . 9A08 . C63 




Gene No. 


32456 


Strand 






Of a r t- 


1 


End 


234 




NclITie 


OJ990517 13. 9A08.C63.ol.gs 


Method • 


GENSCAN 




otalL 


53 


End 


168 






none 


Score 


.97 






53. .168 






, !t . 

■3 C? 


Con Ma 


15303' 


Seq. ID 


OJ990517_13.9A08.C64 


! = * 




32457 


Strand 


+ 




Start 


172 


End 


313 




Name 


OJ990517 13. 9A08.C64 .ol.gp 


Method 


AAT/GAP 


i y 


Start 


172 


End 


313 


; t 

'3 Cf 




26006 1.R1084 


Score 


223 


; _ j 
•a *:f 




172. .313 






'i -* 


\j _L JJfcr o LI -Li-* « 


, 3334276/sp|Q13823 INGP1 HUMAN 


1.0e-131 


AUTOANTIGEN NGP-1 


r[l 




>gi_179285_gb_AAC37588 . 1 (L05425) nucleolar GTPase [Homo 


is 




sapiens] 1 










15303 


Seq. ID 


OJ990517_13 . 9A08 . C64 


j. : 


Gene No. 


32458 


Strand 




is SI 


Start 


1 


End 


370 


j 

i c i 


LN dllltz: 


OJ990517 13. 9A08.C64 .ol.np 


Method 


AAT/NAP 


'i=f 


a yt" 


1 


End 


370 


r S : 




6862958 


Score 


180 


fas' 


IT Y An Q 


1..57, 167. .370 








fZT c r* "i t*"* 

O J. UdoLJ '-£-^ • 


(AC019018) putative GTP-binding protein [Arabidopsis thaliana 




Seq. No. 


15303 


Seq. ID 


OJ990517_13.9A08.C64 




Gene No. 


32458 


Strand 






O UdL L 


1 


End 


370 




Name 


OJ990517 13.9A08.C64.ol.tc 


Method 


TBLASTX: Cress 






174 


End 


309 






none 


Score 


108 




Exons 


174. .308, 177. .308, 178. .309 








Seq. No. 


15303 


Seq. ID 


OJ990517_13.9A08.C64 




Gene No. 


32458 


Strand 






Start 


1 


End 


370 




Name 


OJ990517 13.9A08.C64.ol.ts 


Method 


TBLASTX: Soybean 




Start 


174 


End 


312 




GI 


none 


Score 


97 



15958 



Exons 



174. .311, 177. .311, 178. .312 



Seq. No. 15303 Seq. ID 

Gene No. 32458 Strand 

Start 1 End 
Name * OJ990517_13 . 9A08 .C64 . ol . tm Method 

Start 177 End ^ 

GI none Score 

Exons 177. .311/ 178. .312 



OJ990517_13.9A08.C64 
370 

TBLASTX: Maize 

312 

210 





i s^n4 






Gene No. 


32459 


Strand 




Start 


1 


End 


131 


Name 


OJ990517 13.9A08.C65. 


ol.gp Method 


A AT /nZXP 
c\r\ 1 / \jr\tT 




1 


End 


1 11 


C T 


53703 1.R1084 


Score 


0 A 1 
£. H 3 


Exons 


1. .131 








• 6056371/gb| AAF02835. 


1|AC009894_6 2 . Oe- 


HO \ H\s u u 




protein [Arabidopsis 


thaliana] 1 




Seq. No. 


15305 


Seq. ID 


OJ990517 


Gene No. 


32460 


Strand 




Start 


1 


End 


315 


Name 


OJ990517 13.9A08.C66. 


ol.np Method 


AAT/NAP 


Start 


1 


End 


196 


GI 


6539570 


Score 


164 


Exons 


1. .196 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


15305 


Seq. ID 


OJ990517 


Gene No. 


32460 


Strand 




Start 


1 


End 


315 


Name 


OJ990517 13.9A08.C66. 


ol.gs Method 


GENSCAN 


Start 


26 


End 


315 


GI 


none 


Score 


.52 


Exons 


26. .133, 271. .315 







Seq. No. 


15305 




Seq. ID 


OJ990517_13. 


. 9A08.C66 


Gene No. 


32461 




Strand 






Start 


324 




End 


695 




Name 


OJ990517 13.9A08.C66.o2, 


.np 


Method 


AAT/NAP 




Start 


324 




End 


695 




GI 


6630699 




Score 


89 




Exons 


324. .412, 611. .695 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gil 6721536 | db j IBAA89566, 


.11 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


15306 




Seq. ID 


OJ990517_13. 


.9A08.C69 


Gene No. 


32462 




Strand 






Start 


121 




End 


486 




Name 


OJ990517 13.9A08.C69.ol, 


.gs 


Method 


GENSCAN 




Start 


121 




End 


486 




GI 


none 




Score 


.57 




Exons 


121. .272, 394. .486 










Seq. No. 


15307 




Seq. ID 


OJ990517_13. 


, 9A08.C71 



15959 




Gene No. 


32463 






Strand 


+ 




Start 


83 






End 


749 




Name 


OJ990517 13.9A08.C71 


.ol 


.np 


Method 


AAT/NAP 




a rt- 

utai t 


83 






End 


749 




O J. 


6735309 






Score 


110 




P 1 von q 


83. .230, 355. .572, 731. 


.749 










fAT.I ^70flfM hpl ira«;p- 

V njj X _/ 1 \J kJ KJ J 11C J LLQ OC 


like protein [Arabidopsis thaliana] 




Seq. No. 


15307 






Seq. ID 


OJ990517_13.9A08 


.C71 


Gene No. 


324 63 






Strand 


+ 




Start 


83 






End 


749 




Name 


OJ990517 13.9A08.C71 


.ol 


.tm 


Method 


TBLASTX: Maize 






144 






End 


585 




O J. 


none 






Score 


81 






144 94? ^4 R 410 


349 


. .576, 


350. .538, 


351. .560, 367.. 


•J O «J 


Seq . No . 


15308 






Seq. ID 


OJ990517_13.9A08 


. C72 


Gene No. 


32464 






Strand 


+ 




Start 








End 


477 




Name 


OJ990517 13.9A08.C72 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


477 






UU J U J f X 






Score 


151 




P von q 


1 1 ? ^ *}7 ^ 477 














V /a v_» \j kj z/ o y *i ) nuui-cuj-di 


protein 


[Arabidopsis thaliana] 




Seq. No. 








Seq. ID 


OJ990517_13. 9A08 


.C72 


Gene No. 


??4 fi4 






Strand 


+ 




Start 


1 






End 


477 




Name 


OJ990517 13.9A08.C72 


.ol 


.gs 


Method 


GENSCAN 






73 






End 


452 




GI 


none 






Score 


.76 




uAUl I O 


73. .123, 375. .452 












Seq. No. 


15309 






Seq. ID 


OJ990517_13. 9A08 


. C78 


Gene No. 


32465 






Strand 


+ 




Start 


1 






End 


302 




Name 


OJ990517 13.9A08.C78 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


302 




GI 


4680179 






Score 


404 




lj w no 


1. .302 












\J X l-/^ O Vw^ -L JL • 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


15309 






Seq. ID 


OJ990517_13. 9A08 


.C78 


Gene No. 


32465 






Strand 


+ 




Start 


1 






End 


302 




Name 


OJ990517 13.9A08.C78 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


302 




GI 


none 






Score 


325 




T? von q 


2.. 301, 3.. 302 












Seq. No. 


15309 






Seq. ID 


OJ990517_13. 9A08 


. C78 


Gene No. 


32465 






Strand 


+ 




Start 


1 






End 


302 




Name 


OJ990517 13.9A08.C78 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


11 






End 


284 




GI 


none 






Score 


307 




Exons 


11. .283, 15. .284 













15960 




Seq. No. 


15309 






Seq. ID 


OJ990517_13 . 


9 AO 8 


.C78 


Gene No. 


32465 






Strand 


+ 






Start 


1 






- End 


302 






Name 


OJ990517 13 


. 9A08.C78 


.ol .gs 


Method 


GENSCAN 






Start 


12 






End 


212 






GI 


none' 






Score 


.72 






Exons 


12. .212 














Seq. No. 


15310 






Seq. ID 


OJ990517_13. 


9 AO 8 


.C82 


Gene No. 


32466 






Strand 








Start 


307 






End 


601 






Name 


OJ990517 13 


. 9A08.C82 


. ol . gs 


Method 


GENSCAN 






Start 


307 






End 


601 






GI 


none 






Score 


.54 






Exons 


307. .601 














Seq. No. 


15311 






Seq. ID 


OJ990517_13. 


9 AO 8 


. C83 


Gene No. 


32467 






Strand 








Start 


360 






End 


683 






Name 


OJ990517 13 


. 9A08.C83 


. ol . gs 


Method 


GENSCAN 






Start 


360 






End 


683 






GI 


none 






Score 


.69 






Exons 


360. .563, 602. .683 










• 


Seq. No. 


15312 






Seq. ID 


OJ990517_13. 


9 AO 8 


-C86 


Gene No. 


32468 






Strand 


+ 






Start 


199 






End 


278 






Name 


OJ990517 13 


. 9A08.C86 


.ol .gs 


Method 


GENSCAN 






Start 


199 






End 


278 






GI 


none 






Score 


.89 






Exons 


199. .278 














Seq. No. 


15313 






Seq. ID 


OJ990517_13. 


9 AO 8 


.C88 


Gene No. 


32469 






Strand 


+ 






Start 


186 






End 


236 






Name 


OJ990517 13 


. 9A08.C88 


. ol . gs 


Method 


GENSCAN 






Start 


186 






End 


236 






GI 


none 






Score 


.52 






Exons 


186. .236 














Seq. No. 


15314 






Seq. ID 


OJ990517_13. 


9A08 


.C89 


Gene No. 


32470 






Strand 








Start 


1 






End 


765 






Name 


OJ990517 13 


. 9A08.C89 


. o 1 . np 


Method 


AAT/NAP 






Start 


1 






End 


765 






GI 


2618698 






Score 


93 






Exons 


1..27, 555. 


.677, 732 


. .765 










GI Descrip. 


(AC002510) i 


unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


15315 






Seq. ID 


OJ990407_12. 


9A08 


.C2 


Gene No. 


32471 






Strand 








Start 


247 






End 


638 






Name 


OJ990407 12 


. 9A08.C2.ol.gs 


Method 


GENSCAN 






Start 


247 






End 


638 






GI 


none 






Score 


.41 






Exons 


247. .638 















15961 




Seq. No. 


15316 






Seq. ID 


OJ990407 


_12.9A08.C3 


p (— » t-> /-■» Ki f~\ 

ucllc v*\J . 


"394 79 






Strand 


+ 




Of 3 V f 


fiR 9 Q 






End 


10042 




Name 


Pi TQQHd 07 1 9 


QAAQ PT 


gs 


Method 


GENSCAN 




Of -j -y-f 


coo q — 






End 


10042 




PT 


none 






Score 


.51 




Exons 


COO Q £ Q Q A 
OO Z :7 . . 0504, 


7 9 7 Q 7 AQA 


/ / DO . 


.8285, 8437.. 9040, 




Seq. No. 


15316 






Seq. ID 


OJ990407 


_12.9A08.C3 


Gene No. 


32473 






Strand 






D Lax L- 


T 9Q7 
l z _? / 






End 


4351 




Name 


O TQQOd 07 1 9 


QAHfi PT r\1 
:?HUO • v j » O 1 . 


gs 


Method 


GENSCAN 




Pf 2 >-f 


1 9 Q7 

1 z y / 






End 


4351 




PT 


none 






Score 


.88 




Exons 


19Q7 1 A ACl 


1 O 4o . .±010/ 




.1774, 1885. .1949, 






9 A Q Q OQQfi 


"30 QO "31 to 


O 4t Z H . 


.3488, 3733. .3935, 


fiUoD. .4,501 




15317 






Seq. ID 


OJ990407 


1 9 QAOR CA 


Gene No. 


32474 






o crana 


+ 




Start 


176 






End 


1781 




Name 


OJ990407 12. 


9A08.C4.ol. 


np 


Method 


AAT/NAP 




Qf -a -y f- 


176 






End 


1781 




:*"! PT 
; :sf bl 


2914695 






Score 


161 




_ = Exons 


176. .305, 1566. . 1781 










I ft ui uescirip. 


(AC003974) putative ubiquitin 


carboxyl 


terminal 


hydrolase 


i if 


[Arabidopsis 


thaliana] 










I s =| Seq. No. 


15317 






Seq. ID 


OJ990407 


_12.9A08.C4 




32475 






Strand 


+ 




' Qf 2 vf 


6308 






End 


6658 




: 1 1 iNaiue 


OJ990407 12. 


9A08.C4.ol. 


gp 


Method 


AAT/GAP 




jLdl L 


6308 






End 


6658 






none 






Score 


657 




t. t 


6308. .6658 












U* Seq. No. 


15317 






Seq. ID 


OJ990407_ 


_12.9A08.C4 


s - Potio Mn 


32476 






Strand 


+ 




=i OLdlL 


8172 






End 


8482 




in ante 


OJ990407 12. 


9A08.C4.o2. 


gp 


Method 


AAT/GAP 




!S * OLdlL 


8172 






End 


8482 




PT 
Ol 


427437 






Score 


593 




TT 1 /~\ t*i o 


8172. .8482 












Seq. No. 


15317 






Seq. ID 


OJ990407_ 


_12. 9A08.C4 




32477 






Strand 






Of a >~f 


19901 






End 


20078 




Name 


OJ990407 12. 


9A08.C4.o3. 


gp 


Method 


AAT/GAP 




oLalL 


1990i 






End 


20078 




bl 


none 






Score 


276 




Exons 


19901. .20078 












Seq. No. 


15318 






Seq. ID 


OJ990407 


_12. 9A08.C6 


Gene No. 


32478 






Strand 


+ 




Start 


1857 






End 


4382 




Name 


OJ990407 12. 


9A08.C6.ol. 


gs 


Method 


GENSCAN 




Start 


1857 






End 


4382 





15962 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



none Score 
1857. .1956, 2844. .2900, 4180. .4382 



66 



15318 Seq. ID 

32479 Strand 
4 64 7 End 
OJ990407_12 . 9A08 . C6 . ol . gp Method 
4647 End 
38012_1.R1084 Score 
4647. .4727 

, 4097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 



OJ990407_12.9A08.C6 
+ 

4727 
AAT/GAP 
4727 
101 



Sea No 


15318 






Seq. ID 


Gpnp No 


32480 






St rand 

i*J l~ J- Gil l\JL 


Start 


7380 






End 


Name 


OJ990407 12 


.9A08 


. C6 . o3 . gs 


Method 


Start 


7380 






End 


GI 


none 






Score 


R vnn 

i_J A W 1 1 O 


7380 7481 


8589 


8654 




Sea No 


15319 






Seq. ID 




3248 1 






Of ra n( H 


Start 


1360 






End 


Name 


OJ990407 12 


. 9 AO 8 


CI ol 


Mpt hoH 


Start 


1360 






End 


GI 


none 






Score 


Exons 


1360 . . 1423, 


1484 


. .1593 




Sea No 


15319 






Seq. ID 


Gene No . 


32482 






Qf rand 


Start 


2237 






End 


Name 


OJ990407 12 


.9 AO 8 


.C7.o2.gs 




Start 


2237 






End 


GI 


none 






Score 


Exons 


2237 . .2363, 


2821 


. .2837 






-L *J *J X J 








Gene No . 


' 32482 






Strand 


Start 


2237 






End 


Name 


OJ990407 12 


. 9A08 


. C7 . ol . np 


Method 


Start 


2240 






End 


GI 


5852084 






Score 


Exons 


2240. .2329, 


3630 


. .3665 




GI Descrip. 


(AL117264) 


zwh0007 .1 [Oryza 


sativa] 


Seq. No. 


15320 






Seq. ID 


Gene No. 


32483 






Strand 


Start 


6054 






■ End 


Name 


OJ990407 12 


.9 AO 8 


.C8.o2.gs 


Method 


Start 


6054 






End 


GI 


none 






Score 


Exons 


6054. .6312, 


6968 


. .7182 




Seq. No,. 


15320 






Seq. ID 


Gene No. 


32484 






Strand 


Start 


24129 






End 



OJ990407JL2.9A08.C6 

8654 
GENSCAN 
8654 
.87 



OJ990407_12.9A08.C7 
+ 

1593 
GENSCAN 
1593 
.53 



OJ990407_12 . 9A08 . C7 

3665 
GENSCAN 
2837 
.5 



OJ990407_12.9A08.C7 

3665 
AAT/NAP 
3665 
74 



OJ990407_12.9A08.C8 
+ 

7182 
GENSCAN 
7182 
. 95 



OJ990407_12.9A08.C8 
+ 

24589 



15963 



Name 

Start 

GI 

Exons 



OJ990407_12 . 9A08 . C8 . o3 . gp 

24129 

none 

24129. .24589 



Method AAT/GAP 
End 24589 
Score 880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15320 
32485 
24770 

OJ990407_12. 9A08.C8.o5.gs 
24770 



OJ990407_12.9A08.C8 
+ 



none 
24770, 
28115. 
32384. 



Seq. ID 
Strand 

End 33229 
Method GENSCAN 
End 33229 
Score .72 

25282, 25377. .25592, 26773 .. 27012, 27822 .. 28025, 
28184, 28710. .28887, 29606 .. 29684 , 29722 .. 29909, 
32496, 32529. .32864, 33078.. 33229 



Seq. No. 15320 Seq. ID 

Gene No. 32485 Strand 

Start 24770 End 

Name OJ990407_12 . 9A08 . C8 . o4 . gp Method 

Start 25889 End 

GI none Score 

Exons 25889. .26061 



OJ990407_12.9A08.C8 
+ 

33229 
AAT/GAP 
26061 
205 



Seq. No. 15320 . Seq. ID 

Gene No. 32485 Strand 

Start 24770 End 

Name OJ990407_12 . 9A08 . C8 . o5 . gp Method 

Start 26005 End 

GI none Score 

Exons 26005. .26195 



OJ990407_12.9A08.C8 
+ 

33229 
AAT/GAP 
26195 
297 



Seq. No. 15320 Seq. ID OJ9904 07_12 . 9A08 . C8 

Gene No. 32485 Strand + 

Start 24770 End 33229 

Name OJ9904 07_12 . 9A08 . C8 . o2 . np Method AAT/NAP 

Start 28761 End 28943 

GI 6642645 Score 159 

Exons 28761. .28943 

GI Descrip. (AC012395) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 15320 Seq. ID 

Gene No. 32486 Strand 

Start 38468 End 

Name OJ9904 07_12 . 9A08 . C8 . 06 . gs Method 

Start 384 68 End 

GI none Score 

Exons 38468 . . 38695 



OJ990407_12.9A08.C8 
+ 

38695 
GENSCAN 
38695 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15320 
32487 
42424 

OJ990407_12 . 9A08 . C8 . 08 . gs 

42424 

none 



Seq. ID OJ990407_12.9A08.C8 

Strand + 

End 43704 

Method GENSCAN 

End 43704 

Score .44 



42424 . .42557, 42848.-43473, 43574. .43704 



15964 




Seq. No. 


15320 


Seq. ID 


OJ990407_12.9A08 


.C8 


Gene No. 


32488 


Strand 


+ 




Start 


44659 


End 


45522 




Name 


OJ990407 12 9A08 C8 o9 as 


Met hod 


GENSCAN 




Start 


44659 "~ 


End 


45522 




GI 


none 


Score 


. 89 




Rvnn s 


44659 45019 45395 45522 








Spa No 


15320 


Seq. ID 


OJ990407_12.9A08 


.C8 


Gene No. 


32489 


Strand 






Start 


60 


End 


4553 




Name 


OJ990407 12 9A08 C8 ol as 


Method 


GENSCAN - 




Start 


60 ~~ 


End 


4553 




GI 


none 


Score 


.73 




1 > 


60 194 304 423. 735 809. 


1419. .1505, 2364. .2445, 2530. 




3215 3269 3876 3946. 4187 


..4263, 4460. .4553 




Seq. No. 


15320 


Seq. ID 


OJ990407_12.9A08 


,C8 


Gene No. 


32490 


Strand 






Start 


10334 


End 


14463 




Name 


OJ990407 12 9A08 C8 o3 as 


Method 


GENSCAN 




Start 


10334 _ 


End 


14463 




GI 


none 


Score 


.98 






10334 10920. 11005 11081. 


11388. .11477, 12259. .13048, 






13590 14463 








I'lj Seq. No. 


15320 


Seq. ID 


OJ990407_12.9A08 


. C8 


| 3 *( Gene No. 


32491 


Strand 






i,„i Start 


14697 


End 


14930 




jij Name 


OJ990407 12 9A08 C8 o2 an 


Method 


AAT/GAP 




i. c | Start 


14697 _ 


End 


14930 






3106595 


Score 


422 




r Exons 


14697 14930 








•:cf Sea No 


15320 


Seq. ID 


OJ990407_12.9A08 


. C8 




324 92 


Strand 






j s j : Start 


15385 


' End 


23910 




] *i Name 


OJ990407 12.9A08.C8.o4.gs 


Method 


GENSCAN 




V e [ Start 


15385 


End 


23910 




[ ^ GI 


none 


Score 


.61 




Rvons 


15385 15980. 16787 16828. 


17042. .17275, 18016 .. 18067 , 






18762 18824. 19362 19654. 


20403. .20779, 21562 .. 21709, 






23005 23310. 23898 23910 








Sea No 


15320 


Seq. ID 


OJ990407_12. 9A08 


.C8 


Gene No. 


32493 


Strand 






Start 


33865 


End 


43289 




Name 


OJ990407 12.9A08 C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


36 ~ 


End 


4562 




GI 


none 


Score 


107 






3fi 1 Q7 37 1 304 493 


317. .412, 


1570. .1650, 4184. 


- 43< 




4458. .4553, 4458. .4562 








Seq. No. 


15320 


Seq. ID 


OJ990407_12.9A08 


.C8 


Gene No. 


32493 


Strand 






Start 


33865 


End 


43289 




Name 


OJ990407 12.9A08.C8.o2.tm 


Method 


TBLASTX: Maize 





15965 



Start 


36 






none 




von q 


36. .197, 37. .195, 263. .283, 




890. . 988, 1417 . . 1497 


, 1570. 




4440 . .4562 




Cprr No 


15320 






32493 




Start 


33865 




Name 


OJ990407 12.9A08.C8. 


o4 . tm 


Start 


19383 ~~ 




O X 


none 




T* 1 von Q 


19383. . 19541, 19384 . 


. 19539, 




19595. .19678, 19600. 


.19644, 




20605. .20673, 20606. 


.20668 


Seq. No. 


15320 




Gene No. 


32493 




Start 


33865 




LMdlLlC; 


OJ990407 12.9A08.C8. 


o2 . tw 


O Lai L 


24749 




riT 

o X 


none 




Rvon *=; 


24749. .24877, 24799. 


.24876, 


Seq. No. 


• 15320 




Gene No. 


32493 




Start 


33865 




IN CI i 1 1 C 


OJ990407 12 . 9A08 .C8 . 


o3 . tm 


O L. a X L. 


28728 ~~ 




GI 


none 




Ex on s 


28728. .28934, 28728. 


.28931, 


Seq. No. 


15320 




Gene No. 


32493 




Start 


33865 




Name 


OJ990407 12.9A08.C8. 


o3 . ts 


Start 


28748 




GI 


none 




Exons 


28748. .28786, 28755. 


.28937, 


Seq. No. 


15320 




Gene No. 


32493 




Start 


33865 




Name 


OJ9904 07 12 . 9A08 . C8 . 


o3 . t c 




28755 ■ 




O X 


none 




-LJ 1 1 O 


28755. .28937, 28818. 


.28892, 


Sen No 


15320 




Gene No. 


32493 




Start 


33865 




Name 


OJ990407 12.9A08.C8. 


ol . tw 


Start 


32711 




GI 


none 




Exons 


32711. .32803, 32815. 


.33012, 



End 4 562 

Score 114 
304. .423, 323. .412, 735. .803, 
1650, 2364. .2453, 4184. .4249, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990407 12.9A08.C8 



43289 

TBLASTX: Maize 
20673 
95 

19542. .19607, 19543 .. 19593, 
19737. .19844, 19757 19825, 



Seq. ID OJ990407_12.9A08.C8 
Strand 

End 43289 

Method TBLASTX : Wheat 

End 24937 

Score 169 
24803. .24937, 24890. .24925 

Seq. ID OJ990407_12. 9A08.C8 
Strand 

End 43289 

Method TBLASTX: Maize 

End 28 934 

Score 245 
28754. .28933 

Seq. ID OJ990407_12.9A08.C8 
Strand 

End 43289 
Method TBLASTX : Soybean 
End 28937 
Score ■ 189 
28814. .28933 

Seq. ID OJ990407_12. 9A08.C8 
Strand 

End 43289 

Method TBLASTX : Cress 

End 28937 

Score 190 
28877. .28936 

Seq. ID OJ990407_12.9A08.C8 
Strand 

End 43289 

Method TBLASTX : Wheat 

End 33112 

Score 62 
33011. .33112 



Seq. No. 



15320 



Seq. ID OJ990407_12.9A08.C8 



15966 



Gene No. 324 93 Strand 

Start 33865 End 43289 

Name OJ990407_12 . 9A08 .C8 . o6.gp Method AAT/GAP 

Start 33865 End 37952 

GI 1588_1.R1084 Score 1034 

Exons 33865. .34111, 34796 34880, 34 965 35062, 35137 .. 35247, 
37913. .37952 

GI Descrip. ' 3292814 /emb | CAA1 9804 . 1 | 7.0e-42 (AL031018) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 15320 Seq. ID 

Gene No. 32493 Strand 

Start 33865 End 

Name OJ9904 07_12 . 9A08 . C8 . ol . ts Method 

Start 34802 End 

GI none Score 

Exons 34802. .34882, 34812 34883, 34950 

35114 . .35245, 35129 3524 8 , 35137 



35063, 
35247 



OJ990407_12.9A08.C8 
43289 

TBLASTX : Soybean 

35248 

44 

34958. .35038, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15320 
32493 
33865 
OJ99040 
34803 
none 
34803. . 
34949. . 
35138. . 
38152. . 
39591. . 
40912. . 
41138. . 



7 12.9A08.C8.ol.tm 



34868, 34814. 

35038, 34953. 

35248, 37914. 

38232, 38155. 

39671, 40049. 

41022, 40917. 
41224 



.34882, 
.35063, 
.37964, 
.38232, 
.40144, 
.41015, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990407 12.9A08.C8 



43289 

TBLASTX: Maize 
41224 
79 

34814. .34882, 348 15 . .'34883, 
34959. .35063, 35137 .. 35256, 
38138 . .38230, 38150 .. 38230, 
39590. .39670, 39590 .. 39670, 
40051. .4014 3, 40086. .40145, 
40918 . .41019, 41136. .41216, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15320 
32493 
33865 
OJ990407 
34811 
none 
34811 
35129 
39590 
40894 



12.9A08.C8.ol.tc 



34882, 
35260, 
39664, 
41022, 



34814 . 
35137. 
39591. 
40899. 



34864, 
35256, 
39671, 
40985, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
34950. .35063, 



OJ990407 12.9A08.C8 



38152, 
40045, 
40915, 



43289 

TBLASTX: Cress 
41233 
51 

34958. .35038, 
.38247, 38153. .38230, 
.40152, 40046. .40144, 
.41070, 41138. .41227, 



41142. .41216, 41198.. 41233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 
Seq. No. 



15320 
32493 
33865 

OJ9904 07__12 . 9A08 .C8 . o4 .np 

34814 

3292814 



Seq. ID OJ990407_12.9A08.C8 
Strand 

End 43289 

Method AAT/NAP 

End 43289 

Score 785 



34814. .34880, 34 965 35062, 35137 .. 35247 , 37913 37 964 , 
38153. .38229, 39611 .. 39708 , 40036 .. 4014 9, 40917 .. 4 1013, 
41141. .41232, 43077. .43289 

(AL031018) putative protein [Arabidopsis thaliana] 



15320 



Seq. ID OJ990407 12.9A08.C8 



15967 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



32493 
33865 

OJ9904 07_12 . 9A08 . C8 . o2 . ts 
38152 
none 
38152, 
39591. 
40894 . 

41139. .41216 



Strand 
End 

Method 

End 

Score 



43289 

TBLASTX : Soybean 

41227 

70 



.38232, 38168. .38230, 38173 38232, 39590 .. 39664 , 
.39692, 40046. . 40144, 40070 .. 40153, 40893 40985, 
.41019, 40894. .41022, 40924 .. 4 1007 , 4 1138 41227, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15320 Seq. ID 

32493 Strand 

33865 End 

OJ990407__12 . 9A08 . C8 . o7 . gp Method 

40966 End 

24884_1.R1084 Score 
40966. .41013, 41141. .41610 
, 3292814/emb|CAA19804.1| 7, 
[Arabidopsis thaliana] ' 

15320 Seq. ID 

32493 Strand 

33865 End 

OJ990407_12 . 9A08 . C8 . o7 . gs Method 

40976 End 

none Score 
40976. .41467 



OJ990407_12 . 9A08 .C8 

43289 
AAT/GAP 
41610 
959 



Oe-17 (AL031018) putative protein 



OJ990407_12.9A08.C8 

43289 . 
GENSCAN 
41467 
.77 



! S3f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15321 Seq. ID 

32494 Strand 

1187 End 

OJ990407_12 . 9A08 . C9 . ol . gs Method 

1187 End 

none Score 

1187.. 1316, 1838.. 1920 



OJ990407_12.9A08.C9 

1920 
GENSCAN 
1920 
.53 



15322 Seq. ID OJ9904 07_12.9A08.C11 

324 95 Strand + 

1 End 418 

OJ990407_12. 9A08.Cll.ol.np ' Method AAT/NAP 

1 End 418 

6523547 Score 92 

1..156, 229. .418' 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 

15322 Seq. ID OJ9904 07_12.9A08.C11 

32496 Strand 

317 End 514 

OJ990407_12 . 9A08 . Cll . o2 . np Method AAT/NAP 

317 End 514 

6523547 Score 81 

317. .514 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 



15323 



Seq. ID OJ990407 12.9A08.C12. 



15968 






UCl 1C liU • 


32497 


Strand 








1 


End 


810 




Name 


OJ990407 12.9A08.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


810 




o X 


5103193 


Score 


674 




P von cr 


1. .810 










(AP000342) transposase of TnlO [Plasmid R100] 






gi|5738084|gb|AAD50242.1|AF162223 1 (AF162223) ISlO-left 






transposase [Shigella flexneri] 






Con Mo 


X JJZ ft 


Seq. ID 


OJ990407_12.9A08.C13 




Gene No. 


32498 


Strand 


+ 




Start 


1 


End 


538 




N.3TT1 O 


OJ990407 12. 9A08.C13.ol.np 


Method 


AAT/NAP 




Cfarf 

o Lai u 


1 


End 


538 




O X 


3292814 


Score 


96 




F 1 von cr 


1..31, 389. .538 








OX L/CjLIX^i 


(AL031018) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


15324 


Seq. ID 


OJ990407_12.9A08.C13 




Gene No. 


094 Qfi 


Strand 


+ 




Art 


1 


End 


538 






OJ990407 12. 9A08.C13.ol.gs 


Method 


GEN SCAN 




OLdIL 


389 


End 


489 


_ x 


CT 

\J X 


none 


Score 


.59 


w 


1^ v on c 


389. .489 






I'M 


Con* No 


15325 


Seq. ID 


OJ990407_12.9A08.C14 


rl 


Qprip Mo 


32499 


Strand 


+ 


Ly 


Start 


1 


End 


986 


e; 

: t 


Name 


OJ990407 12.9A08.C14.ol.np 


Method 


AAT/NAP 


'bsl 


Start 


1 


End 


920 


i ! ! ! 


CT 

O X 


5281036 


Score 


1003 




F v on q 


1. . 920 








CI T HpQpr i o 


(AL080318) nucleotide sugar 


epimerase- 


like protein [Arabidopsis 


! 5S - 




thaliana] 






(s s: 


Seq. No. 


15325 


Seq. ID 


.OJ990407_12.9A08.C14 . 


}. i 
ssr 


Gene No. 


324 99 


Strand 


+ 


r\ 


Start 


1 


End 


986 


; : 


INCtlLlC 


OJ990407 12. 9A08.C14.ol.ts 


Method 


TBLASTX: Soybean 






1 


End 


911 




CT 
o X 


none 


Score 


246 




TT von c; 


1..222, 2. .277, 223. .621, 227. .649, 636. .911, 668. .856 




Con No 


15325 


Seq. ID 


OJ990407_12.9A08.C14 




Gene No. 


32499 


Strand 


+ 




Start 


1 


End 


986 




LN dlllC 


OJ990407 12.9A08.C14..ol.tc 


Method 


TBLASTX: Cress 




Of a >-+- 
O >_ a X U 


32 


End 


893 






none 


Score 


212 




Exons 


32. .229, 133. .228, 217. .624, 


230. .649, 


636. .677, 689. .856, 






690. .893 








Seq. No. 


15325 


Seq. ID 


OJ990407_12.9A08.C14 




Gene No. 


32499 


Strand 


+ 




Start 


1 


End 


986 



15969 



Name 

Start 

GI 

Exons 



OJ990407_12 . 9A08 .C14 . ol . gs Method GENSCAN 

146 End 959 

none Score .89 
146.. 627, 629.. 959 



Seq. No. 15325 

Gene No. 32499 

Start 1 

Name OJ990407_12. 9A08.C14 .ol.tm 

Start 164 

GI none 

Exons 164.. 223, 166.. 222, 223.. 624, 
668. .859, 939. .986 



Seq. ID OJ990407_12.9A08.C14 

Strand- + 

End 986 

Method TBLASTX : Maize 

End 986 

Score 59 

227. .649, 636. .893, 636. .782, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15325 Seq. ID OJ990407_12.9A08.C14 

32499 Strand + 

1 End 98 6 

OJ990407_12. 9A08.C14 .ol.gp Method AAT/GAP 

214 End 799 

41448_1.R1084 Score 776 

214 . .799 

1 5281036/emb | CAB45972 . 1 | 1.0e-39 (AL080318) nucleotide sugar 
epimerase-like protein [Arabidopsis thaliana] ' 



15326 Seq. ID 

32500 Strand 

13 End 
OJ990407_12 . 9A08 . C18 . ol . gp Method 

13 End 

none Score 
13. .183 



OJ990407_12.9A08.C18 
183 

AAT/GAP 

183 

209 



Seq. No. 15327 

Gene No. 32501 

Start 244 

Name OJ990507_10 . 9A14 . C3 . ol . gs 

Start 244 

GI none 

Exons 244.. 411 



Seq. ID OJ990507_10.9A14.C3 

Strand + 

End 411 

Method GENSCAN 

End 411 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15327 Seq. ID OJ990507_10 . 9A14 . C3 

32502 Strand 

1 End 380 

OJ990507_10 . 9A14 . C3 . ol . np Method AAT/NAP 

1 End 380 

6505722 Score 81 

1..380 

(AB032123) ribosomal RNA apurinic site specific lyase [Triticum 
aestivum] gi | 651384 9 | dbj | BAA87876 . 1 | (AB032124) ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15328 Seq. ID 

32503 Strand 

89 End 

OJ990507__10 . 9A14 .C5.ol.gs Method 

89 End 

none Score 



OJ990507JL0. 9A14.C5 
+ 

430 

GENSCAN 

430 

.54 



15'970 



Exons 



89. .149, 232. .430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15329 
32504 
1 

OJ990507_10 .9A14.C6.ol. np 
1 

3777527 
1..317, 477. .1312 

(AF053008) gag-pol polyprotein [Glycine max] 



Seq. ID OJ990507_10.9A14.C6 
Strand + 
End 1312 
Method AAT/NAP 
End 1312 
Score ' 848 



15329 
32504 
1 

OJ990507_10 .9A14.C6.o2. tm 
1 

none 

1..144, 2. .145, 140. .292 



Seq. ID OJ990507_10.9A14.C6 

Strand + 

End 1312 

Method TBLASTX : Mai ze 

End 292 

Score 144 



Seq. No. 15329 

Gene No. 32504 

Start 1 

Name OJ990507_10 . 9A14 . C6 . ol . gs 

Start 134 

GI none 

Exons 134.. 391, 464.. 667 



! Seq. No. 

| Gene No. 

! Start 

[ Name 

; Start 

? GI 
Exons 

I GI Descrip. 

* Seq. No. 
s Gene No. 
} Start 
| Name 

Start 

GI 

Exons 



15329 
32504 
1 

OJ990507_10. 9A14.C6.ol.ts 
608 

5509260 



Seq. ID OJ990507_10.9A14.C6 

Strand + 

End 1312 

Method GENSCAN 

End 667 

Score .54 



Seq. ID OJ990507_10.9A14.C6 
Strand + 

1312 

TBLASTX: Soybean 
1221 
40 



End 

Method 
End 
Score 

608. .658, 608. .658, 680. .742, 711. .1061, 746. .1060, 848. .1180, 
1047.. 1193, 1049.. 1216, 1050. .1193, 1057.. 1221 



15329 
32504 
1 

OJ990507_10. 9A14 .C6.ol. tw 

756 

none 



Seq. ID OJ990507_10. 9A14 .C6 

Strand + 

End 1312 

Method TBLASTX : Wheat 

End 1207 

Score 77 



756. .827, 756. .821, 807. .1061, 869. .1006, 1036. .1056, 
1049. .1207, 1060. .1197 



Seq. No. 15329 

Gene No. 32504 
Start ' 1 

Name * OJ990507__10 . 9A14 . C6 . ol . tm 

Start 884 

GI none 
Exons 



Seq. ID OJ990507_10. 9A14 .C6 

Strand + 

End 1312 

Method TBLASTX : Maize 

End 1312 

Score 196 



884. .1060, 885. .1061, 1049. .1312, 1057. .1260, 1076. .1309 



Seq. No. 
Gene No. 
Start 



15330 
32505 
1 



Seq. ID OJ990507_10.9A14.C7 
Strand + 
End 833 



15971 




Name 


OJ990507 10.9A14.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


833 




GI 


4416302 


Score 


764 




Exons 


1. .833 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


15330 


Seq. ID 


OJ990507_10.9A14 


.C7 


Gene No. 


32505 


Strand 


+ 




Start 


1 


End 


833 




Name 


OJ990507 10.9A14.C7.ol.gs 


Method 


GENSCAN 




Start 


74 


End 


833 




GI 


none 


Score 


.47 




Exons 


74. .434, 463. .833 








Seq. No. 


15330 


Seq. ID 


OJ990507 10 . 9A14 


. C7 


Gene No. 


32506 


Strand 


■f ~~ 




Start 


2049 


End 


4717 




Name 


OJ990507 10.9A14.C7.o2.np 


Method 


AAT/NAP 




Start 


2049 


End 


4717 




GI 


6539588 


Score 


121 




Exons 


2049. .2075, 2559. .2798, 4665. 


.4717 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sat iva ] 




Seq. No. 


15330 


Seq. ID 


OJ990507_10.9A14 


.C7 


Gene No. 


32507 


Strand 






Start 


2121 


End 


5677 




Name 


OJ990507 10 9A1 4 CI nl tw 


Method 


TBLASTX * Wheat 




Start 


74 


End 


409 




GI 


none 


Score 


48 




Exons 


74. .127, 152. .409 








Seq. No. 


15330 


Seq. ID 


OJ990507_10. 9A14 


.C7 


Gene No. 


32507 


Strand 






Start 


2121 


End 


5677 




Name 


OJ990507 10.9A14.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


155 


End 


812 




GI 


none 


Score 


354 




Exons 


155.. 469,. 163.. 468, 464.. 802, 


480. .812 






Seq. No. 


15330 


Seq. ID 


OJ990507_10. 9A14 


.C7 


Gene No. 


32507 


Strand 






Start 


2121 


End 


5677 




Name 


OJ990507 10.9A14.C7.ol.ts 


Method 


TBLASTX : Sovbean 




Start 


173 


End 


842 




GI 


none 


Score 


233 




Exons 


173. .469, 193. .477, 480. .560, 


582. .842 


, 596. 766 




Seq. No. 


15330 


Seq. ID 


OJ990507_10. 9A14 


.C7 


Gene No. 


32507 


Strand 






Start 


2121 


End 


5677 




Name 


OJ990507 10.9A14.C7.o2.gs 


Method 


GENSCAN 




Start 


2121 


End 


5677 




GI 


none 


Score 


.55 




Exons 


2121. .2273, 2408.. 2715, 4077. 


.4176, 4579. .4826, 4983. .5193, 




5585. .5610, 5668. .5677 








Seq. No. 


15331 


Seq. ID 


OJ990507_10. 9A14 


.C8 



15972 



Gene No. 


32508 


Strand 


+ 


OLai L 


536 


End 


601 


Name 


n.TQQn^fn 1 O QA1 4 P8 nl rr<5 


IMC LHUU 


VJJ Li IN O V_*,rtLN 


DLart 


JJO 


CjI 1U 


UU I 


P T 


none 


Q /-> Y~ o 


s 

* ~j 


U" 1 V t~\ T~\ o 








Seq. No. 


15332 


Seq. ID 


OJ990507 


Gene No. 


32509 


Strand 


+ 




~J _7 


End 


806 


Name 


O.TQQORfW 1 0 QA1 4 PQ ol rrd 

UU 7 JUJU / 1U. ZJ£\ Xri .uj.ui.yo 


L1C L. 11UU 




OLarL 


C. D Z? 


FnH 




pt 


none 


C /-^ y~ £2i 


fift 


Lxonb 


9fiQ fi'PR fifi7 ftOfi 








X J J J J 


Seq. ID 


OJ990507 


Gene No. 


32510 


Strand 


+ 


Start 


1 


End 


339 


LN altlC 


OJ990507 10. 9A14 .C10.ol.np 


Method 


AAT/NAP 


oLalL 


1 


End 


j j ^ 


bl 


4680186 


Score 


7 1 




1..101, 147. .339 






P T pio C O V 1 
ox Ucouiipi 


(AF111709) unknown [Oryza sativa subsp 


i n H "i pa 1 

» -L 1 1 _1_ V*_-* d J 


Seq. No. 


15334 


Seq. ID 


OJ990507 


Gene No. 


32511 


Strand 


+ 


C4-a >-+- 
O Lai L 


270 


' End 


373 


Name 


OJ990507 10.9A14.Cll.ol.gs 


Method 


VJJ L_i LN O V^rtLN 


Cf 2 v-t- 
OLdlt 


270 


End 


?7 ^ 


PT 
uX 


none 


Score 




/-\ r~\ o 


270. .373 






Can Ma 


15334 


Seq. ID 


OJ990 507 

\J \J J Zt \J *J \J 1 


Gene No. 


32512 


Strand 




Start 


1 


End 


448 


Name 


OJ990507 10. 9A14 .Cll.ol.np 


Method 


AAT /NAP 


OLdlL 


1 


End 


1 *a O 


PT 


6539588 


Score 




JliXUIlb 


1..118, 187. .448 






OX L/GoOXX£J. 


(AP000837) hypothetical protein [Oryza 


q a t" "i "\r^ 1 


Seq. No. 


15335 


Seq. ID 


OJ990507 


Gene No. 


32513 


Strand 




u Lax L 


238 


End 


528 


Name 


OJ990507 10.9A14.C13.ol.gs 


Method 






238 


End 


S?ft 


PT 


none 


Score 


7 Q 


JLAUIlo 


238. .528 






beq . lno . 


15336 


Seq. ID 


Pi TQQO R 07 


Gene No. 


32514 


Strand 




Start 


422 


End 


778 


Name 


OJ990507 10.9A14.C14.ol.gs 


Method 


GENSCAN 


Start 


422 


End 


778 


GI 


none 


Score 


.87 


Exons 


422. .778 







15973 



Seq. No. 15337 Seq. ID 

Gene No. 32515 Strand 

Start 30 End 

Name OJ990507_10 . 9A14 . CIS . ol . gs Method 

Start 30 End 

GI none Score 

Exons 30... 144 



OJ990507_10.9A14.C15 
144 

GEN SCAN 

144 

.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15338 Seq. ID 

32516 Strand 

1 * End 
OJ990507_10 . 9A14 . CI 6 . ol . np Method 

1 End 

' 3645899 Score 
1. . 613 

(U68408) 5 f end not determined experimentally [Zea mays] 



OJ990507_10.9A14.C16 

7841 
AAT/NAP 
613 
279 



15338 Seq. ID 

32516 Strand 
1 End 
OJ990507_10. 9A14 .C16.ol.gs Method 
138 End 
none Score 
138. .778, 821. .1329, 1841. .2059, 2839. 
6085.. 6233, 6673.. 6807, 6894.. 7817 



OJ990507_10.9A14.C16 

7841 
GENSCAN 
7817 
.73 

.2955, 4401. .4475, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15338 Seq. r lD 

32516 Strand 

1 End 

OJ990507_10 . 9A14 . C16 . o2 . np Method 

4 94 End 

6539588 Score 



OJ990507_10.9A14.C16 

7841 
AAT/NAP 
2826 
148 



494. .512, 1814. .2095, 2804. .2826 

(AP000837) hypothetical protein [Oryza sativa] 



15338 
32516 
1 

OJ990507_10. 9A14 .C16.o3.np 

6233 

6505722 

6233. .6580, 6673. .6807, 687 9 



OJ990507 10.9A14.C16 



Seq. ID _ 
Strand 

End 7841 
Method ' AAT/NAP 
End 7841 
Score 297 
7061, 7107.. 7841 
(AB032123) ribosomal RNA apurinic site specific lyase [Triticum 
aestivum] gi | 6513849 | dbj | BAA87876.. 1 1 (AB032124) ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



15338 
32516 
1 

OJ990507JL0'. 9A14 . C16 . ol . tw 
7584 
none 

7584. .7733, 7587. .7694, 7657. .7734 



Seq. ID OJ990507_10.9A14.C16 
Strand 

End 7841 

Method TBLjASTX : Wheat 

End 7734 

Score 70 



Seq. No. 
Gene No. 
Start 



15339 
32517 
9 



Seq. ID OJ990507_10.9A14.C17 
Strand + 
End 299 



15974 



Name 


Pi7QQn c >n7 in Q&14 PI 7 r^l 


.gs 


Meunoa 


PFMCP&M 








Cf 3 y- 4- 


Q _ 

y 






9 QQ 








bl 


none 




Score 


7 Q 
. / y 








Exons 


Q 9QQ 
-3 . . c. y y 














Seq. No. 


15340 




Seq. ID 


OJ990507 


_10, 


. 9A14 


.C19 


Gene No. 


32518 




Strand 










C 4- -j 


JOO 




FnH 


oyo 








Name 


yJO yyKJ D\J f 1 U * yHl ft . \^ 1 z? . 0 1 , 


. gs 


Mof K/-\H 


bijINobHN 










^ft ft 
JOO 




FnH 


£Q£ 
O y O 








bl 


none 




Score 


Q 

. y 








Exons 


JOO . . D?u 














Seq. No. 


15341 




Seq. ID 


OJ990507 


_10. 


. 9A14 


.C20 


Gene No. 


32519 




Strand 










O Lai t. 


Of* 1 




FnH 


^ ^ fi 

0 0 0 








Name 


UJj3UjU / 1U . y/ilfi . L^U . Ol . 


. gs 




bolNobAN 










OH 1 




Ejna 


R c: t 
0 0 0 








PT 


none 




Score 


Q"3 
. yo 








XT v/"\r"k c? 
Hi A L>1 1 0 


Jll . . JJD 














Seq. No. 


15342 




Seq. ID 


OJ990507 


_10. 


.9A14 


.C23 


Gene No. 


32520 




Strand 


+ 








O LdlL 


4 ft 1 




FnH 


Ooy 








•Name 


pTQQn^m in Qni/i poq n i 


. gs 


Method 


PITMCP AM 










A A 1 
ft fi 1 






oj y 








P T 


none 




Score 


"7 
. / 








Exons 


Zl 4 1 £"3 Q 














oeq . iNO . 


1 CQ/I 1 
1 J Ofi O 




Qanr T Pi 

oeq . 1 U 


Pj TQQn Rn7 
UJ y y UOU / 


i n 


QZi 1 A 
> yl\± h 


P 9 A 
. LZ 


Gene No. 


32521 




Strand 


+ 








Start 


1 




End 


2794 








Name 


Pj.TQQD^n? in Qai A P9d 




Method 


a a t /Map 








Cf 3 v-+- 

OtalL 


1 
± 




End 


z / y h 








PT 


&A QQ / "3 £ 
Oft y o H O 0 




Score 


q n 








Exons 


i d r i ^?n i finp 9n q 


. .2794 












bi uescnp. 


/ziDnnnpi r \ h \ /t-\/-^+- k a i 


protein [Oryza 


sat i va J 








oeq . lno . 


1 co/o 

1 J Jt J 




Seq. ID 


p TQQn ^ n7 

UJ y y U 0 U / 


i n 
1 u . 


, yt\± H 


P 9 ^ 


Gene No. 


32521 




Strand 


+ 








Start 


1 




End 


2794 








Name 


r>TQQn c in7 in QZ\1d P9d nl 
\jo yy\j dkj / iu. yr\x h ,\*,£.h . o i . 


.np 


Method 










C 4- a 

otail 


jO / 




End 


^7 Q 
D / y 








PT 
bl 


D / Zl Oi^ 




Score 


Q 7 








Exons 


^87 m 4 9 67 Q 
JO / . .014, DH £. . . O / y 














bi uescnp . 


(Aruu iu / £.) nypoT,neLicai 


protein [Oryza 


sat i va ] 








oeq . wo . 


1 R "XA "X 
10 oh o 




Seq.. ID 


p tq Qn r m 

UJ y y UO U / 


i n 


Q S 1 A 


no A 


Gene No. 


32521 




Strand 


+ 








Start 


1 




End 


2794 








Name 


OJ990507 10.9A14.C24.o2. 


np 


Method 


AAT /NAP 








Start 


913 




End 


1309 








GI 


6705984 




Score 


71 








Exons 


913. .1309 














GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 








Seq. No. 


15343 




Seq. ID 


OJ990507_ 


_10. 


, 9A14 


.C24 



15975 




Gene No. 


32522 




Strand 








Start 


97 




End 


467 






Name 


OJ990507 10. 9A14 .C24 .ol 


. gs 


Method 


GENSCAN 






Start 


97 ~ 




End 


467 






GI 


none 




Score 


. 7 






Exons 


97 . . 318, 378 . . 467 






- 






Seq. No. 


15343 




Seq. ID 


OJ990507 10. 


9A14 


.C24 


Gene No. 


32523 




Strand . 








Start 


2168 




End 


2409 






Name 


OJ990507 10.9A14.C24.o4 


.np 


Method 


AAT/NAP 






Start 


2168 




End 


2409 






GI 


2586082 




Score 


154 






Exons 


2168. .2409 












GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






Sea No 


15343 




Seq. ID 


OJ990507_10. 


9A14 


.C24 


Gene No. 


32524 




Strand 








Start 


3452 




End 


7202 






Name 


OJ990507 10.9A14.C24.o5 


.np 


Method 


AAT/NAP 






Start 


3452 




End 


6711 






GI 


6041822 




Score 


56 






Exons 


3452. .3479, 5462. .5722, 


6649. 


.6711 








GI Descrip. 


(AC009918) unknown protein [Arabidopsis 


; thaliana] 






Seq. No. 


15343 




Seq. ID 


OJ990507_10. 


9A14 


.C24 


Gene No. 


32524 




Strand 








Start 


3452 




End 


7202 






Name 


OJ990507 10. 9A14 .C24 .o4 


.gs 


Method 


GENSCAN 






Start 


5142 




End 


7202 






GI 


none 




Score 


.5 






Exons 


5142. .5408, 5757. .5838, 


6422. 


.6562, 7077.. 7202 






Seq. No. 


15344 




Seq. ID 


OJ990507_10. 


9A14 


.C25 


Gene No. 


32525 




Strand 


+ 






Start 


919 




End 


3422 






Name 


OJ990507 10. 9A14 .C25.ol 


.gs 


Method 


GENSCAN 






Start 


919 




End 


3422 






GI 


none 




Score 


.63 






Exons 


919. .1641, 1744. .1765, 


3133. . 


3422 








Seq. No. 


15344 




Seq. ID 


OJ990507_10. 


9A14 


.C25 


Gene No. 


32526 




Strand 


+ 






Start 


4085 




End 


4351 






Name 


OJ990507 10. 9A14 ,C25.o2 


.gs 


Method 


GENSCAN 






Start 


4085 




End 


4351 






GI 


none 




Score 


. 99 






F.xon 5 ; 


4085. .4351 












Spo No 


15344 




Seq. ID 


OJ990507_10. 


9A14 


. C25 


Gene No. 


32527 




Strand 


+ 






Start 


5007 




End 


11349 






Name 


OJ990507 10.9A14.C25.ol 


.np 


Method 


AAT/NAP 






Start 


5007 




End 


11349 






GI 


1076802 




Score 


97 






Exons 


5007. .5123, 7658. .7921, 


7963. 


.8571, 11296. .11349 






GI Descrip. 


extensin-like protein - 


maize 


gi | 600118 


: | emb|CAA84230| (Z34 4 65) 



15976 




extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



C orr Mo 


1 S^4 4 

J. J _) *3 *3 


Seq. ID 


OJ990507_10.9A14 


.C25 


ucilC nL>* • 


O £. >J £- 1 


Strand 


+ 




OLdi L 




End 


11349 




Nam© 


Pj.TQQ0S07 10 9A14 P9S rrc: 


Method 


GENSCAN 






SP fid ~" 

«J O U *i 


End 


8617 






none 


Score 


.72 




Exons 


5864. .5894, 6154.. 6250, 6292. 


.6431, 7740.. 8072,. 8115.. 8617 


Cpff Mo 


15344 


Seq. ID 


OJ990507_10.9A14 


.C25 


P Ann M /-\ 


32528 


Strand 






Of a t+- 


10039 


End 


12236 




Name 


OJ990507 10.9A14 .C25.o4 .gs 


Method 


GENSCAN 




OLdl I 


10039 


End 


12236 




r*r 


none 


Score 


.42 




Exons 


10039. .10118, 10425. .10628, 10794 10834 , 1134 3 114 89, 






1 ?1 7 S 1 








Con M/-\ 
Oc^ ( IN O • 


15345 


Seq. ID 


OJ990817_13. 9A03 


.CI 


ucUc INO • 


32529 


Q+- rand 


+ 




C +- -a v +- 
OLdl L 




End 


Si 9 




Name 


JJUOl ' XJ..7rtL'.J.\_/X.L'X.yo 


Mot" hoH 

LiC L 1 1 \J LI 


\J ill LN O V^iiLN 




Of- a v-4- 

OLdlL 


"3^7 ~~ 


End 


519 




p, t 


none 


Score 


. 59 




Exons 


337 . 519 








Cpn No 


15346 


Seq. ID 


OJ990817_13.9A03 


.C2 


UCiJC lNtJ • 


32530 


Q+- rand 






Of- r 4- 
O Lai L 


1 6^ 
j- \j j 


End 


70R 




Name 


Pj,TQQfiR17 1^ QAfR P9 o1 tm 

wjjUOI / 1 J ■ Z?r\\J ~J . . L> X ■ Lilt 


Mot hnrl 


x DLirto x /\ . Li a x, z. c 




u Lai L 


2 


End 


576 






none 


Score 


82 




Exons 


9 1 £ £ 17 177 17 1 £9 14 


i £7 i 


KQ 1 £ Q 4 fi £ 


216. 




499.-558, 521. .574, 535. .576 








Can Mo 

OcL-[ ■ LNL> * 


15346 


Seq. ID 


OJ990817_13. 9A03 


.C2 


P. o n o Mo 


32530 


Strand 






Cf a r 4- 
O Lai L 


163 ■ 


End 


708 




Name 


OJ990817 13.9A03.C2.ol.gs 


Method 


GENSCAN 




O Lai L 


163 


End 


708 




GI 


none 


Score 


. 96 




Exons 


163.. 708 








Con 


15347 


Seq. ID 


OJ990817_13.9A03 


.C4 


ucuc IN O . 


32531 


Strand 


+ 




Start 


681 


End 


5246 




Name 


OJ990817 13. 9A03.C4 .ol.gs 


Method 


GENSCAN- 




otart 


681 


End 


5246 




GI 


none 


Score 


. 67 




Exons 


681. .722, 2236. .2274, 2469. .21 


389, 5071 


. .5246 




Seq. No. 


15347 


Seq. ID 


OJ990817_13. 9A03 


.C4 


Gene No. 


32531 


Strand 


+ 




Start 


681 


End 


5246 




Name 


OJ990817_13 . 9A03 . C4 . ol . gp 


Method 


AAT/GAP 






15977 














1 ftR2 






21 ftl 

£101 












none 






S92 

•J z* c 










F vnn q 

D AUU D 


1882 2181 
















oc4> IN Sj . 


1 R34 7 






n.TQQOft 1 7 


1 3 

X D 




P4 




Gene No. 


32532 




Strand 


+ 










Start 


7704 




End 


8721 










Name 


OJ990817 13 

W U J' JUL) 1 / X-J 


9A03 C4 ol nn 


Mpfhnd 

1 1C L. 11UU 


AAT/MAP 










OL.Cli.l_ 


7704 ~~ 




CjLLKJL 


ft721 










O X 


S77761 7 






ft Q 
o ^ 












7704 7773 


ft 1 1 2 821 2 ft SftQ 


8791 














( AJ24 1 


PAA3037S 1 nrntpin 


L wx y 6a 


jaLivaj 










Con M r\ 
OcLJ. LNU . 


1 R34 7 




Seq. ID 


OJ990817_ 


13 


9 AO 3 


,C4 




Gene No. 


32533 




Strand 












Start 


6415 




End 


9420 










Name 


O.lQQOft 1 7 13 


9A03 P4 r»2 rrc: 


Method 


GENSCAN 










C f- -) v-f- 

O La.!. L 


fi4 1 R ~~ 




End 


9349 










\jx 


none 




Score 


. 69 












64 1 R 64 2ft 


7SQS 7773 7Qfi6 


.8155, 8208.. 8253, 


8816. .9223 






Q2Q1 Q34Q 
















o c . IN (J . 


1 R34 7 




Seq. ID 


OJ990817_ 


13 


9A03 


P4 


: s: 


Gene No. 


32533 




Strand 










a sF 


Start 


6415 




End 


9420 








is! 
: c; 


IN dillC 


O.TQQOfi 1 7 13 


.9A03.C4.o2.np 


Method 


AAT/NAP 








-II 




74 sn ~~ 




End 


9420 








8 |? 

, y 


OX 


39369 RR 




Score • 


124 








=; 


£_i A. i 1 J 


74SD 7471 


9291. .9420 












Ul 






hypothetical protein [Arabidopsis thaliana] 




11 t 3 


Seq. No. 


15348 




Seq. ID 


OJ990817_ 


13 


9 AO 3 


.C5 


ill 


Gene No. 


32534 




Strand 


+ 










Start 


24 




End 


690 








: 3 c i 

; i 


LNclillC 


OJ990817 13 


.9A03.C5.ol.gs 


Method 


GENSCAN 








■asr 

V s 


o Lai L 


24 




End 


690 










O J. _ 


none 




Score 


.89 












24. .170, 172. .690 












; cf 
.: 7i 


Seq. No. 


15348 




Seq. ID 


OJ990817_ 


13. 


9A03 


C5 


ai 
4 J 


Gene No. 


32535 




Strand 


+ 










Start 


1902 




End 


2050 










Name 


OJ990817 13 


.9A03.C5.ol.gp 


Method 


AAT/GAP 










Cf arf 


1902 




End 


2050 










\D X 


2797006 




Score 


277 










Li AUi 1 CD 


1902. .2050 
















C 0 n Ha 


15348 




Seq. ID 


OJ990817_ 


13. 


9A03 


C5 




Gene No. 


32536 




Strand 


+ 










Start 


2396 




End 


5950 










Name 


OJ990817 13 


.9A03.C5.o2.np 


Method 


AAT/NAP 










Start 


2396 




End 


5950 










GI 


5852172 




Score 


92 










Exons 


2396. .2476, 


5837. .5950 














GI ■ Descrip. 


(AL117265) 


zhb0002.1 [Oryza sativa] 












Seq. No. 


15348 




Seq. ID 


OJ990817_ 


13. 


9A03 


C5 



15978 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32537 Strand 

7290 End 

OJ990817_13. 9A03.C5.o3.np Method 

7290 End 

3695412 Score 



+ 

9795 
AAT/NAP 
9795 
203 



7290.. 7332, 9095.. 9251, 9301.. 9415, 9512.. 9795 

(AF096373) contains similarity to group 1 glycosyl transferases 
(Pfam: PF00534, E=2.1e-ll) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15348 Seq. ID 

32538 Strand 

10934 End 

OJ990817_13. 9A03.C5.o4 . np Method 

10934 End 

5922634 Score 
10934. .11037 

(AP000492) ' hypothetical protein [Oryza sativa] 

gi I 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990817_13.9A03.C5 
+ 

11037 
AAT/NAP 
11037 
76 



15348 Seq. ID 

32539 Strand 

2131 End 

OJ990817_13. 9A03.C5.ol.np Method . 

2131 -End 

6685798 Score 



OJ990817_13.9A03.C5 

4168 
AAT/NAP 
4168 
940 



2131. .2167, 2296. .3182, 3615. .4168 

PROLINE OXIDASE, MITOCHONDRIAL PRECURSOR (OSMOTIC STRESS- INDUCED 
PROLINE DEHYDROGENASE) 



Seq. No. 15348 

Gene No. 32540 

Start 12627 

Name OJ9908 17_13 . 9A03 . C5 . o3 . tm 

Start 2120 

GI none 

Exons 2120.. 2176, 
2367. .2477, 



2140.. 2169, 2290. 
2368. .2481 



OJ990817_13.9A03.C5 
13479 

TBLASTX: Maize 

2481 

57 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2448, 2294. .2365, 2295. .2369, 



Seq. No. 15348 

Gene No. 32540 

Start 12627 

Name OJ9908 17_13 . 9A03 . C5 . ol . ts 

Start 2134 

GI none 

Exons 2134.. 2169, 2260.. 2460, 2295. 

2907.. 2975, 3025.. 3177, 3039. 



Seq. ID OJ990817_13.9A03.C5 
Strand 

End 13479 

Method TBLASTX : Soybean 

End 3677 

Score 139 

.2477, 2535. .2582, 2562. .2918, 
.3176, 3612. .3677 



Seq. No. 15348 
Gene No. 32540 
Start 12627 

Name OJ9908 17_13 . 9A03 . C5 . ol . tc 

Start 2295 
GI none 

Exons 2295.. 2420, 2295.. 2477, 

2841. .2972, 3037. .3177, 
3873. .3974 



2335. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2460, 



OJ990817 13.9A03.C5 



13479 

TBLASTX: Cress 
3974 
68 

2535. .2570, 



3039. .3182, 3612. .3737, 



2577. 
3744 . 



,2831, 
,3806, 



15979 






Seq. No. 


15348 








Seq. ID 


OJ990817_13.9A03. 


C5 




bene ino . 










C f- y -j y-i^-J 
O L 1 Cli 1U 










1 9697 
1 Z OZ f 








PnH 


1 Ofi / V 






Name 


H TQQOft 1 7 1 ^ 




PR n1 
. bO • O ± . 


f- m 
LIU 


Mq +■ V"i 


TRT QCTY • Ma \ i a 
1 DLltio 1 A . ™la 1 Z e 








c J J J 








ijiia 


9ft ^7 
Z O J / 








1 ILU IC 










J. *i V m 






Exons 


iJJJ. .too/, 


961 4 

Z D 1 fi 


9ft 9Q 

. . Z 0 Z Z7 , 


970^ 


9ft "37 
. .ZOO/ 








Seq. No. 


15348 








Seq. ID 


OJ990817__13.9A03. 


C5 




bene INU . 


?9 0 








91- r*;=i nH 

OH ClilU 








jLaLL 


1 9 697 
1 z u z / 








Hi 1 1 LI 


1 ^ A 1 Q 
1 J4 / U 






Name 


Pi TQQOft 1 7 1 


. j t\\j 0 


P R n4 

. b J .04 . 


ftn 

LIU 


1 ie l 1 iu>u 


1 0 Lnj 1 A ■ rial Z e 






C f- a 


"361 9 — 








HiI 1U 


^ft7 R 






pT 
bl 


none 








ObUl c 


1 ftft 








TCI 0 qqii; 
JOli . .00/0 
















Seq. No. 


15348 








Seq. ID 


OJ990817_13. 9A03. 


C5 




Gene No. 


32540 








Strand 








O L-ci IT L 


1 9 697 

1 Z OZ / 








End 


13479 






Name 


Pi TQQOft 1 7 1 "3 




• bO . OZ . 


f-m 
LIU 


Method 


TBLASTX: Maize 






Qi- 3 v f- 


Q1 7 6 
^1 / D 








End 


9750 






P T 
bl 


none 








Score 


82 




,: r ; 


T7 1 V /-i *-i o 

HjXorib 


QI 7 6 Q9 


QI QQ 


Q9/1 ^ 


Q9 Q4 

3^"4 


..9398, 9306. .9404, 9472. .9744 


'sz\ 




qci q Q7 4 Q 


Q c t99 
:7,jZ Z 


QR R4 

. . 3JJ4 f 


QR9 ^ 


. . 9750 






i,;z 


Seq. No. 


15348 








Seq. ID 


OJ990817_13. 9A03. 


P R 
LO 


ill 


bene ino . 


79 n 








Strand 






t f 
•i zt 


Qf a v- f- 


1 9697 








End 


13479 




ul 


Name 


O.TQQOft 1 7 1 ^ 
uu^^uoi / 10 




PS n9 

• bJ • UZ • 


L b 


Method 


TBLASTX: Soybean 








QR 1 Q _ 








End 


9732 




'ill 


PT 
bl 


none 








Score 


194 




rii 


Exons 


Qc.1 q Q7 9ft 




Q7 ^9 
. . j t OZ 












Seq. No. 


15348 








Seq. ID 


OJ990817_13.9A03. 


C5 




Gene No. 


32540 








Strand 








Q+- a r-+- 
Jldit 


12627 








End 


13479 ' 






Name 


OJ990817 13 


.9 AO 3 


.C5.o5. 


np 


Method 


AAT/NAP 






Cf a >-f- 
OLart 


12627 








End 


13479 




n 


PT 
bl 


6633852 








Score 


218 








12627. .12755, 12816 12981, 


13274. .13479 






bl UcbLIip. 


(AC008047) 


F2K11 


.12 [Arabidopsis thaliana] 






Seq. No. 


15349 








Seq. ID 


OJ990817_13.9A03. 


C6 




Gene No. 


32541 








Strand 








Of v-+- 


92 








End 


5495 






Name 


OJ990817 13 


. 9A03 


.C6.0I . 


gs 


Method 


GENSCAN 






Cf 2 v+- 

otarr. 


92 








End 


5495 






P T 
bl 


none 








Score 


.41 






Exons 


92. .967, 2151. .2347, 28 


146.. 3006, 3068. 


.3176, 4683. .4803, 








5011. .5163, 


5411 


. .5495 












Seq. No. 


15349 








Seq. ID 


OJ990817_13. 9A03. 


C6 




Gene No. 


32542 








Strand 








Start 


5512 








End 


7745 






Name 


OJ990817 13 


. 9A03 


.C6.0I. 


np 


Method 


AAT/NAP 






Start 


5512 








End 


7745 





15980 



GI 119714 Score 85 

Exons 5512.. 5578, 5966.. 6204, 6371.. 6573, 7610.. 7745 

GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA320 90 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Cpn No 


1534 9 


Seq. ID 


OjgQOR 1 7 

\JKJ Zs Zs \J \J ±. 1 


13 9A03 C6 


^ono No 


J £. *J *± £. 








Start 


5512 


End 


7745 




Name 


OJ990817 13.9A03.C6.o2.gs 


Method 


GEN SCAN 




O tal L 


5977 


End 


6906 






none 


Score 






DAUilo 


5977. .6384, 6604. .6906 








JCLj • LN . 


15350 


Seq. ID 


OJ9908 17 


13 9A03 C7 


("Z ono No 


32543 


Strand 


+ 




C4- 3 y~ +- 

utdXL 


1 


End 


6111 




Name 


OJ990817 13.9A03.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


484 






6006372 


Score 


92 




HiXUIlo 


1..67, 392. .484 








T O /"*■ "V~ 1 

ul Ucotllp. 


(AP000559) hypothetical protein [Oryza 


sativa] 




O c q . IN U . 


15350 


Seq. ID 


OJ990817_ 


13, 9A03.C7 




- 32543 


Strand ... 


+ 




Of -a y-4- 


1 


End 


6111 




LN dint; 


OJ990817 13.9A03.C7.ol.gs 


Method 


GEN SCAN 




Start 


264 


End 


6111 




GI 


none 


Score 


.69 




D AUil o 


264. .371, 1139. .1244, 1544.. 


1756, 3326 


..3356, 4094. .4154, 




4408. .4485, 5117. .5227, 5974 


. .6111 






Cpn vj n 


15350 


Seq. ID 


OJ990817_ 


_13.9A03.C7 


ftl o n o No 


32543 


Strand 


+ 




OL.di.L- 


1 


End 


6111 




Name 


OJ990817 13.9A03.C7.o2.np 


Method 


AAT/NAP 




O Lai. L 


1084 


End 


5221 




GI 


3522956 


Score 


764 




Exons 


1084.. 1287, 1544.. 1756, 3326 


..3399, 3525. .3611, 


3865. .3989, 




4094. .4200, 4408. .4485, 4579 


..4684, 48 


91. .5036, 


5117. .5221 


X *~i C! y"« V 1 T™\ 

bl UcbLlip. 


(AC004411) putative pectinesterase [Arabidopsis 


thaliana] 


Sea No 


15350 


Seq. ID 


OJ990817_ 


_13.9A03.C7 


Gene No. 


32543 


Strand 


+ 




Start 


1 


End 


6111 




Name 


OJ990817 13.9A03.C7.ol.gp 


Method 


AAT/GAP 




Start 


3499 


End 


4160 




GI 


uC-osflcyp081b!0bl 


Score 


684 




Exons 


3499. .3610, 3864. .4160 








GI Descrip. 


M680190/gb|AAD27555. 1|AF111710_1 1. Oe 


-19 (AF111710) putative 




dnaJ-like protein [Oryza sativa subsp. 


indica] 1 




Seq. No. 


15350 


Seq. ID 


OJ990817_ 


_13.9A03.C7 


Gene No. 


32544 


Strand 


+ 




Start 


12789 


End 


15392 




Name 


OJ990817 13.9A03.C7.o4.gs 


Method 


GENSCAN 





159*81 






12789 


End 


15389 






GI 


none 


Score 


.98 






uAUU O 


12789 13227. 13304 13467. 


13573. .13647, 13732 


. .14040, 






14516 14860. 15273 15389 










t_? c • ii \j . 


15350 


Seq. ID 


OJ990817 


13 9A03 


. C7 


Cpnp No 


32544 


Strand 


+ 






Start 


12789 


End 


15392 






Name 


OJ990817 13.9A03.C7.o3.np 


Method 


AAT/NAP 






Start 


12828 


End 


15392 






GI 


3386605 


Score 


931 






Fynn c; 


12828. .13467, 13573 .. 13647 , 


13732. . 14040, 14516 


. .14860, 






15273. .15392 












(AC004665) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


15350 


Seq. ID 


OJ990817 


_13.9A03 


.C7 


Gene No. 


32545 


Strand 








Start 


6476 


End 


7646 






Name 


OJ990817 13.9A03.C7.o2.gs 


Method 


GENSCAN 






Start 


6476 


End 


7646 






GI 


none 


Score 


.69 








6476. .7081, 7260. .7646 










Seq. No. 


15350 


Seq. ID 


OJ990817 


_13.9A03 


.C7 


Gene No. 


32546 


Strand 








Start 


8976 


End 


9389 






Name 


OJ990817 13 9A03 C7 o3 as 


Method 


GENSCAN 






Start 


8976 


End 


9389 






GI 


none 


Score 


.52 






Rvnn s 

J—J £\. \*/ WlJ 


8976. .9389 










Seq. No. 


15350 


Seq. ID 


OJ990817 


JL3.9A03 


.C7 


Gene No. 


32547 


Strand 








Start 


13646 


End 


17050 






Name 


OJ990817 13.9A03.C7.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


1533 


End 


3393 






GI 


none 


Score 


194 






1—1 £\ \J 11 ^ 


1533.. 1577, 1540.. 1755, 1608 


..1754, 3325. .3393 






Qppr M n 
O ~ ^ • LNU • 


15350 


Seq. ID 


OJ990817 


JL3.9A03 


.C7 


Gene No. 


32547 


Strand 








Start 


13646 


End 


17050 






Name 


OJ990817 13. 9A03.C7.o3.tm 


Method 


TBLASTX : 


Maize 




Start 


1533 


End 


4494 






GI 


none 


Score 


220 








1533. .1577, 1540. .1755, 1608 


..1754, 3324. .3395, 


3325. .3387, 




3534. .3620, 3862. .3987, 3873 


..3992, 4407. .4481, 


4408. .4 


494 


Q pn Mo 


15350 


Seq. ID 


■.OJ990817 


_13.9A03 


.C7 


Gene No . 


32547 


Strand 








Start 


13646 


End 


17050 






Name 


OJ990817 13.9A03.C7.o4.ts 


Method 


TBLASTX: 


Soybean 




Start 


1539 


End 


4689 






GI 


none 


Score 


219 






Exons 


1539.. 1736, 1540.. 1755, 3324 


..3395, 3325.-3393, 


3534 . .3608, 




3868.. 3990, 3873.-3992, 4408 


. . 4491, 4603. .4689 







15982 



Seq. No. 15350 
Gene No. 32547 
Start 13646 

Name OJ990817_13 . 9A03 . C7 . o2 . tm 

Start 4571 
GI none 

Exons 4571.. 4684, 4575.. 4685, 4575. 

4889.. 5020, 4890.. 5045, 4890. 
5120. .5197 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 13.9A03.C7 



17050 

TBLASTX: Maize 
5197 
69 

4685, 4576. .4686, 4889. .5020, 
5045, 5115. .5186, 5119. .5196, 



Seq. No. 15350 

Gene No. 32547 

Start 13646 

Name OJ990817_13 . 9A03 . C7 . o4 . tc 

Start 4609 

GI none 

Exons 4609.. 4689, 4875.. 5048, 4889. 
5171. .5215 



Seq. ID OJ990817_13.9A03.C7 
Strand 

End 17050 

Method TBLASTX : Cress 

End 5215 

Score 70 

.5047, 5114. .5155, 5122. .5187, 



Seq. No. 


15350 




Seq. ID 


OJ990817_13.9A03. 


.CI 


Gene No. 


32547 




Strand 






Start 


13646 




End 


17050 




Name 


OJ990817 13. 


9A03.C7.o3.ts 


Method 


TBLASTX : Soybean 




Start 


4890 




End 


5215 




GI 


none 




Score 


171 




Exons 


4890. .5048, 


4946.. 5020, 5114 


..5215, 5119. .5199 




Seq. No. 


15350 




Seq. ID 


OJ990817_13.9A03. 


.CI 


Gene No. 


32547 




Strand 






Start 


13646 




End 


17050 




Name 


OJ990817 13. 


9A03.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


13110 




End 


13470 




GI 


none 




Score 


172 




Exons 


13110. . 13232 


, 13110. . 13148, 


13151. .13219, 13311. . 13403, 






13312. . 13404 


, 13408. . 13470, 


13413. .13466 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15350 

32547 . 

13646 

OJ990817 

13110 

none 



13.9A03.C7.o2.ts 



Seq. ID OJ990817_13.9A03.C7 



Strand 
End 

Method 
End 

Score ■ 



17050 

TBLASTX : Soybean 

13440 

149 



13110. .13223, 13151. .13216, 13309.. 13440 



Seq. No. 15350 

Gene No. 32547 

Start 13646 

Name OJ9908 17_13 . 9A03 . C7 . o5 . ts 

Start 13590 

GI none 

Exons 13590. .13655, 13591. .1364 7, 
13852. .1394 7, 13854. .13913 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817 13.9A03.C7 



17050 
TBLASTX: 
13947 
76 



Soybean 



13731. .13775, 13732. .13776, 



Seq. No. 15350 Seq. ID OJ9908 17_13 . 9A03 . C7 

Gene No. 32547 Strand 

Start 13646 End 17050 

Name OJ990817_13 . 9A03 . C7 . o4 . np Method AAT/NAP 



15983 






OLaiL 


1 ^fid fi 
x j u *s u 




End 


17050 




PT 


d fiRm Qn 




Score 


136 






1 JD1 U . . J.J lUJf X U £ J O ■ 


.16332, 


16403. .16632, 17008.. 17050 




vj X L/coLI Xk/ • 


fAF11171fn nnhai-i vp 


dnaJ-like protein 


[Oryza sativa subsp. 






lilul L.a j 










Seq. No. 


15350 




Seq. ID 


OJ990817_13.9A03.C7 




Gene No. 


32547 




Strand 






OLdX L 


1 J040 




End 


17050 




Name 


n.TQQnRi7 i ^ Qan? P7 




Method 


TBLASTX: Cress 




o Lax L 


1 "*7 ^1 "~ 
1 J ' Jl 




End 


14052 




PT 


none 




Score 


50 




Exons 


1^7^1 1^77^ 1 ^7^9 

1 J / Jl . # 1j / ' J / 1J ' Jc. 


.13776, 


13852. .14052, 13857. .14039 




oeq. ino . 


IJJJU 




Seq. ID 


OJ990817_13.9A03.C7 




Gene No. 


32547 




Strand 






Start 


13646 




End 


17050 




Name 




o4 . tm 


Method 


TBLASTX: Maize 






1 J-/DJ 




End 


14868 






none 




Score 


69 




Exons 


1 ^Qfi^ IdHdn 1 4 m ^ 

lJ . • X 4 U 4 U , 14 Jl J . 


.14590, 


14570. .14 713, 14 74 4. .14860, 






1 4 770 1 14771 

14 / fU. . 140OZ; 14 / / 1 • 


. 1 4 0 O D , 


14797.. 14868 




Seq. No. 


15350 




Seq. ID 


OJ990817_13.9A03.C7 


ex 


Gene No. 


32547 




Strand 




f £ 


otdit 


1 J D 4 O 




End 


17050 




Name 


P)TQQ0R17 1 ^ Qnn? P7 
ijj jjUOI / ij. i?H.U O . L^ / . 


Ol . LC 


Method 


TBLASTX: Cress 




o tax u 






End 


14869 


t : 
*t e: 


PT 


none 




Score 


362 


: , t 
V*F 




14RDQ IdR^ft IdRI^ 

14 JU^/i • 14 JJO/ 14 Jl J. 


1 d ft 

. 1 4 O U _7 , 


14572. . 14706 


'I 

HI 


Seq. No. 


15350 




Seq. ID 


OJ990817_13.9A03.C7 


; tf 


Gene No. 


32547 




Strand 






Otdl L 


X J U 4 VJ 




End 


17050 


Ci 
; s 
'•a of 


Name 


O.TQQDftl 7 1 ^ QAD^ P7 


Ol . tb 


Method 


TBLASTX: Soybean 




O Ldi L 


1 4 R *3d _ 

X 4 J J 4 




End 


15386 


, - ; 


PT 


none 




Score 


365 




v yi o 


X4JJ4 • • X 4 O U U , 1 . 




15273.. 15386 




Seq. No. 


15350 




Seq. ID 


OJ990817_13.9A03.C7 


□ 


Gene No. 


32547 




Strand 






OLdl L 


1JU4D 




End 


17050 




Name 


n.TQQOfil 7 1 ^ QfiD^ P7 


ob . qs 


Method 


GEN SCAN 




o Lax L 






End 


16632 




PT 


none 




Score 


.64 




Exons 


1 COfiQ 1 f^fifi Ifidd'* 
1DZU3 . . IDjDDj 1044J. 


.16632 








oeq. ino . 


IjjjU 




Seq. ID 


OJ990817_13. 9A03.C7 




Gene No:- 


32547 




Strand 






Start 


13646 




End 


17050 




Name 


OJ990817 13.9A03.C7. 


o2.gp 


Method 


AAT/GAP 




Start 


16227 




End 


16634 




GI 


700043 




Score 


623 




Exons 


16227. .16366, 16443. 


.16634 








GI Descrip. 


4680190/gb|AAD27555. 


1|AF111710_1 l.Oe- 


19 (AF111710) putati 



dnaJ-like protein [Oryza sativa subsp. indica] 



15984 



Seq. No. 


15351 


Seq. ID 


OJ990817 


_13. 


9 AO 3 


.C8 


Gene No. 


32548 


Strand 


+ 










202 


End 


447 








Name 


0.1990817 1 ^ QA03 Tft nl 




\J ill L 1 ! t— > viili 








C+- a v-f- 


?n? — 

\J £- 


End 


4 47 










none 


Score 


. 64 










202 447 












Seq. No. 


15352 


Seq. ID 


OJ990817 


_13. 


9 AO 3 


.C9 


Gene No. 


32549 


Strand 


+ 








OLaL L 


X J 


End 


536 








Name 


n.TQQOftl 7 1 ? QAO^ PQ n1 nq 


LI C LUUU 


flFN^CAN 

\J l_i OVv/^lLN 








Of- v-4- 
OLaL L 


1 ?^ ~~ 

X £. o 


End 


536 








(IT 
\J X 




Score 


. 61 










X^>J* • vJ 












Seq. No. 


15353 


Seq. ID 


OJ990817 


_13. 


9 AO 3 


.C10 


Gene No. 


32550 


Strand 


+ 










579 


End 


304 6 








Name 


OJ990817 13. 9A03.C10.ol.gs 


Method 


O Hi LN O V_/rt Vi 








OLal L 


579 


End 


304 6 








(IT 

\3 X 


none 


Score 


. 73 










579. .779, 910. .998, 2956. .3046 










Octjt IN U . 


15353 


Seq. ID 


\JU Z? Z? \J O X / 


1 3 

X o ■ 








32551 


Strand 










Start 


2337 


End 


2859 








Name 


OJ990817 13. 9A03.C10.ol.gp 


Method 


AAT/GAP 










2337 


End 


2859 








(IT 

VjX 


LIB3434-038-P1-K1-F1 


Score 


765 








III 2\.KJl lo 


2337. .2859 












\j X L/coLi-ljJ. 


, 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P002 6F07 ' 












15354 


Seq. ID 


OJ990817 


_13. 


9A03 


.Cll 




32552 


Strand 


+ 








Start • 


4759 ' 


End ' 


13998 








Name 


OJ990817 13. 9A03.Cll.o2.gs 


Method 


GEN SCAN 








Start 


4759 


End 


13998 










none 


Score 


.66 










4759. .4892, 5291. .5525, 5717 


..5909, 6218. .6400, 


7792. .8018, 




8129. .8193, 9723.-9942, 10129 .. 10327 , 


11203. .11335, 








13221. .13383, 13559 .. 13610, 


13868. .13998 








JClji IN U • 


15354 


Seq. ID 


OJ990817 


_13. 


9 AO 3 


.Cll 


Gene No. 


32553 


Strand 


+ 








Start 


15072 


End 


21449 








IN diHt. 


OJ990817 13. 9A03.Cll.o3.gs 


Method 


GENSCAN 








olall 


15072 


End 


17238 










none 


Score - 


.42 








Exons 


15072. .15110, 154 93. .15572, 


16300. .16435, 16723 


. .16848, 






16952. .1704 6, 17205. .17238 












Seq. No. 


15354 


Seq. ID 


OJ990817 


_13. 


9A03 


.Cll 


Gene No. 


32553 


Strand 


+• 








Start 


15072 


End 


21449 








Name 


OJ990817 13. 9A03.Cll.ol.np 


Method 


AAT/NAP 









15985 



Start 16790 End 21449 

GI 6069646 Score 362 

Exons 16790. . 16848, 21067.. 21449 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


15354 


Seq. ID 


OJ990817_13.9A03 


.Cll 


Gene No. 


32554 


Strand 


+ 




O Lai t 


23353 


End 


27267 




Name 


OJ990817 13. 9A03.Cll.o2.np 


Method 


AAT/NAP 






23353 


End 


26129 




r*T 
o x 


4538624 


Score 


542 




Exons 


23353. .23385, 24767.. 26129 








Kj X UcoOXXLJ. 


(AJ133502) hypothetical protein [Nicotiana tabacum] 




C o rr Mo 
O tr • IN U . 


15354 


Seq. ID 


OJ990817_13.9A03 


. \-> X X 


Gene No. 


32554 


Strand 


-l- 




Start 


23353 


End 


27267 




LN Cll I It: 


OJ990817 13.9A03.Cll.o5.gs 


Method 


GENSCAN 




uLdl L 


24 673 


End 


27267 




oX 


none 


Score 


.53 




Exons 


24673. .25227, 254 30 .. 25991 , 


26110. .26498, 26845.-27267 




OGtJ • J.NLJ . 


15354 


Seq. ID 


OJ990817_13.9A03 


■ V-' X X 


Gene No. 


32554 


Strand 


+ 




Start 


23353 


End 


27267 




Mam 
iodine 


OJ990817 13.9A03.Cll.o3.np 


Method 


AAT/NAP 






24700 


End 


26976 






3283026 


Score 


712 




U 1 von q 


24700. .25068, 25119 .. 25251, 


25287. .26529, 26612 .. 26727, 






26845. .26976 










(AF051562) putative transposase [Arabidopsis thaliana] 




Seq. -No. 


15354 


Seq. ID 


OJ990817_13.9A03 


JC11 


Gene No. 


32555 


Strand 


+ 




Start 


28049 


End 


29067 




Name 


OJ990817 13.9A03.Cll.o4.gp 


Method 


AAT/GAP 




Start 


28049 


End 


29067 




GI 


2310176 


Score 


819 




Exons 


28049. .28331, 28895. .29067 








Seq. No. 


15354 


Seq. ID 


OJ990817_13.9A03 


.Cll 


Gene No. 


32556 


Strand 






Start 


17731 


End 


17829 




Name 


OJ990817 13.9A03.Cll.o2.gp 


Method 


AAT/GAP 




Start 


17731 


End 


17829 




GI 


LIB3477-003-P1-K1-E9 


Score 


117 




Exons 


17731. . 17829 








GI Descrip. 


f 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR 
sativa] 1 



(ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 
Gene No. 



15354 
32557 



Seq. ID 
Strand 



OJ990817 13.9A03.C11 



15986 



Start 


19180 






End 


24406 






Name 


OJ990817 13.9A03.C11 


. o4 . gs 


Method 


GENSCAN 






o cart 


19180 






End 


24406 






bi 


none 






Score 


.61 






Exons 


19180. . 


19245, 22661. 


O O ~7 A "7 


23072. .23231, 23242 








24153. . 


24406 












Seq. No. 


15354 






-Jr 
beq. iu 


uj y y uo l / 


_13.9A03 


.Cll 


Gene No. 


32558 






Q 4- — = — -1 

otrana 








C +- -s v~ 4- 

btart 


27110 








£. i du y 






Name 


OJ990817 13.9A03.C11 


. o3 . gp 


Method 


AAT/GAP 






btart 


27110 






End 


27509 






bl 


3106733 




Score 


621 






Exons 


27110. . 


27509 












beq. No. 


15354 






Seq. ID 


OJ990817 


1 J . yAUJ 


. bl i 


Gene No. 


32559 






Strand 








Start 


27831 






End 


28849 






Name 


OJ990817 13.9A03.C11 


. o 1 . t c 


Method 


TBLASTX : 


Cress 




btart 


25286 






End 


26943 






C T 

bl 


none 






Score 


356 






Exons 


25286. . 


25897, 25888. 


. z d y dj , 


26163. .26312, 26611 


. . Z D / jU , 






26845. . 


26943 












Seq. No. 


- 15354 






Seq. ID 


OJ990817 


_13.9A03 


.Cll 


Gene No. 


32559 






Strand 








btart 


- 27831 






End 


28849 






Name 


OJ990817 13.9A03.C11 


. OZ . t S 


Method 


TBLASTX: 


Soybean 




btart 


25523 






End 


25777 






C T 
bl 


none 






Score 


187 






Exons 


25523. . 


25777, 25553. 


. ZD / 1 f 










beq. no. 


15354 






Seq. ID 


OJ990817 


lo . yAUo 


. bl 1 


Gene No. 


32559 






Strand 








Start 


27831 






End 


28849 






Name 


OJ990817 13.9A03.C11 


. Ol . t S 


Method 


TBLASTX: 


Soybean 




otart 


26604 






End 


26931 






C T 

bi 


none 






Score 


162 






Exons 


26604.. 


26729, 26605. 


. £ D / Z / , 


26813. .26923, 26839 


. . z by oi , 






26842. . 


26913 












Seq. No. 


15354 






Seq. ID 


OJ990817 


_13.9A03 


.Cll 


Gene No. 


32559 






Strand 








otart 


27831 






End 


28849 






Name 


OJ990817 13.9A03.C11 


. o 6 . gs 


Method 


GENSCAN 






btart 


27831 






End 


28849 






bl 


none 






Score 


.65 






Exons 


27831. . 


27932, 28085. 


. z o l y i , 


28756. .28849 






oeq . ino . 


15355 






Seq. ID 


OJ990817 


no Q7\ n 7 


.biz 


Gene No. 


32560 






Strand 


+ 






Start 


1 






End 


1239 






Name 


OJ990817 13.9A03.C12 


.ol.gp 


Method 


AAT/GAP 






Start 


1 






End 


387 






GI 


none 






Score 


379 






Exons 


1. .23, 


112.. 239, 322 


. .387 











15987 



Seq. No. 15355 

Gene No. 32560 

Start 1 

Name OJ990817_13 . 9A03 . C12 . ol . gs 

Start 112 

GI none 

Exons 112.. 239, 322.. 562, 689.. 1239 



Seq. ID OJ990817_13.9A03.C12 

Strand + 

End 1239 

Method GEN SCAN 

End 1239 

Score .65 



Seq. No. 15355 

Gene No. 32561 

Start 1312 

Name OJ990817_13 . 9A03 . C12 .o2 .gp 

Start 1312 

GI none 

Exons 1312.. 1754 



Seq. ID OJ990817_13.9A03.C12 
Strand 

End 1754 

Method AAT/GAP 

End 1754 

Score 793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15355 
32562 
5063 

OJ990817_13. 9A03.C12.ol.tm 
186 
none 

186. .227, 187. .228, 314. .448 
713. .1033, 714. .1055, 714. .1070, 715. .1077, 862. .1074, 
1040. .1192, 1075.. 1212, 1075. .1212 



Seq. ID OJ990817_13.9A03.C12 
Strand 

5256 

TBLASTX : Maize 
1212 
37 



End 

Method 

End 

Score 



332. .463, 433. .567, 451. .567, 



15355 
32562 
5063 

OJ990817_13. 9A03.C12.ol.tw 

752 

none 

752. .1060, 760. .1059 



Seq. ID OJ990817_13.9A03.C12 
Strand 

End 5256 

Method TBLASTX : Wheat 

End 1060 

Score 432 



. 3 t 

is} 



Seq. No. 15355 

Gene No. 32562 

Start 5063 

Name '* . OJ990817_13 . 9A03 . C12 . o3 . gs 

Start 5063 

GI none 

Exons 5063. .5256 



Seq. ID OJ990817_13.9A03.C12 
Strand 

End 5256 

Method GENSCAft 

End 5256 

Score .53 



Seq. No. 15356 

Gene No. 32563 

Start 488 

Name OJ990817_13 . 9A03 . C13 . ol . gs 

Start 488 

GI none 

Exons 488.. 565, 772.. 843, 1361.. 1414 



Seq. ID OJ990817_13.9A03.C13 

Strand + 

End 1414 

Method GENSCAN 

End 1414 

Score .81 



Seq. No. 15357 

Gene No. 32564 

Start 1 

Name OJ9908 17_13 . 9A03 . C14 . ol . np 

Start 1 

GI 2252843 
Exons 



Seq. ID OJ990817_13.9A03.C14 

Strand + 

End 2187 

Method AAT/NAP 

End 2187 

Score 810 



1..225, 305. .632, 709. .1486, 1570. .2187 



15988 




GI Descrip. (AF013293) No definition line found [Arabidopsis thaliana] 

gi I 6049885 |gb| AAF02800.il AF195115_20 (AF195115) No definition 
line found [Arabidopsis thaliana] 





Coo Mo 


1 S1S7 
j. .j *j j / 


Seq. ID 


OJ990817 


1 1 QA01 


pi 4 




rirri o Mo 


19S64 


Strand 


+ 








ULul L 




End 


2187 • 








Name 


D.TQQ0817 1? QA01 PI 4 nl n<z 


Method 


GENSCAN 








Start 


47 


End 


2155 








GI 


none 


Score 


.77 








XT' von Q 


47 176 288 612 715 849 


1153. .1279, 1447.. 


91 
1 j j 






O C 4 . IN (J . 


1 S1S8 
J. J J JO 


Seq. ID 


OJ990827 


1 6 QA91 


r 9 




(~1 Qfi q Mo 


19 S6^ 


Strand 


+ 








C4- a r -|- 
JLGI l. 


1 4 4 S 

X *i *i J 


End 


1927 








Name 


0,TQQnft97 1 6 QA91 P9 nl rr<? 


Method 


GENSCAN 








Start 


1445 


' End 


1927 








GI 


none 


Score 


.71 








F 1 von q 


14 4 5 1 927 












Can Mo 


1 S1S8 


Seq. ID 


OJ990827 


1 6 QA91 


CO 




forio Mo 


19 S66 


Strand 


+ 








rt - 

O Lul L 


1 £- U J 


End 


4688 






! i sf 


LNdiLlC 


n,TQQnft97 1 6 QA91 P9 n9 rr«5 


Method 


GENSCAN 










4 9 61 ~~ 

H c* \J J 


End 


4688 






I'f'l 


GI 


none 


Score 


.57 






•.7 : : 

f U 


Exons 


^4263. .4320, 4558. .4688 












OtS^ • LNU ■ 


1 S1S8 


Seq. ID 


OJ990827 


_16.9A21, 


.C2 




CDri d Mo 

UCl 1C LN U . 


19 S 67 
-J ^. o u / 


Strand 


+ 






'jo? 


Start 


8i 


End 


11670 






ni 


Name 


0,7990897 1 6 9A91 P9 n4 rrc; 


Method 


GENSCAN 








OLdi L 


8i ns ~ 


End 


11670 








Vk3 J. 


n on o 


Score 


.41 








Exons 


8105.. 8136, 8268.. 8386, 8943 


..9324, 9393.. 9616, 


9705. . 10090, 






10123. .10180, 10237. .1094 9, 


11233. . 11670 






;: ;j 
i. 


Seq . No . 


15358 


Seq. ID 


OJ990827 


_16.9A21, 


.C2 




Cono Mo 


19 S68 


Strand 


+ 








OLaL L 


9781 1 

£. 1 O X J 


End 


32208 






r\ 

•1ST 


Ma mo 

IN CUUC 


O.TQQH897 1 6 QA91 P9 oft o-q 


Method 


GENSCAN 








uLdl L 


97811 _ 

^ / O X «J 


End 


32208 








GI 


none 


Score 


.6 








Exons 


27813. .27920, 29197 .. 294 60, 


30492. .30728, 31425 


. .31442, 








191 14 1990ft 












Con- M /-\ 

oeq. lno . 


ID JJO 


Seq. ID 


OJ990827 


_16.9A21. 


.C2 




Gene No. 


32569 


Strand 










Start 


5553 


. End 


5922 








Name 


OJ990827 16. 9A21 . C2 . o3 . gs 


" Method 


GENSCAN 








Start 


5553 


End 


5922 








GI 


none 


Score 


.82 








Exons 


5553.. 5780, 5800.. 5922 












Seq. No. 


15358 


Seq. ID 


OJ990827 


_16. 9A21. 


.C2 




Gene No. 


32570 


Strand 










Start 


12134 


End 


18781 







15989 



Name 

Start 

GI 

Exons 



# 



OJ990827_1 6 . 9A2 1 . C2 . o5 . gs Method 
12134 End 
none Score 



GENSCAN 
16325 
. 44 



12134. .12682, 13309. .13516, 13582. .13800, 14119. .15017, 
15189. .15811, 15822. . 16021, 16051.. 16325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15358 
32570 
12134 

OJ990827_16 . 9A21 . C2 . ol . np 
12137 
4378066 
12137. . 17137, 17820. .18141 
(AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb 1 AAD27571 . 1 1 AF114 171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ990827_16.9A21.C2 
Strand 

End 18781 

Method AAT/NAP 

End 18141 

Score 2967 



15358 
32570 
12134 

OJ990827_16. 9A21 . C2 . 06 . gs 

16473 

none 



Seq. ID OJ990827_16.9A21.C2 
Strand 

End 18781 

Method GENSCAN 

End 18781 

Score .52 



16473. . 17318, 17348 .. 17602, 17 664 .. 17800, 17826 18212 , 
18397. .18781 



Seq. No. 15358 

Gene No. 32571 

Start 22855 

Name OJ990827_16 . 9A21 . C2 . 06 . tw 

Start 1807 

GI none 

Exons 1807.. 1932, 16653.. 16943 



Seq. ID OJ990827_16.9A21.C2 
Strand 

End 23801 

Method TBLASTX : Wheat 

End 16943 

Score 61 



Seq. No. 15358 

Gene No. 32571 

Start 22855 

Name OJ990827_16 . 9A21 . C2 . o5 . tm 

Start 12188 

GI none 

Exons' 12188. . 12448, 12213.. 12380 



Seq. ID OJ990827_16.9A21.C2 
Strand 

End 23801 

Method TBLASTX: Maize 

End 12448 

Score 80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15358 
32571 
22855 

OJ990827_16. 9A21.C2 .06. tm 

12455 

none 



Seq. ID OJ990827_16.9A21.C2 
Strand 

End 23801 

Method TBLASTX : Maize 

End 12697 

Score 42 



124 55. .12697,,- 124 56. .12515, 12594. .12 692 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15358 
32571 
22855 

OJ990827_16. 9A21.C2 .o2. ts 

12712 

none 



Seq. ID OJ990827_16.9A21.C2 
Strand 

End 23801 

Method TBLASTX : Soybean 

End 13086 

Score 51 



12712. .12936, 12719. .12904, 1294 3. .1308 6, 1294 4. .13057 



15990 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15358 
32571 
22855 

OJ990827_16.9A21.C2. 

12727 

none 

12727. .13089, 12728. 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990827 16.9A21.C2 



o3. tm 
.12916, 12935.. 12997 



23801 

TBLASTX: Maize 
13089 
180 



15358 Seq. ID 

32571 Strand 

22855 End 

OJ990827_1 6 . 9A21 . C2 . o4 . tw Method 

12859 End 

none Score 
12859.. 13248 



OJ990827_16.9A21.C2 
23801 

TBLASTX: Wheat 

13248 

232 



n 



ri! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. N6\* 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15358 Seq. ID 

32571 Strand 

22855 End 

OJ990827_16 . 9A21 . C2 . o4 . tm Method 

13090 End 

none Score 

13090. .13356, 13091.. 13231 



OJ990827_16.9A21.C2 
23801 

TBLASTX: Maize 

13356 

77 



15358 
32571 
22855 

OJ990827_16. 9A21.C2 ,o3.tw 
13695 
none 

13695. .13841, 13696 .. 13836, 13836 .. 14 102, 13876. .14019 



Seq. ID OJ990827_16. 9A21.C2 
Strand 

23801 

TBLASTX: Wheat 
14102 
69 



End 

Method 

End 

Score 



15358 
32571 
22855 

OJ990827_16 . 9A21 . C2 . ol . ts 

14244 

none 

14244. .14627, 14434. .14574 

15358 
32571 
22855 

0 J990827JL 6 . 9A2 1 . C2 . o2 . tw 

14253 

none 

14253. .14 672, 14 359. .14 619 

15358 
32571 
22855 

OJ990827_16 . 9A21 . C2 . o2 . tm 

14346 

none 

14346. .14729, 14359. .14619 



Seq. ID OJ990827_16. 9A21.C2 
Strand 

End 23801 

Method TBLASTX : Soybean 

End 14 627 

Score 68 



Seq. ID OJ990827_16.9A21.C2 
Strand 

End 23801 

Method TBLASTX : Wheat 

End 14672 

Score 173 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_16.9A21.C2 
23801 

TBLASTX: Maize 

14729 

167 



15991 



• # 



Seq. No. 


15358 






Seq. ID 


OJ990827_16.9A21, 


,C2 


Gene No. 


32571 






Strand 






Start 


22855 






End 


23801 




Name 


OJ990827 16.9A21.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14757 






End 


15114 




GI 


none 






Score 


120 




Exbns 


14757. 


.15071, 14757 


. . 15113, 


14758. . 15114 




Seq. No. 


15358 






Seq. ID 


OJ990827_16.9A21, 


■ C2 


Gene No. 


32571 






Strand 






Start 


22855 






End 


23801 




Name 


OJ990827 16.9A21.C2 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14787 






End 


15242 




GI 


none 






Score 


292 




Exons 


14787. 


.15242, 14788 


. .15216 









Seq. No. 15358 

Gene No. 32571 

Start 22855 

Name OJ990827_16. 9A21 .C2 . o5 . tw 

Start 15447 

GI none 

Exons 15447. .15668, 154 48 .. 15669, 15675.. 15806 



Seq. ID OJ990827_16.9A21.C2 



Strand 
End 

Method 

End 

Score 



23801 

TBLASTX: Wheat 
15806 
83 



Seq. No. . 15358 

Gene No. 32571 

Start 22855 

Name OJ990827_1 6 . 9A2 1 . C2 . o7 . gs 

Start 22855 

GI none 
Exons 



Seq. ID OJ990827_16.9A21.C2 
Strand 

End 23801 

Method GENSCAN 

End 23801 

Score . 62 



22855. .22982, 23527 .. 2364 1, 23715.. 23801 



Seq. No. 


15359 




Seq. ID 


OJ990827_16.9A21.C4 


Gene No. 


32572 




Strand 


+ 


Start 


1 




End 


397 


Name 


OJ990827 16.9A21.C4 


. ol .np 


Method 


AAT/NAP 


Start 


1 




End 


397- 


GI 


6539558 




Score 


182 


Exons 


1..397 








GI Descrip. 


(AP000836) Similar 


to putative polyprotein (AC006248) [Ory 




sativa] 








Seq. No. 


15359 




Seq. ID 


OJ990827_16.9A21.C4 


Gene No. 


32572 




Strand 


+ 


Start 


1 




End 


397 


Name 


OJ990827 16.9A21.C4 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


319 


GI 


none 




Score 


201 


Exons 


1..171, 2. .181, 167 


. .319 






Seq. No. 


15359 




Seq. ID 


OJ990827_16.9A21.C4 


Gene No. 


32572 




Strand 


+ 


Start 


1 




End 


397 


Name 


OJ990827 16.9A21.C4 


. ol . gs 


Method 


GENSCAN 


Start 


181 




End 


344 


GI 


none 




Score 


.65 


Exons 


181. .344 









15992 



• # 



Seq. No. 


15360 


Seq. ID 


OJ990827_16.9A21. 


C5 


Gene No. 


32573 


Strand 


+ 




Start 


1 


End 


1672 




Name 


OJ990827 16. 9A21 . C5 . ol . np 


Method 


AAT/NAP 




Start 


1 ~~ 


End 


1672 




GI 


6630685 


Score 


474 




Exons 


1 . . 639, 1454 . .1672 








GI Descrip. 


(AP000969) Similar to copia 


-type pol polyprotein. (AF105716) 




fOrvza satival 








Seq. No. 


15360 


Seq. ID 


OJ990827_16.9A21. 


C5 


Gene No . 


32574 


Strand 


+ 




Start 


12480 


End 


13181 




Name 


OJ990827 16. 9A21 . C5 . o3 . gs 


Method 


GENSCAN 




Start 


12480 ~ 


End 


13181 




GI 


none 


Score 


.76 




Exons 


12480.. 12614, 12759.. 12 97 3, 


13055. .13181 




Seq. No. 


15360 


Seq. ID 


OJ990827_16.9A21. 


C5 


Gene No. 


32575 


Strand 






Start 


720 


End 


1535 




Name 


OJ9 90827 16. 9A21 . C5 .ol . gs 


Method 


GENSCAN 




Start 


720 ~~ 


End 


1535 




GI 


none 


Score 


.77 




Exons 


720. .902, 1135. .1339, 1492. 


.1535 






Seq. No. 


15360 


Seq. ID 


OJ990827_16.9A21. 




Gene No. 


32576 


Strand 






Start 


8863 


End 


9034 




Name 


OJ9 90827 16. 9A21 . C5 . ol . gp 


Method 


AAT/GAP 




Start 


8863 


End 


9034 




GI 


10431 1.R1084 


Score 


301 




Exons 


8863.79034 








GI Descrip. 


f 1256198/dbj | D63711 | RICTNR3 


4.0e-82 Rice transposon Tnr3 


DNA, 




complete sequence 1 








Seq. No. 


15360 


Seq. ID 


OJ990827_16.9A21. 


C5 


Gene No. 


32577 


Strand 






Start 


10289 


End 


• 10614 




Name 


OJ990827 16. 9A21 . C5 . o2 . gp 


Method 


AAT/GAP 




Start 


10289 ~ 


End 


10614 




GI 


4716319 


Score 


546 




Exons 


10289 . . 10614 








Seq. No. 


15360 


Seq. ID 


OJ990827_16.9A21. 


C5 


Gene No. 


32578 


Strand 






Start 


14397 


End 


30929 




Name 


OJ990827 16. 9A21 . C5 . ol . tm 


Method 


TBLASTX: Maize 




Start 


287 


End 


1654 




GI 


none 


Score 


279 




Exons 


287. .634, 301. .639, 1445. .1546, 1446.. 


1586, 1580.. 1654, 






1582. .1644 








Seq. No. 


15360 


Seq. ID 


OJ990827_16.9A21. 


C5 


Gene No. 


32578 


Strand 






Start 


14397 


End 


30929 





15993 



• # 



Name 


OJ990827 16.9A21.C5. 


o4 . gs 


Method 


GENSCAN 






Start 


14397 






-End 


22578 






GI 


none 






Score 


.67 






F von ^ 


14397. 


.14570, 14618. 


. 14766, 


15015. .15279, 16150 


16344, 






16770. 


.16869, 17241. 


. 17407, 


17854. .18091, 19692 


19782, 






21600. 


.21683, 22515. 


. 22578 










OClj . nU i 


15360 






Seq. ID 


OJ990827 


16 . 9A21 . 


. C5 


V3CUC InVJ. 


32578 






Strand 








Start 


14397 






End 


30929 






Name 


OJ990827 16.9A21.C5. 


o2 . np 


Method 


AAT/NAP 






Start 


16132 






End 


29754 






GI 


576886 






Score 


1033 






F von q 


16132. 


.16835, 17955. 


.18091, 


21383. .21481, 21584 


21733, 






22294. 


.22419, 25729. 


.25892, 


25970. .26093, 26407 


26621 






26720. 


.26903, 27021. 


.27373, 


28714 . .288 


60, 29706 


29754 




f^T O ^ c t~ i n 


(L37750) kaurene synthase A 


[Zea mays] 








OCU i IN w . 


15360 






Seq. ID 


OJ990827 


1 6 . 9A2 1 . 


. C5 


UC11C INU » 


32578 






Strand 








Start 


14397 






End 


30929 






Name 


OJ990827 16.9A21.C5. 


oT It* 


Method 


TBLASTX : ' 


Cress 




Start 


17971 






End 


27303 






GI 


none 






Score 


66 






F von q 


17971. 


.18093, 21382. 


.21483, 


21397. .21495, 21583 


.21726, 






21584. 


.21700, 25784. 


.25897, 


25993. .26094, 26408 


. 2 6617, 






26409. 


.26624, 26507. 


.26635, 


26719. .26904, 26723 


. .26905^ 






27019. 


.27195, 27047. 


.27196, 


27208. .27303, 27212 


. .27301 




O " ^ . IN W • 


15360 






Seq. ID 


OJ990827 


J.6.9A21. 


. C5 


Gene No. 


32578 






Strand 








Start 


14397 






End 


30929 






Name 


OJ990827 16.9A21.C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


17971 






End 


21699 






rij 


none 






Score 


78 






R von 


17971. 


.18093, 17972. 


.18091, 


21373. .21495, 21377 


. .21514, 






.21583. 


.21699, 21599. 


.21694 










Seq. No. 


15360 






Seq. ID 


OJ990827 


_16.9A21. 


.C5 


Gene No. 


32578 






Strand 








Start 


14397 






End 


30929 






Name 


OJ990827 16.9A21.C5. 


o4 . tm 


Method 


TBLASTX:) 


Maize 




Start 


21840 






End 


22183 






GI 


none 






Score 


126 






F von 


21840. 


.22055, 22097. 


.22183 










Seq. No. 


15360 






Seq. ID 


OJ990827 


_16.9A21. 


.C5 


Gene No. 


32578 






Strand 








OLal L 


14397 






End 


30929 






ln all it; 


OJ990827 16.9A21.C5. 


ol . tw 


Method 


TBLASTX : i 


Wheat 




Cf 3 v-f- 

O LdlL 


21909 






End 


22270 






GI 


none 






Score 


70 






Exons 


21909. 


.22055, 22040. 


.22270, 


22118. .22270 






Seq. No. 


15360 






Seq. ID 


OJ990827 


_16. 9A21, 


.C5 


Gene No. 


32578 






Strand 








Start 


14397 






End 


30929 







15994 




Name 


OJ990827 16.9A21.C5. 


o5 . gs 


Method 


GENSCAN 






Start 


23903 




End 


30929 






GI 


none 




Score 


.59 






Rxon ^ 


23903 24226 24604 


. 24 683, 


25780. .25892, 25970 


26093, 






26407 26573 26720 


26903 


27021. .27321, 28488 


28599 






28761 29021. 29072 


. 29322, 


30825. .30929 






O C ^ . Vi\J . 


1 5360 




Seq. ID 


OJ990827 






Gene No. 


32578 




Strand 








Start 


14397 




End 


30929 






Name 


OJ990827 16 9A21 C5 


o3 . tm 


Method 


TBLASTX : 1 


Mai ze 




Start 


25781 ~~ 




End 


26602 






GI 


none 




Score 


99 








25781 25897 25782 


25898 


25991. .26095, 25993 


26094 






26408 26602. 26409 


. 26576 










Seq. No. 


15361 




Sea ID 


OJ990827 


_16.9A21 


.C6 


Gene No. 


32579 




Strand 








Start 


858 




End 


1638 






Name 


OJ990827 16.9A21.C6. 


ol . gs 


Method 


GENSCAN 






Start 


858 




End 


1638 






GI 


none 




Score 


. 65 






R y on q 


858.-964, 1293. .1448, 1503. 


. 1638 








O C V_J a IN Vwr . 


15361 




Seq. ID 


OJ990827 


1 6 . 9A2 1 


P6 


Gene No. 


32580 




Strand 








Start 


13 




End 


4395 






Name 


OJ990827 16.9A21.C6. 


ol .np 


Method 


AAT/NAP 






Start 


13 




End 


4395 






GI 


5852181 




Score 


126 






R yon <? 


13. .111, 1285. .1547, 


4372. . 


4395 








GI Dp^rriD 


(AL117265) zhbOOll.l 


[Oryza 


sativa] 








Seq. No. 


15361 




Seq. ID 


OJ990827 


_16.9A21, 


,C6 


Gene No. 


32580 




Strand 








Start 


13 




End 








Name 


OJ990827 16.9A21.C6. 


o2 .gs 


Method 


GENSCAN 






Start 


3533 




End 


3709 






GI 


none 




Score 


.96 






Exons 


3533. .3709 












Seq. No. 


15362 




Seq. ID 


OJ990827 


_16. 9A21, 


.C7 


Gene No. 


32581 




Strand 


+ 






Start 


1251 




End 


2849 






Name 


OJ990827 16.9A21.C7. 


ol . gs 


Method 


GENSCAN 






Start 


1251 




End 


2849 






GI 


none 




Score 


.41 






IT yon 


1251. .1322, 1856. .1978, 2532. .2849 








oeq. ln o • 


15362 




Seq. ID 


OJ990827 


1 £ on 9 1 




Gene No. 


32581 




Strand 


+ 






Start 


1251 




End 


2849 






Name 


OJ990827 16.9A21.C7. 


ol.gp 


Method 


AAT/GAP 






Start 


2226 




End 


2626 






GI 


none 




Score 


767 






Exons 


2226. .2626 













15995 



Seq. No. 15362 Seq. ID 

Gene No. 32582 Strand 

Start 2786 End 

Name OJ990827_1 6 . 9A2 1 . C7 . o2 . gp Method 

Start 2786 End 

GI 3763187 Score 
Exons - 2786.. 3157 



# 



OJ990827_ 
+ 

3157 
AAT/GAP 
3157 
617 



16.9A21.C7 



Seq. No. 15363 Seq. ID 

Gene No. 32583 Strand 

Start 241 End 

Name OJ990827_16 . 9A21 . C8 . ol . gs Method 

Start 241 End 

GI none Score 

Exons 241.. 397 



OJ990827_16.9A21.C8 
+ 

397 

GENSCAN 

397 

.48 



Seq. No. 15363 

Gene No. 32584 

Start 2840 

Name OJ990827_16 . 9A21 . C8 . o2 . gs 

Start 2840 

GI none 

Exons 2840.. 2997, 3416.. 3536 



Seq. ID OJ990827_16.9A21.C8 

Strand + 

End 3536 

Method GENSCAN 

End 3536 

Score . 65 



Seq. No. 15363. Seq. ID 

Gene No. 32585 Strand 

Start 5921 End 

Name OJ990827_16 . 9A21 . C8 . o3 . gs Method 

Start ■ 5921 End 

GI none Score 

Exons 5921.. 6122, 6552.. 6670 



OJ990827_16. 9A21.C8 
+ 

6670 . 
GENSCAN 
6670 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15363 
32586 
11250 

OJ990827_1 6 . 9A2 1 . C8 . o5 . gs 

11250 

none 



Seq. ID OJ990827_16. 9A21.C8 

Strand + 

End 13701 

Method GENSCAN 

End 13701 

Score .49 



11250. .11431, 12865. .12959, 13403. .13701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15363 Seq. ID 

32587 Strand 

1 End 

OJ990827_16.9A21.C8.ol.np Method 

1 End 

3461840 Score 
1..34, 400. .1976 

(AC005315) putative non-LTR retroelement reverse . transcriptase 
[Arabidopsis thaliana] 



OJ990827_16.9A21.C8 

1976 
AAT/NAP 
1976 
586 



Seq. No. 15363 Seq'. ID 

Gene No. 32588 Strand 

Start 3136 End 

Name OJ990827_16 . 9A21 . C8 . o2 . np Method 

Start 3136 End 

GI 6721512 Score 

Exons 3136.. 3323, 3351.. 3464, 5095.. 5142 



OJ990827_16. 9A21.C8 

5142 
AAT/NAP 
5142 
116 



15996 



GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 

OJ990827 16.9A21.C8 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15363 Seq. ID 

32589 Strand 

7628 End 10593 

OJ990827_16. 9A21 .C8 ,o4 .gs Method GENSCAN 

7628 : '- .- End 10593 

none Score .77 

7628. .7805, 10025. .10187, 10281. .10593 



15363 Seq. ID 

32590 Strand 

14125 End 

OJ990827_16. 9A21 .C8 ,o4 .tw Method 

1 End 

none Score 

1..99, 1..339, 2. .214 



OJ990827_16.9A21.C8 
19201 

TBLASTX: Wheat 

339 

61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i; Seq. No. 

L! Gene No. 

l\ Start 

Name 

l\ Start 

" GI 

fe» Exons 



15363 Seq. ID 

32590 Strand 

14125 End 

OJ990827_1 6 . 9A21 . C8 . o5 . tm Method 

58 End 

none Score 

58. .126, 83. .115, 157. .525, 164. .526 

15363 Seq. ID 

32590 - Strand 

14125 End 

0 J990827JL 6 . 9A2 1 . C8 . 06 . tw . Method 

427 End 

none Score 
427. .525, 571. .603, 604. .978, 605. .979 



OJ990827_16.9A21.C8 
19201 

TBLASTX: Maize 

526 

43 



OJ990827_16.9A21.C8 
19201 

TBLASTX: Wheat 

979 

91 



:i Seq. No. 

j Gene No. 

j! Start 

[ l Name 

=? Start 

I! GI 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15363 
32590 
14125 

OJ990827_1 6 . 9A21 ..C8 . o7 . tm 
559 
none 

559. .756 

15363 
32590 
14125 

OJ990827_16. 9A21.C8.o4 . ts 
601 
none 

601. .786, 775. .1002, 1072. .1128 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



15363 Seq. ID 

32590 Strand 

14125 End 

OJ990827_16 . 9A21 . C8 . ol . tm Method 

7 60 End 

none Score 

760.. 1494, 893.. 1006, 1043.. 1210, 1235 



OJ990827_16.9A21.C8 
19201 

TBLASTX: Maize 

756 

205 



OJ990827_16.9A21.C8 
19201 

TBLASTX: Soybean 

1128 

54 



OJ990827_16.9A21.C8 
19201 

TBLASTX: Maize 

1695 

73 

. .1342, 1478. .1672, 



15997 



1546. .1695 





15363 
x -j j \j j 


q pn in 

OGl£ " x u 


OJ990827 16 9A21 


PR 


UClIC IN U . 


32590 


9f r^nH 
0 l i aiiu 






o L d i. l 


14 12S 

X *1 1 £. J 


FnH 

Hil ILL 


1 9201 




INdlllC 


OJ990R27 16 9A21 PR o7 Yw 


L1C L 1 IUU 


1 Diino x x\ » » v 1 1 a l 




O Lai L 


1069 ~~ 


FnH 

Hi 11 LI 


1 395 

x j y j 




(IT 

\J 1 


none 


^ f o r~ 

OLUi C 


114 




Exons 


1069.. 1209, 1214.. 1354, 1219 


. .1395 








15363 


JCvJ . XL/ 


OJ990827 16 9A91 
y y\j o c / xu. y t\c. x 


PR 

• LO 


OCllC LN L» . 


32590 


Cf r a n H 
0 L x aiiu 






o Lai l 




FnH 


1 9201 
1 y c. \j x 




Ma mo 

IN CUlLC 


O.T990R27 1 6 9A21 PR nR i~w 

UU JJUOZ, / XD. Z) t\C* X t LO 1 UO • LW 


lie L 1 1L>LA 


1 Dijnj 1 c\. ■ vv i lc; a L 




91- a rt* 

U Lul L 


1408 ~~ 


FnH 


164 7 




r; t 




OuUl c 


1 70 

X / \J 




Exons 


1408. .1647, 1427. .1621 








Q p» pr KJo 
O C *«-^ • l»v • 


15363 


Seq. ID 


OJ990827 1 6 9A21 

y y \j 0 / 1 vj ■ yt\£. x 


PR 


OC11C LM L* • 


32 590 

•J £. *J y\J 


C-h rand 
0 l x cii in 






O Loi L 


1412 5 


FnH 


1 9201 




LN dllLC 


O.T990R27 1 6 QA21 PR nR tm 


HC L llvJLl 


1 OXirlO 1 £\ ■ L Id X Z. C 




O Lai. L 


1780 ~~ 


FnH 


1 965 
x y u *j 




(1 T 


none 


Score 


8 3 




Ej-XLJI lo 


1780 1 QfiS 1793 1954 








Seq. No. 


15363 


Seq. ID 


OJ990827_16.9A21 


.C8 


Gene No. 


32590 


Strand 






O Lai L 


14 125 


End 


19201 




Name 


D.T990R27 16 QA21 PR n6 rr<? 


Method 


GEN SCAN 




OLai L 


1412 5 ~~ 

X 1 X J 


End 


18147 




GI 


none 


Score 


. 65 




F yon c 


14125 14129 14296 14393 


14 697. .14886, 15028. .15138, 






1 531 9 15468 15697 16195 


16229. . 1654 5, 16830. . 17133, 






17155 17553 17737 18147 








Seq. No. 


15363 


Seq. ID 


OJ990827_16.9A21 


.C8 


Gene No. 


32590 


Strand 






Start 


14125 


End 


19201 




INctlllC; 


O.T990R27 1 6 9A21 PR r»3 nn 


Method 


AAT/NAP 




O Ldl L 


14177 _ 

14 1/ / 


End 


19201 




VJ 1 


6623973 


Score 


2530 




Hi A.L>11 O 


14177 17991 19175 19201 










fflP0^7505^ Ui nhl v o-imi br t-n 
\r\\^\j\j 1 -J } nxyniy biuiiiai lu 


Tal-3 polyprotein [Arabidopsi; 




thaliana] 








C e»rr Mo 


1 5363 

1 j j 0 ~j 


Seq. ID 


OJ990827_16. 9A21 


.C8 


P An 0 M n 


32 590 
0 z. j y\j 


Strand 






OLart 


14 19 5 


End 


19201. 




Name 


OJ990827 16.9A21.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


14186 


End 


14788 




GI 


none 


Score 


65 




Exons 


14186. .14398, 14414 14551, 


14561. . 14 665, 14 660. .14 788 




Seq. No. 


15363 


Seq. ID 


OJ990827_16. 9A21 


.C8 


Gene No. 


32590 


Strand 






Start 


14125 


End 


19201 





15998 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990827JL 6 . 9A21 . C8 . o2 . tm Method 

14186 End 

none Score 
14186. .14608, 14190. .14609 



TBLASTX: Maize 

14609 

311 



15363 
32590 
14125 

OJ990827_16. 9A21 .C8.o3.ts 
14189 
none 

14189. .14302, 14199. . 14294, 14312 .. 14587, 14315. .14584 



Seq. ID OJ990827_16. 9A21.C8 
Strand 

End 19201 

Method TBLASTX : Soybean 

End 14587 

Score 52 



Seq. No. 15363 

Gene No. 32590 

Start 14125 

Name OJ990827_1 6 . 9A21 . C8 . o5 . tw 

Start 14213 

GI none 

Exons 14213. .14413, 14 214 .. 144 02 , 
14445. .14666 



Seq. ID OJ990827_16. 9A21.C8 
Strand 

End 19201 

Method TBLASTX : Wheat 

End 14666 

Score 62 
14429. .14635, 14 4 32 .. 14 635 , 



Seq. No. 15363 

Gene No. 32590 

Start 14125 

Name OJ990827_16 . 9A21 . C8 . o3 . tm 

Start 14672 

GI none 

Exons 14672. .14977, 14 67 4 .. 14 988 , 
14954. .15109, 15021. .15110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



15363 
32590 
14125 

OJ990827_16.9A21.C8. 

14762 

none 

14762. .15217, 15006. 



ol . tw 



Seq. ID OJ990827_16.9A21.C8 
Strand 

End 19201 

Method TBLASTX: Maize 

End 15110 

Score 200 
14 682. . 14 97 5, 14 690. .14 98 9, 



Seq. ID OJ990827_16.9A21.C8 
Strand 

End 19201 

Method TBLASTX : Wheat 

End ' 15541 

Score 67 



,15218, 15212. .15541, 15228. .15539 



15363 
32590 
14125 

OJ990827_16 . 9A21 . C8 . o4 . tm 

15116 

none 

15116. .1554 4, 1524 9. .1554 5 



Seq. ID OJ990827_16. 9A21.C8 
Strand 

End 19201 

Method TBLASTX : Maize 

End 15545 

Score 100 



15363 
32590 
14125 

OJ990827_16. 9A21 . C8 . ol . ts 
15130 
none 

15130. . 15396, 15143. .15520, 15172 .. 15396, 15228. .15518 



Seq. ID OJ990827_16.9A21.C8 
Strand 

End 19201 

Method TBLASTX : Soybean 

End 15520 

Score 119 



15363 
32590 



Seq. ID OJ990827_16. 9A21-.C8 
Strand 



15999 






Start 


14125 




End 


19201 






Name 


OJ990827 16 9A21 C8 


. o3 . tc 


MpI - hod 








Start 


15338 ~~ 




End 


15544 






GI 


none 




Score 


65 






L/AU11D 


15338 15544 15372 


15539 










Seq. No. 


15363 




Seq. ID 


OJ990827_16.9A21 


.C8 




Gene No. 


32590 




Strand 










14125 




End 


19201 






Name 


OJ990827 16 9A21 C8 


. o3 . tw 










Art 


1 SS42 _ 

X J J 1 ^ 




End 


1 5812 






\j x 


none 




Score 


205 






PvAn S 


15542 15811. 15543 


15812 










Seq. No. 


15363 




Seq. ID 


OJ990827_16.9A21 


.C8 




Gene No. 


32590 




Strand 








Start 


14125 




End 


19201 






Name 


OJ990827 16 9A21 C8 


. ol . tc 


Mp1" h nH 








Start 


15902 ~~ 




End 


16444 






V3 J. 


none 






171 






Pynn s 


15902 16150 16166 

X -J y \j t~ • ■ x u x u , l u i uu 


. .16444 










Seq. No. 


15363 




Seq. ID 


OJ990827_16.9A21 


.C8 




Gene No. 


32590 




Strand 






3 




14125 




End . 


19201 






Name 


OJ990827 16 9A21 C8 


. o2 . ts 


Method 


TBLASTX: Soybean 
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